MpenckypaHT ycnyr

Kog
ycnyru

HanmeHoBaHwue ycnyrm

CrtonmocTb
ycnyrm
(RUB)

MpumeyaHne

000000

ABaHC 3a MeJuLUMHCKME yCryru

000000

[Honnata 3a MeguUUHCKMe ycnyru

000000

BoHyc 3a nporpammy

000000

ABaHC 3a MeaunuUnHcKne ycnyrun

000000

MpuBeTCTBEHHBIN 6OHYC

01

AMmb6ynamopHasi 2uHeKoJ1o2ust

01/1

KOHcynbmauuu 2UHEeKoJ102a

01/11

OyYHble KOHCYNIbMmayuu

010101

Mpuem (0CMOTp, KOHCYNbTaLUMs) Bpava-akyLlepa-rMHekoriora nepBuYHbIN

4700

010101

KOHch'IbTaLWIFI Bpaya aKylwlepa-rmHeKkonora

4700

010102

Mpuem (0CMOTp, KOHCYNbTaUMs) Bpada-akyLlepa-rMHekoriora NoBTOPHbIN

4700

010103

Mpuem (ocMOTP, KOHCYNLTaLMs) Bpadva-akyLluepa-rMHeKonora nepBuYHbIN
K.M.H./goueHT/BegyLumin cneumannct

5 800

010104

Mpuem (ocmOTp, KOHCYNbTALMS) Bpaya-akyLlepa-rMHeKOnora NoBTOPHbIN
K.M.H./goueHT/BeayLmMn cneumnanmct

5800

010105

MpvieM (0CMOTp, KOHCYNETaLMs) Bpada-akyLlepa-rmHekornora nepBuUYHblii
A.M.H./rnaBHbIi cneumanucT/pyKoBoaUTeNb OTAENeHus!

6 200

010106

Mpuem (0CcMOTp, KOHCYNbTaUMs) Bpada-akyLlepa-rMHekoriora NoBTOPHbIN
O.M.H./rMaBHbIV cnewnanucT/pykoBoauTenb OTAENEHUS

6 200

010135

Mprem (oCMOTp, KOHCYNbTaumMs) Bpada NOBTOPHbLIN
KpaTtkasi

3200

010179

Lkona ansa 6epemMeHHbIX

010222

Mpuem (ocMOTp, KOHCYNbTaLUs) -akyLlepa-rMHeKornora neperuyHas
MpenBapuTenbHas KOHCynbTaums akyllepa-rMHekonora no BeAeHunto
BGepeMeHHOCTH

010223

Mpuem (0CMOTP, KOHCYNbTaLKMSA) -aKyLLepa-rmHeKornora nepBnyHas
MpepBapuTenbHas KOHCYNbTaLMs akyllepa-rmHeKonora no BeAeHuo
GepemMeHHOCTH, K-M.H./goLeHT/BegyLumni cneumanuct

010224

MpvieM (oCcMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepeuYHas
MpeaBapuTenbHas KOHCYNbTaLUs akyluepa-rMHekosiora no BeaeHuo
GepeMeHHOCTU, A.M.H./rMaBHbIA cneuuanvicT/pykoBoanTeNb OTaeneHus

010241

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NnepBuYHbIN
CreumanucT no Ta3oBbIM ANCHYHKLUSM

4700

010242

Mprem (ocMOTp, KOHCYNbTaUMs) -aKyLlepa-ruHekonora NoOBTOPHbIN
Cneunanuct no TazoBbiM ANCHYHKLUSAM

4700

010247

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NnepBuYHbIN
CreumanucT no Ta3oBbIM ANCHYHKLUSM, K.M.H./0OLEHT/BeayLmin cneynanmct

5800

010248

Mprem (oCMOTp, KOHCYNbTaUMs) -aKyLlepa-ruHeKonora NOBTOPHbIN
Cneumanuct no TasoBbIM AUCHYHKLMAM, K.M.H./QoLUeHT/Beaywmin cneumnanuct

5 800

010249

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NnepBuYHbIN
CreumanucT no Ta3oBbIiM ANCHYHKUUSM, A.M.H./TMaBHbINA
cneuvanuct/pykoBoauTenbs oTaeneHus

7 500

010250

Mprem (ocMOTp, KOHCYNbTaUmMs) -akyLlepa-ruHekonora NoOBTOPHbIN
Cneumanuct no TazoBbIM AUCHYHKUMAM, 4.M.H./rnaBHbIN
cneumanunct/pykoBoguTens oTaerneHus

6 200

010265

Mpuem (0CMOTP, KOHCYNbTaLKMSA) -aKyLLepa-rmHeKornora nepBnyHasi
[eTckui ruHekonor

4700

010266

Mpuem (oCcMOTP, KOHCYNLTaUMS) -akyLlepa-rmHeKosiora NoBTOpHasi
[eTtckun rmHekonor

4700

010267

lMpuem (ocMOTp, KOHCYNbTaums) -akyLuepa-rmHekonora nepsuyHas
[eTckuin rmHekonor, K.M.H./goueHT/BegyLumi cneymanmuct

5800

010268

Mpuem (oCcMOTP, KOHCYNLTaUMS) -akyLlepa-rmHeKosiora NoBTOpHasi
[leTckni rmHekonor, K.M.H./goueHT/Beaywmin cneymnanuct

5 800




010269

Mpuem (0CMOTP, KOHCYNLTaUMS) -akyllepa-rmHeKkosiora nepBuYHasi
[eTcknin rmHekonor, 4.M.H./rmaBHbIN cneunanuct/pykoBoauTenb OTAENeHUs

6 200

010270

Mpuem (0OCMOTp, KOHCYNbTaUWs) -akyLlepa-rMHeKkonora NoBTopHas
[leTCKUin rMHeKonor, A4.M.H./raBHbI cneunanncT/pykoBoaMTENb OTAENEHNS

6 200

010324

ExxeqHeBHbIi OCMOTP Bpa4yoM-aKyLlepOM-TMHEKONOroM GepeMeHHOM, C
HabnoAeHeM U YXO40M CPefHero 1 mragwero MeamUMHCKOro nepcoHana B
oTAeneHun cTaumoHapa

HabntogeHune rvHeKonorom B XoAe NpoBeAeH st IMoKO30ToNIepaHTHOMo TecTa

2 300

01/1/2

MHeHue spaya

010243

Mprem (oCcMOTp, KOHCYNbTaUmMs) -akyLlepa-ruHekonora nepBUYHbIN
MHeHuWe Bpaya aKyLlepa-rmHekorora, cnewuanvicra no Ta3oBbim
AncdyHKUMAM

3760

010244

Mpuem (ocMOTp, KOHCYNbTALMS) -aKyLLepa-rMHeKonora NoBTOPHbI
MHeHve Bpaya akyLlepa-ruHekonora, cneymanucTa no TasoBbiM
ancdyHKUMAM

3760

010251

Mprem (oCMOTp, KOHCYNbTaUmMs) -akyLlepa-ruHekonora nepBUYHbIN
MHeHuVe Bpaya akyLlepa-rmHekorora, cnewuanvicra no Ta3oBbim
ONCAYHKUMAM, K.M.H./goLeHT/BegyLmi cneumannct

4 640

010252

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NoOBTOPHbIN
MHeHuWe Bpaya akyLlepa-rmHeKkonora, cnewuanicra no Ta3oBbiM
ONCHYHKUUSM, K.M.H./OOLEHT/BeOyLLMIA cneunanmcT

4 640

010253

Mprem (oCcMOTp, KOHCYNbTaUmMs) -akyLlepa-ruHekonora nepBUYHbIN
MHeHuWe Bpaya aKyLlepa-rmHekorora, cnewuanvicra no Ta3oBbim
ONCAYHKUUSAM, O.M.H./IMaBHbIA cneunanucT/pyKoBoaMTeNb OTAENEHNS

6 000

010254

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NoOBTOPHbIN
MHeHWe Bpaya akyLlepa-rmHekornora, cnewuanicta no Ta3oBbiM
ONCYHKUUSM, O.M.H./rMaBHbIA cneunanucT/pykoBogMTenb OTAENeHNs

4 960

010277

MpvieM (ocMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepBuYHas
MHeHWe JeTcKoro ruHekonora

3760

010278

Mpuem (0CMOTP, KOHCYNbTaLKMSA) -aKyLLepa-rmHeKornora noBTopHas
MHeHne getckoro ruHekonora

3760

010279

Mpuem (0CMOTP, KOHCYNLTaUMS) -akyllepa-rmHeKkosiora nepBnYHasi
MHeHne aeTckoro rmHekornora, K.M.H./goueHT/BegyLmin cneymanmct

4 640

010280

Mpuem (0CMOTp, KOHCYNbTaUWs) -akyLLlepa-rMHeKkonora NoBTopHas
MHeHWe OeTcKoro rmHekornora, K.M.H./0oueHT/BeayLuii cneumanunct

4 640

010281

MpvieM (ocMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepeuYHas
MHeHWe JeTcKoro ruHekonora, 4.M.H./rmaBHbIi cneuuanucT/pykoBoauTerb
oTaeneHus

4 960

010282

Mpuem (0CMOTp, KOHCYNbTaLUWs) -akyLlepa-rMHeKkonora NoBTopHas
MHeHWe OeTcKoro rmHekornora, 4.M.H./rmaBHbIA cneumanuct/pykoBoguTens
oTAeneHus

4 960

100811

MpvieM (oCcMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepeuyHas
MHeHve Bpaya akyluepa-rmHekosora

3 760

100812

Mprem (ocMOTp, KOHCYNbTaLUS) -akyLlepa-rMHeKornora NoBTopHas
MHeHue Bpaya akyLLepa-rmHekonora

3760

100813

MpvieM (oCcMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepBuYyHas
MHeHve Bpaya akyluepa-rMHekonora, BefyLero creuyanucra

4 640

100814

Mprem (ocMOTp, KOHCYNbTaLUS) -akyLlepa-rMHeKornora NoBTopHas
MHeHue Bpaya akyLlepa-rMHeKornora, BegyLLero cneyumanmcra

4 640

100825

MpvieM (ocMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepBuYHas
MHeHve Bpaya akyluepa-rMHeKorora, rmaBHoro cneuuanvcra

4 960

100826

Mprem (ocMOTp, KOHCYNbTaLUS) -akyLlepa-rMHeKornora NoBTopHas
MHeHue Bpaya akyLlepa-rMHekorora, rMmaBHOro cneuvanvcTa

4 960

01/1/3

3aoyHbie KOHCynbmauyuu

010202

Mpuem (0CMOTp, KOHCYNbTaLUMs) Bpava-akyLlepa-rMHekoriora nepBuYHbIN
3a04Hast KOHCYNbTaUus

3700

010203

MpvieM (0CMOTp, KOHCYIETaLMs) Bpada-akyLlepa-rmHeKornora rnoBTOPHbIi
3304Has KOHCymbTauus

3700

010245

Mpuem (0CMOTp, KOHCYNbTaUUs) -akyLlepa-rmHeKonora NnepBuYHbIN
3aoyHas KoHCymnbTaLms, CneumManmncT No TasoBbiIM AUCHYHKUNSM

3700

010246

Mprem (ocMOTp, KOHCYNbTaUmMs) -aKyLlepa-ruHekonora NOBTOPHbIN
3aoyHas KoHcynbTaums, cneumanmnct no TasoBbIM AUCHYHKUNSM

3700

010271

Mpuem (0CMOTp, KOHCYNbTaUWs) -akyLlepa-rMHeKkonora nepBuYHas
3aoyHas KoHCynsTaums, 4ETCKUA MMHEKONor

3700




010272

MpvieM (0CMOTp, KOHCYINBTaLMS) -aKkyLlepa-TMHeKosiora NoBTopHas

3aoyHaga KoHcynbTaums, 4ETCKUA MMHEeKonor 3700
220115|Npumem (ocMOTp, KOHCYMbTaUmMs) -aKkyLlepa-rmHeKonora nepBUYHbIV

OHKOTMHEKONOr, A.M.H./rmaBHbIV cneunanuct/pykoBoguTenb OTAENeHns,

3a04Hast KOHCynbTaums 7 700
220116|lMprem (ocMOTp, KOHCYNbTaUMS) -akyLLepa-ruHekonora NnepBUYHbIN

OHKOIMHEKONOr, A.M.H./rmaBHbI cneunanuct/pykoBoauTenb OTAENEHUS,

3a04Hasi KOHCybTaUms 7 700
01/2 |Manunynayuu
010137|Mony4eHne BnaranuiHOro maska 600
010138|Konbnockonus 3900
010139|BynbBockonus 2 200
010140|YganeHue nobpokavyeCTBEHHbIX HOBOOOPA30BaHUIM KOXN METOAOM

3neKTpokoarynaumum

rMMHEKoNorusi, 2-5 aNeMeHTOB BKITHOUYNTENbHO 5800
010141|YpaneHne nobpoka4yecTBEHHbIX HOBOOOPa3oBaHUIA KOXXM METOAOM

areKkTpokoarynsumm

rmHekonorusi, bonee 5 anemMeHToOB 11 500
010142 YganeHue nonuvna XeHCKUX noroBbIX OpraHoB 4 800
010143|BBeaeHune BHyTpUMaTO4YHON cnupanu 6 400
010144|MprMeHeHne BHYTpMMaTOYHOM cucTtembl MupeHa 26 200
010145|YganeHue BHyTpUMaTOYHOM cnivpanm 1900
010146|BarnHockonus 2600
010147|Buoncms TkaHen maTku 4 600
010148|BusyanbHbii OCMOTP HapY>KHbIX MOMOBbLIX OPraHoB

TECT Ha NoaTekaHMe OKONonnoaHbIX BoA 1400
010149|BusyanbHbii OCMOTP Hapy»XHbIX MNOMOBLIX OPraHoB

TECT AN ANarHOCTUKM NpexXaeBpeMEHHbIX PoaoB 2 900
010150|KoHTpacTHas axoructepocanbnmHrockonus 7 800
010151|Mony4yeHune uepBUKanbHOro Maska 600
010153|PagnoBonHoBas Tepanus LWENKN MaTKK 7 500
010155|Bbuoncusa wenkn maTkM pagmoBoIHOBas

1 KaTeropusi CNOXHOCTU 7 500
010156|Bbuoncusa Wwenkn maTkM paguoBonHoBas

2 KaTeropumsi CrnoxHocTn 13 800
010157|Buoncusa Wwenkn maTkM pagmoBoIHOBas KOHyCOBUAHas

1 KaTeropusi CNOXHOCTU 17 300
010158|Bbuoncusa Wenku MaTkM paguoBONHOBast KOHYCOBUMAHAA

2 KaTeropumsi CrnoxHocTn 17 300
010159|BBeaeHne NCKYCCTBEHHBIX MMMNNAHTATOB B MSArKME TKaHU 4 900
010160| YganeHue NnogKoXXHOro uMnnaHTata 3400
010161|BBeaeHune akyLlepcKoro pasrpyxaroLero nogaepXnseatoLero Konbua

(neccapus) 2 000
010162|KapanoTokorpadus nnoga 2900
010163|KapguoTtokorpachma nnoga

[ BOWHA 3300
010168|HasHayeHre nekapCTBEHHbIX NpenapaToB Npu 6epeMeHHOCTM

MudenpuctoH/MusonpocTton 7 200
010171|Buoncus oTBepcTMsa GapTonMHOBOW Xenesbl (MocTaHoBKa word-kaTepepa) 24 300
010175|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

MmnnaHoH 21 850
010177|YpaneHne MHOPOAHOro Tena mn3 Bnaranuiia 2 500
010182|BeeneHne BHyTpMMaTOUHOM cnupanu

KannuHa 20 800
010185|YganeHue nobpoka4yecTBEHHbIX HOBOOOPa3oBaHUIA KOXXM METOAOM

areKkTpokoarynsumm

rmHekornorusa, 1 anemeHT 3400
010212|HasHayeHne nekapCTBEHHbIX NpenapaToB npu 6epeMeHHOCTH

Mwu3sonpocTton 2 000
100164{CHATMe nocneonepaumoHHbIX LUBOB (nNuraTtyp) 2 500
01/3 |lIpozpammbi eedeHusi 6epeMeHHOCMU




010192

HasHauveHune J'Ie‘-le6HO-03£|,OpOBVITeJ'IbHOI'O pexunma npu 6€peMeHHOCTM
[ononHutenbHasa KOHCYInbTauna Bpada-cneunanncrta B paMKax nporpamMmmbl

BB 2300
01/4 |llpoepaMmbi u akyuu
010178{ AKLUNA KapagmoTtokorpadums (MHoronnogHas 6epemMeHHOCTb) MUHYC 25%
010179|AKUNA KapamoTtokorpadusa muHyc 25%.
010184|MeankameHTO3HOE NpepbiBaHNE Hepa3BUBaIOLLIENCS BEpPEMEHHOCTH
010401|Mporpamma "XKeHckoe 3gopoBbe (6a3oBbi) ¢ Y3 MXK" 12 550
010402|Mporpamma "XKeHckoe 3popoBbe (6asoebiit) ¢ Y3 OMT" 13 550
010403|Mporpamma "XKeHckoe 30opoBbe (paclumpeHHas)" 24 650
010404|Mporpamma "MoaroToBka k 6epemeHHoCcTH" 18 650
010407|{Yekan nocnepogosbin (LITE) 7750
010408|Yekan nocnepoaoBLIN (C aHann3amm) 13 050
010409|MpodhmnakTuka paka LLenkm MaTku 11 400
010410|'mHekonornyecknii Yekan 19 250
990004|AKLINA Y3 Ha npueme y akyLuepa-ruHekonora
A01040 KomnnekcHbI yekan "lNpodunakTnka paka Lenkm matku" 9100
A01111{Komnnekc Ans XeHLWMH co cknakon 25% (akums) 3975
02 OnepamueHasi 2uHeKoJ102usl
02/1 Bonbwue 2uHeKkosio2u4yeckue onepayuu
02/2 |Manbie 2uHeKkosl02Uu4ecKue onepayuu
020185|M'mcTepockonus

oducHasi 30 000
020186|MMcTepockonus

paccedeHne nNeperopoakm MaTkum 38 000
020188|M'mcTepopesekTockonnsa ¢ oToguHaMMUYECKON Tepanmen n abnsauunen

3HOOMETPUS 40 000
020189|M'mcTepopesekTockonNUs: yaaneHne cybmyko3HOro MMoMaTo3HOro yarna 50 000
020205(Bakyym-acnmpaumns sHAOMETPUS 8 500
020210|MyHKUMS KUCTbI ANYHUKA U acnupauunsa akccyaarta 18 000
03 AmM6ynamopHasi yposioausi, aHOposio2usi
03/1 |KoHcynbmauyuu yposioza
03/1/1 |O4YHbIe KOHCynbMayuu
030101|Mpnem (ocmoTp, KOHCYNbTaLMs) Bpada-yporiora nepBUYHbIN 4 400
030109(Mpurem (ocmoTp, KOHCYNbTaLUSA) Bpaya-yponora noBTOPHbIN 3700
030117|Mpnem (oCcMOTp, KOHCYNbTaLMS) ~-OHKOMNOora NePBUYHbIN

OHKOYpono 5000
030118|lMpuem (ocmoTp, KOHCYNbTALMS) ~-OHKONOra NOBTOPHbIN

OHKOyporno" 4 400
030312|Mpnem (ocmoTp, KOHCYNbTaLMs) Bpada-yporiora nepBUYHbIN

K.M.H./joueHT/BeayLmn cneumanuct 6 200
030313|Mpuem (ocmoTp, KOHCYNbTaLMS) Bpadva-ypornora noBTOPHbIV

K.M.H./goueHT/BedyLLmn cneunanmct 5000
03/1/2 |MHeHue epa4a
100845|MNprem (0cMOTp, KOHCYNbTaLUMs) -yponora nepBuYHbIN

MHeHue Bpaya-yponora 3100
100846|MNprem (ocMOTp, KOHCYNbLTaUUs) -yporora NOBTOPHbLIN

MHeHwne Bpaya-yponora 3100
100847|MNpnem (0cMOTp, KOHCYNbTaLUMs) -yponora nepBuYHbIN

MHeHue Bpaya-yponora, BegyLiero cneyuanncra 4 960
100848|MNprem (ocMOTp, KOHCYNbLTaUus) -ypornora NoOBTOPHbLIN

MHeHwne Bpayva-yposnora, BegyLero cneynanucrta 4 000
03/1/3 |3ao4yHble KOHCYynbMayuu
030314|Mpnem (ocmoTp, KOHCYNbTaLMSA) yporiora- NepBUYHbIN

3a04Has KOHcynbrauus 3400
030315|Mpurem (ocmoTp, KOHCYNbTaLKSA) ypornora- NOBTOPHbIN

3a04Has KOHCynbrauus 3400
030316|"lMpuem (ocMoTp, KOHCYNETaUus) Bpada-yposnora nepBuUYHbIN

K.M.H./goueHT/BegyLumin cneumannct, 3ao4Hasa KoHcynstaums" 5000
03/2 |KoHcynbmauyuu yposnoza-aHOposio2a
03/2/1 | OyHbIe KOHCYNbMayuu
03/2/2 |MHeHue epayva




03/2/3

3aoyHbie KOHCynbmauyuu

03/3 |Manunynayuu
030121|C6op cekpeTa npocTathbl 1500
030122|MonyyeHune cockoba 13 ypeTpbl 700
03/4 |lpoepammbi u akyuu
04 OnepamueHas yposoausi
04/1 |Bonbwue yposiocu4yeckue onepayuu
040152|Ucceverre napaypeTpanbHON KACTbI 30 000
04/2 |Manbie yposiocudeckue onepayuu
030305|BHyTprMBILLEYHOE BBEAEHUE NEKAPCTBEHHbIX NMpenapaTos

Hebugo 250mr/mn 9 000
040105|Bbuoncua anyka otkpbitas, TESE, 1 kateropusa 47 000
040106|Buoncusa anyka

acnupaumoHHasi, TESA 25100
05 3KO
05/1 |FoHadomponuHbi
050101|MoakoxxHOEe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

loHan-® (PonnutponuH anbda) wnpuu-pyydka 300 ME 8 400
050102|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

loHan-® (PonnutponuH anbda) wnpuu-pyyka 450 ME 12100
050103|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

loHan-® (PonnutponuH anbda) 75 ME 2100
050104|"MogkoxHoe BBeAEHUE NeKapCTBEHHbIX NpenapaTos

loHan-® (PonnutponuH anbga) wnpuu-pyvka 900 ME" 24 300
050105|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Oekanentun (TpuntopenuH) 0,1 Mr pacTeop 1300
050113|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

MeHonyp Mynbtnaosa (MeHoTponuHbel) 600 ME Ne1 29 600
050114|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Meronyp Mynetugosa (MeHotponuHel) 1200 ME Ne1 52 900
050115|BHyTprMBILLEYHOE BBEAEHUE NEKAPCTBEHHbBIX NMpenapaTos

MepuodepT (MeHoTponuHel), 75 ME 3200
050116|MoakoxxHOe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

OsuTtpens (XopuoroHagoTtponuH anbda) 250 mkr, Ne1 8 400
050117|MogkoxHoe BBeAEHME NEKapCTBEHHbIX NpenapaToB

OpranyTtpaH (MaHupenukc) 0,25 mr, Ne1 3100
050118|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Meprosepuc (PonnutponuH anbda+ilytponuH ansda) 150ME +75 ME, Ne1 6 200
050123|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

MyperoH (®onnutponuH 6eta) 300 ME p-p, Ne1 13100
050124|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

MyperoH (®onnutponuH 6eta) 900 ME p-p, Ne1 37 100
050125|MogkoxHoe BBeAeHME NEKapCTBEHHbIX NpenapaToB

Myperox (®onnutponuH 6eta) 600 ME 24 800
050128|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

PekoBenb (PonnutponuH gensta) 12 mkr/0.36 mn no 3 mn Ne1 11 400
050129|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

Pekosenb (®onnutponuH gensra) 36 mkr/1.08 mn no 3 mn Ne1 31200
050130|MoakoxHoe BBEAEHME NEKapCTBEHHbIX NpenapaToB

PekoBenb (PonnutponuH gensta) 72 mMkr/2.16 mn no 3 mn Ne1 62 000
050133|BHyTprMbILLEYHOE BBEAEHUE NEKAPCTBEHHbBIX NMpenapaTos

XopuoHuyeckumin roHagoTponuH Yyenoseka 1000 ME Ne1 1100
050134|BHyTpuMbILLEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

XopuoHuYeckuin roHagoTponuH Yyenoseka 1500 ME ,Ne1 1400
050135|BHyTprMbILLEYHOE BBEAEHUE NEKAPCTBEHHbBIX NMpenapaTos

XopuoHuyeckmin roHagoTponuH Yyenoseka 5000 ME 900
050136|MogkoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Lletpotug (Lletpopenukc) 0.25 mr, Ne1 4100
050137|MogkoxHoe BBeAeHME NEKapCTBEHHbIX NpenapaToB

Onouea (KopudonnutponuH) 150 mkr 0,5 mn Ne1 41 000
050138|MoagkoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Onoxea (KopudonnutponuH) 100 mkr 0,5 mn Ne1 37 200




050142

MoakoxHoe BBEAEHME NNIeKapCTBEHHbIX NpenapaTtoB

Mpumanyp (PonutponuH anbca) 300 ME Ne1 8100
050143|MogkoxHoe BBeAEHME NEKAapCTBEHHbIX NpenapaToB

Mpumanyp (PonutponuH anbca) 450 ME Ne1 11 900
050144|MoakoxxHoe BBEAEHUE NleKapCTBEHHbIX NpenapaToB

Mpumanyp (PonutponuH anbda) 900 ME Ne1 23 200
050145|BHyTprMbILLEYHOE BBEAEHUE NEKAPCTBEHHbIX NMpenapaTos

XyMol™ (MeHoTponuHbl) 75 ME Ne1 1900
050146|BHyTpuMbILLEYHOE BBEAEHWE NEKAPCTBEHHbIX NpenapaToB

XyMol™ (MeHoTponuHbl) 150 ME Ne1 3 300
050148|MogkoxHoe BBeAeHME NEKAapCTBEHHbIX NpenapaToB

Mpontotekc (MporectepoH) 25 mr Ne1 2200
050272|BHyTpuMbILLEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

MepuodepT (MeHoTponuHbl), 150 ME 5400
05/2 |Mpoepammbl IKO
025004/ Mporpamma 3KO B eCTECTBEHHOM LMKNE 108 700
050156|Mporpamma IKO KpuronepeHoc ambproHa 68 000
050276|OTcpoveHHoe matepuHcTeo /OMNMTUMYM/ 120 900
050290| bazoBas nporpamma JKO 6e3 nepeHoca amOGpuoHa 122 200
050291|O1cpoveHHoe matepuHcTBo /MAKCUMYM/ 134 000
050292|ba3zoBas nporpamma IKO ¢ nepeHocoM amMOpuroHa 152 300
050293|Mporpamma 3KO ¢ MKCU ctaHgapTHas 155 900
05/3 |Cnepmoepammbi
050158|Cnepmorpamma

MAR-TecT (onpegeneHve aHTUCNEPM. aHTUTen) 2100
050159|Cnepmorpamma 2 800
050160|Cnepmorpamma

ana BPT
050161|Cnepmorpamma

TecT ¢ rmanypoHoBou kucnoton (HBA TecT) 6 900
050162|OueHka pparmeHTaumm AHK cnepmatosongos 9600
050329 06paboTka cnepMbl AN NPoOBeAEHNsT NpoLeaypbl 9KCTPaKopnopansHOro

OonnogoTBOpPEHU

Vcnonb3oBaHue MUKPOXUOKOCTHBIX YMMNOB A1151 COPTUPOBKU CNEPMaTo30uaoB

(Mykpodbnongnka) 22 000
05/4 |TpaHcnopmupoeka 6uomamepuana
05/4/1 |Fnoy6 medukan
05/4/2 | TpaHcnopmupoeka K[J® Mockea
05/4/3 | TpaHcnopmupoeka Kanyeza
05/4/4 | TpaHcnopmupoeka Tyna
050181|CaHuTapHas 3Bakyaumst Ha3eMHbIM TPaHCNOPTOM 1 TpaHCn MecTo 8700
05/5 |Ycnyau penpodykmonoza
05/5/1 |KoHcynbmayuu penpodykmosio2a
05/5/1/1 OyHbI€ KOHCYNbMayuu
020154|AKLINA KoHcynbTrauusa ruHekonora-penpogykronora 3150
050191|Mpnem (ocMoTp, KOHCYNbTaLMA) Bpada-akyLlepa-ruHeKornora nepBnYHbIn

rMHeKonor-penpoayKTonor 5600
050192|Mpurem (ocmoTp, KOHCYNbTALMS) Bpaya-akyLluepa-ruHeKonora NoBTOPHbIN

rMHeKoror-penpoaykToror 5000
050265|Mpnem (ocmoTp, KOHCYNbTaLMSA) -akyLlepa-rmHekonora nepsnyHas

rMHEKONOr-penpoayKTonor, K.M.H./goueHT/BeayLumi cneumannct 6 900
050266(Mprem (ocmoTp, KOHCYNbTaUUs) -aKyLlepa-rmHeKonora noBTopHas

TMHEKONOr-penpoayKTonor, K.M.H./AoUeHT/BeayLwmii cneynanmnct 6 200
050274|Mpnem (ocMoTp, KOHCYNbTaLMA) Bpada-akyLlepa-ruHeKornora nepBnYHbIn

(koHcynbTaumsa penpogykTtonora ¢ Y3U B pamkax nporpammel BPT) 4 200
A0501Q Npuem (ocMOTp, KOHCYNbTaLUA) Bpava-akyLlepa-ruHekonora nepBuYHbIN

rMHEKONOor-penpoayKTonor
05/5/1/4 MueHue epa4a
100803|MNpuem (ocMOTp, KOHCYNbTaLUSA) -aKyLlepa-rMHeKkonora nepBruyHas

MHeHwve Bpaya ruHekonora-penpogykronora 4 480
100804{Npuem (0cMOTp, KOHCYNbTaLUMA) -akyLlepa-rmHekosiora NoBTopHas

MHeHwne Bpaya ruHekonora-penpoaykronora 4 000




100831

MpveM (ocMOTp, KOHCYNETaLMs) -akyLlepa-TMHeKosiora nepBuyHas

MHeHne Bpaya ruHekonora-penpoayKkTonora, BeayLiero cneymanmcra 5520
100832|MNpuem (0cMOTp, KOHCYNbTaUWs) -akyLuepa-rmHeKkonora noBTopHas

MHeHue Bpaya ruHekonora-penpogykTonora, BeayLuero cneluanucTa 4 960
05/5/1/3 3ao4HbIe kKOHCynbMayuu
050277|Mpuem (ocMOTp, KOHCYNbTALMS) BpadYa-akyLluepa-ruHeKonora nepBuYHbIN

rMHEKOMNOr-penpoayKTonor, 3a04Hast KOHCYNnbTaums 5600
050278|Mpnem (ocmoTp, KOHCYNbTaLMsA) Bpada-akyLlepa-rmHeKornora NoBTOPHbIN

rMHEKONOr-penpoayKTomnor, 3ao4Has KOHCynsTauns 5000
05/5/2 |Manunynayuu
050196|BHyTpuMaToyHOE BBEAEHUE CrepMbl My>Ka (NapTHepa)

BHyTpuMaToyHas nHceMmHaLms 31 900
050198| TpaHcBarnHanoHas NyHKUMS QONMKynoB SMYHUKOB 43 500
050199|BHyTpMaTo4HOE BBEAEHNE 3MOPMOHa 30100
050269| YneTpa3sykoBoe nccregoBaHne onnmkynoreHesa 2 800
050283|BHyTprMaToyHOE BBEAEHNE 3MOpPMOHa

B paMKax KpMonpoToKona 43 900
05/6 |Ycnyau OMC
05/7 |3m6puonozus
020219|OTTauBaHve 6uomartepuana (1-2 Hocutens) 20 500
050163|Cnepmorpamma

TecT Ha KPUOTONEPaHTHOCTb CNepMbl 5600
050165|06paboTka cnepMbl AN NpoBeaeHNst NpoLeaypbl 9KCTPaKopnopansHOro

OnnoaoTBOPEHUS 4100
050201|Buoncua ambpuroHa

6uoncus TpodakTogepmbl 1 GriactouncTa 30 900
050202|Bbuoncusa ambpuroHa

Buoncust TpodakToaepMbl 2-5 GnactouncT 46 100
050203(Bbuoncus ambpuoHa

6uoncust TpodakToaepMbl 6 1 Gonee GrnactouncTt 60 000
050206|BcnomoratenbHbIn XETYMHT (pacceveHune briectdwen obonovkun) ambproHa 13 800
050208|UHbekuna cnepmatosounga B uutonnasmy ooumta (MKCW)

1-2 ANLIEKNETOK 37 300
050209 MHbekuma cnepmarosonga B umtonnasmy ooumta (MKCW)

3-5 anuekneTok 51 000
050210|UHbekuna cnepmatosounga B yutonnasmy ooumta (MKCW)

6-12 anuekneTok 55900
050211 |{VHbekuma cnepmartosonga B umtonnasmy ooumta (MKCW)

13 1 Gonee anuekneTok 60 900
050212|KpuokoHcepBaumsi ramet (00oLMTOB, CNepMaTo30MaoB)

oTTaMBaHue oouuToB, 1 HocUTenb 20 500
050213|KpunokoHcepBauusa rameT (OOLMTOB, CNEPMATO30MA0B) pa3Mopo3ka crnepmbl
050214|KpunokoHcepBauust aMOp1oHOB

oTTamMBaHMe aMOpUoOHa, 1 HocuTenb 20 500
050215|UHbekuma cnepmaTosona, 0TobpaHHOro No PusnonorMyeckomy NpusHaky, B

umtonnasmy oouuta (MNKCW) 18 600
050216|KynbTnBupoBaHmne amMbpuroHa 36 700
050219|VaeHTndMKaLMA 1 OLEHKA 3PENOCTN OOLIUTOB

[o3peBaHue 0oLMT-KYMYMOCHbBIX KOMMNECOB B ycrioBusix in vitro (IVM) 104 500
050220|KpuokoHcepBaumsi rameT (0oLMTOB, CNepMaTo30Ma0B)

AoHopcKasa cnepmMa 21900
050221|KpunokoHcepBauusa rameT (OOLMTOB, CNepMaTo3omaoB)

OOHOPCKUA 0oLUT 31 000
050223|KpuokoHcepBaumsi ramet (0oLMTOB, CNepMaTo30MaoB)

cnepmbl 1-9 gosa 12 300
050224{KpnokoHcepBauums rameT (OOLMTOB, CNEpPMaTo3onaoB)

cnepmbl 2-9 fo3a 1 nocrnegyowime 5000
050225(KpnokoHcepBauyms aMOprMOHOB

(1 HocuTenb) 21 600
050226|KpunokoHcepBaLus aM6proHoB

(2 HocuTens) 37 300
050227|KpunokoHcepBauust aMOp1oHOB

(3-4 HocuTens) 46 600




050228

KprokoHcepBaums ambproHoB
(5-10 HocuTenen)

56 000

050229

KpuokoHcepBauus ambprnoHoB
(11 v 6onee HocuTenen)

65 300

050230

KpuokoHcepBaumsi rameT (0OLMUTOB, CepMaTo30Ua0R)
KpuokoHcepBaums oouuToB, 1 HoCUTENb

21600

050231

KpuokoHcepBauusa ramet (OOLMTOB, CNepMaTo3oMaoB)
KpuokoHcepBaumsi 0OLMTOB, 2 HOCUTENS

46 600

050232

KpuokoHcepBaumsi rameT (0OLMUTOB, CepMaTo30Ua0R)
KpuokoHcepBaumsi oounToB, 3 HocuUTens

56 000

050233

KpuokoHcepBauusa ramet (OOLMTOB, CNEpMaTo30MaoB)
KprokoHcepBaumsi oounToB, 4 HOCUTENS

59 700

050236

KpuokoHcepBaumsi aMGproHoB
XpaHeHue 1 mecsy

1400

050237

KpuokoHcepBauus ambprnoHoB
XpaHeHue 12 mecsueB

13 700

050246

SKCTpaKopnopaanoe onfoaoTBopeHmne oounTos

24 900

050285

UHbekuma cnepmatosonaa B uutonnasmy oouuta (MKCN)
MpumeHeHne metoga MKCU B nporpamme BPT

33700

050337

KpuokoHcepBaumsi rameT (0OLMUTOB, CepMaTo30Ua0R)
Jonnara 3a Kaxaplii nocrneayowuii HocuTenb, HaunHas ¢ 5 HocuTens

13 200

A05

AKuuu

935870

Akums! «BmecTe k uyay» TBI1 6e3 aHecTe3nmn

80 000

935871

Akums! «BmecTe k yyay» BHyTpmBeHHas aHectesuns (8o 30 MuH)

935872

Akuus! «Bmecte k yyay» KoHcynsTaums aHecteanornora

935873

Akumsa! «Bmecte k uyay» lNepeHoc amGproHoB

935874

Akums! «BmecTe k uygy» Imbpuronornyeckuii atan KO

935904

Akumsa! «BmecTe k uygy» lNepeHoc aMOGPUOHOB B KpMONPOTOKONEe

06

OHOAokpuHonozus

06/1

KoHcynbmauuu aHAokpuHosio2a, duemorsioza

06/1/1

OyHble KOHCYyNIbMmayuu

060212

Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-aHAOKPUHONOra NepBUYHbIN

4 400

060214

Mprem (ocMoTp, KOHCYNbTaums) Bpada-aHAOKPMHOOra nepBuYHbI
O.M.H./IMaBHbIV cneumanucT/pykoBognTenb OTAENEeHUs

7 500

060221

Mpuem (0CcMOTp, KOHCYNbTaLUMs) Bpava-aHAOKPUHONOra NOBTOPHbIN

4 400

060223

Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-aHO4OKPMHOIOra NoBTOPHbIN
O.M.H./IMaBHbIV cneumanucT/pykoBoanTenb OTAENeHUs

7 500

060229

Mpuem (ocMOTp, KOHCYNBTALMS) Bpava-aHAOKPUHONOra NepBUYHbIN
K.M.H./goueHT/BeayLmMn cneumnanmct

5000

060230

Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-aHO4OKPMHOIOra NoBTOPHbIN
K.M.H./goueHT/BeayLumin cneumannct

5000

060337

Mpuem (0CMOTp, KOHCYNbTaLUMs) Bpava-aHAOKPUHONOra NepBUYHbIN
Mo BOMpocam ANETONOormm

9900

060338

Mprem (oCcMOTp, KOHCYNbTaUMs) Bpada-aHO4OKPMHOIOra NoBTOPHbIN
no BOMpocam ANETONOormm

5000

060392

Mpuem (0CMOTP, KOHCYNbTALKMSA) -9HOOKPMHOOra NepBUYHbIN
OHAOOKPUHOMNOTr-XMPYPT, K.M.H./OOLEHT/BegyLmi cneunanmnct

12 500

060393

Mprem (oCMOTp, KOHCYNbTaUmMs) -3HOOKPUHONOra NOBTOPHbIN
OHOOKPUMHONOr-XMPYPr, K.M.H./goueHT/BegyLwmn cneymanmct”

12 500

06/1/2

MHeHue spaya

100807

Mprem (oCcMOTp, KOHCYNbTaUMs) -3HOOKPUHOMOra NePBUYHbIN
MHeHve Bpaya-aHOoKpuHonora

3520

100808

Mpuem (ocMOTp, KOHCYNBTALNS) -9HAOKPUHOMNOra NOBTOPHbIN
MHeHve Bpava-aHOOKpUHONora

3520

06/1/3

3aoyHbie KOHCynbmayuu

060342

Mpuem (0CMOTp, KOHCYNbTaUUst) -3HA0KPUHOMOra NEPBUYHbI
3ao4yHas KoHCcynbTaums

4 400

060343

Mprem (oCMOTp, KOHCYNbTaumsl) -3HOOKPUHOOra NOBTOPHbIN
3aoyHas koHcyneTaums

4400

060344

Mpuem (0CMOTp, KOHCYNbTaUMs) Bpava-aHAOKPUHONOra NepBUYHbIN
K.M.H./A0OLEeHT/BeOYLLMIA CreumnanucT, 3ao4Hasi KOHCYnbTaums

5000

060345

Mprem (oCcMOTp, KOHCYNbTaUuMs) Bpada-aHO4OKPMHOIOra NoBTOPHbIN
K.M.H./OOLEHT/BEOYyLLMIA CneumnanucT, 3ao4Hast KOHCYnbTauus

5000




450304{3ao4yHas koHCyNnbTaums Bpava-aHAOKPUHOora 2100
06/2 |Manunynayuu
06/3 |Onepauyuu
06/4 |llpoepaMMbi u akyuu
060423|Mprem (ocMOTp, KOHCYNbTaUMs) -3HO0KPUHOOra NePBUYHbIN

ConpoBoxgeHne 3HAO0KPMHOMONOM B pamKax NporpaMmMbl "CTPOMHOCTb U

3goposbe” (1 mecau) 15 000
060424|Mpuem (ocmoTp, KOHCYNbTaLUMS) ~-3HAOKPUHOMNOra NEPBUYHbIN

ConpoBoxaeHne 3HAOKPUHOMOINOM B pamMKax nporpaMmsbl "CTPOVHOCTb 1

3gopoBbe” (1 Mecsu), K.M.H./goueHT/BegyLumi cneumanmct 20 000
A06010 NMpuem (0CcMOTP, KOHCYNbTaLUKUA) Bpava-aHO0KPUHOMOra NepPBUYHbIN 2900
A06022 Npuem aHgokpuHomnora B3pocnoro + Y3U wutoBngHom xenesbl
06/5 |KoHcynbmauyuu 3HOOKpuHosi0o2a-duemosioza
06/5/1 |O4YHbIe KOHCynbMayuu
06/5/2 |MHeHue epa4a
06/5/3 |3aoyHble KOHCYynbMayuu
07 y3u
071 | Y3U cmaHOapm
07/1/1 |Y3U opzaHoe masio2o masa
070124 YneTpa3BykoBoe 1ccrnegoBaHne MaTkv U NpuaaTKoB TpaHCBarMHanbHoe 3900
070219| YnbTpasBykoBOE UcCregoBaHne MaTku U NpuaaTkoB TpaHcBarMHanbHoe

K.M.H./joueHT/BeayLmn cneumanuct 4 400
070101|YneTpa3sykoBoe UccrnegoBaHUe MArkKUX TkaHen (ogHa aHaToMu4eckas 30Ha) 2 300
070102| YnbTpasBykoBOe 1ccrefoBaHne Ta3obeapeHHOro cycraBa 2 500
070103|YneTpasBykoBoe UccnegoBaHne cycraBa 2500
070104| YneTpassykoBOe UccrieqoBaHNe CeneseHkn 1000
070105|YneTpasBykoBoe MccnegoBaHme nuMdaTnyeckmx y3nos (ogHa aHatomuyeckas

30Ha) 1600
070106| YnsTpasBykoBO€E UCCRELOBaHNE CIIHOHHbIX XXenes 1500
070107|YneTpa3BykoBoe UccrnegoBaHue nreBpanbHO NonocTu 1600
070108| 3xokapanorpacus 2 800
070109 YneTpassykoBas gonnneporpadus apTepuii BEPXHUX KOHEYHOCTEWN 3200
070110| YneTpassykoBasi gonnneporpadusa apTepuin HIHKHUX KOHEYHOCTEN 3 200
070111 |QynnekcHoe CkaHMPOBaHWE apTePUin NoveKk 2600
070112| YneTpassykoBasi gonnneporpadusa TpaHCKpaHuanbHas apTepuini METOLOM

MOHUTOPUPOBAHUSA 3 200
070113|QynnekcHoe CkaHMpOoBaHWEe aopTbl 2500
070114|QynnekcHoe ckaHWpoBaHue bpaxuouedanbHbix apTePUN C LBETHBIM

OONMNNepoBCKMM KapTUpoBaHMEM KPOBOTOKa 3700
070115|YneTpassykoBas gonnneporpagusi BEH BEPXHUX KOHEYHOCTEN 3200
070116| YneTpassykoBasi gonnneporpadus BEH HKHUX KOHEYHOCTEN 3 200
070118|YneTpasBykoBoe MCCnegoBaHNeE NeYeHn 1900
070120 YneTpassykoBOe UccrieqoBaHne NooKenyaouHOM Xenesbl 900
070121|YneTpa3BykoBoe nccrnegoBaHne opraHoB OpHOLLHON NONOCTM (KOMMIEKCHOE) 2 800
070122 YnsTpasBykoBoOe UccreqoBaHne TOHKON KALLIKK 900
070123|YnsTpasBykoBoe MCCreqoBaHNe TONCTON KULLIKM 1200
070126| YnsTpasBykoBOE UCCrefoBaHNE MOSOYHbIX XXenes 2 800
070127|YneTpa3BykoBoe nccregoBaHne npeacraTenbHOM xenesbl 3200
070128| YnbTpassykoBOe UccreqoBaHne nNpeacraTenbHoN xenesbl TpaHcpekTanbHoe 2 800
070131|YnbTpa3sykoBoe MccrefoBaHne LUTOBUAHOM Xenesbl 1 NapaluToBUaHbIX

xenes 2600
070132| YnsTpassykoBoe nccrnegoBaHne nepudepuyecknx HepBoB (ogHa

aHaToMuyeckas obnacTb) 2100
070133|YneTpa3sykoBoe nccrnegoBaHne novek 1 HaamnoyeyHKoB 1900
070134|YneTpassykoBoe nccregoBaHne MOYeBoro nysblps 1400
070135| YneTpa3sykoBoe nccrnegoBaHne MOYEBOro ny3bips ¢ onpeaeneHnem

OCTaTO4HON MOYU 1600
070136| YnsTpassykoBoe UccregoBaHne OpraHoB MOLLIOHKK 2 500
070161|YneTpa3sykoBoe nccrnegoBaHne 3abpioLLIMHHOIO NPOCTPaHCTBa 2500
070190| YnsTpasBykoBO€E MCCrefoBaHNEe OKONTOHOCOBLIX Ma3yx 1700
070196|3annce n3obpakeHnst Ha ANEKTPOHHbBIN HOCUTENb 700




070207

yﬂpra3ByKOBOG nccrnegoBaHue rnasHoro sibnoka

1900

070210

KomnnekcHoe ynbTpa3ByKOBOE UCCeaoBaHMe BHYTPEHHUX OpraHoB

2700

070227

yﬂpra3ByKOBOG ncecnenoBaHMe XXern4vyHoro ny3blpsa 1 NPpoTOKOB

1900

070264

YnbTpasBykoBOE MCCrieqoBaHme ropTaHm

2500

A07013

yﬂpra3ByKOBOG nccnegoBaHme LWNTOBUAHOM Xenesbl U napawmToBnaHbIX
xenes

07/2

Y3U e akywepcmee

07/2/1

WHea3ueHasi npeHamasnbHasi Gua2cHocmukKa

070158

yJ'Ipra3BKOBaF| HaBurauna ana nposeaeHus ManonHBa3nBHOMN MaHunynaumm

20 400

070218

YnbTpasBkoBasi HaBUrauus 4nst NpoBeAeH sl ManovHBa3MBHON MaHUMyNALMA
3abop maTepuana npu KopaoLeHTese

20 400

070257

YnbTpasBkoBasi HaBurauusi Ans NpoBeAeHUA ManovHBa3UBHOW MaHUMynaLuum
MHBa3uBHasa gnarHoctuka (acnmpauus BOPCUH XOPUOHA)

20 400

070137

yn bTPa3BYKOBO€E uUccrnenosaHune niona

3 500

070138

YnbTpasBKOBOE CKPUHMHIOBOE MCCregoBaHue npu cpoke bepemMeHHOCTH
ogMHHaguaTas - YeTblpHaguaTas Hegenu no oueHKe aHTeHaTanbHoro
pa3BMTUSA NNo4a C Lerbio BbISIBIEHWUS XPOMOCOMHBIX aHOMarnum, MoOpPoKoB
pa3BMTUS, PUCKOB 3afepXXKn pocTa Nnoaa, NpexaeBpeMeHHbIX POAOB,
npeaknamncum (CKpUHUHF 1)

4 800

070139

YNbTpa3ByKOBOE CKPUHWHIOBOE MCCNEAoBaHNE Npu cpoke bepeMeHHOCTH
oguMHHaguaTas - YeTblpHaduaTas Hedenu rno oueHKe aHTeHaTanbHoro
pa3BMTUSA Noga C Lerbio BbISIBIIEHWS XPOMOCOMHBIX aHOMarui, NopoKoB
pa3BUTUS, PUCKOB 3afilePXKKN pocTa NMoAa, NpexaeBpeMeHHbIX poaoB,
NpeaknamMmncnm (CKPUHUHF 1)

O.M.H./IMaBHbIV CneumanucT/pykoBoguTenb HanpaeneHns

6 000

070140

YNbTpa3ByKOBOE CKPUHMHIOBOE UCCneaoBaHue npu cpoke 6epeMeHHOCTH
OAVHHaguaTas - YeTblpHaguaTasl Hegenu no oueHKe aHTeHaTarnbHOro
pasBMTMSA NNoga C LENbo BbISIBNEHNSI XPOMOCOMHBLIX aHOManui, NopoKoB
pa3BUTUS, PUCKOB 3a4ePXKKM pOoCTa Nroaa, NpexaeBpeMEHHbIX podoB,
npeaknamncum (CKpUHUHF 1)

K.M.H./goueHT/BeayLLmMn cneumnanmct

6 000

070141

YNbTpa3ByKOBOE CKPUHWHIOBOE MCCNEfoBaHNE Npu cpoke bepeMeHHOCTH
ogvMHHaguaTas-JYeTbipHaguaTasi Hegenm no OLEeHKe aHTeHaTanbHOro pa3BuTUS
N0OQOB C LENblo BbISIBNEHNSI XPOMOCOMHbBIX aHOMaruii, NOPOKOB Pa3BUTUS,
PVCKOB 3a[epXXK1 pocTa nnoaa, NpexaeBpeMeHHbIX podoB, NPeaknammncum
NPy MHOTOMIIOAHOW 6epPEMEHHOCTUN (CKPUHWMHT 1)

7 800

070142

YnbTpasBykoOBOE CKPUHMHIOBOE MCCregoBaHme npu Cpoke 6epemMeHHOCTH
oAMHHaguaTas-JYeTbipHaguaTas Hegenu no OLeHKe aHTeHaTanbHOro pas3BuTus
N0QoB C Lernblo BbISBNEHNS XPOMOCOMHbIX aHOManum, NOPoOKOB Pa3BUTUS,
PYCKOB 3aAepXKn pocTa nnoaa, NpexaeBpeMeHHbIX PO4oB, NPeaknammncum
NpY MHOrONNoAHOW 6epeMeHHOCTU (CKPUHUHT |)

A.M.H./ImaBHbI cneumanucT/pykoBoguTernb HanpaeneHns

9600

070143

YNbTpa3ByKOBOE CKPUHWHIOBOE MCCNEefoBaHNWE Npu cpoke bepeMeHHOCTH
ogvMHHaguaTas-JYeTbipHaguaTasi Hegenu no OLEeHKe aHTeHaTanbHOro pa3BuTUS
N0OQOB C LEnblo BbISIBNEHNSI XPOMOCOMHbBIX aHOMarnuii, NOPOKOB Pa3BUTUS,
PVICKOB 3a[ep>XXKN pocTa nnoaa, NpexaeBpeMeHHbIX podoB, NPeaknammncum
NPy MHOTOMNIIOAHOW 6epPEMEHHOCTU (CKPUHWMHT 1)

K.M.H./goueHT/BeayLumin cneumannct

9 000

070144

YnbTpasBKOBOE CKPUHMHIOBOE MCCregoBaHue npu cpoke bepemMeHHOCTH
BOCEMHajuartas - ABaAuaTtb nepsasi HEAenu no OLEHKe aHTeHaTanbHOro
pa3BMTUSA NNo4a C Lenbio BbISIBIIEHWUS XPOMOCOMHbBIX aHOMarum, MoOpPoKoB
pa3BMTUS, PUCKOB 3afepPXXKn pocTa Nnoaa, NpexaeBpeMeHHbIX POAOB,
npeaknamncum (CKpuHUHF Il)

4 800

070145

YNbTpa3BKOBOE CKPUHWHIOBOE UCCNENOBaHNE NpU Cpoke BepeMeHHOCTH
BOCEMHajuartas - ABaAuaTb nepsasi He4enm no oLEeHKe aHTeHaTanbHOro
pa3BMTUSA Noga C Lerbio BbISIBIIEHWUS XPOMOCOMHBIX aHOMarui, MopoKoB
pa3BUTUS, PUCKOB 3afilepXKKN pocTa NModa, NpexaeBpeMeHHbIX POaoB,
npeaknamncum (CKPUHKUHF 1)

O.M.H./IMaBHbIV cneumanucT/pykoBoguTenb HanpaeneHns

6 000

070146

YNbTpa3ByKOBOE CKPUHMHIOBOE UCCneaoBaHue npu cpoke 6epemMeHHOCTH
BOCEMHagLaTas - ABaguaTb nepeasi He4enu no OUeHKe aHTeHaTanbHOro
pasBMTMSA NNoga C LENbo BbISIBNEHWSI XPOMOCOMHBLIX aHOManui, NOpoKoB
pa3BUTUS, PUCKOB 3a4epPKKM poCTa Nroaa, NpeXxaeBpeMEHHbIX podoB,
npeaknamncum (CKpUHUHF Il)

K.M.H./goueHT/BeayLmMn cneumnanmct

6 000




070147|YnbTpa3BykoBOE CKPMHUHIOBOE UCCIIe40oBaHUE Npu Cpoke BepemMeHHOCTU

BOCEMHafLaTas - ABafuaTb nepBasi Hegenu no oueHKe aHTeHaTarlbHOro

pa3BUTKS NSIOAOB C LIENbO BbISIBNIEHWSI XPOMOCOMHbIX aHOMasuii, MOPOKOB

pasBUTHKS, PUCKOB 3afE€PXKKM pocTa MofAa, NpexaeBpeMeHHbIX poaoB,

NpesknamMrncmMm nNpyM MHOronIogHom 6epeMeHHOCTU (CKpUHUHT 11) 7 800
070148| YnbTpa3BykoBOE CKPMHUHIOBOE UCCMefoBaHue Npu cpoke bepemMeHHOCTU

BOCEMHagLaTas - ABaguaTb nepeasi Hegenu no OLeHKe aHTeHaTanbHOro

pa3BMTMS NNOLOB C LENbIO BbIABIIEHUS XPOMOCOMHbIX aHOMarnui, NOPOKOB

pa3BUTKS, PUCKOB 3a4ePXKKM pOCTa Nioaa, NpeXxaeBpeMEHHbIX podoB,

NpeaKnamMrncum NpyM MHOronnoagHom 6epemMeHHOCTM (CKPpUHUHT 11)

O.M.H./rmaBHbIA cneLmanucT/pykoBOAMTENb HanpaBneHnst 9 600
070149 YnbTpa3BykoBOe CKPMHUHIOBOE UCCIeA0oBaHUeE Npu Cpoke BepemMeHHOCTU

BOCEMHafLaTas - ABafuaTb nepBasi Hegenu no oueHKe aHTeHaTarlbHOro

pas3BUTKS NSIOAOB C LIENbO BbISIBNIEHWS XPOMOCOMHbIX aHOMaInii, MOPOKOB

pas3BUTKS, PUCKOB 3af€PXKKM pocTa Mofa, NpexaeBpeMeHHbIX poaoB,

npesknamMncmMm nNpyM MHOronIogHom 6epeMeHHOCTU (CKpUHUHT 11)

K.M.H./goueHT/BeayLumin cneumannct 9 000
070150| YneTpa3sykoBoe uccrnegoBaHue nnoga

15 n 6onee Hegenb 6epeMeHHOCTb 4 800
070151|YneTpassykoBoe UccrnegoBaHue nnoga

15 1 6onee Hegenb GepeMeHHOCTH

0.M.H./raBHbIA cneumanncT/pykoBoguTenb HanpasneHns 6 000
070152, YneTpa3sykoBoe uccrnegoBaHue nnoga

15 n 6onee Hegenb 6epemMeHHOCTH

K.M.H./goueHT/BeayLLmMn cneumnanmct 6 000
070153| YnsTpassykoBoe uccrnegoBaHue nnoga

15 1 Gonee Heaenb NPU MHOrOMNNOAHON GEPEMEHHOCTH 7 800
070154|YneTpa3sykoBoe uccrnegoBaHue nnoga

15 n 6onee Hegenb NPy MHOrONIO4HON GEPEMEHHOCTU, A4.M.H./TNaBHbIN

cneunannct/pykoBoguTens HanpaBneHus 9 600
070155| YneTpassykoBoe uccrnegoBaHue nnoga

15 1 Gonee Hegernb NPU MHOrONNOAHON BGEPEMEHHOCTH,

K.M.H./goueHT/BeayLumin cneumannct 9 000
070167|YneTpa3sykoBoe uccrnegoBaHue nnoga

O.M.H./rmaBHbIA cneLmanucT/pykoBOAMTENb HanpaBneHnst 6 000
070176| YnsTpassykoBoe uccrnegoBaHue nnoga

MOHUTOPWUHI 2400
070211|3xokapanorpadusa nnoga 4 300
A07010Q Akuus! Y3 manoro cpoka (oo 11 Hegenb 6epeMeHHOCTH) 2 800
09 Ycnyau cmayuoHapa
09/1 |Ycnyau dHeeHo20 cmayuoHapa
090104|Mpouenypbl CECTPUHCKOrO yxoAa B YCIOBUSIX CTaLMoHapa

MpebbiBaHne B nanaTe cTaunoHapa 4o 4 4yacos 3600
090111 |Mpouenypbl CECTPUHCKOrO yxoda B YCrOBUSAX CcTaLMoHapa

MpebbiBaHme B Nanarte ctauynoHapa BPT 3600
09/2 Ycnyau kpya2nocymo4Ho20 cmayuoHapa
10 Y3kue cneyuanucmsi
10/1 Ycnyau annepeaonoea
10/1/1 |KoHcynbmauuu annepeaosioza
10/1/1/104HbI€ KOHCYNBbMayuu
100101{MNpuem (0CcMOTP, KOHCYNbTaUMA) Bpadva-annepronora-mmmMyHoriora nepBnYHbIn 4 200
100102|MNpuem (ocMOTp, KOHCYNbTaUUs) Bpada-anneprornora-MmMMyHornora noBTOPHbIN 4 200
100228 MNpuem (0CcMOTp, KOHCYNbTaUMA) Bpadva-annepronora-mmmMyHoriora nepBnYHbIn

K.M.H./goueHT/BegyLumin cneumannct 5600
100229|MNpuem (oCcMOTp, KOHCYNbTaLUsA) Bpada-anneprornora-MmMMyHornora noBTOPHbIN

K.M.H./goueHT/BeayLmMn cneumnanmct 4 200
100447|{Npuem (0CMOTP, KOHCYNbTaLma) -ansneprornora-mMMyHosnora nepBuYHbIN

no TapreTHou Tepanunm 5000
10/1/1/4 MHeHue spaya
100878|Npuem (0CcMOTP, KOHCYNbTaLMA) -ansneprornora-mMMyHosnora nepBuYHbIN

MHeHwne Bpayva-annepronora-MmMmyHosiora 3 360
100879|MNpunem (ocMOTp, KOHCYNbTaLUSA) -annepronora-MMMyHonora NOBTOPHbIN

MHeHue Bpaya-annepronora-uMMyHorora 3 360
10/1/1/33a04HbIe KOHCYnbMayuu




100203

MpvieM (0CMOTP, KOHCYNETaLWs) Bpada-asnneprosiora-MMMyHorora nepBuYHbIi

3aoyHada KoHcynbTaums 2 800
100204|MNpuem (ocMOTp, KOHCYNbTaLUs) Bpada-anneprornora-MmMMyHornora noBTOPHbIN

3ao4yHas KoHCcynbTaums 2 800
10/1/2 |ACUT u annepz2onpobbi
100187|MNpoBeneHne Npobbl C NeKapCTBEHHbLIMU NpenapaTaMmm

BeeneHne npenapara Akapusakc 10 700
100188|MNpoBeneHne Npobbl C NeKapCTBEHHBLIMU NpenapaTaMm

BBeneHve npenapara pasakc 10 700
100189|MNpoBeneHne Npobbl C NeKapCTBEHHbIMW NpenapaTtaMmum

BeepneHwne npenapara Parsusakc 10 800
100190[{Komnnekc uccnegosaHnin 4ns BbIABNEHUS annepreHa

MpoBeneHune KoXHOM annepronpobbl - MHOUBMAYANbHbLINA anneprex 500
100191|Komnnekc uccnegoBaHuin And BbIsIBNEHUS annepreHa

MpoBeneHne KoxXHOM annepronpobbl - amOpo3nm anneprex 900
100192[Komnnekc uccnegosaHnin 4ns BbIABNEHUS annepreHa

MpoBeneHne koxHoM annepronpobbl - 6epesbl anneprex 900
100193|Komnnekc uccneqoBaHuin And BbIsIBNEHUS annepreHa

MpoBeneHue koxHou annepronpobel - Ayba annepreH 900
100194{Komnnekc uccnegosaHnin 4ns BbIABMEHUS annepreHa

MpoBeneHne koxHOM annepronpobbl - exx1 cOOPHOI annepreH 900
100195/ Komnnekc uccneqoBaHuin And BbIsIBNEHUS annepreHa

MpoBeneHune koxHoW annepronpobbl - MATNUKA NYroBOro anneprex 900
100196{Komnnekc uccnegosaHnin 4ns BbIABNEHUS annepreHa

MpoBeneHne KoXHOM annepronpobbl - OBCAHMULbI IyrOBOW annepreH 900
100197|Komnnekc uccneqoBaHui Ang BbIsIBNEHUS annepreHa

MpoBeneHune koxHoOM annepronpobbl - NeLnHbl 06bIKHOBEHHON anneprex 900
100198{Komnnekc uccnegosaHnin 4ns BbIABMEHUS annepreHa

MpoBeneHune koxHoM annepronpobbl - noneBuLbl 6enon anneprex 900
100199 Komnnekc uccneqoBaHuin And BbIsIBNEHUS annepreHa

MpoBeneHune koxHOM annepronpobbl - NOMNbIHW FOPLKON anneprex 900
100200{Komnnekc uccnegosaHnin 4ns BbIABNEHUS annepreHa

MpoBeneHne koXxHOM annepronpobbl - TUMOEERBKM NYrOBOW anneprex 900
100201|MNpoBeneHne Npobbl C NEKapCTBEHHbIMU NpenapaTtaMmm 11 100
100202|NpoBeneHne Npobbl C NIeKapCTBEHHbIMW NpenapaTaMm

BeeneHue npenaparta Ctanopanb nogaepXunsaroLwmii Kypc (anneprex nbinbubl

Gepesbl) 33 300
101472|Komnnekc nccnegoBaHun Ansi BbisIBNEHUS annepreHa

MpoBeneHune koxHOM annepronpobhbl - annepreH 6enokK KypuHbIX AL 900
101473{Komnnekc uccnegosaHnin 4ns BbIABMEHUS annepreHa

MpoBeneHne koxHOM annepronpobbl - annepreH roBsagnHa 900
101474{Komnnekc nccnegoBaHun Ansi BbIsIBNEHUS annepreHa

lMpoBeneHne KoXXHOM annepronpobbl - anfnepreH KOPoBbLE MOJTOKO 900
101475(Komnnekc uccnegosaHnin 4ns BbIABMEHUS annepreHa

MpoBeneHune KoXxHOM annepronpobkl - annepreH Msco KypuLbl 900
101476{Komnnekc nccnegoBaHun Ansi BbisIBNEHUS annepreHa

MpoBeneHune koxHOM annepronpobbl - annepreH OpeLLHNK 900
101477|Komnnekc uccnegosaHnin 4ns BbIABMEHUS annepreHa

MpoBeneHune KoXxHOM annepronpobkl - annepreH WepcTb cobaku 900
101478{Komnnekc nccnegoBaHun Ansi BbisIBNEHUS annepreHa

MpoBeneHune koxHOM annepronpobhl - annepreH nyrosble Tpasbl 900
10/1/3 |leHHO-uHXeHepHass mepanus
100973|MNogkoxxHOe BBEAEHNE NEKAPCTBEHHbIX NpenaparTos

leHonap (omanuadybam), nmod. aA/npuroTos. p-pa a/n/k BBeaeHusa 150 wmr, 1

dn. (B KOMMMEKTE C pacTBOpUTENeM) 17 000
10/10 |Ycnyau HeepoJsioza
10/10/1| KoHcynbmauyuu HeepoJsioz2a
10/10/1| O4HbIe KOHCYNIbLMayuu
100133|MNpuem (ocMOTp, KOHCYNbTaLUs) Bpava-HeBpOora NepBrUYHbIN 3 500
100135(MNpuem (0cMOTp, KOHCYNbTaLUKns) Bpadya-HeBPOsiora NOBTOPHbIN 2 800
100171|MNpuem (ocMOTp, KOHCYNbTaLUA) Bpava-HeEBPOora NepBUYHbIN

K.M.H./goueHT/BeayLmMn cneumnanmct 5500
100172[MNpuem (0CcMOTP, KOHCYNbTaLKUs) Bpadya-HeBPOsiora NOBTOPHbIN

K.M.H./goueHT/BegyLumin cneumannct 4 400




A10110

Akums! KoHcynbtauma rematonora nepsuyHasi

10/10/1{ MHeHue spaya
100837(Npuem (0cMOTP, KOHCYrnbTaUus) -HeBposiora NepBMUYHbIN

MHeHwne Bpayva-HeBponora, BeayLlero cneymanmcra 4 400
100838|MNpuem (ocMOTp, KOHCYNbTaLUSA) ~-HEBPOIIOra NOBTOPHbIW

MHeHue Bpaya-HeBponora, BegyLlero cneynanncra 3520
10/10/1| 3aoyHbie KOHCYyIbMayuu
100219|MNpuem (oCcMOTp, KOHCYNbTaALUA) ~-HEBPOIIOra NePBUYHbIN

3ao4yHas KoHCcynbTaums 3900
100220{MNpuem (ocMOTp, KOHCYnbTauus) -HeBposiora NOBTOPHbIN

3aoyHada KoHcynbTaums 3900
100248|MNpuem (ocMOTp, KOHCYNbTaALUSA) ~-HEBPOIIOra NePBUYHbIN

3ao4yHas KOHCcynbTaums, K.M.H./goueHT/BegyLuun cneumanmct 4400
100249(MNpuem (0cMOTp, KOHCYnbTaUuns) -HeBpOsiora NOBTOPHbIN

3aoyHaga KoHcynbTaums, K.M.H./goueHT/BeayLmi cneumanunct 4 400
10/10/2| Marnunynsyuu
100137|BBeaeHune nekapcTBeHHbIX NpenapaToB B 06nacTb nepudeprnyecKkoro Hepea

MapaBepTebpanbHasa bnokaga 3700
100138|BHyTpuMbILLEYHOE BBEAEHME NEKApCTBEHHbIX NpenaparTos

BeepneHne npenapara npu muodpacumanbHoM 60neBoM CHApoOME nuua u

XPOHUYECKON MUTPEHNU 8 300
100139(MNogkoxHoOe BBEAEHME NEKAPCTBEHHbIX NpenapaToB

Apxosn 150 mr/1 mn N1 wnpuy 1,5 mn 25000
100140|NogkoxxHOe BBEAEHNE NEKAPCTBEHHbIX NpenaparToB

Wpunake 0,07/mn, 1mn, Ne1 wnpuy, p-p n/k 25000
100141(BHyTprMbILLEYHOE BBEAEHME NTEKAPCTBEHHbIX NpenapaToB

BotynotokcnH 100E Ne1 donakoHbl,1 wr. 18 700
100142\ BHyTpuMbILLEYHOE BBEAEHME NEKapCTBEHHbIX NpenaparTos

Kceomun 100 EQ 14 500
10014 3({BHyTprMbILLEYHOE BBEAEHME NTEKAPCTBEHHbIX NpenapaToB

KceomuH 50 E[] 9 000
100144|BHyTpuMbILLEYHOE BBEAEHME NEKApCTBEHHbIX NpenaparTos

Penatokc 6otynuHuyeckun TokcuH tuna A 100 eg Ne1 conakoHbl,1 Wwr. 15400
100145(BHyTprMbILLIEYHOE BBEAEHME NTEKAPCTBEHHbBIX NpenapaToB

Penatokc 60TynnHmyeckun TokcuH Tuna A 50 eg Ne1 cpnakoHbl, 1 wr. 8 800
100214 3nekTpoHEeNpOCTUMYNALNS FONOBHOIO MO3ra

nepBuYHbI ceaHc 20 MUH 1700
100215| 3nekTpoHENPOCTUMYNALMS rONOBHOIO MO3ra

nepBuYHbI ceaHc 60 MUH 2400
100216| AnekTpoHEeNpOCTUMYNALMUS FONOBHOMO MO3ra

NOBTOPHbIN ceaHc 20 MUH 1000
100217\ 3neKkTpoOHENPOCTUMYNALMS rONOBHOIO MO3ra

NOBTOPHbIV ceaHc 60 MUH 1700
101559|HasHaveHne nekapcTBEHHbIX NpenapaTos, MeToAoB, hopm nevebHon

PU3KYNbLTYpLI

MpumeHeHne npenapara npotus murpeHn KbONMUIMTA 25200
10/11 |Ycnyau mammorsioza
10/11/1| KoHcynbmauyuu mammodsioza
10/11/1{ O4HbIe KOHCYNBLMayuu
100148|MNpunem (ocMOTp, KOHCYNbTaLMSA) Bpada-oOHKONora nepBUYHbIV

OHKOMOor-mammonor 6 200
100149(Npuem (0cMOTP, KOHCYNbTaLMA) Bpava-oOHKOora NOBTOPHbIN

OHKOMor-mammosnor 6 200
10/11/1{ MHeHue spaya
10/11/1| 3aoyHbie KOHCYyNIbMayuu
10/11/2| Marnunynsyuu
070106|Ma3ok-oTne4aTok oTAensieMoro 3 cocka Moro4YHON Xeneabl 2 400
100152\ Broncus MonovHom xenesbl YpeCcKoXHas 7 800
100153|MNMyHKUMst HOBOOBPa3oBaHWSI MOTOYHOW Xerne3abl NpuLenbHas NyHKUMOHHAsA nog

KOHTpONEM yrnbTpa3ByKOBOIO UCCIEA0BaHNS

NyHKLMS 0Opa3oBaHnsi MONTOYHOW XXenesbl 2 500
10/11/3| Onepayuu




100157

Pesekumsa monoyHom xenessbl

1 KaTeropusi CNOXHOCTU 32 500
10/12 |Ycnyau xupypea
10/12/1| KoHcynbmauyuu xupypaa
10/12/1| O4HbI€e KOHCYNbMayuu
10/12/1| MHeHue epaya
10/12/1| 3ao4yHbIe KOHCynbmMayuu
10/12/2| MaHunynsyuu
10/12/3| Onepayuu
100675|Bbroncus onyxonew, onyxonenogobHbix 06pa3oBaHMn MSATKMX TKaHEN
ToHKkoUronbHas acnupaumoHHas buoncus, 1 kaTeropusi CNOXHOCTU 7 900
10/13 |Ycnyau ogpmanbmorsnoeza
10/13/1| KoHcynbmauyuu ogpmasnbmosioza
10/13/1{ O4HbI€e KOHCYNBbMayuu
10/13/1| MHeHue epaya
10/13/1| 3ao4yHbIe KOHCynbmMayuu
10/13/2| MaHunynsyuu
10/14 |Ycnyau omopuHonapuHaosio2a
10/14/1| KoHcynbmauyuu omopuHosiapuHaoJio2a
10/14/1| O4HbIe KOHCYNbMayuu
100166(MNpuem (0ocMOTp, KOHCYNbTaUns) Bpavya-oToOpUHONapmMHrosiora nepBuYHbIn 3700
100212|MNpuem (oCcMOTp, KOHCYNbTaLUSA) Bpava-oTOPUHONAPUHIonora NnoBTOPHbIN 3700
100213{MNpuem (0CcMOTP, KOHCYNbTaUns) Bpavya-oTOPUHONapMHroniora NoBTOPHbIN
K.M.H./goueHT/BeayLumin cneumannct 5000
100218|MNpuem (ocMOTp, KOHCYNbTaLUs) Bpava-0TOPUHONAPMHIonora NnepBruYHbIN
K.M.H./goueHT/BedyLmn cneunanmct 5000
100230{MNpuem (0CcMOTP, KOHCYNbTaLMA) Bpadva CypAonora-oTopuHonapuHrosiora
nepBUYHbI 4 400
100231|MNpuem (ocMOTp, KOHCYNbTaLUSA) Bpada cypaonora-oTopuHonapuHronora
NMOBTOPHBbI 4 400
100232(Npuem (0CcMOTP, KOHCYNbTaLMA) Bpadya CypAorora-oTopuHonapuHrosiora
NepBUYHbIN
C UccnegoBaHMeM BECTUOYNSAPHOro aHanuaaTtopa (FroftoBOKPY>KEHUE) 6 200
100275|MNpuem (ocMOTp, KOHCYNbTaLUSA) ~-OTOPMHOMNAPWHIONOora NepBUYHbIN
0.M.H./rmaBHbIA cneumanucT/pykoBoanTenb HanpaBneHns 5800
100314{MNpuem (0CcMOTP, KOHCYNbTaLUNA) -OTOPUHONAPUHIONIora NOBTOPHbIN
0.M.H./raBHbI cneumanncT/pykoBoguTenb HanpasneHns 5800
100354 MNpunem (ocMOTp, KOHCYNbTaLMSA) Cypaonora-oToOpMHONapUHronora NepBUYHbIN
K.M.H./goueHT/BeayLLmMn cneumnanmct 5000
100355(MNpuem (0cMOTp, KOHCYnbTaUusa) cypaornora-oTOpMHOSIapUHIoniora NoBTOPHbLIN
K.M.H./goueHT/BegyLumin cneumannct 5000
101277|MNpunem (oCMOTpP, KOHCYNbTaLMsA) Cypaonora-oTopMHONapyHronora nepBUYHbIN
O.M.H./rmaBHbIA cneLmanucT/pykoBOAMTENb HanpaBneHnst 5800
101278{Npuem (0CMOTP, KOHCYNbTaUus) Ccypaonora-oTOpMHOIapUHIornora NoBTOPHbIN
0.M.H./raBHbIA cneumanncT/pykoBoguTenb HanpasneHns 5800
10/14/1| MHeHue spaya
100855(MNpuem (0cMOTP, KOHCYNbTaLUnA) -OTOPUHONAPUHIONora NepBUYHbIN
MHeHne Bpava-oToOpMHONapUHronora 2 960
100856|MNprem (ocMOTp, KOHCYNbTaLUSA) ~-OTOPMHOMNAPUHIONOra NOBTOPHbIN
MHeHue Bpaya-oTOpMHONapuHrornora 2 560
10/14/1| 3aoyHble KOHCYyIbMayuu
101560|MNpurem (ocMOTp, KOHCYNbTaLKMSA) Cypaonora-oTOpMHONApUHronora NepBUYHbIN
3ao4yHas KoHCcynbTaums 3700
101561(MNpuem (0CcMOTp, KOHCYNbTaUusa) cypaornora-oTOpMHOSIapUHIonora NoBTOPHbIN
3aoyHada KoHcynbTaums 3200
10/14/2| Onepayuu
10/14/2| Monocmb pma, pomozanomka, HOCO2/10mKa, 20PpmaHb
10/14/2| Mosrocmb HOCa U OKOJIOHOCO8bIe nasyxu
10/14/2| Yxo
10/14/3| Marnunynsyuu
040508| AyanomeTpuyeckoe nccrnegoBaHme 6e3 KoHcynsTauum 1600
10023 3| dnbponapmHrockonuns 2500




100234

ToHanbHas ayanmomMeTpud ¢ pedyeBbiM NpoLieccopom B cBOOOAHOM 3BYKOBOM
none

1400

100315

Mogcnuancras Ba3oTOMUS HXKHUX HOCOBbIX pakoBUH

26 800

100316

Mnactuka msarkoro HEGa

29 600

100317

YnaneHue HOBOO6pa3OBaHI/IF| NnonocTn Hoca

5000

100318

NasepHasn OecTpyKumsi COCY0B HOCOBOMN NEPEropoaKu

12 700

100319

Mnactuka Yy30€e4KU A3blKa

19 700

100320

VcceveHne cnuHexmi n ane3VIl7I NOoJi0CTN HOCa C NOMOLLbIO Na3epa

24 000

100321

J'IasepHaﬂ Koarynauna MmmHoanuH rnoTkn

9 800

100322

Buoncusa cnnanctor o6omo4kM Hoc, POT, yXO C rmcTonornen

5000

100323

Buoncua rmoTkn, ecHbl 1 A3blvka

5000

100353

O6bekTVBHasA ayauomeTpus

1800

100593

BBeneHne nekapcTBeHHbIX NpenapaTtoB B 6apabaHHyo NonocTb
TpaHCTUMNaHanbLHO

5000

101328

SnnapurHronapmHrockonms
Cnun-aHgockonus

21100

170121

Bectnbynometpus

4 400

170125

Pernctpaums BbI3BaHHbIX aKkyCTUHECKMX OTBETOB MO3ra Ha NOCTOSIHHbIE
Mo4ynMpoBaHHble TOHbI (ASSR TecT)
pononHutensHoe BpemMst 30 MUHYT

1600

170128

rlpOMbIBaHVIe NaKyH MUHOANH

2700

170129

BBepeHve nekapCTBEHHbIX NpenapaToB B HAPYXKHbIW CIYyXOBOW NPOXoZ

1000

10/15

Ycnyau nynbmoHosio2a

10/15/1

Koucynbmauuu nysiibMOHOJ102a

10/15/1

O4Hble KOHCcynbmauyuu

10/15/1

MHeHue spaya

10/15/1

3aoyHbie KOHCcynbmauyuu

10/16

Yenyau pmusuampa

10/16/1

KoHcynbmauyuu ¢pmusuampa

10/16/1

OyHble KOHCYyNIbMayuu

10/16/1

MHeHue spaya

10/16/1

3aoyHbie KOHCynbmayuu

10/17

Ycnyau ncuxuampa

10/17/1

KoHncynbmauyuu ncuxuampa

10/17/1

O4Hble KOHCcynbmauyuu

10/17/1

MHeHue epaya

10/17/1

3aoyHbie KOHCcynbmauyuu

10/18

JononHeHusi K ocHOBHOMY npuemy epayeli

10/19

Ycnyau 4enrocmHo-1uyeso20 xupypaa

10/191

KoHcynbmayuu 4esrocmHo-1uyeeo20 xupypaa

10/19/1

O4Hble KOHCcynbmauyuu

10/191

MHeHue epaya

10/19/1

3aoyHbie KOHCcynbmauyuu

10/2

lNcuxonoauyeckoe KOHCYJIbmupogsaHue

10/2/1

KOHcynbmauuu rncuxoJsioea

10/2/1/1

Oy4Hble KOHCYNIbMmayuu

100103

Mpuem (TecTpoBaHme, KOHCYNLTaLMS) MEAULIMHCKOIO NCUXONora NepPBUYHbIN

5800

100104

MpvieM (TecTMpoBaHWe, KOHCYNbTaLMs) MeaMLMHCKOrO NCUXosiora NoBTOPHbIN

5 800

100259

Mpuem (TecTupoBaHme, KOHCYNbTaUUSA) MEAULIMHCKOrO NCUXOMNora NepBUYHbIV
CEMENHbIN

7100

100260

Mpuem (TecTupoBaHMe, KOHCYNbTAUNUS) MEOAULIMHCKOIO NCUXOSora NOBTOPHbI
CeMeNHbIN

7100

100350

Mpuem (TecTupoBaHme, KOHCYNbTaUUsa) MEAULIMHCKOrO NCUXOMNora NepBUYHbIV
B pamkax IBb

5800

100351

Mpuem (TecTnpoBaHme, KOHCYNbTaUMs) MEAULIMHCKOIO NCUXONora NepPBUYHbIN
B pamkax VIBb (B nakeTe u3 7 KOHCynbTaumi)

5 300

100352

Mpuem (TecTnpoBaHue, KOHCYNbTaUMS) MEAULIMHCKOTO NCUXONora NepBUYHbIN
B pamkax VBB (B nakete n3 12 koHcynbTauum)

5000

10/2/1/2

MHeHue spaya

10/2/1/3

3aoyHbie KOHCcynbmauyuu




100205

MpvieM (TecTMpoBaHWe, KOHCYNbTaLMs) MeaMLMHCKOrO Ncuxosiora NepBUYHbIN
3aoyHasi KoHCyNnbTaums

5 800

100206

Mpuem (TecTpoBaHme, KOHCYNLTaLMS) MEAULIMHCKOIO NCUXOMOora NOBTOPHbIN
3ao4yHas KoHCcynbTaums

5800

100261

Mpuem (TecTpoBaHme, KOHCYNbTaUMs) MEAULIMHCKOIO NCUXONora NepPBUYHbIN
CEMEWHbIN, 3a04HbIN Npuem

7100

100262

Mpuem (TecTupoBaHme, KOHCYNbTaUUsa) MEAULIMHCKOIO NCUXOMora NoOBTOPHbIV
CeMEWHbIN, 3a04HbIN Npuem

7 100

10/20

Ycnyau namomopgponoea

10/20/1

KoHncynbmauuu namomopgbosioza

10/20/1

OyYHble KOHCYNIbMayuu

10/20/1

MHeHue spaya

10/20/1

3aoyHbie KOHCynbmauyuu

10/3

Ycnyau uHpekyuoHucma

10/3/1

KoHcynbmauuu uHgbekyuoHucma

10/3/1/1

O4Hble KOHCcynbmauyuu

10/3/1/%

MHeHue epaya

10/3/1/3

3aoyHbie KOHCcynbmauyuu

10/4

Ycnyau eceHemuka

10/4/1

KOHcynbmauuu 2eHemukKa

10/4/1/1

OyHble KOHCYyNIbMmayuu

100117

Mpuem (0OCMOTp, KOHCYNbTaUMs) Bpava-reHeTvka NepBUYHGIN

5000

100118

Mprem (ocMOTp, KOHCYNbTaUMs) Bpaya-reHeTka NOBTOPHbIN

5000

10/4/1/7

MHeHue spaya

100829

Mprem (0CMOTpP, KOHCYNbTaUKS) -reHeTUKa NePBUYHbIN
MHeHve Bpaya-reHeTvka

4 000

100830

Mpuem (0CMOTP, KOHCYNbLTALKMSA) -TEHETMKA NOBTOPHbIN
MHeHwve Bpava-reHeTuka

4 000

10/4/1/3

3aoyHbie KOHCynbmauyuu

100178

Mpuem (OCMOTP, KOHCYNbTALKMSA) -TEHETMKA NEPBUYHBIN
3a04Has KOHCynbrauus

5000

100179

Mprem (0CMOTp, KOHCYNbTaUUS) -reHeTMKa NOBTOPHbIN
3a04Has KOHCYnbTauus

5000

10/5

Ycnyau Hegpposoza

10/5/1

KoHcynbmayuu Heghponoza

10/5/1/1

O4Hble KOHCcynbmauyuu

10/5/1/%

MHeHue spaya

10/5/1/3

3aoyHbie KOHCcynbmauyuu

10/6

Ycnyau peemamousioca

10/6/1

KOHcynbmauuu peemamoJrioca

10/6/1/1

OyHble KOHCYyNIbMayuu

10/6/1/3

MHeHue spaya

10/6/1/4

3aoyHbie KOHCynbmauyuu

10/7

Ycnyau epayva JIOK

10/7/1

Koncynbmauyuu epaya JI®K

10/7/1/1

O4Hble KOHCcynbmauyuu

10/7/1/2

MHeHue spaya

10/7/1/3

3aoyHbie KOHCcynbmauyuu

100270

Ycnyru no nevyebHom usKynsType 1 CNOPTUBHOM MeguunHe
3aoyHas koHcynsTaums

10/8

Ycnyau Helipoxupypea

10/8/1

KoHcynbmauyuu Helipoxupypeaa

10/8/1/1

O4Hble KOHCcynbmauyuu

10/8/1/%

MHeHue spaya

10/8/1/3

3aoyHbie KOHCcynbmauyuu

10/9

Ycnyau mpaHcgpysuonoza

10/9/1

KoHcynbmauuu mpaHcgpy3uosoza

10/9/1/1

OyHble KOHCYNIbMayuu

10/9/1/7

MHeHue spaya

10/9/1/3

3aoyHbie KOHCynbmayuu

11

Tepanus, kapduonozausi




111

KoHcynbmayuu mepaneema, kapduosio2a

1111

O4Hble KOHCcynbmauyuu

110104

MpvieM (0CMOTP, KOHCYNETaLUWs) Bpada-TepanesTa NepBUYHbIN

4 000

110107

Mprem (ocmoTp, KOHCYNbTaUmMs) Bpada-TepanesTa NOBTOPHbIN

4 000

110119

MpvieM (0CMOTpP, KOHCYNETaLKMs) Bpada-kapamornora nepBuYHbIN

4400

110122

Py Py Py ey
Nl Ran’ll Nl Nal

Mpuem (0CMOTp, KOHCYNbTaUMs) Bpada-kapavorora NoBTOPHIN

3700

110129

Mprem (ocmoTp, KOHCYNbTaUmMs) Bpada-TepanesTa NepBUYHbIN
K.M.H./goueHT/BegyLumin cneumannct

5000

110130

Mpuem (0CMOTP, KOHCYNbTaLKMSA) Bpaya-TepanesTa NOBTOPHbIN
K.M.H./goueHT/BeayLmMn cneumnanmct

4 200

110168

Mprem (ocmoTp, KOHCYNbTaUmMs) Bpada-TepanesTa NepBUYHbIN
nepeg BauuHauunen

1400

110189

Mpuem (0CMOTp, KOHCYNbTaUUs) Bpada-TepaneBTa NepBUYHbIN
Onst oboOpMIEHUst CNpaBku O COCTOSIHUM 300POBbS

2400

11/1/2

MHeHue spayva

100864

Mpuem (ocmoOTp, KOHCYNbTALMS) -KapAMonora nepBuYHas
MHeHwve Bpayva-kapaunonora

3520

100865

Mprem (oCcMOTp, KOHCYNbTaUMs) -kKapanonora NOBTOPHbIN
MHeHuve Bpaya-kapguonora

2 960

100868

Mpuem (ocMOTP, KOHCYNbTaUKMSA) -TepanesTa NePBUYHbIN
MHeHue Bpaua-TepaneBTa, K.M.H./goUeHT/BeyLuin cneumanucT

4 000

100869

Mprem (oCcMOTp, KOHCYNbTaums) -TepanesTa NOBTOPHbIN
MHeHwve Bpava-TepaneBTa, K.M.H./AOLEHT/BeayLnin cneynanmct

3 360

11/1/3

3aoyHbie KOHCcynbmauyuu

110192

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-TepanesTa NepBUYHbIN
3aoyHaga KoHcynbTaums, K.M.H./goueHT/BeayLmi cneumanuct

4 000

110193

Mpuem (OCMOTP, KOHCYNbTaLKMSA) Bpaya-TepanesTa NOBTOPHbIN
4N 0POPMINEHMS CNPaBkyu O COCTOSAHMM 300POBbS

4 000

110225

Mprem (ocMOTp, KOHCYNbTaUMs) -kKapauonora NepBUYHbIN
3aoyHas koHcynbTaums

4400

110226

Mpuem (ocMOTp, KOHCYNbTALMS) -KapAMonora NOBTOPHbIV
3ao4yHas KoHCcynbTaums

3200

11/2

KoHcynbmayuu mepaneema-kapduoJsio2a

11/211

O4Hble KOHCcynbmauyuu

11/2/2

MHeHue epaya

11/2/3

3aoyHbie KOHCcynbmauyuu

11/3

Yenyau mepanuu

110145

OdbopmneHmne cnpaBoYHON JOKYMEHTaLMM

900

11/4

®dyHKYuOoHaIbHas duazHoOCMuKa

110150

Peructpaumns anektpokapauorpammbl PaclumdpoBka, onucaHme u
WHTepnpeTauns anekTpokapamorpadn4eckmx gaHHbIX

1500

12

Facmpo3Hmeposnoausi, NPoKMosio2usi

12/1

Facmpoanmeposozusi

12/1/1

KoHcynbmauyuu 2acmpo3aHmeposio2a

12/1/1/1

O4Hble KOHCcynbmauyuu

120107

MpvieM (0CMOTP, KOHCYNETaLWs) Bpada-racTpo3HTeporiora nepBUYHbIN

5000

120108

( )
Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-racTpo3HTEPOrora NoBTOPHbIN

5000

120109

Mprem (0CMOTp, KOHCYNbTaUMs) -racTPoO3HTEPOSIOra NEPBUYHbIN.
O.M.H./IMaBHbIV cneumanucT/pykoBoanTenb OTAENEHUs

6 200

120110

Mprem (ocMOTp, KOHCYNBTALMS) -raCTPO3HTEPOrOra NOBTOPHbIN.
O.M.H./rmaBHbIA cneumanucT/pykoBoanTenb oTaeneHus

6 200

120114

Mpurem (ocMoTp, KOHCYNLTaUMs) Bpadva-racTposHTeporiora NnepBrUYHbIN
K.M.H./goueHT/BeayLumin cneumannct

5000

120115

Mpuem (0cMOTP, KOHCYNbLTALKMSA) Bpaya-racTpo3HTeponora NOBTOPHbIN
K.M.H./OoLeHT/BeayLmi cneumnanmct

5000

120188

[MepBMYHbBIA NpUeM racTpo3HTEpOsiora No Bonpocam AneTtonorin (2 yaca)

5500

120189

[MoBTOPHBIN NpUeM racTpoaHTepornora no Bonpocam auetonoruu (1 yac)

3900

120195

CocTaBneHne MeH0 ANETUYECKOrO NUTaHUA
KOHch'IbTaLWIFI cneunanncta no paunoHanbHOMY NUTaHUIO

21100

A12010

Akums! MNpuem ractposHTeponora + Y3W 6ptoLiHon nonocTtu

A12018

MepBMYHbBIA NpUeM racTpo3HTEpOsiora No Bonpocam AneTtonorin (2 yaca)

12/1/1/7

MHeHue spaya




100801

Mprem (0CMOTp, KOHCYNbTaUMS) -racTPO3IHTEPOSIOra NEPBUYHbIN
MHeHve Bpaya-racTpoaHTeporsora

4 000

100802

Mpuem (0CMOTP, KOHCYNbLTALMSA) -FraCTPOIHTEPOIIOra NOBTOPHbIN
MHeHune Bpaya-racTpoaHTeponora

4 000

100866

Mprem (0CMOTp, KOHCYNbTaUMS) -racTPO3IHTEPOSIOra NEPBUYHbIN
MHeHune Bpaya-racTpoaHTeporiora, K.M.H./goueHT/BegyLumin cneymanmct

4 000

100867

Mpuem (0CMOTP, KOHCYNbLTALMSA) -FraCTPOIHTEPOIIOra NOBTOPHbIN
MHeHue Bpaya-racTpoaHTeporora, K.M.H./ooueHT/BegyLuun cneumanmct

4 000

12/1/1/3

3aoyHbie KOHCynbmayuu

120179

Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-racTpo3HTEpOrora nepBuYHbIN
3ao4yHas KoHCcynbTaums

4 400

120180

MpvieM (0cMOTp, KOHCYNETaLWs) Bpada-racTpo3HTeporora NoBTOPHbIN
3aoyHasi KoHCyNnbTaums

4400

120181

lMpuem (oCMOTp, KOHCYNbTaUMs) -racTpO3HTeporora NepBUYHbIN.
3aoyHas KoHcynbTaums, 4.M.H./rMaBHbIN CneunanmcT/pykoBoanTenb
oTaeneHnss 3aodHas KOHCYNbTauus racTpoaHTepornora (nepeuyHas),
A.M.H./IMaBHbIV CneunanvucT/pykoBoanTenb OTAENEHUs

5600

120182

Mprem (oCMOTp, KOHCYNbTaUMs) -racTPO3HTEPOSIOra MOBTOPHbIN.
3aoyHaga KoHcynbTaums, 4.M.H./rMaBHbIN cneunanuct/pykoBoanTenb
oTaeneHnss 3aovHasl KOHCYnbTaLuMs racTposHTeposnora (MoBTOpHas),
O.M.H./rmaBHbIA cneumanucT/pyKoBoANTENb OTAENEHUs

5600

12/1/2

Marunynsayuu

12/2

lIpokmonozus

12/2/1

KOHcynbmauuu NMPOKmMoJioeca

12/2/1/1

OyHble KOHCYyNIbMayuu

12/2/1/7

MHeHue spaya

12/2/1/3

3aoyHbie KOHCynbmayuu

12/2/2

Marunynsayuu

13

AHecmes3uonozausi

131

Ycnyeu

130130

ToTanbHas BHYTPUBEHHAs! aHECTE3US
1 vac

10 300

130131

TotanbHas BHyTpmBeHHas aHectesns (8o 30 MUHYT, BKIoYas OCMOTP
Bpaya-aHecTe3unorora Ans mManbix onepauumn)

6 400

130134

MecTHasa aHecTe3uns

400

130136

ToTanbHas BHyTpMBEHHasa aHecTe3uns npu TBI

10 300

130145

ToTanbHas BHYTPUBEHHAs! aHECTE3US
2-01 Yac n Kaxgbli nocneayowmnn

4 500

13/2

KOHcynbmauuu aHecme3uoJsioca

13/2/1

Oy4Hble KOHCYNIbMmayuu

130112

OcMoTp (KOHCYMbTauus) Bpa4oM-aHECTE3NONOrOM-PEAHMMATONOMOM
nepBUYHbIV

3200

13/2/2

MHeHue epaya

13/2/3

3aoyHbie KOHCcynbmauyuu

14

Hepmamonozusi, kocmemonoausi

14/1

Hdepmamonozus

14/1/1

KoHcynbmayuu depmamousioza

14/1/1/1

O4Hble KOHCcynbmauyuu

140101

MpvieM (OCMOTpP, KOHCYIETaLMS) Bpada-oHKosIora NepBUYHbIN

5000

140102

Mpuem (ocMOTp, KOHCYNbLTaLMS) Bpava-OHKOora NoBTOPHbIN

4 400

140103

MpvieM (0CMOTP, KOHCYNETaLUWs) Bpada-AepMaToBeHeporiora nepBuYHbIii

3400

140104

Nl Ran’ll Nl Nal

Mpuem (0CMOTp, KOHCYNbTaUWs) Bpava-AepmMaToBeHepOoriora NoBTOPHbIN

3400

140122

Mpuem (oCcMOTP, KOHCYNLTaLWs) Bpada-AepMaTOBEHEPOSIOra NEPBUYHbIN,
K.M.H./goueHT/BeayLumin cneumannct

4700

140123

Mpuem (ocMOTp, KOHCYNBTALMS) Bpaya-aAepMaToOBEHEPOora NOBTOPHBIN,
K.M.H./goueHT/BeayLmMn cneumnanmct

3700

140149

MpvieM (ocMOTp, KOHCYNETaLUuWsl) Bpada-AepMaToBeHeporiora nepBuYHbIii
Tpuxonor

3400

140150

Mpuem (0CMOTp, KOHCYNbTaUWs) Bpava-AepmMaToBeHepOoriora NoBTOPHbIN
Tpuxonor

3400

140204

Mprem (ocMoTp, KOHCYNbTaUMs) -AepMaToOBEHEpPOiora NepPBUYHbIN
O.M.H./IMaBHbIV cneumanucT/pykoBoanTenb OTAENEHUs

6 600




140205

Mprem (oCMOTp, KOHCYNbTaUKs) -AepMaTOBEHEPOIora NOBTOPHbIN
O.M.H./IMaBHbIV cneumanucT/pykoBognTenb OTAENeHUs

6 600

140431

Mpuem (oCcMOTp, KOHCYNbTaUUs) -AepMaToOBEHepOsiora NePBUYHBIN TPUXOIOT,

O.M.H./rMaBHbIV cnewnanucT/pykoBoanTenb OTAENEHUS

6 600

140432

MpvieM (0CMOTP, KOHCYNETaLWsl) -AepMaToBeHepoiora NOBTOPHbIN TPUXOSIOT,

A.M.H./rNaBHbIN cneumanucT/pykoBoavTerb OTAeNeH s

6 600

450521

Akuns! KoHcynbsTaumna Bpada-gepmaronora

1700

14/1/1/2

MHeHue epaya

100815

Mpuem (ocMOTP, KOHCYNbTALMS) -AepMaToOBEHeponora NepBUYHbIN
MHeHwve Bpava-gepmaronora

2400

100816

Mprem (oCcMOTp, KOHCYNbTaUKs) -AepMaTOBEHEPOIora NOBTOPHLIN
MHeHuve Bpaya-gepmartonora

2400

14/1/1/3

3aoyHbie KOHCcynbmauyuu

140147

MpvieM (0CMOTpP, KOHCYIBTaLMS) -OHKOora nepBrYHast
3aoyHasi KOHCyNnbTaums

3 900

140148

"Mpnem (0CMOTp, KOHCYNLTaLWS) -OHKONOra NOBTOPHbIN
3ao4yHas koHcynbTaumsa”

3900

14/1/2

MaHunynsyuu

140105

OCMOTp KOXW Mo yBENMYEHNEM (epMaToCKONus)

4 000

140113

Ynanenwue AOGPOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I ﬂOﬂ,KO)KHO-)KVIpOBOVI
Knet4yaTkun
1 KaTeropua CrioXxXHOCTu

24 900

140114

YnaneHue pobpokayecTBeHHbIX HOBOOBPa3oBaHUN MOOKOXHO-XMPOBOM
KneT4yaTkm
2 KaTeropusi CroxHoCcTh

37 300

140118

McceyeHne pyoLoB KOXNM
no 20 cm

14 000

140125

BHyTprMBILLIEYHOE BBEAEHUE NEKAPCTBEHHbBIX NpenapaTos
Jlewenne runeprugposa npenapatom Penatokc 100 E[]

31000

140126

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHWI KOXU METOLOM
aneKTpokoarynauum
YnaneHue BUPYCHbIX KOHAUNOM (NaxoBas 3oHa) 1en.

3200

140127

YaoaneHne gobpokavecTBeEHHbIX HOBOOOPa30BaHWNIN KOXM METOLOM
3MneKTpokoarynaumm
YaaneHue BUpyCHbIX nanunnom (nuuo) 1ea.

1600

140128

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHUI KOXU METOLOM
aneKTpokoarynauum
YnaneHue BUPYCHbIX Nanunnom (naxoeas 3oHa) 1eq.

1900

140129

YaoaneHne gobpokayecTBeHHbIX HOBOOOPa30BaHWUI KOXM METOLOM
3MeKTpokoarynaumnm
YaoaneHue BUpPYCHbIX nanunnom (Tynosuwie) 1ea.

1200

140130

YaoaneHve 0o6pokayecTBEHHbIX HOBOOGpPa3oBaHUIA KOXN METOOOM
aneKTpokoarynauum
YnaneHue gobpokayecTBeHHOro 06 bemMHoro obpasoBaHust 6onee 1 cm

5000

140131

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHUI KOXM METOLOM
3MneKTpokoarynaumm
YnaneHue nobpokayecTBEeHHbIX HEBYCOB (n1Lo) 1en.

3200

140132

YnaneHwue ﬂ,O6pOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I KOXW METOA0M
AneKTpoKoarynaumn

YnaneHue 0o6pokayecTBEHHbIX HEBYCOB (BONOCUCTasi YacTb ronoBbl) 1ed.

4700

140133

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3neKTpokoarynaumum
YnaneHne nobpokayecTBEeHHbIX HEBYCOB (TynoBuLle) 1en.

3200

140134

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHUI KOXU METOLOM
aneKTpokoarynaunm
YnaneHue cebopelHbix kepatom (nmuo) 1en.

2 800

140135

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3neKTpokoarynaumum
YpoaneHue cebopenHbix kKepaTtom (BONocucTas YacTb ronosebl) 1ea.

4 000

140136

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHWI KOXU METOLOM
aneKTpokoarynaunm
YnaneHue cebopelHbix kepaTom (Tynoeuile) 1en.

2 800




140137

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHUI KOXU METOLOM
aneKTpokoarynaunm

Ynanenue nanvnnom, remaHrnom (Tynosuiie), 1 eq. (npu yganeHum ot 5 oo
10 wT)

900

140138

YnaneHue nobpokayecTBeHHbIX HOBOOOPA30BaHUIN KOXN METOO0M
aneKTpokoarynaunm

YpaneHue nanunnom, remadrnom (tynosuwie), 1 ea. (npu yaanexduu ot 11 go
15 wr)

900

140139

YnaneHue nanunnom, remaHrmom (Tynosulle), ueHa 3a 1ea. (npu yganeHuu
ot 16 oo 30 wr)

800

140140

YnaneHue nobpokayecTBeHHbIX HOBOOOPA30BaHUIN KOXU METOA0M
anekTpokoarynsaumm YganeHune 4o6pokadeCTBEHHbIX HEBYCOB (TYyoBULLE),
1en. (npu yaaneHun 3 n 6onee wr)

2600

140141

YnaneHue cebopelHbix kepatom (TynoeuLle) Ao 1 cM, LeHa 3a 1ea. (npu
yaaneHun 3 1 6onee wT)

2400

140144

OcMOTp KOXU Mo yBENMYEHNEM (4epMaToCcKonus)
TPUXOCKOMMUS

4 000

140145

MHBbeEKLMOHHOE NneYeHne KennomaHbix pyouoB (pacteop 1 mn)

8 100

140146

MHBbeKLMOHHOE NneYeHre rHesgHor anoneunm B kypce (QunpocnaH pacTtsop 1
MIT)

6 200

140153

Buoncusa koxu
(naH4-6unoncus)

9 900

140154

Buroncusa koxn
(werB-6noncus)

7 500

140155

Broncusa koxu
(aKkcumnsnoHHas buoncus)

18 600

140157

AnnnukayuoHHasa aHecTe3ns

900

140158

WHMNeTpaLmMoHHasa aHecTesuns
B [lepMaTOBEHEPOIOrm

1000

140160

MHbeKkuMoHHOe BBEeAEHNE NeKapCTBEHHbIX NpenapaToB B 04ar NopaxeHus
KOXW

MHbeKkuMoHHOEe neYveHne rHe3gHoun anoneumm B Kypce (aunpomera cycneH3ns
1 mn)

6 200

140165

YnaneHue gobpokavyecTBEHHbIX HOBOOOPa30BaHMIN KOXM METOL0M
areKkTpokoarynsumm

YnaneHue gobpokayecTBEHHbIX HEBYCOB (NULIO M BONTOCUCTAs! YacTb rofoBbl),
[o 5 mm

4700

140166

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3MeKTpokoarynaunm

YaaneHue gobpokavyecTBEeHHbIX HEBYCOB (MMLO U BONOCUCTasA YacTb ronoBsbl),
CBbile 5 MM

5800

140182

YnaneHue 0o6pokayecTBeHHbIX HOBOOGPa30BaHMI KOXN METOLOM
anekTpokoarynsumum
YnaneHne 0o6pokayecTBEHHbIX HEBYCOB (TYMOBWLLE M KOHEYHOCTHU), A0 5 MM

3700

140183

YnaneHue nobpokayecTBeHHbIX HOBOOOPA30BaHUIN KOXN METOA0M
3MeKTpokoarynaunm

YaaneHue 4o6pokavyecTBEHHbIX HEBYCOB (TYNOBMLLE U KOHEYHOCTM), CBbILle 5
MM

4700

140184

YoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHWI KOXU METOLOM
aneKTpokoarynaunm
YnaneHue gobpokavyecTBEHHbIX HEBYCOB (00racTb BEK U reHuTanmi)

7 800

140185

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3neKTpokoarynaumum
YnaneHue gobpokavyecTBeHHbIX HEBYCOB CBbile 10 MM

7100

140186

YnaneHwue AOGPOKaHeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I KOXW METOA0M
AneKTpoKoarynaumn
YnaneHwue Yyeppun aHr’MomMbl MeHee 5 Mm

3200

140187

YaoaneHne gobpokavecTBeEHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3neKTpokoarynaumum
YaaneHne 4eppu aHrmombl CBbILLe 5 MM

2800

140188

YnaneHwue ﬂ,OGpOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I KOXW METOA0M
AneKTpoKoarynaumn
YnaneHue nanvnnombl Beka Ha HOXKe

2 800




140189

YnaneHue 0o6pokayecTBeHHbIX HOBOOGPa30BaHMI KOXN METOLOM
arnekTpokoarynsumum
YnaneHue oubpoanuTenuanbHoro nonvna

2 800

140190

YaoaneHne gobpokavecTBeEHHbIX HOBOOOPa30BaHWNIN KOXM METOLOM
aMeKTpokoarynaunm
YoaneHue dunbpoanutenmansHoro nonvna (naxosas obnactb)

3600

140191

Ynanenwue AOGPOKaHeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I KOXW METOA0M
AneKTpoKoarynaumn
Ynanenwue Kepartonanuniombl 4O 5 Mm

2 800

140192

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHWNI KOXM METOLOM
3neKTpokoarynaumm
YnaneHune kepatonanumnnombl CBbille 5 Mm

4 200

140193

YnaneHwue ﬂ,O6pOKa‘-IeCTBeHHbIX HOBOO6pa3OBaHVIl‘;I KOXW METOA0M
AneKTpoKoarynaumn
YnaneHwue KepartonanumiiomMbl B obnactu Bek

5000

140194

YaoaneHne gobpokavecTBeHHbIX HOBOOOPa30BaHUI KOXM METOLOM
3MneKTpokoarynaumm
YnaneHue kcaHTenasmbl MeHee 5 Mm

4 200

140195

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHUI KOXU METOLOM
aneKTpokoarynaunm
YnaneHue kcantenasmbl (5-10 mm)

7100

140196

YnaneHne mo3sonu

3600

140197

YpoaneHve gobpokavyecTBEHHbIX HOBOOOPA30BaHWI KOXU METOLOM
aneKTpokoarynaunm
YnaneHue cebopelHbix kepatom, 6onee 1,5 cm

3 600

140198

YnaneHue nobpokayecTBeHHbIX HOBOOOPA30BaHUIN KOXN METOO0M
3MneKTpokoarynaumm
YnaneHue cebopenHbix kepaTom (BornocucTas 4YacTb ronossbl), 6onee 1,5 cm

4 200

140199

Broncusa koxu
(nan4y-6uoncus), obnacte reHuTanuin

5 800

140200

Broncusa koxu
C HanoXeHnem LiBa

12 400

140201

Buoncusa koxun
C HanoxeHueM LBa (0bnactb nuua, BOIOCUCTas YacTb FOS0BbI)

8 500

140202

Broncusa koxu
C HanoxeHvew LwBea (obrnacTb reHnTanui)

9 200

140203

Buoncusa koxun
(wenB-6moncus), obnacte NUua, reHnTanuu, BoflocucTasi 4acTb rosnoBbl

4700

14/2

Kocmemonozus

14/2/1

KoHcynbmayuu kocmemorsnoe2a

14/2/1/1

O4Hble KOHCcynbmauyuu

140209

Mprem (oCMOTp, KOHCYNbTaumMs) Bpada-KocMeTonora nepBUYHbIN

3200

14/2/1/7

MHeHue spaya

14/2/1/3

3aoyHbie KOHCynbmauyuu

14/2/2

Marunynsayuu

140210

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHasa nnactuka npenapatom Juvederm Ultra smile 0,55 mn

14 300

140211

BeeneHue MCKYCCTBEHHDbIX HanosHUTENen B MArKMe TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapatom Juvederm Ultra 3 1 mn

21 800

140212

BBeneHuve NCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHasa nnactuka npenapatom Juvederm Volift 1 mn

24 300

140213

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MArk1e TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapaTtom Juvederm Retouch 0,55 mn

14 500

140214

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHasa nnactuka npenapatom Juvederm Volbella 1 mn

24 300

140215

BeeneHue MCKYCCTBEHHDbIX HanosHUTENen B MArKMe TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapaTtom Juvederm Voluma 1 mn

25900




140216

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunn

dopMbl
KoHTypHasa nnactuka npenapaTtom Belotero Balance 1 mn

19 900

140217

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MArkKMe TKaHu C Lenbio KoppeKunn

dopmMbl
KoHTypHas nnacTtuka npenapatom Belotero Lips Contour 0,6

13 600

140218

BBeneHuve NCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHas nnactuka npenapatom Belotero Lips Shape 0,6

14 900

140219

BeepeHue NCKYCCTBEHHDbIX HanosHUTENen B MArkK1e TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapatom Belotero Soft

17 600

140220

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHas nnactuka npenapatom Restylane Lift 1 mn

25 500

140221

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MSArkK1e TKaHu C Lenbio KoppeKunn

dopmMbl
KoHTypHas nnactuka npenapatom Art filler fine lines 1 mn

18 700

140222

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHas nnacTtuka npenapatom Art filler universal 1,2 mn

23 100

140223

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MArkK1e TKaHu C Lenbio KoppeKunmn

¢opmbl
KoHTypHas nnactuka npenapatom Art filler lips 1 mn

22 400

140224

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHasa nnactuka npenapatom Art filler volume 1,2 mn

25 500

140225

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MArk1e TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapatom Platium Gold 1 mn

18 000

140226

BBseneHuve NCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
KoHTypHas nnacTtuka npenapatom Platium Silver 1 mn

16 800

140227

BeeneHue MCKYCCTBEHHDbIX HanosHUTENen B MArkKNe TKaHu C Lenbio KoppeKunn

¢opmbl
KoHTypHas nnactuka npenapatom Platium Bronze 1 mn

13 800

140228

BBeneHne MCKYCCTBEHHbIX HAMOMHUTENEN B MSITKUE TKaHW C LIENbio KOPPEKLUN
dopMbl

KoHTypHas nnactuka B KOMMSIEKCHON KOPPEKLMN HECKOIbKUX 30H NpenapaTtom
Platinum 2 mn

31 800

140229

BBeneHve UCKYCCTBEHHbIX HanosHMTeNen B MArkue TKaHn ¢ uenblo Koppekumnm
¢opmbl

KoHTypHas nnactuka B KOMMMEKCHOW KOPPEKLUUN HECKOMNbKMX 30H nNpenapaTom
Platinum 3 mn

44 200

140230

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunn

dopMbl
BBseneHuve npenapara Viscoderm Hydrobooster 1,1 mn

19 900

140231

BeepeHue MCKYCCTBEHHDbIX HanosHUTENen B MArk1e TKaHu C Lenbio KoppeKunn

¢opmbl
BeepneHune npenapara Revitacare Cytocare S line 3 mn

19 400

140232

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunn

dopMbl
BBeneHuve npenapara Ha OCHOBe NonMmMoriodHon kncnotbl Aesthefill

53 500

140233

BeeneHue MCKYCCTBEHHDbIX HanosHUTENen B MArkKNe TKaHu C Lenbio KoppeKunn

¢opmbl
BeeneHne npenapara kceomuH 1 egnHuLa

300

140234

BBeneHuve MCKYCCTBEHHbIX HanoMHUTENEN B MATKME TKaHWU C LieNbto KoppeKunmn

dopMbl
BeeneHue npenapara gucnopt 1 eguHuua

200

140235

BeeneHue MCKYCCTBEHHDbIX HanosHUTENen B MArkK1e TKaHu C Lenbio KoppeKunn

¢opmbl
BBeneHune npenapara penartokc 1 eguHuua

300

140236

BHyTpukoxHOe BBeeHME NeKapCTBEHHbIX MpenapaTos
BeegeHue npenapara Buckogepm 1,6% 1,5 mn

10 000

140237

BHyTpurKoXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB
BeepneHwne npenapara MHA 10 3 mn

11 100




140238

BHyTpVIKO)KHOG BBEEHNE NNeKapCTBEHHbIX NMpenapaTtoB

BBseneHve npenapara Jalupro 12 400
140239| BHYTpUKOXXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

BeeneHwne npenapara Jalupro HMW 2,5 19 400
140240[{BHyTprKOXXHOE BBEAEHWE NEKAPCTBEHHbIX NpenapaToB

BseneHuve npenapara Meso-Wharton 1,5 19 400
14024 1|BHyTpUKOXXHOE BBEAEHUE NEKAapPCTBEHHbIX NpenapaTos

BeeneHune npenapara Meso-Xanthin 1,5 19 400
140242|BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBeneHuve npenapara Revi Strong 1 mn 16 800
14024 3| BHyTpUKOXXHOE BBEAEHUE NEKapCTBEHHbIX NpenapaTos

BeeneHune npenapara Revi Strong 2 mn 23100
140244{BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBseneHune npenapara Profhilo 2 mn 23 700
140245|BHyTpUKOXXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

BeepneHune npenapata NCTF 135 HA 3 mn 11 100
140246(BHyTprKoXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBeneHve npenaparta Buckogepm CKUHKO 5 mn 8 500
140247|BHyTpUKOXXHOE BBEAEHUE NEKAapPCTBEHHbIX NpenapaTos

BeeneHwne npenapara Buckogepm CkuHko 2,5 mn 5100
140248|BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBseneHve npenaparta Buckogepm CkuHko E 5 mn 10 300
140249| BHYTpUKOXHOE BBEAEHUE NEKapCTBEHHbIX NpenapaTos

BeepneHune npenapara Buckogepm CkuHko E 2,5 mn 6 300
140250({BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBeneHve npenapara Hair X vita line E 4 mn 5600
140251|BHyTpuKOXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

BeepneHue npenapara Hair X vita line E 2,5 mn 4 400
140252 BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBseneHve npenapara Hair X Peptide 1,3 mn 7 400
140253| BHyTpUuKOXXHOE BBEAEHUE NEKapCTBEHHbIX NpenapaTos

BeepneHwne npenapara Konnoct 7% 0,5 mn 11 200
140254{BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BeegeHue npenapara Konnoct 7% 1,5 mn 15 300
140255|BHyTpuKOXXHOE BBEAEHUE NEKapCTBEHHbIX NpenapaTos

BeepneHwne npenapara Konnoct 15% 1 mn 19 900
140256(BHyTprKOXXHOE BBEAEHWE NEKAaPCTBEHHbIX NpenapaToB

BBeneHuve npenapara Konnoct Mukpo 5 mn 17 500
140257|BHyTpuKOXXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

BeepneHune npenapara Nithya 5 mn 23700
140258( BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BBseneHve npenapara Radiess 1,5 mn 26 700
140259| BHyTpuKOXXHOE BBEAEHUE NEKapCTBEHHbIX NpenapaTos

BeepneHne npenapara Sculptra 49700
140260[BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BeepneHue npenapara Ycellbio 1 npobupka (PRP-Tepanus) 13 800
140284| lepmaTonornyecknii NUANHr

Nevexvie 3abonesaHnin KOXu xummyeckum nunuHrom [DKECHEPA

MOBEPXHOCTHbIV (JESSNER Peel) 5500
140287|depmatonorndecknii MUAnNHL

JleueHne 3aboneBaHuin KOk MMHAanbHbIM nunnHrom MAHOENAK 3900
140309| BHyTpuKOXXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

BuopesuTtanusaums Bellarti Lift, 1 mn 11 000
140310[{BHyTprKOXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BuopesuTtanusaumsa Bellarti Lift, 2 mn 22 000
140311|BHyTpuKOXXHOE BBEAEHUE NEKapPCTBEHHbIX NpenapaTos

Buopesutanusaumsa F-hair 5000
140332 BeefeHne NCKYCCTBEHHbIX HAMOMHUTENEN B MATKME TKaHWU C LIeNbo KoppeKumnm

OpMbI

E)OHRI'ypHaﬂ nnactuka npenapartom Belotero Intense 1 mn 19 800

140333|BBeaeHune NCKyCCTBEHHbIX HAaNoMHUTENEN B MATKNE TKaHW C LIeNbl KOppeKLnm
OpMbI
(I?OHpTypHaﬂ nnactuka npenapartom Belotero Intense Lidocaine 1 mn 19 800




A14010

BBeaeHune NCKyCCTBEHHbIX HAMOMHUTENEN B MATKME TKaHW C LieNblo KOPPEKLMM
dopMbl

BBeaeHve npenapara penartokc 9 520
A14010 BBegeHune NCKyCCTBEHHbIX HANoMHUTENEN B MATKNE TKaHW C LIeNblo KOppeKLnm

dopmMbl

BBeneHve npenapara penartokc 7140
A14010 BBegeHne NCKYCCTBEHHbIX HAMOMHUTENEN B MATKME TKaHWU C LIENbo KOppeKumum

dopMbl

BBeneHve npenapara penartokc 4760
A14010 BBegeHune NCKYCCTBEHHbIX HANoOMHMUTENEN B MATKNE TKaHW C LIeNblo KOppeKLnm

¢opmbl

BeepneHne npenapara penaTokc 4760
14/3 |lIpoepammbl u aKkyuu
M14110 Komnnekc "KoHcynerauusa Bpaya-gepmartonora 1 Tpyxonora nepsuyHas’” 8 300
M14110 Komnnekc "MepBryHasa TpMXOCKONMSA + MHBEKUMOHHOE feYeHne rHe3aHom

anoneunn B3pocnble (dunpocnaH pacteop 1 mn)" 5500
16 BakuyuHayus
16/1 Ycnyau eakyuHayuu
160102 BakumHauus

ot BINY (Mapgacwn) 19 200
160103|BakuuHauus

oT renatuta B (PereBak) 1500
160104{BakumHaums

oT renatuTa A (XaBpukc) 3 000
160105|BakuuHauus

oT rpunna (YnsTpUKC KBagpu) 1300
160106|BakumHavuus

OT KneweBoro sHuedanuTa (BakuuHa Knew-3-Bak) 1700
160107|"BakyuHauyus

OT Koknowwa, andtepum, ctonbHsika (Agacens) " 5000
160108|BakumHavuus

OT Kopu, KpacHyxu, napotuta (MMR-II) 2400
160109|BakuuHauus

OT MEHMHIOKOKKOBOM MHGekunn (MeHakTpa) 7 500
160110|BakumHauus

NpoTUB BETPsiHOW ocrbl (Bapunpukc) 7700
160111 |BakuuHauus

NPOTMB KpacHyxu (BaKLMHa NPOTMB KpaCcHYyXxn KynbTypHas xuBagd (1 gosa/0,5

m)) 700
160114|BakumHaums

NpoTuB Kopu (BakUMHa KopeBas KynsTypHasd xuBas (1 gosa/0,5 mn)) 1300
160115|BakuuHauus

NPOTMB BETPSIHOM OCTbI

(BapwuBakc) 5700
160116|BakumHauus

nNpoTnB AnudTepun, CTONBHSKA, KOKMIoLWa, NoNMoMmMennTe, reMounsHoON

nHdekunn (MNeHtakcmm) 4 300
160117|BakuuHauus

NpoTMB poTaBupycHomn nHdekumn (PotaTek) 5000
160118|BakumHauus

NpoTUB BUPYCHOro renatuta A [getu] (XaBpukce) 2900
160119|BakuuHauus

NpoTMB BUPYCHOro renatuta A [aeTtu] (XaBpukc) 1500
160120| BakumHauus

npoTtunB audtepun u ctonbHsika (AOC-M-aHaTOKCKH) 600
160121|BakuuHauus

npoTuB audTepun, cTonbHsika, kokntowa (HgpaHpukc) 1800
160122|BakumHauus

NpOTUB KOKMOLWA, AMdTEPUN, CTONBHAKA, nonvomumennTa (BakunHa

UHdaHpukce Mekca) 4900
160123|BakuuHauus

npotue nonvomuenunta (Monumunekc) 4 400
160124|OuaroBas npoba ¢ Ty6epkynuHOM 3500
160125(BakumHaumsa ot BINY (Liepsapukc) 12 000




160126|BakuuHauus

oT rpunna ($nto-M) 1300
160127|BakumHauus

OT KneweBoro sHuedanuta (BakunHa Knew-9-Bak), getu 1700
160128|BakuuHauus

OT NHEBMOKOKKOBOM MHbeKumn (BakuuHa "lMpeseHap 13") 4 000
160129|BakumHaumsa ot nonuomuenuta (buBak nonvo, opansHas) 1200
160130| Ouaroeasi npoba ¢ Ty6epKynmHom) 1300
160131|BakumHauus

NPOTMB KNeLeBoro sHuedanuTa KynstypanbHasa ovunwieHHas (SHueBup) 1700
160132|BakuuHa

NPOTMB KNeLLeBoro aHuedanuTa KynestypansHas ouveHHasa [aetu] (SHueBup

Heo) 1700
160133|BakunHaLmsa npoTne NHEBMOKOKKOBOW MHpekuun (BakumHa MNMHeBmoBakc 23) 4900
160136|BakuuHauus

ot rpunna (UHdntoBak) 1400
160144{BakumHaums

ot rpunna (dno-M TETPA) 1 300
160150| BakuuHauus

npotue nonvomunenunta (MonnosakCuH) 2600
160153|BakumHauus

NpOTUB KOpW, KpacHyxu, napotuTa (Baktpusump) 3900
160158|BakuuHauus

NPOTMB KOpW, NapoTUTa 1 KpacHyxu xxusasi atTTeHynposaHHas (Tpueana), 1

po3a/0.5 mn 3300
160159|BakumHauus

NPOTMB NHEBMOKOKKOBOMW UHdeKLun (MHemoTekc) 2800
160161|BakuuHauus

Ana NpomnakTMKU MEHUHIOKOKKOBBIX MHdekuun ceporpynn A, C, W, Y,

nonuncaxapugHas, KoHbtormposaHHasa (MeHKsagdu) 7 500
A16011{BakunHaums

nNpoTnB AndTepun, CTONBHSKA, KOKMIoLWa, NoNMoM1MennTe, reMounsHoONn

nHdekunmn (MNeHTakcmm) 3000
17 Meduampus
17/1  |Meduampus
17/1/1 |Koncynbmayuu
17/1/1/104HbI€ KOHCYNbMayuu
170103{MNpuem (ocMOTp, KOHCYNbTaUns) Bpava-negmaTtpa nepBuyHbIn

Bbldaya cnpasku 1400
170110|MNpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-negmarpa nepBuYHbIv

O.M.H./rmaBHbIA BNeLnanmcT/pykoBognTens OTAENEHUS 5200
170132[MNpuem (0CcMOTp, KOHCYNbTaUns) Bpada-negmaTtpa nepBuyHbIn

KOHCynbTauuna cneymnanucta "3HakoMCTBO C BpavyoM-negnartpom” 2 800
450103|KoHcynbTaums Bpada-neguartpa 2 800
A01085 Akumsa! OcmoTp Bpada-negunatpa nepeq BakumMHaumen
[0101Q Npuem (ocMOTp, KOHCYNbTaLMSA) Bpada-negmarpa noBTOPHbIN

KpaTkun 3200
001010 MNpuem (ocMOTp, KOHCYNbTaUusa) Bpaya-negmatpa nepBuyHbIn 2 800
[0101Q MNpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-negmarpa nepBuYHbI

nepea BakunHaumnen 1900
001013 MNpuem (0cMOTP, KOHCYNbTaUus) -HeBpoOsiora NOBTOPHbIN

cneumannct no AeTCKOMY CHY 5200
[01014MNpuem (ocMOTp, KOHCYNbTaLMA) -neguarpa NepBUYHbIN

K.M.H./goueHT/BeayLmMn cneumnanmct 4 000
001019 MNpuem (ocMOTp, KOHCYNbTaUusa) Bpadva-negmaTtpa nepBuyHbIn

O.M.H./raBHbIN cneumanucT/pykoBoguTenb OTAENeHUs 6 200
[01079MNpuem (ocMOTp, KOHCYNbTaLKMSA) Bpada-negmarpa nepBuYHbI

nepepn BakuMHaLMen KMH/OOUEHT/BeayLmnn cneumanmct 900
001079 MNpuem (ocMOTp, KOHCYNbTauusa) Bpada-negmatpa nepBuyHbIn

nepea BakunHaumen 4.m.H./rmaBHbIN cneumManncT/pykoBoguTenb HanpasneHus 5800
[01085MNpuem (ocMOTp, KOHCYNbTaLKMS) Bpada-negmarpa nepBuYHbIv

OcwmoTp Bpava-neguarpa nepep BakuuHauuemn 1100
17/1/1/4 MHeHue epaya




100821

Mprem (ocmoTp, KOHCYNbTaums) -neguaTtpa NePBUYHbIN
MHeHuve Bpaya-neguatpa, rmaBHOro cneuvanucra

4 000

100822

Mpuem (ocMOTp, KOHCYNbTaUKMA) -NegmaTpa NOBTOPHbIV
MHeHue Bpaya-negmnatpa, rmaBHOro cneuuanucTa

4 000

100841

Mprem (ocmoTp, KOHCYNbTaums) -neguaTpa NePBUYHbIN
MHeHve Bpaya-negunatpa

3400

100842

Mpuem (ocmoOTp, KOHCYNbTaUKMA) -NegmaTpa NOBTOPHbIV
MHeHwve Bpava-negmnarpa

3400

17/1/1/3

Bbie30 Ha dom

170131

Mpuem (oCMOTp, KOHCYNbTaUus) Bpada-neamatpa nepBUYHbIN
KOHCynbTaums Bpaya-creynanmcta B pamkax nporpaMmmel naTpoHaxa aeTen
MepBOro roaa Xu3Hu

2800

170137

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-neguatpa nepBuUYHbIN
KoHcynbrauusi Bpaya-neguartpa Ha AoMy B crniyvae 6onesHu (Bbl3oB Bpaya)

5700

[01018

Mpuem (ocmoTp, KOHCYNbTaLMS) Bpada-negnaTpa
Ha AoMy, BedyLmiA cneunannct

7 300

[101068

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-neguatpa nepBUYHbIN
MatpoHax/KoHcynbrauusi neguatpa Ha AoMy Nocrie BbINMCKK (BbI3OB Bpayva Ha
AOM)

8 200

101099

Mpuem (ocmoTp, KOHCYNBTALMS) Bpaya-negnaTpa
nepBuYHbIv (BTOpON 1 aanee pebeHok)

2800

[101099

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-neguatpa
NepBUYHbIN, K.M.H./0OLEHT/BeayLLMIA cneumanucT (BTopon u aanee pebeHok)

3400

010744

Mpuem (ocmoTp, KOHCYNbTALMS) Bpaya-negnaTpa
nepsBuYHbIM Bbi3oB negnatpa Ha gom (30Ha 2)

7 500

17/1/1/4

3aoyHbie KOHCcynbmauyuu

170134

Mpuem (oCMOTp, KOHCYNbTaUus) Bpada-neamatpa nepBUYHbIN
3a04Hast KOHCYNbTaUus

2300

170135

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-neguatpa NOBTOPHbLIN
3a04Has KOHCYNbTaLuus

2 300

[01068

Mpuem (oCMOTp, KOHCYNbTauus) Bpada-neamatpa nepBuUYHbIN
YnoaneHHas nogaepkka Bpava-negvatpa - 1 mecsy

5100

101121

YnaneHHas nogaepkka AexypHoro Bpada-neguarpa - 1 mecsauy

2075

17/10

Odgpmanbmosoaus

17/10/1

KoHcynbmauyuu

17/10/1

O4Hble KOHCcynbmauyuu

17/10/1

3aoyHbie KOHCynbmauyuu

17/10/1

Bbi306 Ha dom

17/10/1

MHeHue epaya

17/10/2

Marunynsayuu

17/11

Annepeosnoausi

17111

KOHcynbmauuu asiyiepaorsioeca

17111

OyHble KOHCYyNIbMmayuu

[01011

Mpuem (0CMOTp, KOHCYNbTaUMs) -anfepronora-MMMyHoriora NepBUYHbIN
OETCKUI annepronor-MMMmyHosnor

4 200

[101014

Mpuem (ocMOTP, KOHCYNLTaLMS) Bpadya-annepronora-MmMMyHoriora nepBuYHbIN
OETCKUI annepronor-nMmMyHorsor, K.M.H./goueHT/Beaywnin cneynanuct

5100

[01015

Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-anneprornora-MMMyHOnora nepBuYHbIi
OETCKUI anneprornior-MmMMYHOSON, 4.M.H./[MaBHbIi creLuanict/pykoBoanTenb
HanpaBreHusi

6 200

17111

3aoyHbie KOHCynbmauyuu

170274

Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-anneprornora-MMMyHOnora nepBuYHbIi
OETCKUI anneprorior-MmMMYHOSIOr, 3a04Has KOHCynsTaums

3300

170275

MpvieM (0CcMOTP, KOHCYNETaLWs) Bpada-anneprosiora-MMMyHosiora noBTOPHbIN
[ETCKUIA annepronior-MMMYHOON, 3a04Hasi KOHCYIbTaLmMs

3 300

[01075

Mpuem (0CMOTp, KOHCYNbTaUUs) -anfepronora-MMMyHoriora NepBUYHbIN
KOHCynbTaums anneprofiora-MMMyHonora yaaneHHas nogaepxka 1 mecs,

5100

17111

Bbie30 Ha dom

17111

MHeHue spaya

17/11/2

AHanu3sbli

17M11/3

ACUT

17/11/4

npuk mecmsl

17/12

I'Icuxomepanun, ncuxuampusi




17/12/1

KoHcynbmauyuu

17121

O4Hble KOHCcynbmauyuu

17/12/1

3aoyHbie KOHCynbmauyuu

[101022

Mprem (TecTupoBaHWe, KOHCYNLTaLUst) NCUXOora NepPBUYHbIN
3a04Has KOHCynbTaums

2500

17/12/1

Bbie30 Ha dom

171211

MHeHue spaya

17/13

AHecmes3uonozausi

17131

KoHcynbmauuu

17/13/2

MaHunynsyuu

1714

F'uHekonozus

17/14/1

KoHncynbmauyuu 2uHekosoea

17/14/1

O4Hble KOHCcynbmauyuu

[01013

MpvieM (0CMOTpP, KOHCYNETaLMs) Bpada-akyLlepa-rmHekornora nepBuUYHblii
[ETCKUIA akyLlep-rmHeKonor

4700

[01074

Mpuem (0CMOTp, KOHCYNbTaLUMs) Bpava-akyLlepa-rMHekoriora nepBuYHbIN
OETCKUI aKyLLep-TMHEKONOr KMH/AoUeHT/BeayLnii cneumanmnct

5800

17/14/1

3aoyHbie KOHCynbmauyuu

17/14/1

Bbie30 Ha dom

17/14/1

MHeHue spaya

17/14/2

Marunynsayuu

17/15

MaHunynsyuu

17/16

BakuyuHonpodgunakmuka

[101076

BakunHaums onsa npodmnakTuku BUpYyCHOro renatmurta A
(Anbrasak)

1400

[01082

BakumHaumst npotus kopwu, napotuTa (NapoTuTHo-kopesas) Ao 18 ner

1300

[01097

BakuunHauma ansa npodunakTukm poTaBupycHon nHgekumm Pota-V-Ong

4 300

[01105

BakuuHauus
npotme nonvomuenuta (MonnosakCuH)

2600

[101108

BakuuHauus
NpOTMB KOpW, NapoTuTa, KpacHyxu n setpsaHomn ocnbl (Mpuopuke TeTpa)

9 900

[101108

BakuuHauus
NPOTMB reMoUNbLHON MHAEeKUUN Tun b

800

[101109

BakuuHauus
NpOTMB KOpW, KpacHyxu, napotuTa (Baktpmeup)

3 900

101124

BakuuHauus
4N NpomMnakTKU MEHNHIOKOKKOBBIX HAbekLmn ceporpynn A, C, W, Y,
nonucaxapugHas, KoHbormposaHHas (MexnKsagdwm)

7 500

17/17

Akcnpecc mecmbi

[01068

MonyyeHre Ma3koB CO CrUM3NCTON 0BOMOYKM POTOMMOTKN

1300

17/19

lpokmornozus

17/19/1

KOHcynbmauu NPoOKmMoJioeca

17/19/1

OyHble KOHCYyNIbMayuu

17/19/1

3aoyHbie KOHCcynbmauyuu

17/19/1

Bbie30 Ha dom

17/19/1

MHeHue spaya

17/19/2

MaHunynsyuu

17/19/3

AHecme3usi 8 npoKkmoJsiocuu

17/20

OHAokpuHonozus

17/20/1

KoHcynbmauyuu 3HOOKpuUHoJsIo2a

17/20/1

OyHble KOHCYNIbMayuu

[01011

Mpuem (0CMOTp, KOHCYNbTaUMs) Bpava-AeTCKOro 3HAOKPUHOOra NePBUYHBIN

4 400

[101014

Mpuem (oCcMOTP, KOHCYNbTaLUMS) -0E€TCKOr0 SHAOKPUHOIOra NepBUYHbIN
K.M.H./goueHT/BegyLumin cneumannct

5000

17/20/1

3aoyHbie KOHCcynbmauyuu

[101085

Mprem (oCcMOTp, KOHCYNbTaUMs) -3HOOKPUHOOra NePBUYHbIN
yOoaneHHasi nogaepxka 1 mecsu

5100

17/20/1

Bbie30 Ha dom

17/20/1

MHeHue spaya

17/21

FacmpoaHmeposnozusi

17/211

KoHcynbmauyuu




17/211

OyHble KOHCYNIbMayuu

170269|MNprem (oCcMOTp, KOHCYNbTaLMSA) Bpada-raCTposHTEpPOiora NepBUYHbIN

OETKWIA racTpPO3HTEPOOor, MpMeM no Bonpocam auetonornn (2 yaca) 5800
170270[{MNpuem (0CcMOTP, KOHCYNbTaLMA) Bpava-racTpoaHTEpOsiora NoOBTOPHbIN

OETKNUI racTPO3HTEpPOnor, NpMeM no Bonpocam guetonornm (1 4ac) 3 200
[0101Q MNpuem (ocMOTp, KOHCYNbTALMSA) -raCTPO3HTEPOOra NepBuYHas

[OETCKUIA racTpoaHTeponor 5600
[01106[MNpuem (ocMOTp, KOHCYNbTaUKA) -racTpO3HTEpPOrora nepemuyHas

O.M.H./raBHbIN cneumanucT/pykoBoguTenb OTAENeHUs 6 200
17/21/1| 3ao4yHbIe KOHCynbmMayuu
170265(MNpuem (0CcMOTP, KOHCYNbTaUUs) Bpaya-racTpo3HTEPOiora NepBrUYHbIN

OETCKUI racTPO3HTEPOSOr, 3a04Has KOHCYNbTaLms 4 400
170266|MNprem (0CMOTp, KOHCYNbTaLMSA) Bpada-raCTpo3HTEPOriora NOBTOPHbIN

OEeTKUN racTPO3HTEPOrOor, 3a04Has KOHCynsTauus 4400
[01084MNpuem (0cMOTP, KOHCYNbTaLUKUS) -racTpo3HTEpPOrIora NePBUYHbIN

yAaneHHas nogaepxka 1 mecsu 5100
17/21/1| Bbie30 Ha dom
17/21/1| MHeHue epaya
17/21/2| Marnunynsyuu
17/22 |lpoepammbi u akyuu
17/122/1| Ycnyau Onst 20008bIX NpozpamMm
01068 Npuem (ocMOTp, KOHCYNbTaUusa) Bpadya-negmatpa nepBuyHbIn

KOHCynbTaums y3Koro crieuuanvcta Ha BbIOop B paMkax nporpammebl 2800
[01074 Npuem neguatpa B pamkax KOMMMIEKCHOW

nporpammbl (6€3nMmMmnT)
01082 MNpuem (ocMOTp, KOHCYnbTauusa) Bpada-negmatpa nepBuyHbIn

KOHCynbTauusa negmuatpa B pamkax IBb
A01014 Npuem angokpuHonora getckoro + Y3/ wntoBnaHom xenesbl
M1701(Jba3oeas B knuHuke ot 0 Ao 1 roga 47 000
M17010BbasoBas B knuHKke oT 1 oo 2 net 33 000
M1701(Jba3oBas B kKNnMHMKe OT 2 Ao 3 neT 33 000
17010 Bbasosas Ha gomy ot 0 go 1 roga 59 200
M1701QbasoBas Ha gomy oT 1 o 2 net 41 520
17010 BbasoBas Ha gomy ot 2 go 3 net 41 520
M17014 OntTumanbHas B knuHuke oT 0 Ao 1 roga 81 600
M17014 OnTumanbHasa B KNUHUKe oT 1 0o 2 net 57 300
M17014 OnTMmanbHas B KNUHKKe OT 2 Ao 3 neT 55 200
M17011|Mpemnym B knnHuke ot 0 go 1 roga 106 600
M17011|deTckuin komnnekc 6a3oBbIN 7 250
M17011 OeTtckmi komnnekc B 1 roa 16 950
M17011BakumHaums no HaunmoHansHOMy KaneHgapto 36 600
M17011BakuuHauma no paclumpeHHOMy KaneHaapto 62 150
M17012MpodunakTnyeckmin MeanumHcknin ocMoTp B 1 mec no npukasy 2114 12 700
M17013MNpodmnakTnyecknii MEOULNHCKMIA OCMOTP B 3 Mec No npukasy 211H 10 800
M17012 JoBakumHauusa 0o pacLUMpEHHOro KaneHgaps 27 100
M170134ekan gna HoBopoXxaEHHbIX «CrnokoriHasa 3uma" 0—-6 mecsueB 11 000
M170134ekan «[BoiHas 3aboTa o 3gopoebe JIOP-opraHoB 7 400
M17111|KomnnekcHbin ocmotp B 1 Mmec ¢ X0 20 000
M17112 KomnnekcHbin ocMoTp no popme 026-y nepen aetckmm cagom 3 roga

(nporpamma) 14 800
M17112KomnnekcHbin ocmoTp no cpopme 026-y B 6 net (nporpamma) 23 440
17/23 |Kapduosozus
17/23/1| KoHcynbmauyuu
17/23/1| O4HbIe KOHCYNIbMayuu
17/23/1| 3ao4yHbIe KOHCynbmMayuu
17/23/1|Bbizoe Ha Aom
17/23/1| MHeHue spaya
17/24 |Yponozusi, aHOposno2usi
17/24/1| KoHcynbmauuu ypoJsioza
17/24/1| O4HbIe KOHCYynIbMayuu
17/24/1| 3ao4yHbIe KOHCynbmMayuu




17/24/1

Bbie30 Ha dom

17/24/1

MHeHue spaya

17/24/2

KoHcynbmayuu yposnoz2a-aHdposioza

17/24/2

O4Hble KOHCcynbmauyuu

170112

Mpuem (ocMoTp, KOHCYNbTaums) Bpava-AeTckoro yporora-aHgposora
nepBUYHbI

4 300

170113

Mpuem (ocmOTp, KOHCYNbTaLMSA) Bpaya-4eTCKOro yporora-aHapornora
NOBTOPHbIN

2800

[101088

MpvieM (0CMOTpP, KOHCYNLTaLWs) -AeTCKOro yposiora-aHaposiora NepBuUYHbIN
A.M.H./rNaBHblii cneumanucT/pyKoBoaUTENb HanpaseHus

5600

17/24/2

3aoyHbie KOHCcynbmauyuu

17/24/2

Bbie30 Ha dom

17/24/2

MHeHue spaya

17/24/3

MaHunynsyuu

17/25

Peemamounozaus

17/26

Femamonozus

17/26/1

KOHcynbmauuu eemMamoirsioeca

17/26/1

OyHble KOHCYyNIbMmayuu

101011

Mpuem (ocMOTP, KOHCYNbTaUKMSA) -freMmaTtonora NepBUYHbIN

5000

[101085

Mprem (ocMOTp, KOHCYNbTaUMs) -remaTtonora NepBUYHbIN
K.M.H./goueHT/BeayLumin cneumannct

5600

17/26/1

3aoyHbie KOHCcynbmauyuu

170267

Mprem (ocmoTp, KOHCYNbTaUMs) Bpada-rematoriora nepBuYHbIN
OETCKUI remaToror, 3ao4Hasi KOHCYnbTauus

4 000

170268

Mpuem (0CcMOTp, KOHCYNbTaUWs) Bpava-remaTornora noBTOPHbIN
OETCKUI remaTornor, 3a04Hasi KOHCYnbTauus

4 000

[101022

Mprem (ocmOTp, KOHCYNbTaUMs) Bpada-rematoriora nepBuYHbIN
3a04Has KOHCYnbTauus

4 000

[01110

Mpuem (ocMOTp, KOHCYNbTaUKMSA) -reMmaTtonora NepBUYHbIN
3a04Has KOHCynbTauus, K.M.H./goueHT/BegyLumi cneymanuct

5600

17/26/1

Bbie30 Ha dom

17/26/1

MHeHue spaya

17/27

llynbmMoHono2us

17/31

Cneyuanucm no 2pyGHOMY eckapM/IueaHUro

17/311

KoHcynbmauyuu

980006

KOHCyJ'IbTaLI,I/Iﬂ Ha OOMY cneumannucTta no rpygHomMy BCKapMIiMBaHUIO

7100

17/35

HAuemornozus

17/35/1

Koncynbmayuu aHAoKpuHonoza-duemorsioza

17/35/1

OyHble KOHCYNIbMayuu

[101012

Mpuem (ocmOTp, KOHCYNBTALNS) -AMETONOora NEPBUYHbIN
OeTcKum gunetonor

5600

17/35/1

3aoyHbie KOHCynbmayuu

17/35/1

Bbie30 Ha dom

17/35/1

MHeHue epaya

17/36

lMcuxonozus

17/36/1

KoHcynbmauyuu ncuxosnoza

17/36/1

O4Hble KOHCcynbmauyuu

17/36/1

3aoyHbie KOHCynbmayuu

17/4

y3u

070178

YnbTpa3ByKOBOE MCCIeaoBaHNE OPraHOB OPHOLLIHOM MOMOCTU (KOMMIIEKCHOE)
y oeten go 1 roga

2200

070182

YneTpa3sykoBoe uccnegoBaHue LWUTOBUAHOM Xernesbl U napawmnToBUAHbIX
xenes
y oeten

2500

070185

HewnpocoHorpadus

2 300

070187

YneTpassykoBoe MccrefoBaHne TasobeapeHHOro cyctasa
y geten go 1 roga

1900

070191

yﬂpra3ByKOBOG nccnegoBaHme MArkux TKaHewn (O,D,Ha aHaToMun4yeckas 30Ha)
ynbTpa3ByKOBOE UccregoBaHne KnBatesibHbIX MbILUL

1700

070192

YneTpa3BykoBoe uccnegoBaHMe BUIIOYKOBOW XKenesbl

1600

070193

YnbTpa3ByKOBOE MCCeaoBaHME NOYeEK U HaAMNOYEYHUKOB
y oeten go 1 roga

1500




070194

yn bTPa3BYKOBOE UccrenoBaHne Cerne3eHKn

y oeten 1100
070195| YneTpa3sykoBoe nccregoBaHne neyveHu

y oeten 1100
070198| YnbTpassyKkoBOe UccrieqoBaHne NooKeNyLouHOM Xenesbl

y oeten 1100
070199 YneTpa3sykoBoe MccregoBaHne MOYEBOro ny3bips

y oeten 1600
070200| YneTpassykoBOe UccrieqoBaHMe MOYEeBOro Ny3bipsa ¢ onpeaeneHmemM

OCTaToO4YHOM MouU

y oeten 1800
070201|YneTpa3sykoBoe UccrnegoBaHne MOMOYHbIX XXenes

y oeten 2 300
070202 YnsTpassykoBoe UccregoBaHne no3BOHOYHMKA

y oeten 2 800
070203 YneTpa3sykoBoe UccrnegoBaHne opraHoB OpHOLLHON NONOCTM (KOMMIEKCHOE)

YNbTpa3ByKOBOE MCCMNeOOoBaHMe Xenyaka U ABeHaaLaTUnepCTHON KULLKU Y

peten go 1 roga 1700
070204 YnbTpasBykoBOe UCCrefoBaHNE MaTKu U NpuaaTKoB TpaHcabaoMUHanbHoe

y oeten 2500
070205| YneTpa3sykoBoe nccrefoBaHne npeacraTenbHOM xenesbl

y oeten 1700
070206| YnsTpassykoBOe UcCreqoBaHNe KOCTeln 2 300
070208| YneTpa3sykoBoe UccrnegoBaHne opraHoB Marnoro Tasa (KOMMneKCcHoe) 1400
070209| YnbsTpassykoBOE MUCCrieqoBaHe MOYEBbLIBOAALLMX NyTEN 2700
[101028 Oxokapaunorpadusa (Y3U cepgua)

y oeten 2600
[01031KomnnekcHoe ynsTpasBykoBOE UCCeqOBaHNE BHYTPEHHUX OpraHoB

1 TasobenpeHHLIX CYCTaBOB Y AeTel 5800
[01067 KomnnekcHoe ynsTpasByKOBOE UCCNEAOBaHWE BHYTPEHHNX OpraHoB

B pamkax nporpammbl (1 30Ha) 1900
[01067 KomnnekcHoe ynsTpasBykoBOE UCCeqoBaHNEe BHYTPEHHUX OpraHoB

B paMKax nporpammbl (2 30Hbl) 3800
M10110 Komnnekc Y3U ¢ 3 net
17/5 |OmopuHonapuHaonoausi
17/5/1 |KoHcynbmauyuu
17/5/1/1 O4HbIe KOHCYnbMayuu
170133|MNpuem (ocMOTp, KOHCYNbTaLUA) Bpava-oTOPUHONAPMHIonora NnepBruYHbIN

naTpoHax 2800
01010 MNpuem (ocMOTP, KOHCYNbTaLUKUA) -OTOPUHONAPUHIOora NepBUYHbIN 4 200
[01011|MNpuem (ocMOTp, KOHCYNbTaLUSA) Bpada Cypaonora-oTopuHonapuHronora

nepBUYHbIV

OEeTCKUI Cypaonor-oTopuHonapuHronor 4 400
[01014MNpuem (0CcMOTP, KOHCYNbTaLUNA) -OTOPUHONAPUHIOora NepBUYHbIN

K.M.H./goueHT/BegyLumin cneumannct 5000
[01014Npuem (oCMOTp, KOHCYNbTaLMSA) -OTOPUHONAPUHIoONora NePBUYHbIN

O.M.H./rmaBHbIA cneLmanucT/pykoBOAMTENb HanpaBneHnst 5800
101074 MNpuem (ocMOTp, KOHCYNbTaUuUs) Bpaya CypAaonora-oTopmMHoiapuHronora

nepBUYHbI

K.M.H./goueHT/BegyLumin cneumannct 5000
[01100|MNpuem (ocMOTp, KOHCYNbTaLMS) Bpada-0TOPUHONMAPWMHIonora nepBuYHbIv

Ha gomy 5600
[01109(MNpuem (0CcMOTP, KOHCYnbTaUns) cypaonora-oTOpMHONTapUHronora nepBuYHbIN

0.M.H./raBHbIA cneumanncT/pykoBoguTenb HanpasneHns 5800
17/5/1/4 3ao4yHbie KOHCynbmMayuu
001074 MNpuem (0CMOTP, KOHCYNbTaLUnUA) -OTOPUHONAPUHIOora NepBUYHbIN

OTopuHoNapuHronor yaaneHHas nogaepxka 1 mecsu 5100
17/5/1/ Bbie30 Ha dom
17/5/1/4 MHeHue epaya
171512 |Marunynsyuu
170120{UccnegoBaHme BbI3BaHHOW OTOAKYCTUYECKON IMUCCUN 2 500
170122 mnepaHcomeTpus 1500




170123

Pernctpaums BbI3BaHHbIX aKkyCTUHECKMX OTBETOB MO3ra Ha NOCTOSIHHbIE
MogynMpoBaHHble ToHbI (ASSR TecT)
B HOYHOE BPEMSi CYTOK

15 600

170124

Pernctpaums Bbi3BaHHbIX akyCTUHECKMX OTBETOB MO3ra Ha NOCTOSIHHbIE
MoaynupoBaHHble ToHbl (ASSR TecT)
C KomnbloTepHon ayauometpuen (ASSR)

7700

170126

Perncrpaums BbI3BaHHbIX aKkyCTUHECKMX OTBETOB MO3ra Ha NOCTOSIHHbIE
Mo4ynMpoBaHHble ToHbI (ASSR TecT)
B HOYHOE BPEMSi CYTOK

4700

170127

Peructpaums BbI3BaHHbIX aKyCTUHECKUX OTBETOB MO3ra Ha NOCTOSIHHbIE
MoaynupoBaHHble ToHbl (ASSR TecT)
MoprotoBka naumeHTa (pebeHka) k pernctpaumm KCBI

2200

[101093

Pernctpaums BbI3BaHHbIX aKkyCTUHECKMX OTBETOB MO3ra Ha NOCTOSIHHbIE
Mo4ynMpoBaHHble ToHbI (ASSR TecT)
Ha gomy

39 500

1716

¢kauu0Haanaﬂ duazHocmuka

17/6/1

KoHcynbmauyuu

17/6/2

Marunynsayuu

[101025

Pernctpauus anektpokapguorpammei
y eTen ¢ pacumdpoBKom

1200

1717

Xupypausi, opmonedus

17171

KoHcynbmauyuu xupypeaa

17171111

O4Hble KOHCcynbmauyuu

170118

MpvieM (ocMOTp, KOHCYNETaLWsl) Bpada-TpaBmMaTosriora-opToneaa nepBuYHbIii

OEeTCKui TpaBmMartonor-optonen

3 800

170119

Mpuem (0CMOTp, KOHCYNbTaLUWs) Bpava-TpaBmaTtonora-opToneaa noBTOPHLIN

OeTCKun TpaBMaroror-optones

3300

A01013

Akums! KoHcynsTauus geTckoro TpaBMaronora-oprtoneaa

[01012

Mpuem (0CMOTp, KOHCYNbTaUMst) -0ETCKOrO XMpypra nepBUYHGIN

3400

[101013

MpvieM (oCcMOTp, KOHCYNLTaLWs) -TpaBMaTonora-opToneaa nepBuYHbIN
[ETCKUIiA TpaBMaToror-opTones,

4 500

17171117

3aoyHbie KOHCcynbmauyuu

17/7/1/3

Bbie30 Ha dom

17171114

MHeHue spaya

17/7/2

MaHunynsyuu

[101061

HanoxeHne noBsi3ku nNpu BbiBMXax (NOABbIBMXax) CyCTaBoOB
y oeten

2800

[101061

HanoxeHne noBasku Npu BbiBUXax (MoABbIBMXax) CyCTaBOB
y oeten

2 800

[101061

HanoxeHne noBs3ku nNpm BbiBMXax (NOABbIBMXax) CyCTaBoB
y aeten

2800

171713

Onepauyuu

17/8

Heepousozus

17/8/1

KoHncynbmauyuu Heeposioza

17/8/1/1

O4Hble KOHCcynbmauyuu

170104

Mprem (ocMOTp, KOHCYNbTaumMs) Bpada-HeBporiora NepBUYHbIN OETCKUIN
HeBposnor

4 000

170105

Mpuem (ocMOTp, KOHCYNbTALMS) Bpadya-HEBPOOra NOBTOPHbIN
OEeTCKUI HeBporor

3200

170106

Mprem (ocMOTp, KOHCYNbTaUMs) -HEBPOOra NEPBUYHLIN
OeTCKkui HeBponor o 1 roga

4 000

170116

Mpuem (ocMOTp, KOHCYNbTaUMs) Bpada-HeBponora NepBUYHbIN
(oeTckuin HeBpPONOr-aNUNEenToror)

5800

170117

Mprem (ocMoTp, KOHCYNbTaUMs) Bpada-HeBPOsiora NOBTOPHbIN
(oeTckuii HeBPONOr-aNMeNTOsor)

5200

001010

Mpuem (ocMOTp, KOHCYNbTALMS) -HEBPOMNOra NepBUYHbIN
OEeTCKUI HeBporor

4 000

[101012

Mprem (ocmMoTp, KOHCYNbTaUMs) Bpada-HeBposiora NepBuYHbIN
OETCKNIA HEBPOMOr-anunenTornor

5 800

[01074

Mpuem (ocMOTp, KOHCYNbTALMS) -HEBPOMNOra NepBUYHbIA
OETCKUIA HEBPOIOT KMH/OOLEHT/BeayLLMA cneumanmcT

6 200

[01123

MpodmnakTmnyecknin npuem (OCMOTp, KOHCYNbTaLmMs) Bpada-HeBporora

3200




[101124

Mprem (ocMOTp, KOHCYNbTaUMs) -HEBPOOra NEPBUYHLIN

OeTckui Hesponor o 1 roga, K.M.H./goueHT/Beaywimi cneumanuct 5000
17/8/1/4 3ao4yHble KOHCynbmMayuu
001079 MNpuem (ocMOTp, KOHCYnbTauus) -HeBposiora NepBMYHbIN

KOHCynbTauusa HeBposora yaaneHHasa nogaepxka 1 mecsy, 5100
17/8/1/3 Bbie30 Ha dom
17/8/1/4 MHeHue epaya
17/8/2 |Manunynsyuu
[01090 BHyTpuMbILLEYHOE BBEAEHME NTEKAPCTBEHHbIX NpenapaToB

BeeneHue npenapara npu muodpacumansHoM 601eBOM CMHAPOME nvua u

XPOHUYECKOWN MUTPEHU
1719 |(depmamornozus
17/9/1 |Koncynbmayuu depmamornoza
17/9/1/104HbIEe KOHCYNbMayuu
01010 MNpuem (ocMOTp, KOHCYNbTaUnd) -oepmaToBeHeponora nepBuUYHbIN 3400
[01014MNpuem (ocMOTp, KOHCYNbTaLMS) Bpada-gepmMaTtoBeHeporora nepBrYHbIN

K.M.H./goueHT/BeayLLmMn cneumnanmct 4700
001019 MNpuem (ocMOTP, KOHCYNbTaUus) Bpava-gepmaToBeHeposiora nepBuYHbIn

0.M.H./rmaBHbIA cneumanncT/pykoBoguTenb HanpasneHns 6 600
17/9/1/4 3ao4yHbIe KOHCynbmMayuu
17/9/1/3Bbi30oe Ha dom
17/9/1/4 MHeHue spaya
17/9/12 |MaHunynsyuu
18 Tpaemamousnozusi,opmonedusi
18/1 KoHncynbmayuu mpaemamoJsioza
18/1/1 |O4HbIEe KOHCYNBbMayuu
040801|lMpnem (ocmoTp, KOHCYNbTaLMs) Bpada-TpaBMmaTonora-optoneaa nepBuUYHbIN) 3 200
040802 Mpuem (ocmoTp, KOHCYNbTALMS) Bpada-TpaBMaTonora-opToneaa noBTOPHbIN) 2 800
040899|Mpnem (ocmoTp, KOHCYNbTaLMs) Bpada-TpaBmaTtonora-optoneaa nepBuUYHbIN)
18/1/2 |MHeHue spaya
18/1/3 |3aoyHbie KOHCYynbMayuu
18/2 |(Marnunynsyuu
180101|BHyTpurcycTaBHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos

(konneHHbIN cycTaB) 2 800
180102|BHyTpucycTaBHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

(TasobenpeHHbIN cycTaB) 3 300
180105(BHyTpurcycTaBHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos 3300
180106| OkonocycTtaBHOE BBEAEHNE NEKAPCTBEHHbIX NpenapaTos 3200
180107|ANcceyeHne cyctaBHOWM CYMKM (CUHOBIKTOMMUS)

npu cBexeM 3abonesaHnn 12 800
180108|NcceveHune cycTtaBHOM CyMKN (CUHOBIKTOMMUS)

npv XpOHN4YeCcKom 3abonesaHum 17 900
180109(HeBponn3 1 gekomnpeccus Hepea 25 500
180110|OcBoboxxaeHne Cyxoxmnus n3 pybLos 1 cpalleHni (TeHonms)

npv natepanbHOM 3MUKOHAUMAWTE NME4YEBON KOCTH 15400
180111|OcBobOXAEHME CYXOXMIUA N3 PyOLIOB 1 CpalleHunii (TEHONK3)

npv natepanbHOM 3MUKOHAMMANTE NIIEYEBON KOCTU, PEBU3MOHHAA onepawms 38 300
180112|OcBoboxxaeHne Cyxoxmnus n3 pybLos 1 cpalleHni (TeHonms)

Npv CTEHO3MPYIOLLIEM NTUrEMEHTUTE (CMHOPOM «LUEeMKatoLlero nanbua») 12 800
180113|OcBobOXAEHME CYXOXMMUA N3 pyOLIOB 1 CpalleHuii (TEHONM3)

npw TeHaosarnHute ae KepseHa 15 400
180114|OcBoboxxaeHne Cyxoxmnus n3 pybLos 1 cpalleHni (TeHonms)

nanbueB KNCTK (0AMH nanew) 25500
180115|YnaneHne HoBOOGpa3oBaHUS CyXOXUIUS

(rny6oKOro CyxoXunbHOro raHrmnus) 15 400
180116|YnaneHne HOBOOGpa3oBaHUS CyXOXUNNS

(MOBEPXHOCTHOIO CYXOXWUIbHOIO raHrnms) 23 000
180117|YnaneHne HoOBOOOGpa3oBaHUS CyXOXUIUS

(CyXOXUNBHOrO raHrMus UM TMrpoMbl CTOMbI FyOOKONM Nokanuaawmm) 25500
180118|YnaneHne HOBOOGpa3oBaHUS CyXOXUNUS

(CyXOXUNBHOrO raHrnus UM rMrpoMbel CTOMbI MOBEPXHOCTHOW Nokanu3aumm) 19 200




180119|YnaneHne HoBOOGpa3oBaHUS CyXOXUIUS

(CyXOXUNBHOMO raHrnns UM rMrpoMbl KMCTK rny©OoKon nokanusauum) 12 800
180120|HeBpoTOoMus

| cteneHn 19 200
180121|HeBpoTomus

Il ctenexun 38 300
180122|HeBpoTomMus

YnaneHue HeBpoMbl MopToHa 19 200
180123| PacceveHne BriokoBMOHOM CBA3KM CYXOXMMSA crmbaTens Ha KUcTu 19 200
180124|MyHKLUMA CMHOBUANbLHOW CyMKM CycTasa 2600
18/3 |Onepauyuu
19 lMpoyue cneyuanucmsi/MaHunynsiyuu/esedeHuUe npenapamos
1111111 TectoBaa KoHcynbsrauusa ana Tectosoro Bpada KpacHogap 1
1111112 3aouHasa TectoBasi KoHcynbraumsa ana TectoBoro Bpaya KpacHogap 1
19/1 lIpo4ue KOHCyIbMayuu crneyuamaucmos
19/1/1 |O4HbIEe KOHCYNBbMayuu
100167{MNpuem (0cMOTP, KOHCYNbTauma) -odTanbmonora NnepBUYHbIN

B pamkax nporpammbl IBB 5600
100168|MNpunem (ocMOTp, KOHCYNbTaLMS) -CTOMaTonora-TepanesTa NePBUYHbIN

B pamkax nporpammbl VIBB 1600
19/1/2 |MHeHue epaya
19/1/3 |3ao4yHbie KOHCynbmMayuu
19/2 |lpo4ue maHunynsyuu
070188|HanpaeneHne Ha Y3
110157|BHyTprBEHHOE BBEAEHWE NEKAPCTBEHHLIX NpenapaTos 900
110158 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHUE NEKAPCTBEHHbLIX NpenapaTos 1100
110159(BHyTprMbILLEYHOE BBEAEHME NTEKAPCTBEHHbIX NpenapaToB 500
110160|B3aTtne kpoBu us nepncepnyeckon BeHbl 500
110163|MNogkoxHoe BBeAEHME NEKAPCTBEHHbIX NpenapaToB 500
110164|MNonyyeHne Ma3KoB CO CAM3NCTON 0BONOYKN HOCOTMOTKM 700
110165|MNony4eHne mMaskoB CO CNMN3MUCTON 0OONOYKN POTOMMOTKM 700
110169|KpoBonyckaHune 6 200
450112(OnpegeneHune ypoBHS IMOKO3bl KPOBW 3KCNPECC-MeToA0M 300
450113|3kcnpecc-TecT Anga onpeaeneHnst potaBupyca B kane 700
450114|3kcnpecc-TecT Ha Bupyc rpunna A+B 1500
450115[3kcnpecc-TecT Ha CTPENTOKOKK 1000
450122|B3aTtme cockoba ¢ KOXWU/HOITeBbIX NIAcTUH Ha uccrenoBaHue 900
450126|NpoBeneHne akcnpecc-Tecta Ha CKpbITYHO KpoBb B kane (tect ColorView) 1600
19/3 |BeedeHue npenapamos
020333|BHyTprbplolLHOE BBEAEHUE NEKAPCTBEHHbBIX NpenapaTos

AHTnagresnH (HaTpus rmanypoHar), refl NPOTMBOCNAEYHbIN, 3 1 9 000
110151|BHyTprMbILLEYHOE BBEAEHUE NeKapCTBEHHbIX NpenapaToB. BeeaeHve

aHTMpe3yCc-MMMYHOrnobynuHa 6 600
110154 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHUE NEKAPCTBEHHbIX MpenapaTos.

depuHxekT p-p a/vH, 50mr/mn 10mn Ne1 BBeaeHue npenapata 9 500
110166{HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos

Aknacta 0,005 mr/100 mn 21 300
110173|HenpepbiBHOE BHYTPMBEHHOE BBEAEHUE NEKAPCTBEHHbIX NpenapaTos

BeHodep p-p ansg B/B BBea. 20 mr/mn ¢n. 5 mn, BBeAeHue npenaparta 1900
110184 |BHyTprMbILLEYHOE BBEAEHME NTEKAPCTBEHHbBIX NpenapaToB

Pesoram H (nmmyHorno®ynuH aHTMpesyc) p-p 4ns B/B 1 B/M BBegeHMUS

1500ME (300mkr)/2mn wnpuy, ¢ BCTPOEHHOW UMON, BBEAEHWE npenapaTta 15 000
110388|BHyTpuMbILLEYHOE BBEAEHME NEKApPCTBEHHbIX NpenapaToB

MmmyHornobynuH yenoseka aHTupesyc Rho(D), p-p a/s/m BBegeHunst 300 mkr/1

no3a (1500ME) 8 300
110425|BHyTprBEHHOE BBEAEHWE NEKAPCTBEHHLIX NPenapaTos

Heoponnacce (guknodeHak+opdeHagpuH), p-p o/mHd. (75 mr+30 mr/250 mn),

con. Ne1 1700
110468 |Ha3HavyeHne nekapCTBEHHbIX NpenapaToB, MeToA0B, hopm nevebHon

PU3KYNLTYPLI

Ockanen (nesoHoprecTtpen), Tabnetku 1.5 mr (1 Tab) 1800




110469

HasHaueHne nekapCTBEHHbIX NpenapaToB, METOA0B, hopM Nie4ebHOoN
U3KynbTYpbI

BHennaHus (Mmudpenpucton), Tabnetkm 10 mr (1 Tab) 1800
110496|Ha3HaveHne nekapcTBEHHbIX Npenapartos npu 6epeMeHHOCTH

JleyeHue pBoTbl 6epeMeHHbIX, NEerkon UM ymepeHHon 1700
110537 |MNogkoxHoe BBeAEHME NEKApCTBEHHbIX NpenapaTos

Acnopenukc (LeTpopenuke), nnodunmaaTt ans NpurotToeneHns p-pa ans n/k

BBegeHus 0.25 wr, con.Ne1 2 500
19/4 |3kcnpecc-mecmbl
19/5 |KomnnekcHbie npozpamMmbi
041001|Mporpamma "ApTepuanbHoe gasneHue" 17 600
041002|Mporpamma "3a0poBbii pebeHok" 18 400
041009|Komnnekc "Y3U B 1 mecau " 8 750
041012|KomnnekcHoe obcnenoBaHne Nop-opraHoB 1 criyxa (nporpamma) 8 800
041013[{Komnnekc Y3W ansa )eHLwumH (nporpaMmma) 5500
450615| KomnnekcHbli Yekan "lNnaHnpoBaHme 6epeMeHHOCTU Anst XKeHLWMH"

(nporpamma) 25650
450616|KomnnekcHbli Yyekan "lNnaHnpoBaHme 6epeMeHHOCTY Ans napbl (My>x4uHa)" 11 800
450631(KomnneKkcHbI Yekan «PenpogyKTUBHbIN NOTEHLMan» 10 850
450644|Yekan "ConpoBoxaeHne 300poBbs”
450660|MNocnepoaoBoii BU3NT (6a30BbI) cneumanmcT 10 700
450661|MNocnepoaoBori BU3NT (6a30BbI) BeQyLLUiA CneLmanucT 11 700
450663(MNocneponoBoi BU3UT (paclUMpeHHbIN) cneunannuct 42 200
450664|NocneponoBor BU3WUT (pacLUMPEHHbIN) BeOyLLMIA CrneunanmcT 45 200
450717(Yekan Myxckoe 3gopoBbe 40 + 24 800
450726|Yekan MNnaHnpoBaHue 6epemMeHHOCTN (MyX) 11 000
450903( ConpoBoxaeHne aHOA0KPMHOMOroM B pamkax nporpammbl "CTpOMHOCTb U

3qopoBbe” Ha 1 Mec, BegyLmin cneumannct 22 800
450904| ConpoBoxaeHne 3HA0OKPUHOMOIroM B pamkax nporpammbl "CTpOMHOCTb 1

300poBbe” Ha 1 mecsL 28 800
450905| ConpoBoxaeHne 3HA0KPUHOMOroM B pamkax nporpammbl "CTpOMHOCTb U

340poBbe" Ha 3 Mec, BegyLmin cneumannct 47 800
450906| ConpoBoxaeHne 3HAOKPUHOMOIoM B pamkax nporpammbl "CTPOMHOCTb U

3gopoBbe” Ha 3 mecsua 66 300
450907|ConpoBoxaeHne 3HA0KPUHOMOroM B pamkax nporpammbl "CTpOMHOCTb U

340poBbe" Ha 6 Mec, BegyLmi cneumannct 82 800
450908| ConpoBoxaeHne 3HAOKPUHOMOIoM B pamkax nporpammbl "CTPOMHOCTb U

300poBbe" Ha 6 mecsueB 118 800
450919(KomnnekcHbIn yekan "CTPONHOCTb N 340POBbE XKEHLLMHbI" 22 550
450920| KomnnekcHbl Yekan "CTpOMHOCTb M 300P0OBbE MYXUYUHbI" 24 800
450921|basoBas npoBepka 300poBbs My>4nHbI 40 40 14 100
450922|ba3oBas npoBepka 300pOBbsi My>X4uHbI 40+ 17 800
450923 basoBasi npoBepka 300p0BbS XEHLNHbI 40+ 31 950
450924{basoBasi npoBepka 300pPOBbS XKEHLWMHbI 4o 40 27 950
450925| Yponoruyeckoe obcrnegoBaHue myxunH 40+ net 19100
450926| Yponoruyeckoe obcnenosaHme myxynH ao 40 net 15450
A11000[ Akuma!KoHcynbsTaums y3koro cneyuanucta B pamkax nporpammbl 2 200
A50651 Akuusal Yekan npegonepauOHHbIN 10 000
AKL31 [Akumsa «BbinageHne Bonoc» (Nnporpamma) 16 850
M01112|Mporpamma "CKPUHWHT AN KEHLUH" 12 200
M0201QYekan onga no4roToBKN K rMCTEPOCKONUU (C HAPKO30M) 28 400
M020104Yekan ansa nogroToBkM K rmctepockonum (6e3 Hapko3a) 14 050
M03110 Komnnekc"3a0poBbIin KOMNNEKC Ansi B3pOCbIX" 7 300
04100 MNporpamma "3popoBkin pebeHok LITE" 6 700
M0601Q CHmkeHne Beca 3a 90 gHern (Nporpamma) 13 000
M060104Yekan ansa napbl «[0TOBUMCA CTaTb pOAUTENAMU» (KEHLLUHA) 8 050
M0601QYekan anga napbl «[OTOBUMCS CTaTb POAUTENAMMU» MY>KYNHA 4 400
106110 Ouetonormnyecknii Yekan (nporpamma) 15950
M07110 Y3 komnnekcHoe AN MYX4UH (nporpamma) 3 500
M10110Yek-an "dnarHoctnka aHemun" 9100




M10110 KomnnekcHon Yyekan Y3W obcnegoBaHue eHckoro 30opoBbs (Y3 MOnoYHbIX

xenes3+Y3W opraHoB manoro Tasa+yY3W wntoBmagHom xenesbl) 6 500
450701|KoHcynsTraTMBHOE CONPOBOXAEHME CcrieumanucTa 6 500
Han1 |HanpaBneHue Ha nporpammy OKO
Han2 |HanpasneHve Ha onepaTMBHOE/XUPYPruyeckoe rneveHne
Han3 |HanpasBneHue Ha NBbB
Han4 [HanpaeneHwe Ha Yekan
Han5 |HanpaBneHue Ha MogoBoe obcnyxmBaHne pebeHka
21 ®nebonozus
2111 KoHcynbmauyuu
21/1/1 |O4YHbIe KOHCYynbMayuu
210120[Mpuem (oCcMOTpP, KOHCYNbTaUNS) -Xnpypra nepsBuYHbIN

KoHcynbTauus dnedonora 3100
210121{MNprem (ocMOTp, KOHCYNbTaUUN) -Xnpypra NOBTOPHbIN

KOHcynsTaums cdonebonora 2800
21/1/2 |MHeHue epay4a
21/1/3 |3ao4yHble KOHCYynbMayuu
21/2 |MaHunynsyuu
23 Femamonozus
23/1 KoHcynbmayuu 2emamousioza
23/1/1 |O4YHbIe KOHCynbMayuu
100113|MNpuem (0CcMOTP, KOHCYNbTaLMA) Bpada-remaTtonora nepBuYHbIN

K.M.H./goueHT/BegyLumin cneumannct 5600
100114|MNpuem (oCcMOTp, KOHCYNbTaLMSA) Bpada-remaTonora NnoBTOPHbIN

K.M.H./goueHT/BeayLLmMn cneumnanmct 5100
100115{MNpuem (0CMOTP, KOHCYNbTaLMS) Bpada-remaTtonora nepBuYHbIN 5000
100116|MNpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-remaTonora NoBTOPHbIN 4 200
23/1/2 |MHeHue epay4a
100827|MNpuem (oCMOTp, KOHCYNbTaLMSA) -reMaTornora nNepBuYHbIN

MHeHwne Bpayva-remartornora 4 000
100828 Npuem (0CcMOTP, KOHCYNbTaLMA) -reMmaTtonora NOBTOPHbIN

MHeHwve Bpayva-remartonora 3 360
100889|MNpuem (ocMOTp, KOHCYNbTaLMSA) -reMaTornora NepBUYHbIN

MHeHuve Bpaya-remartonora, K.M.H./goueHT/BegyLummn cneumanmct 4 480
100890(MNpuem (ocMOTP, KOHCYNbTaLMS) -reMaTtonora NOBTOPHbIN

MHeHwne Bpayva-remartornora, K.M.H./goueHT/BegyLumin cneumannct 4 080
23/1/3 |3ao4yHble KOHCYynbMayuu
100182[Npuem (0CcMOTP, KOHCYNbTaUMS) Bpada-remaTtonora nepBuYHbIN

3a04Hasi KOHCybTaUms 4 000
100183|MNpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-remaTtonora NoBTOPHbIN

3a04Has KOHCynbrauus 4 000
100184{MNpuem (0CcMOTP, KOHCYNbTaLMS) Bpada-remaTtonora nepBuYHbIN

3a04Hasi KOHCynbTauus, K.M.H./goueHT/BegyLmin cneymanmct 5600
100185|MNpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-remaTonora noBTOPHbIN

3a04HasA KOHCYNbTauus, K.M.H./AOLEeHT/BeayLLmMi cneunanmct 5100
100359 MNpuem (0CcMOTP, KOHCYNbTaLMS) Bpada-remaTtonora nepBuYHbIN

3a04Has KOHCYNbTauus, 4.M.H./rMaBHbIA cneunanuct/pykoBognTenb

oTaeneHns 12 000
100360|MNprem (ocMOTp, KOHCYNbTaLMSA) Bpada-remaTtonora NoBTOPHbIN

3a04Has KOHCynbTauud, 4.M.H./rmaBHbIi cneunannct/pykoBoguTers

oTAeneHus 10 000
24 JlabopamopHbie uccrnedoeaHus
24/24 |HUKMA
10009 |[CtaHgapTvM3oBaHHasi aBTOMATM3MPOBaAHHASA XUAKOCTHAsA uuTtonorna Sure

Path, He rmHekonormyecknin matepman (B CTOMMOCTb BXOAWUT BMana ¢

TpaHCMOpPTHOW cpenon). 4 050
2100 |Uwutonoruyeckoe nccneposanve matepuana TAB wuToBuaHoM xenesbl 2950
2101 |CtaHgapTM3oBaHHOE KOMMIIEKCHOE LMTONOrM4yeckoe AnarHocTmyeckoe

nccnegosaHme matepunana TAB WUToBMAHOM Xenesbl (okpacka no MM+ PAP;

Sure Path, B cToMMoCTb BXOAUT BUana ¢ TpaHCNOpPTHOWM cpenomn) 5100
24/27 |[FEMOTECT
®T-P0Q 18.LUUTO




1.3.1. |AnbOymuH 300
1.36. |Bunupy6un Henpsmon (BunupybuH npamon, BunnupybuH obLumin) 500
1.36.1. |Bunupy6uH Henpsimoli (Bunmpy6uH npsimoin, BunnmpyouH obymn) 500
1.42. |Ca++, Na+, K+(komnnekc ) 800
143.0. [MNoceB Ha remocumnbHyto nHdekuunto (Haemophilus influenzae) 1750
156.0. |PotaBupyc (Rotavirus, guaperHbii CMHAPOM), aHTUIEHHBIN TeCT 1650
157.0. |AgeHosupyc (Adenovirus, gnapenHbiii CUHAPOM), aHTUTEHHbIN TEeCT 1650
158.0. |Kpuntocnopugum napsym (Cryptosporidium parvum, AnapenHbiii CUHOPOM),

@HTUrEeHHbIN TecT 1750
159.0. |Jlam6nuun (Giardia liamblia, AnapenHbii CUHOPOM), aHTUrEHHbIN TeCT 1350
160.0. |TokeuH A (Clostridium difficile, nceBgomembpaHHbIf KONWT), aHTUTEHHbIN TECT 1650
161.0. [CTtpenTtokokka rp.B (Streptococcus agalactiae), aHTUreHHbIN TeCT 1450
162.0. |CtpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbIN TecT 1350
175.0. |OBHapyxxeHne poTaBUpyCcoOB U afe€HOBUPYCOB, aHTUrEHHbIN TECT 1650
186.0. |TokcuH A n B (Clostridium difficile, nceBgomeMbpaHHbIN KONWUT),aHTUIEHHbIN

TecT 2250
2.20. |KopTtuson 600
2.36. [B-XI4 600
27.1. |locnutanbHbIN KOMMMNEKC 2600
27.108.|buoxmnmus (6asosas) 2250
27.4. |[TEMOCTA3MNOIPAMMA (Koarynorpamma) 1750
27.5. |lutoBmaHas xxenesa (CKPUHWHI) 3750
27.99.1|300POBbI/ PEEEHOK (BeHo3Has kposb) MK 1150
27.99.2|300POBbI/ PEBEEHOK (kanunnspHas kposb) MK 1150
3.1.1. |O6wwmin aHanu3 kpoBKu 6e3 nenkouMTapHO opMyrbl (BEHO3HAs KPOBb) 350
3.2.1. |O6wwnii aHann3 KPOBM C NEenKoLUMTapHON hopMyrnon (BEHO3Has KPOBb) 800
3.7.1. |Mopcyet TpomboLmTOB NO MeToay POHMO (BEH. KPOBb) (Ha3Ha4yaTb BMECTE C

"OAK") 400
3.8.1. |OnpepeneHve NpoOLIEHTHOIO CoAepXXaHNs MOHOHYKINEeapoB B KPOBU (BEH.

KpoBb) (HasHayaTb BMecTe ¢ "OAK") 350
3.8.2. |OnpegeneHne NpPoLEHTHOro coaepXaHnst MOHOHYKIeapoB B KPOBU

(kanunnsapHas kpoBb) (HasHa4yaTb BmecTe ¢ "OAK") 350
6.8. D-gumep 1650
24/3 |JlabopamopHasi duaecHocmuka KOJ1
1.0.A1.JCOD3 (BeHO3Has KpOBb) 400
1.0.A13NMmyHOheHOTMNMPOBAHME KIETOK KOCTHOIMO MO3ra unn nepmdgepudeckomn

KpOBM ANS AMArHOCTUKN MUHUMarbHOW ocTaTtoyHon 6onesHn (MOB) metogom

npotoyvHoun umtomeTpun (JITN3, ocTpbIn Neko3, MHOXXECTBEHHAA MUerioma).

MccneposaHue nocne neyeHus 28 100
1.0.A6.{MmMyHOEHOTUNMPOBAHUE KNETOK KOCTHOIO MO3ra Unu nepudgepruyeckomn

KpoBu npu numdconponudepaTuBHbIX 3aboneBaHUAX MeTOA0M NMPOTOYHON

uutometpum (JIN3, oCTpbI NENKO3, MHOXECTBEHHAs MUENOMA).

ViccneposaHue Ans nepBUYHON ANArHOCTUKK 28 100
1.0.D1.]KnuHunyeckmn aHanuna kposu 6e3 nerkoumTapHon popmynbl (BEHO3HasA KPOBb) 400
1.0.D2.]*KnnHnyeckmin aHanma KpoBu ¢ nenkouutapHon cdopmynon (5DIFF) (BeHo3Hast

KpOBb) 550
1.0.D3.]PeTukynountbl (BEHO3HasA KPOBb) 500
1.0.D6 |KnunHuyeckun aHanma kposu (5 DIFF) ¢ nogcyeTom nerikoumntapHom opmMynbl

Bpayvom KJ1 (BeHO3Has KpoBb) 850
1.1.A1.]PML-RARA t1n ber 1-2 — 1(15;17), kayecT. 4 900
1.1.A11|BCR-ABL p190 — 1(9;22), kayecT. 4900
1.1.A12BCR-ABL p190 — 1(9;22), konuu. 5700
1.1.A14 AML1-ETO - (8;21), konwnu. 8 600
1.1.A2.]PML-RARA t1n ber 1-2 — 1(15;17), konwnu. 8 400
1.1.A3.JPML-RARA 11n ber 3 — 1(15;17), kayecrT. 4750
1.1.A34 OnpegeneHune mytaumm V617F B 14 3k30He reHa Jak-2 kKnHasbl, KayecT. 4100
1.1.A350npenenexune mytaumm V617F B 14 ak30He reHa Jak-2 KnHasbl, KOMNW. 4900
1.1.D1 | OnekTpocopes remornodumHa ansg AMarHoCTUKX reMornobuHonaTumm 3800
1.2.D1 |KnunHnyeckun aHanma KpoBu 6e3 nevikouutapHom opmyrbl (KanunnspHasi

KpOBb) 500
1.2.D2 [KnunHnyeckuin aHanua Kposu ¢ nenkoumtapHon dopmynon (5DIFF)

(kanunnsapHas KpoBb) 600




1.2.D3

PeTukynoumTbl (kanunnspHas KpoBb)

550

1.2.D4 |KnunHuyeckun aHanma kposu (5 DIFF) ¢ nogcyeTom nerkoumtapHoi oopmynbl

Bpayom KJ1 (kanunnspHas KpoBb) 1050
1.2.D5 [COD (kanunnsipHas KpoBb) 450
10.0.A1 C3 KOMMOHEHT KOMMMEeMeHTa 1250
10.0.A2 C4 KOMMOHEHT KOMMMEeMeHTa 1250
10.0.A3NmmyHornobynuH A (IgA) 500
10.0.A4 mmyHornodynuH M (IgM) 500
10.0.A5 NmmyHornobynuH G (IgG) 500
10.0.A§ NmmyHornobynuH E (IgE) 1050
10.0.A7|®akTop Hekposa onyxonu (PHO-anboa) 2 300
10.0.A7|Umpkynumpytoime MMMYHHbIE KOMMNSEKChI 1750
10.0.A7|WHTepnenknH-6 (IL-6) 3000
10.0.A8 *KpurornobynumHbl 1600
10.0.DZ**darotect 2550
10.0.D4NmmyHorpamma 6asosas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56,

CD3/HLA-DR, nevkoumTtapHo-T-JI® nHaekc, MMMyHOPErynaTopHbIn MHOEKC.

BkntovaeT aHanu3 KpoBu € NenkoLMTapHoOn opmyrnon) 5350
10.0.D§ MmmyHorpamma pactumperHas (CD3, CD3/4, CD3/8, CD19, CD16/56,

CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,

nevikouutapHo-T-N1® nHaekc, UMMYHOPErynaTopHbI UHAEKC.

BknoyaeT aHanum3 KpoBu € nerkoumntTapHom opmynon) 5800
10.0.D7 CokpawyeHHasa naHenbs CD4/CD8 (BkntoyaeT KIMHUYECKUI aHann3 KpoBu ¢

nenkountapHomn copmynon (5DIFF)) 3100
10.0.D7KneTkn namaTv n HameHble CD4 numdoumnTbI U X COOTHOLLEHME

(CD3/CD4/45R0O+, CD3/CD4/45RA+, nipoekc 45RO+/45RA+. BknioyaeT

aHanus KpoBM C NenKouMTapHOn hopMyrom) 6 050
10.0.D7B1-knetkn CD5/CD19 (BkntovaeT aHanns3 KpoBU C ferkoumTapHoOn bopmynon) 3450
10.0.D8**bakTtepuumnaHas aktnBHocTb kposu (BURST) 6 950
10.0.D9NmmyHorpamma ckpuHuHr (CD3, CD19, CD16/56.

BkniovaeT aHanu3 KpoBu € NenkoLMTapHoOn opmyrnon) 3300
10.1.A2NHTepnerikun-1b 2950
10.1.A3NHTEpnelknH-8 2 950
10.1.A4 NuTepnerikun-10 2950
10.2.D3 TB-®PepoH TecT (IGRA- TecT, anarHocTuka Tybepkyrnesa) 6 600
11.1.A1|AnTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM) 1150
11.1.A2| AHTuTena k sBupycy renatuta A, IgG (Anti-HAV IgG) 1150
11.10.AlAHTUTENa K KANCMAHOMY aHTUreHy Bupyca JnwtenHa-bapp (Epstein-Barr

virus VCA), IgM 950
11.10.A|AHTuTENA K KancMaHOMy aHTUreHy Bupyca JnwTtenHa-bapp (Epstein-Barr

virus VCA), IgG 950
11.10.A|/AHTUTENa K A0epHOMY aHTUreHy Bupyca dnwiterHa-bapp (Epstein-Barr virus

EBNA), IgG 800
11.10.A|AHTKTENA K paHHeMy aHTuUreHy Bupyca AnwTtenHa-bapp (Epstein-Barr virus

EA), IgG 1150
11.10.DAnTuTena k Bupycy OnwreniHa-bapp (Epstein-Barr virus), IgM (ummyHo6noT) 3 800
11.10.D AHTuTEna Kk Bupycy dnwrtenHa-bapp (Epstein-Barr virus), IgG (MMmMyHOGMOT) 2600
11.11.A|AHTuTENA K BUPYCY KpacHyxu, IgM 850
11.11.A|AHTUTENA K BUPYCY KpacHyxu, IgG 850
11.11.D|AHTuTENa K BUPYCY KpacHyxu, IgG (MmmyHO6mnOT) 4 050
11.12.A|AHTUTENA K BUpPYCY Kopu, IgG 850
11.13.A|AHTuTENA K BUPYCY anugemMmyeckoro napoTtura, IgM 1200
11.13.A|AHTUTENA K BUPYCY 3nuaeMmnyeckoro napotuTta, 1gG 1200
11.14 A|AHTuTena k xenukobakrtepy (Helicobacter pylori), IgG 800
11.14.A|AHTuTena Kk xenukobaktepy (Helicobacter pylori), IgA 950
11.14.A|AnTuTena k xenukobaktepy (Helicobacter pylori), IgM 1050
11.15.A|AHTuTena k xnammamm (Chlamydia trachomatis), IgA 850
11.15.AlAnTutena k xnamugum (Chlamydia trachomatis), IgM 850
11.15.A|AHTuTena k xnammamm (Chlamydia trachomatis), IgG 850
11.15.Al/AHTuTena k xnammgodune (Chlamydophila pneumoniae), IgA 850
11.15.A|AHTuTena k xnammagodune (Chlamydophila pneumoniae), IgM 850




11.15.A|AHTuTena k xnammgodgune (Chlamydophila pneumoniae), 1gG 850
11.16.A|AnTuTena k mukonnasme (Mycoplasma hominis), IgA 1050
11.16.A|AHTuTena k mmukonnasme (Mycoplasma hominis), IgG 850
11.16.A|AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgA 950
11.16.A|AHTuTENa k mmnkonnasme (Mycoplasma pneumoniae), IgG 950
11.16.A|AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgM 850
11.17.A|AHTuTena k ypeannasme (Ureaplasma urealyticum), IgA 950
11.17.A|/AHTuTena k ypeannasme (Ureaplasma urealyticum), IgG 950
11.18.A|AHTuTENa Kk TpuxomoHage (Trichomonas vaginalis), IgG. 1050
11.19.A|AnTuTEna k Tokconnasme (Toxoplasma gondii), IgM 1050
11.19.A|AHTuTena k Tokconnasme (Toxoplasma gondii), IgG 800
11.19.AlAnTuTena k Tokconnasme (Toxoplasma gondii), IgA 800
11.2.A1|{TloBEPXHOCTHbIN aHTUrEH BMpYca renatuta B (aBCTpannncknin aHTureH,

HbsAg) 750
11.2.A2| AHTUTENa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 550
11.2.A3|AHTUTENA K SgepHOMY (COr) aHTUreHy Bupyca renatuta B, cymmapHbie

(Anti-HBcor) 800
11.2.A4|AHTuTENa K agepHOMY (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor

IgM) 950
11.2.A5|AHTuren HBe Bupyca renatuta B (HbeAg) 800
11.2.A6|AnTTena k HBe-aHTureHy Bupyca renatuta B, cymmaptbie (Anti-HBe) 750
11.2.A7|NloBEPXHOCTHbIN aHTUrEH BMpYca renatuta B (aBCTpannncknin aHTureH,

HbsAg), konmMyecTBeHHO 2 050
11.20.A|AHTuTena k onuctopxam (Opisthorchis felineus), 1IgG 1350
11.20.A|AHTuTena k onuctopxam (Opisthorchis felineus), IgM 1150
11.20.A|AHTuTena k ackapuaam (Ascaris lumbricoides), 1I9G 1250
11.20.A|AHTuTena k knoHopxam (Clonorchis sinensis), 1gG 1350
11.20.A/lLUMK, copgepxallmne aHTUreHbl ONMCTOPXOB 850
11.20.A|AHTUTENa K axuHoKokkaM (Echinococcus granulosus), IgG 950
11.20.A|AHTuTEna k Tokcokapam (Toxocara canis), IgG 850
11.20.A|AHTuTena k TpuxmHennam (Trichinella spiralis), IgG 800
11.20.A|AHTuTena Kk wmncrocomam (Schistosoma mansoni), IgG 850
11.20.A|AHTuTENa K yrpmuam knwedHbiM (Strongyloides stercoralis), 1I9G 1450
11.20.A|/AHTUTENA K UMCTULEPKaM CBUHOrO uenHs (Taenia solium), IgG 950
11.20.A|AHTUTENa K nevyeHoYHbIM cocanblumkam (Fasciola hepatica), IgG 950
11.21.A|lAnTutena k kaHgmae (Candida albicans), IgA 950
11.21.A|AHTuTena k kaHamge (Candida albicans), IgG 950
11.21.A|lAnTutena k kaHgmae (Candida albicans), IgM 950
11.22.A|AHTUTENa K Nnamoénusam (Lamblia intestinalis), cymmapHbie 950
11.22.A|AnTuTena k nambnuam (Lamblia intestinalis), IgM 850
11.23.A|AHTUTENa K MMKobakTepuam Tyoepkynesa (Mycobacterium tuberculosis),

CyMMapHble 800
11.24. A|AnTuTena k 6oppenuam (Borrelia burgdorferi), IgM 850
11.24.A|AHTuTena k 6oppenusam (Borrelia burgdorferi), IgG 850
11.24.D|AnTuTena k 6oppenuam (Borrelia), IgM (MmmyHO6noT) 2950
11.24.DAHTuTena k 6oppenusam (Borrelia), IgG (MMMyHOONoT) 3300
11.25.A|AnTuTena k nervoHennam (Legionella pneumophila), cymmapHsbie 1050
11.26.A|AHTuTena k napsosupycy (Parvovirus) B19, IgG 1050
11.26.A|AHTuTena k napsosupycy (Parvovirus) B19, IgM 1050
11.28.A|AHTUTENa K Bo3dyautento andtepum (Corynebacterium diphtheriae) 1600
11.28.A|AnTuTena k Bo3byamtento ctonbHsika (Clostridium tetani) 1 300
11.3.A2| AHTuTena k supycy renatuta C, IgM (Anti-HCV IgM) 800
11.3.A3|AHTuTena k Bupycy renatuta C, cym. (Anti-HCV) 850
11.30.A|AHTuTENa K nenwmanmm (Leishmania infantum), cymmapHsbie 1250
11.32.A|AHTuTena k Bo3dyautento ncesnotybepkynesa (Yersinia pseudotuberculosis),

PITA, TuTp 800
11.32.D|AHTuTeNna k nepcmHuam (Yersinia enterocolitica), IgA; 1IgG 1600
11.33.A|AHTUTENA K KOKMIOLLHOMY TOKCUHY, IgA 1350
11.33.A|AHTUTENA K KOKITIOLLIHOMY TOKCUHY, IgG 1350
11.33.AlAHTuTena k Bo3byamTentio kokntowa (Bordetella pertussis), IgM 900




11.33.D AHTUTENa K BO30GYyAUTENSAM KOKMtowwa 1 napakokntowa (Bordetella pertussis,

Bordetella parapertussis), cymmapHble (PI1IFA) nonykonuyecTBeHHO 1300
11.34.AlAHTuTENna Kk MeHnHrokokky (Neisseria meningitidis) 2050
11.35.D|AHTuTena k wurennam (Shigella flexneri I-V, Shigella sonnei) 1650
11.36.A|AHTuTena k canbmoHennam (Salmonella) A, B, C1, C2, D, E 850
11.37.A|AHTuTena K Vi-aHtureHy Bobyautenst 6ptowwHoro Tudpa (Salmonella typhi) 950
11.38.A|AHTuTENa K @aHTUreHam T-nuMdoTponHbIX Bupycos (HTLV) 1 1 2 Tunos 1600
11.39.A|AHTuTena k 6pyuenne (Brucella), IgA 700
11.39.A|AnTuTena k 6pyuenne (Brucella ), IgG 700
11.4.A1|AHTuTena k Bupycy renatuta D, cymmapHblie (Anti-HDV) 950
11.4.A2| AHTuTena k Bupycy renatuta D, IgM (Anti-HDV IgM) 850
11.40.A|AHTKTENa K BUPYCY KneLeBoro aHuedanuta, IgM 1050
11.40.A|/AHTUTENA K BUpPYCY KNneLeBoro aHuedanura, IgG 850
11.41.A|AHTuTEnNa kK amebe anseHTepunHon (Entamoeba histolytica), IgG 1250
11.46.A|AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 850
11.47.A|/AHTuTena k rpubam (Aspergillus fumigatus), IgG 950
11.49.A|AnTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 1200
11.49.A|AHTuTena k supycy Bapuuenna-3octep (Varicella-Zoster), IgA 1200
11.49.A|AnTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG 1200
11.5.A1|AHTuTena k supycy renatuta E, IgG (Anti-HEV 1gG) 1350
11.5.A2|AHTuTena k Bupycy renatuta E, IgM (Anti-HEV IgM) 1350
11.51.A|AHTuTena k AgeHosupycy (Adenoviridae), IgA 1250
11.51.AlAnTuTena k AgeHosupycy (Adenoviridae), IgG 1250
11.51.A|AHTuTena k AgeHosupycy (Adenoviridae), IgM 1200
11.52.A|AHTuTENa K pecnmpaTopHo-CMHUMTHansHomy Bupycy (RSV) IgG 1600
11.52.A|AHTUTENa K pecnupaTopHo-cnHUMTManbHomy Bupycy (RSV) IgM 1600
11.57.AlAnTtutena IgG k RBD gomeHy S 1 6enka kopoHasumpyca SARS-Cov2 (Abbott,

CLWA), konuu. 1200
11.57.A|AntuTtena IgG k kopoHasupycy SARS-CoV-2 nocne BakuMHaLmm npenapaTtomM

«3nuBakKopoHa» (PEYH MHL, BB «BekTtop», Poccus) 1300
11.57.Al/AHTutena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (Bektop-becT, Poccus) 850
11.57.Al/AnTutena IgM k kopoHasupycy SARS-CoV-2 (BekTop-becrt, Poccus) 950
11.57.0 Antutena IgM/IgG k Bupycy SARS-CoV-2, UXTA 3300
11.6.A1Mukpopeakumsa Ha cudpunuc kayectseHHo (RPR) 600
11.6.A2| Peakumsa naccvmBHoOM remarrnotnHauum Ha cugpunuc (PIIA), kayecTBeHHO 800
11.6.A4| AHTuTena k dnegHon TpenoHeme (T.pallidum),cym. 950
11.6.A5/AHTuTena k bnegHom TpenoHeme (Treponema pallidum), IgM 800
11.6.A8 AHTUTena k dbnegHon TpenoHeme (Treponema palidum), IgG 800
11.7.A1|BNY (aHTUTENa 1 aHTUrEHbI) 500
11.7.A2| Onpegenenune antuten kK BUY-1/BNY-2 (ana nHOCTpaHHbIX rpaxkaaH) 2 950
11.7.A3|BNY (aHTUTENa 1 aHTUrEHbI) 1600
11.8.A1|AHTuTENA K BUpYCY npocToro repneca |, Il Tunoe (Herpes simplex virus |, Il),

IgM 800
11.8.A2| AHTuTena k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus I, 11),

IgG 850
11.8.A4{ AHTuTENa K BUpYCy npocTtoro repneca | Tuna

(Herpes simplex virus I), IgM 800
11.8.A5/AHTuTena k Bupycy npoctoro reprieca | tuna (Herpes simplex virus 1), IgG 1050
11.8.A6|AHTUTENa K BUpYCYy npocToro repreca Il Tnna

(Herpes simplex virus 1), IgM 850
11.8.A7|AHTuUTEna K BUpycy npoctoro repneca Il Tnna

(Herpes simplex virus Il), IgG 950
11.8.A8|AnTutena k supycy repneca VI tuna (Human herpes virus VI), IgG 1050
11.8.D1AHTuTena k Bupycy npoctoro reprneca |, Il Tunos (Herpes simplex virus I, 11),

IgM (ummyHOBnOT) 2600
11.8.D2 AHTuTena k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, Il),

IgG (MMMyHOGMOT) 2600
11.9.A1AHTuTena k umtomeranosupycy (Cytomegalovirus), IgM 950
11.9.A2| AnTuTena k umtomeranosupycy (Cytomegalovirus), IgG 850
11.9.D2 AHTuTena k umtomeranosupycy (Cytomegalovirus), IgG (MmmyHOGNOT) 2600
12.10.APHK Bupyca renatuta D 950




12.11.A|PHK Bupyca renatuta G 1050
12.13.AOHK untomeranosupyca (Cytomegalovirus) 600
12.13.AAHK untomeranosupyca (Cytomegalovirus), Konn4ectBeHHO 700
12.14. A OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus I, 11) 600
12.15.AHK Bupyca repneca VI Tuna (Human Herpes virus VI) 600
12.15.AOHK Bupyca repneca VI tuna (Human Herpes virus VI), KpoBb, KOnuu. 500
12.16.AHK Bupyca 3nwrtenHa-bapp (Epstein-Barr virus) 600
12.16.AOHK Bunpyca OnwteriHa-bapp (Epstein-Barr virus), konn4yectBeHHO 800
12.17.AOHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 700
12.18.A*PHK B4 | Tuna 3900
12.18.A*PHK B4 | Tuna, konnyectseHHO 8 600
12.19.APHK 3nTteposupyca (Enterovirus), kpoBb 1750
12.21.0*OgHoBpemeHHoe onpeaenenne AHK Bupyca renatuta B, PHK Bupyca

renatuta C, PHK BUY | Tuna. 4 050
12.22. AOHK napsosupyca B19 (Parvovirus B19), kon. 1150
12.23.APHK Bupyca kpacHyxu (Rubella virus) 1150
12.24.0 0HK Bupycos rpynnel repneca (EBV, CMV, HHV6) kpoBb, konuu. 1400
12.25.AAHK ageHoBsupyca (Tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1050
12.26.AOHK Bupyca repneca VIl Tuna (Human Herpes virus VII), kpoBb, kau. 950
12.31.ATLP-gnarHocTuka kneweBoro aHuedannTta, KpoBb, Kau. 1250
12.31.0MNuUP-gmarHocTrka kneweBbix HeKUMIA Bo3byanTenen 6oppennosa (Borrelia

burgdorferi), moHouuTapHoro apnuxumo3sa (Ehrlichia chaffeensis) un

aHannasmo3a (Anaplasma phagocytophilum), kpoBb, Kau. 2900
12.4. A1|OHK nuctepun (Listeria monocytogenes) 600
12.5.A1|OHK Tokconna3smebl (Toxoplasma gondii) 550
12.6.A1 OHK mukobakTepumn TyGepkynesa (Mycobacterium tuberculosis) 750
12.7.A1PHK Bupyca renatuta A 1050
12.8.A1|QHK Bupyca renatuta B 700
12.8.A2 0HK Bupyca renatuta B, konnyecTBeHHO 3 800
12.8.D4HK BI'B, reHotun (A,B,C,D) kpoBb, Kau. 1600
12.9.A1|PHK Bupyca renatuta C 1050
12.9.A2PHK Bupyca renatuta C, KONM4eCTBEHHO 6 050
12.9.D1PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, kon. * 8 000
12.9.D4PHK BI'C, reHotun (1,2,3) KpoBb, kau. * 1750
12.9.D3PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, kay. * 2600
13.1.A1|AHK xnammamm (Chlamydia trachomatis) 500
13.1.A30HK xnamnaumu (Chlamydia trachomatis), konmyectBeHHO 550
13.11.A|AHK cTtpenTokokkoB (Streptococcus species) 850
13.13.A0HK nuctepum (Listeria monocytogenes) 750
13.14. AOHK canbmoHenn (Salmonella species) 1400
13.14.A*0OHK Bo3byanTtens ncespoTtybepkynesa (Yersinia pseudotuberculosis) 700
13.14.0 AnaporenHble E.coli (QHK aHTeponaToreHHbIx E. coli/

OHK aHTepoTokcureHHbix E. coli/ AHK aHTeponHBasueHbIX E. coli/

OHK aHTeporemopparnyeckux E. coli/ AHK aHTepoarrperatmeHbix E. coli) 2450
13.15.A0HK kangngbl (Candida albicans) 550
13.15.A0HK kaHamabl (Candida albicans), konuyectBeHHO 700
13.15.0dHK rpnbos poga kaHamnael (Candida albicans/Candida glabrata/Candida

krusei) c onpegeneHvem Tuna 700
13.16.AdHK Tokconnasmsl (Toxoplasma gondii) 500
13.16.A AHK Tokconna3ambl (Toxoplasma gondii), konm4ecTBeHHO 600
13.17.AOHK TpnxomoHagb! (Trichomonas vaginalis) 500
13.17. A OHK TpnxomoHagb! (Trichomonas vaginalis), konnyecTBeHHO 600
13.18.AAHK uutomeranosupyca (Cytomegalovirus, CMV) 500
13.18.A OHK uutomeranosupyca (Cytomegalovirus, CMV), konm4ecTBeHHO 600
13.19.A0HK Bupyca npoctoro repneca | Tuna (Herpes simplex virus ) 600
13.19.A OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus II) 600
13.19.AOHK Bupyca npoctoro repneca | n Il Tunos (Herpes simplex virus | n |l) 600
13.19.A OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1),

KOMNMMYEeCTBEHHO 600
13.19.AIHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus Il),

KOnM4eCTBEHHO 600




13.2.A1|AHK mukonnasmel (Mycoplasma hominis) 500
13.2.A2 0HK mukonnaawmel (Mycoplasma genitalium) 500
13.2.A4 OHK mukonnasmbl (Mycoplasma genitalium), konudyectBeHHO 600
13.2.A50HK mukonnaawmel (Mycoplasma hominis), Konm4ecTBeHHO 600
13.20.AQHK Bupyca repneca VI Tuna (Human Herpes virus VI) 500
13.20.A OHK Bupyca repneca VI Tuna (Human Herpes virus VI), konm4ecTBeHHO 600
13.21.AHK Bupyca 3nwrtenHa-bapp (Epstein-Barr virus) 500
13.21.AOHK Bnpyca OnwteriHa-bapp (Epstein-Barr virus), konn4yectBeHHO 600
13.22.AHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 550
13.23.A0HK nannnnomasupyca (Human Papillomavirus, BINY) 16 Tuna 500
13.23.AAHK nanunnomasupyca (Human Papillomavirus, BMN4Y) 18 tTuna 500
13.23.AAHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro KaHLepOreHHoro

pucka (16-68 Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3

onpeaeneHus Tuna 1750
13.23.0 AHK nanunnomasupycos (Human Papillomavirus, BM4) 31/33 tunos ¢

onpegeneHnem Tuna 500
13.23.0 AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 6/11 Tunos ¢

onpegeneHnem Tuna 500
13.23.0 AHK nanunnomasupycos (Human Papillomavirus, BIN4Y) 6/11 Tnnoe ¢

onpegeneHnemM Tuna, KonnyecTBeHHO 600
13.23.0 AHK nanunnomasupycoB (Human Papillomavirus, BM4Y) 31/33 Tunos ¢

onpegeneHnem Tuna, KomM4ecTBEHHO 600
13.23.0BMNY-tect (ROCHE COBAS4800) BbICOKOro KaHLieporeHHoro pucka (16-68

Tunos: 16, 18 ¢ onpegenenuem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,

66, 68 6e3 onpeaeneHnst Tuna) 3800
13.23.0 AHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro KaHLepOreHHoro

pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMnoB) ¢ onpegeneHnem

TMna 1250
13.24.0 AHK nanunnomasupycos (Human Papillomavirus, BM4) 16/18 tunos,

KOnmM4yeCTBEHHO 700
13.25.APHK aHTepoBupyca (Enterovirus) 850
13.26.APHK potaBupycos (Rotavirus) A 1750
13.28.APHK Hoposwupycos (Norovirus) Il Tuna 1750
13.29.AAHK ageHoBsupyca (Tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1650
13.3.A1|OHK ypeanna3wmbl (Ureaplasma urealyticum) 500
13.3.A2 AHK ypeannasmbl (Ureaplasma parvum) 500
13.3.A30HK ypeannaawmbl (Ureaplasma species) 500
13.3.A4HK ypeannasmbl (Ureaplasma species), Konu4ecTtBeHHO 600
13.3.A50HK ypeannaawmbl (Ureaplasma urealyticum), konunyecTseHHO 600
13.3.AqHK ypeannasmbl (Ureaplasma parvum), KOiM4eCTBEHHO 600
13.30.APHK kopoHaBupyca SARS-CoV-2 (COVID-19, PT-MLP-2) 1400
13.30.APHK Bupyca rpunna A/H1N1 (cBuHon rpunn), (kad.) 2700
13.30.0eHoTunmpoBaHue Bupyca rpunna (A/B) 1 300
13.30.0 OPBU-CkpuH

(PHK pecnupaTtopHocuHumTuansHoro supyca/ PHK metanHeBmoBupyca/

PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK kopoHasupycos/ PHK

pvHoBUpycoB/ OHK ageHosupycos (rpynn B, C u E)/ IHK 6okaBupyca) 3 000
13.30.0 PHK Bupycos rpunna A/H1N1, A/H3N2 3000
13.30.0Bupychl rpynnsl repneca (EBV, CMV, HHVG6) 1150
13.30.HBwupychl rpynnel repneca (EBV, CMV, HHV6), kon. 1450
13.31.AOHK Bupyca repneca VIl Tuna (Human Herpes virus VIII) 850
13.31.00HK Bo3byauTenen koknoLwa/napakokniowwa/bpoHxocenTtukosa (Bordetella

pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1350
13.32.0 KomnnekcHoe nccnegosanne [HK MeHMHrokokka, reMmounbHOM Nanoyku,

ctpenTtokokka (Neisseria meningitidis, Haemophilus influenzae, Streptococcus

pneumoniae), ka4 2 050
13.34.A0HK napsosupyca B19 (Parvovirus B19) 1750
13.37.AAHK nHeBmouucTbl (Pneumocystis jirovecii (carinii)) *** 1050
13.38.A0HK cTtpenTtokokka (S. agalactiae), kon. 850
13.4. A1|OHK rapgHepennsl (Gardnerella vaginalis) 500
13.4.A2 0HK rapgHepennsl (Gardnerella vaginalis), konu4ecTBeHHO 600
13.44.00 dnopoueHo3-6aKkTepnarnbHbli BarMHo3 1400




13.44.0 PNNTOPOLIEHOS - komnnekcHoe nccneposaHue (Bkrtodaet NCMT) 2700
13.44.0 ®NTOPOLIEHOS 2200
13.46.AIHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 850
13.48.0 AHgpodhnop ckpuH 2950
13.48.0 AHgpodornop 4 300
13.5.A1 OHK 6negHon TpenoHemsl (Treponema pallidum) 600
13.6.A1[dHK roHokokka (Neisseria gonorrhoeae) 550
13.6.A2 IHK roHokokka (Neisseria gonorrhoeae), Konn4ecTBeHHO 600
13.8.A1 OHK mukobakTepumn TyGepkynesa (Mycobacterium tuberculosis) 550
13.9.A1| OHK xenukobakTtepa (Helicobacter pylori) 700
14.1.A5WNccneqoBaHue Ha B1oueHOo3 Braranva (aMarHocTmka 6aktepuarnbHOro

BarMHo3a) 2600
14.1.AgMNoceB Ha rpmbbl poga kaHavaa (Candida) ¢ ugeHTudukaumen n

onpegeneHnem YyBCTBUTENLHOCTN K aHTUMUKOTUYECKMM MpenapaTtam 1350
14.1.A8TNoceB Ha remocunbHyto nanodky (Haemophylus influenzae) c onpegenerHnem

YYBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTMONOTMKOB 1750
14.1.D3*MNoceB Ha mukonna3my u ypeannaamy (Mycoplasma hominis, Ureaplasma

species) ¢ onpegeneHvem YyBCTBUTENbHOCTU K aHTUBMOTHKaMm 2500
14.11.A[*MNoceB Ha MMKPOhIopy OTAENAEMOrO YPOreHUTanbHOrO TpakTa XeHLMHbI C

onpegeneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB, B T.4.

KaHouaa 2 000
14.11.Al*NoceB Ha MUKPOIOpy OTAENSAEMOro YPOreHNTanbHOro TPakTa XEeHLLUMHbI C

onpeaeneHnemMm YyBCTBUTENbHOCTM K pacLUMPEHHOMY CMEKTPY aHTUBMOTUKOB,

B T.4. KaHOAnOa 2 800
14.11.A[*MNoceB Ha MUKPOhIopy OTAENAEMOrO YPOreHUTanbHOro TpakTa XeHLMHbI C

onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB U

GakTepuodharam, B T.u. KaHoMaa 2 250
14.11.Al*NoceB Ha MUKPOOpy OTAENSAEMOro YPOreHNTanbHOro TPakTa XEeHLLUMHbI C

onpeaeneHnemMm YyBCTBUTENbHOCTM K PacLUMPEHHOMY CNEKTPY aHTUOMOTUNKOB 1

OakTtepuodharam, B T.4. KaHanga 3100
14.12.A*AncbakTepmnos c onpeaeneHnem YyBCTBUTENbHOCTM K aHTMONOTMKaM U

GakTepunodaram 3200
14.12.A*AncbakTepmros ¢ onpeaeneHnem YyBCTBUTENbBHOCTU k BakTeprodaram 2700
14.12.AMNoceB Ha BO3byaMTENEN KNLLEYHOM MHEKLUN (CanbMOHENIbI, LWNrensbl) ¢

onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB 1350
14.12.A*MNoceB Ha 3onoTUCTbIN cTacdmnokokk (Staphylococcus aureus) ¢

onpeaeneHnemMm YyBCTBUTENbHOCTM K aHTUBUOTUKaM 1350
14.12.AToceB Ha nepcuHnn ¢ onpeaeneHmem YyBCTBUTENBHOCTM K OCHOBHOMY

CNEeKTpy aHTUOMOTMKOB 1250
14.13.AMNoceB xenun Ha M1Kpodbriopy ¢ onpeaeneHmemM YyBCTBUTENBHOCTU K

pacLUMpeHHOMY CNEeKTpY aHTUBNOTUKOB n GakTepmodaram 2 550
14.2.A1[*MNoceB Ha MMKpOhIopy OTAENAEMOrO YPOreHUTanbHOro TpakTa My>X4YMHbI C

onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB, B T.4.

KaHanga 2 000
14.2.A2*ToceB Ha MUKPONOpy OTAENAEMOr0 YPOreHUTanbHOro TpakTa My>4umHbl C

onpeaeneHnemMm YyBCTBUTENbHOCTM K pacLUMPEHHOMY CMEKTPY aHTUBMOTUKOB,

B T.4. KaHOAnOa 2 600
14.2.A3*MNoceB Ha MMKPOhIopy OTAENAEMOrO YPOreHUTanbHOro TpakTa My>X4YMHbI C

onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB U

GakTepuodharam, B T.u. KaHoMaa 2 250
14.2.A4*ToceB Ha MUKPONOpy OTAENAEMOr0 YPOreHUTanbHOro TpakTa My>4umHbl C

onpeaeneHnemMm YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CNEKTPY aHTUOMOTUNKOB 1

bakTtepuodharam, B T.4. KaHanga 3100
14.22.AMoceB Ha roHokokkn (Neisstria gonorrhoeae) 6e3 onpegenexus

YYBCTBUTENbHOCTM K aHTUONOTUKAM (XKEHCKMIA)* 1750
14.22.ANoces Ha roHokokkn (Neisstria gonorrhoeae) 6e3 onpeneneHus

YyBCTBUTENBHOCTU K aHTUBMOTUKaM (My>Kckom)* 1750
14.3.A1[*MNoceB Ha MUKpOhopy OTAENAEMOro APYrMx OpraHoB U TKaHen C

onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB, B T.4.

KaHouaa 2 000
14.3.A2*ToceB Ha MUKpONopy OTAENSAEMOro APYrMx OpraHoB U TKaHew ¢

onpeaeneHnemMm YyBCTBUTENbHOCTM K pacLUMPEHHOMY CMEKTPY aHTUBMOTUKOB,

B T.4. KaHOAnOa 2 800




14.3.A3

*INoceB Ha MUKpOhropy oTAEeNAemMoro Apyrmx OpraHoB U TKaHen ¢
onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUONOTUKOB U

GakTepuodharam, B T.u. KaHoMaa 2 250
14.3.A4*TNoceB Ha MUKpONopy OTAENSAEMOro APYrMx OpraHoOB U TKaHew ¢

onpeaeneHnemMm YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CNEKTPY aHTUOMOTUNKOB 1

OakTtepuodharam, B T.4. KaHanaa 3100
14.4.A1[*MNoceB Ha mukpodnopy otaensemoro JIOP-opraHoB ¢ onpeaeneHmem

YYBCTBUTENBHOCTW K OCHOBHOMY CMEKTPY aHTMBMOTMKOB, B T.4. KaHAMAA 2000
14.4.A2*ToceB Ha mukpodcnopy otaensiemoro JIOP-opraHoB ¢ onpegeneHnem

YYBCTBUTENMbHOCTU K pacLUMPEHHOMY CMEKTPY aHTMBMOTUKOB, B T.4. KaHAMAa 2 800
14.4.A3*MNoceB Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHmem

YYyBCTBUTENBHOCTW K OCHOBHOMY CMEKTpY aHTMbnoTrkoB 1 bakteprodparam, B

T.4. KaHAnOa 2 250
14.4 A4 *Moces Ha mukpodcnopy otaensiemoro JIOP-opraHoB ¢ onpegeneHnem

YYBCTBUTENMbHOCTM K pacLUMPEHHOMY CMEKTPY aHTUOMOTUKOB 1

OakTtepuodharam, B T.4. KaHanga 3100
14.5.A1[*MNoceB Ha MMKpOopy OTAENAEMOro KOHbIOHKTUBLI C onpeaeneHnem

YYBCTBUTENBHOCTW K OCHOBHOMY CMEKTPY aHTMBMOTMKOB, B T.4. KaHAMAA 2000
14.5.A2*ToceB Ha MUKpPONopy OTAENSAEMOro KOHbIOHKTUBLI C OnpeaeneHmem

YYBCTBUTENMbHOCTU K pacLUMPEHHOMY CMEKTPY aHTMBMOTUKOB, B T.4. KaHAMAa 2 800
14.5.A3*MNoceB Ha MMKPOMopy OTAENAEMOro KOHbIOHKTUBBI C onpeaeneHnem

YYyBCTBUTENBHOCTU K OCHOBHOMY CMEKTpY aHTMbnoTrkoB 1 bakteprodparam, B

T.4. KaHAnOa 2 450
14.5.A4*ToceB Ha MUKpPONopy OTAENSAEMOro KOHbIOHKTUBLI C OnpeaeneHmem

YYBCTBUTENMbHOCTM K pacLUMPEHHOMY CMEKTPY aHTUOMOTUKOB 1

bakTtepuodharam, B T.4. KaHanga 3100
14.6.A1[*MNoceB Mo4n Ha MUKPOGNIOPY C oNpeaeneHnemM YyBCTBUTENbHOCTU K

OCHOBHOMY CMEKTPY aHTMOMOTMKOB, B T.4. KaHaAUAa 1900
14.6.A2*ToceB MouM Ha MUKPONOpPY C onpeaeneHnem YyBCTBUTENbHOCTHU K

pacLUMpPEeHHOMY CNEeKTPY aHTUOMOTUKOB, B T.4. KaHauaa 2 550
14.6.A3*MNoceB Mo4n Ha MUKPOGIOPY C oNpeaeneHnemM YyBCTBUTENbHOCTU K

OCHOBHOMY CMeKTpY aHTMONOTMKOB 1 BakTepuodaram, B T.4. KaHanaa 2 250
14.6.A4*ToceB Moun Ha MUKPONOpY C onpeaeneHnem YyBCTBUTENbHOCTHU K

pacLUMpPEHHOMY CNEeKTpy aHTMBMOTUKOB 1 BakTepuodparam, B T.4. KaHanaAa 3100
14.7.A1[*MNoceB KpoBM Ha CTEPUITLHOCTb C ONpeaeneHnemM YyBCTBUTENbHOCTU K

aHTNBMoTUKaM (Ka4yecTBeHHOEe onpeaeneHme Hannuns MMKPOOpPraHn3MoB) 3150
14.8.A1*ToceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢

onpeaeneHnemMm YyBCTBUTENbHOCTM K aHTUBUOTUKaMm 1600
14.8.A2**ToceB Ha gndTepuiiHyto nanoyky (Corynebacterium diphtheriae, BL)

*B3siTe Guomatepuana ocyLLeCTBNAETCS N0 CreayoLwmnm QHAM:

noHeaenbHWUK, BTOPHWK, cpeaa, YetBepr Ao 19:00, sockpeceHbe Ao 14:30 1850
14.8.A3MNoceB Ha GeTa-reMonUTUYECKMIN CTPENTOKOKK rpynnbl B (S. agalactiae) ¢

onpegeneHvem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTUBUOTUKOB 2050
15.0.D1LUmTonornyeckoe nccneqosaHne otaendemoro snaranuila 1050
15.0.D1UmnTonornyeckoe nccrnegoBaHne NyHKTAToB APYrMX OPraHoB M TKaHeN 850
15.0.D1UmTonornyeckoe nccrnenoBaHne 3HOOCKONUYECKOro Matepuana 800
15.0.D1 LmTtonoruyeckoe nccrnegoBaHne matepuarna, nony4yeHHoro npu

XNPYpPruvecknx BMeLlaTenbcraax 1150
15.0.D1 LjuTonoruyeckoe nccrnegoBaHne COCKOGOB 1 OTNEYATKOB 950
15.0.D1LmTonornyeckoe nccrnenoBaHmne cMeLllaHHoro cockoba ¢ LWerkun MaTkm 1 13

LepBMKanbHOro kaHana 1050
15.0.D1 UmnTonoruyeckoe nccregoBaHne 3HA0OCKONMYECKOro Matepuana Ha

Helicobacter pylori 800
15.0.D2 UmTtonoruyeckoe ncecrnegoBaHne cockoba C LWenku MaTkm 1050
15.0.DZ CKpuHMHT paka Wwerkn MaTkm (KMAKoCTHas umtonorus) ¢ BlM4Y-tectom

(ROCHE COBAS4800) 5600
15.0.DZ2XXunakocTHas untonorus 3200
15.0.D2 LjuTonormyeckoe nccrnegoBaHne HoBOOOGpa3oBaHUIN KOXM 1050
15.0.D2 UunTtonoruyeckoe ncecrnegoBaHne ocagka Mouu 1050
15.0.D3 LinuTonormyeckoe nccrnegoBaHne cockoba 13 LiepBrKanbHOro kaHana 1050
15.0.D4 Limutonormnyeckoe nccriegoBaHne acnupara us nonoctn MaTku 1150
15.0.Dg UmTonornyeckoe nccrnenoBaHne MoKpoThl 1150
15.0.Dg LUuTtonoruyeckoe ncecrnegoBaHne nneBpanbHON XXUOKOCTH 1150




15.0.D7 LUmTonornyeckoe nccrnenoBaHne nepukapananbHOM XnaKkocTu 1150
15.0.D8LinuTonornyeckoe nccrnegoBaHne NyHKTaToB MOMOYHOW XXenesbl 800
15.0.D9 LinTonornyeckoe nccrnegosaHne oT4ensaemMoro Morio4HoON enesbl 1350
15.0.D9LuTonornyeckoe nccrnegoBaHne NyHKTaToB LMTOBUAHOW Xenesbl 1200
15.1.A1[Koakcnpeccus p16 n Ki67 (CINtec PLUS) (goHasHadeHue k ycnyre 15.2.A8) 1250
15.1.D2MNepecmoTp roToBbIX LUTONOMMYECKNX NpenapaToB (BTOpoe MHeHMne),1 Nokyc 1900
15.1.DZ4 LmTonornyeckoe nccrneqoBaHne acuuTUYeCKom XnakocTu 1150
15.2.A1 KomnnekcHoe nccneposanue: koakcnpeccus p16 n Ki67 (CINtec PLUS) un

xnakoctHaa umtonorus (MAIN — TecT) 12 300
15.2.A8§XKungkoctHasa ymtonorua (MAlM-TecT) ¢ BO3MOXHOCTbIO AOHA3Ha4YeHUs

koakcnpeccun p16 n Ki67 (CINtec PLUS) 6 800
15.2.DZ4>KngkocTHas uMTonorns nyHKTaToB MOSTOYHOM XKenesbl 2600
16.0.A1UIMX nccneposaHue (1 aHTUTENO) 5500
16.0.A1 KoHcynbraums rotoBoro npenapara nepeg UMX 3450
16.0.A1[KoHcynbTaums rotoBbix npenapatoB (1 nokyc) 4 800
16.0.A2'cTonornyeckoe nccneaoBaHe NyHKLMOHHOIO Marepuana WuToBnaHOM

xenesbl 3150
16.0.AZ'mcTonornyeckoe uccnegoBaHme NyHKLWMOHHOMO Matepuarna MOMOYHOM

xenesbl 6 050
16.0.A2'cTonoruyeckoe nccnegoBaHne NyHKUMOHHOIO MaTepuarna novek 3150
16.0.AZMcTonornyeckoe uccnegoBaHme NyHKUMOHHOMO Matepuana neyvyeHmn 3150
16.0.AZMmcTonornyeckoe uccnegoBaHme naueHTbl 15150
16.0.AZMcTonornyeckoe uccnegoBaHme onepaunmoHHoOro marepunana, 1 KoHTenHep

(kpome KpynHOro onepaunoHHOro MaTepuana, nnaueHTbl u abopTyca) 3100
16.0.AZTncTonornyeckoe nccnegosaHme GMONCUMIHOIO MaTteprana

(3HOockonuyeckoro matepuarna, cockoboB KEHCKOM NOMOBOW CUCTEMbI, KOXMU,

MSFKMX TKaHEN, NMMAOUOHON TKaHWU, KOCTHO-XPSILLIEBOMW TKaHM) 4 050
16.0.A3 broncus npeacratenbHOn xenesbl MynbsTudoKanbHas (rMcTonornyeckoe

nuccnegoBaHue matepmana) 17 000
16.0.A7/[ncTonornyeckoe nccnegoBaHMe 3HOOCKOMMYECKOro Matepuana xxenyaka ¢

BbisiBrieHnem Helicobacter pylori 3900
16.0.A8 N'cTonornyeckoe uccnegoBaHve sHOOMeTpUs (B T.4. nannenb-ouoncus) 3800
16.1.A1 JononHnTensHoe M3roToBrneHne 5 MukponpenapaTos 5200
16.1.A1[lncTonormns aHgockonuyeckoro matepmana, nonun ot 2 cm (Unim) 5500
16.1.A1'cTonorns aHOOCKONMYECcKoro matepuana, ot 3x Kyc. (nuwesoaa, 6poHxa,

roptaHu, Tpaxeu; Unim) 4 250
16.1.A1[lncTonorms aHgockonnyeckoro Mmatepmana, 4o 3x Kyc. (nuwieeoaa, xenygka,

KMLWKK, OpoHxa, ropTaHu, Tpaxeu; Unim) 3 300
16.1.A1l'cTonorns aHOOCKONMYeCcKoro matepuana xenyaka, H.p. (npocras go 3-x

KycoukoB + BbisiBneHue Helicobacter pylori; Unim) 4 300
16.1.A1 M'mctonorus aHgockonunyeckoro matepunana B3K (nectHnyHasi Guoncus,

HEeCKONbKO KOHTenHepoB; Unim) 6 400
16.1.A1'mcronormns aHgockonunyeckoro matepuana OLGA (3 koHTenHepa: Teno, yrom,

aHTpanbHbI oTaen xenyaka; Unim) 6 400
16.1.A1 f'ncTtonornst onepaunoHHOro Matepumana (oTaenbHO COCKob U3 LiepBUKarbHOIO

KaHana unu ua nonoctn matkx; Unim) 3300
16.1.A1'mctonorns matepuana POB (pa3genbHoe gnarHocTuyeckoe BolckabnueaHue,

2 KOHTeNHepa: NonocTb MaTKu, LiepBrKanbHbIn kaHan; Unim) 5700
16.1.A2 lononHuTtensHoe n3rotosrneHne Mmukponpenapara (6-10) 7 650
16.1.A2ncTonornst KOXHbIX U NOAKOXHbIX HOBOOBpa3oBaHui (HOBOOOpa3oBaHuUs

meHee 14 mm; Unim) 4900
16.1.AMmctonorms n UIMX xpoHudeckoro aHgometputa, CD138 (gmuarHoctuyeckoe

BbickabnmBaHue: nonoctu matku; Unim) 10 300
16.1.A2uctonormns n UX monoyHow xenesbl, 40 4 aHTUTEN (NYHKLUMOHHas Guoncus;

Unim) 20 450
16.1.A2MNepe3anueka 6rnoka n nsrotoeneHune 1 creknonpenapata (Unim) 1650
16.1.A2 Jopeska ogHoro cTeknonpenapara us énoka (Unim) 700
16.1.A2'McTonornyeckoe uccnegoBaHme buoncuimHoro Mmatepuana (1 KoHTenHep)

Unim 3950
16.1.A3 JononHutensHoe M3rotoBrneHne mukponpenapata (ot 10) 18 350
16.1.A4'mcTonornyeckoe uccnegoBaHme aHAOCKOMMYECKOro MaTepumana xenyaka

(OLGA, 3 koHTenHepa: Teno, yron, aHTpasnbHbIN OTAEN Xenyaka) 6 400




16.1.A4

lmcTonormyeckoe nccregoBaHne cockoba LepBUKanbHOro KaHana +
rMCTONOrM4yeckoe nccrnegoBaHne cockoba SHJJ,OMeTpVIﬂ/ rmcronormn4yeckoe

nccrnegoBaHue uoncun wenkn matkn (Unim) 6 200
16.1.A§'mcronornyeckoe nccnenosaHve matepuana POB (paspensHoe

OmarHocTuyeckoe BbiCKkabrimBaHue: NONOCTb MaTKu1, LiepBUKanbHbIA KaHan, 2

KOHTenHepa) 6 200
16.1.Ag'mcTonornyeckoe uccnegoBaHme 3HA0CKOMMYECKOro MaTepmarna KuwedHuka

npu BocnanuTenbHblX 3aboneBaHnsAx (NecTHUYHas BUoNcusi, HECKONbKO

KOHTENHEPOB) 6 400
16.1.A7 JononHntensHoe n3rotoBneHne 1 Mmukponpenapara 1600
16.1.A§JononH1TensHOE M3roToBNEHNE 2 MUKponpenapaToB 2 550
16.1.A9 JononHnTensHoe N3roToBrneHne 3 MMkponpenapaTos 3 850
16.2.A1UIMX onyxonu npeactatenbHon xenesbl (Ck5/P63/AMACR) 16 250
16.2.A1UIMX nccnegosaxue (6 aHTuTen) 29 250
16.2.A1UIMX nccneposaHue (7 aHtuTen) 34 200
16.2.A1 X nccnegosaxue (8 aHtuTen) 39100
16.2.A1UIMX nccneposaHue (9 aHtuTen) 43 900
16.2.A1 X nccneposanue (10 aHTuTen) 48 800
16.2.A1UIMX nporHocTnyeckun mapkep (1 aHTUTENO) 12 300
16.2.A1 X nporHocTMyeckun mapkep (2 aHTuTena) 24 450
16.2.A1UIMX nporHocTnyeckun mapkep (3 aHtTuTena) 36 650
16.2.A21I"X onyxonu mono4Hou xenesbl (PR/ER/Ki67/Her2 neu) 17 100
16.2.A2NmmyHornctoxmmmyeckoe uccnegosatHme, HER2 neu 10 050
16.2.A2mmyHOrMcToXMMmyeckoe uccriegosaHne, ALK 18 700
16.2.A2NmmyHornctoxmmmyeckoe nccnegosaHme, ROS1 14 450
16.2.A2mmyHOrMcTOXMMMYECKoe nccregosaxue, PD-L1 19 300
16.2.A2KomnnekcHoe UIMX nccneposanmne 48 800
16.2.A3UIMX peLenTopHOro cratyca aHAOMETPUsI, paclumpeHHoe (dasa cekpeumm

(ER/PR/CD138/CD56/LIF)) 20 500
16.2.A4UNIMX peuenTopHOro ctatyca aHAOMETpUS, CTaHAapTHoe (dhasa cekpeLunmn

(ER/PR/CD138/CD56)) 17 100
16.2.A5UNIMX gnarHocTnka XpoHN4eCKoro aHaomMmeTpuTa (dasa nponudeparimm

(CD20/CD138/CD56/HLA-DR)) 14 450
16.2.AqUNIMX nccneposaHue (2 aHtuTena) 9 850
16.2.A7|I"X nccneposanue (3 aHTuTena) 14 650
16.2.A§UIMX uccneposaHue (4 aHtutena) 19 600
16.2.A9UIX nccnegosanue (5 aHtuten) 24 450
17.10.ABHTepoTokcuH A (Staphylococcus aureus) IgE, O72 850
17.10.A SHTepoTokcuH B (Staphylococcus aureus) IgE, O73 850
17.10.A CtacpmnokokkoBbli 3HTEPOTOKCUH TSST IgE (ImmunoCAP) m226 1750
17.11.AlAnTuTena k ackapuaam (Ascaris lumbricoides) IgE, P1 850
17.11.A{JlnunHkm Anisakis (Anisakis Larvae) IgE, P4 850
17.12.AKomap (cem. Culicidae) IgE, 171 850
17.12.AAn ocnHbin (poa Vespula) IgE, 13 850
17.12.AAn ocvHbin (pog Polistes) IgE, 14 850
17.12.AAp nyenel (Apis mellifera) IgE, |1 850
17.12.AMoneb (cem. Tineidae) IgE, 18 850
17.12.AMowkun kpacHoun nnyunHka(Chironomus plumosus) IgE,I173 850
17.12.AMypasewn pbixun (Solenopsis invicta) IgE, 170 850
17.12.ACneneHb (cem. Tabanidae) IgE, 1204 850
17.12.ATapakaH pbikun (Blatella germanica) IgE, 16 850
17.12.AWlepweHb (oca natHuctas) (D. maculata) IgE, 12 850
17.13.ANennumnnuH G IgE, C1 1400
17.13.AHuctatuH IgE, C122 1600
17.13.AlUedypokcum IgE, C308 1600
17.13.AUmnpodnokcauuH IgE, C108 1600
17.13.Adopmanbgerng IgE, K80 600
17.13.ANapauetamon IgE, C85 1350
17.13.AAHanbruH IgE, C91 1350
17.13.AdnknocpeHak IgE, C79 1350
17.13.AWN6ynpodpeH IgE, C78 1350




17.13.AKetonpodpeH IgE, C172 1350
17.13.AAueTuncanvumnosas kucnota (acnupuH) IgE, C51 1350
17.13.AMNennyunnuu V IgE, C2 1400
17.13.AAvnuumnnuH IgE, C203 1400
17.13.A AmokcunuunnuH Ige, C204 1400
17.13.AWNHcynnH vyenoseyvecknn IgE, C73 1400
17.13.AAsntpomumumH IgE, C194 1400
17.13.A JokenumknuH IgE, C62 1400
17.14. A Xnonok IgE, O1 850
17.14 Alllepctb IgE, K20 850
17.14 Allenk IgE, K74 850
17.14.AlNatekc IgE, K82 850
17.15.AMaHenb npodeccroHanbHbIX annepreHoB Ne 1 IgE nepxoTb nowaan, nepxoTb

KOpOBbI, NepO rycs, Nnepo Kypuubl 1750
17.15.ANaHenb annepreHoB xnBoTHbIX Ne 1 IgE (anutenuin kowwku, NepxoTb noLwaau,

nepxoTb KOPOBbI, NEPXOTb CObaku) 1750
17.15.AMNaHenb annepreHoB XmnBoTHbIX Ne 70 IgE (anuTenuin MOpCKOn CBUHKM,

ANUTENNI KPONMKa, XOMSIK, KpbiCa, MblLLb) 1750
17.15.ANaHenb annepreHoB XMBOTHbIX/Nepbst Nt/ Ne 71 IgE (nepo rycsa, nepo

KypuLbl, NEPO yTKK, Nepo UHAKKA) 1750
17.15.AMNaHenb annepreHoB XMBOTHbIX/Nepbs NTuu/ Ne 72 IgE (nepo BonHucToro

nonyrasi, Nnepo nonyras, Nnepo KaHapemnkn) 1750
17.16.AMNaHenb nuwesbix annepreHoB Ne 1 IgE (apaxuc, muHaans, yHOYK, KOKOC,

Opa3unbCckuii opex) 1750
17.16.AMaHenb nuweBbix annepreHoB Ne 2 IgE (Tpecka, TyHeL, KpeBETKM, F10OCOCh,

MUaun) 1750
17.16.AMNaHenb nuwesbix annepreHoB Ne 3 IgE (nweHnyHasa myka, OBCsHast Myka,

KyKypy3Hasi MyKa, CEMEeHa KyHXyTa, rpeqyHeBas Myka) 1750
17.16.AMaHenb nuweBbix annepreHoB Ne 5 IgE (anM4yHbIn 6enok, Monoko, Tpecka,

nweHnYHasi Myka, apaxuc, coeBble 600bI) 1750
17.16.AMNarHens nuwesbix annepreHos Ne 6 IgE (puc, cemeHa KyHXyTa, NweHnYHas

MyKa, rpedHeBast Myka, coeBble 6006bl) 1750
17.16.AMaHenb nuweBblx annepreHoB Ne 7 IgE (anyHbIn 6enok, puc, KOpoBbe

MOJI0KO, apaxuc, NeHnYHas Myka, coeBble 600bI) 1750
17.16.AMNaHenb nuwesbix annepreHoB Ne 13 IgE (ropox, 6enasa ¢aconb,MOpKOBb,

kapTocpens) 1750
17.16.A MaHenb nuwesbix annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, 16n0Ko, NEPCHK) 1750
17.16.AMNaHenb nuwesbix annepreHoB Ne 24 IgE (dyHayK, KpeBETKM, kKnBu, 6aHaH) 1750
17.16.AMaHenb nuweBblx annepreHoB Ne 25 IgE (cemeHa KyHXyTa, nekapckme

OPOXOKM, YECHOK, cenbepen) 1750
17.16.AMNarHenb nuwesbix annepreHos Ne 26 IgE (sn4HbIn 6enok, MoOnoKo, apaxuc,

ropuumLa) 1750
17.16.AMaHenb nuweBbix annepreHoB Ne 50 IgE (kmBW, MaHro, 6aHaHbl, aHaHac) 1750
17.16.AMNaHenb nuwesbix annepreHoB Ne 51 IgE (nomuaop, kapTodens, MOPKOBb,

YECHOK, ropumLa) 1750
17.16.AMNaHenb nuwebix annepreHos Ne 73 IgE (cBUHMHA, KypuHOE MSICO, FrOBAAMNHA,

GapaHuHa) 1750
17.17.01gG4 k nuweBbIM annepreHam (88 annepreHOB/MUKCTOB):

(6enok siM4HbIN, MOMOKO KOPOBbE, TPECKA, MyKa MLIEeHNYHasi, MyKa pXaHasi,

MYyKa OBCsiHad, pUC, KyHXYT, MyKa rpeqyHeBasi, ropox, apaxumc, 6066l coeBeble,

opex rpeukun, pyHayK, MMHaanb, cenbib, operb, KpeBeTkn, ToMar,

CBUWHWHA, roBsaMHa, 6aHaHbl, rpyLla, MOPKOBb, anernbCuH, MaH4apyiH,

kapTocpenb, kKanycta benokovaHHas, 21700
17.19.AMNaHenb annepreHoB aepeBbeB Ne 2 IgE (kneH SceHenncTHLIN, TONorb, BA3,

ay6, nekaH) 1750
17.19.ANaHenb annepreHoB aepeBbeB Ne 5 IgE (onbxa, newmHa oObIkHOBEHHas, BA3,

nBa, TOMnosb) 1750
17.19.AMNaHenb annepreHoB aepeBbeB Ne 9 IgE (onbxa, 6epesa, newmHa

obbIkHOBeHHas!, oy06, nea) 1750
17.19.ANarenb annepreHos aepesbeB Ne 1 IgE (kneH siceHenucTHbIN, Gepesa, BA3,

ay6, rpeukuin opex) 1750
17.19.HKomnnekc annepreHoB gepeBbeB (MBa, TOMNOIb, OflbXa, bepesa, newuHa) 3 950
17.2.A1|l'ony6b (nomerT) IgE, E7 850




17.2.A1Kpbica (mo4a) IgE, E74 850
17.2.A1|Kpbica (anutenun) IgE, E73 850
17.2.A1Kypuua (nepo) IgE, E85 850
17.2.A1Kypuua (npoteunHbl ceiBopoTkm) IgE, E219 850
17.2.A1{lTowagpb (nepxotb) IgE, E3 850
17.2.A1Mopckas cBuHka (anutenun) IgE, E6 850
17.2.A1Mbiwsb IgE, E88 850
17.2.A2Tycb (nepo) IgE, E70 850
17.2.A20OBua (anutenun) IgE, E81 850
17.2.A2MNonyraw (nepo) IgE, E91 850
17.2.A2MNonyran BonHucTeIn (nepo) IgE, E78 850
17.2.A2CsuHbsa (anutenun) IgE, E83 850
17.2.A2 Cobaka (nepxotb) IgE, E5 850
17.2.A2Cobaka (anutenun) IgE, E2 850
17.2.A¥YTKa (nepo) IgE, E86 850
17.2.A2 Xomsik (anutenun) IgE, E84 850
17.2.A4Kanapeiika (nepo) IgE, E201 850
17.2.A5Ko3a (snutenun) IgE, E80 850
17.2.AgKopoBa (nepxotb) IgE, E4 850
17.2.A7Kowka (anutenun) IgE, E1 850
17.2.A8Kponuk (anutenui) IgE, E82 850
17.2.A9Kpoica IgE, E87 850
17.20.AMaHenb annepreHoB TpaB Ne 1 IgE (exxa cbopHasi, oBCsiHULA fnyroeasi, poxb

MHOrOMNETHASA, TUMOMeeBKa, MATIIMK JTYrOBOW) 1750
17.20.ANaHenb annepreHoB Tpas Ne 3 IgE (konocok AyWMWCTbIN, POXb MHOTOMNETHSS,

TMMOdEeEBKa, POXb KyNbTUBUPOBAHHAs, ByXapHUK LLEPCTUCTLIN) 1750
17.20.AMNaHenb annepreHoB copHbIX pacTeHuii n usetoB Ne 1 IgE (ambposuns

06bIKHOBEHHaS!, NOMbIHb OOLIKHOBEHHAs!, MOAOPOXHMK, Mapy 6enas,

30MNbHUK/CONSAHKA) 1750
17.20.ANaHenb annepreHoOB copHbIX pacTeHun n usetoB Ne 3 IgE (nonbiHb

0ObIKHOBEHHAas1, NOAOPOXHKK, Mapb Genas, 30roTapHUK, Kpanvwea ABYAOMHas) 1750
17.20.AMaHenb annepreHoOB COpHLIX pacTeHui n uBetoB Ne 5 IgE (ambposusi

06bIKHOBEHHaS!, NOMbIHb OOLIKHOBEHHAS!, 301TI0TAPHUK, HUBSIHUK, OQYBaHYMK

neKkapcTBEHHbIN) 1450
17.20.HKomnnexkc annepreHoB Tpas (ambpo3nsi 06bIkKHOBEHHAs, Mapb 6enas, NonbiHb

0BbIKHOBEHHas!, 0QyBaH4YUK, NOJOPOXKHMK) 3950
17.21.ANaHenb nHranaumoHHbix annepreHoB Ne 1 IgE (exa

cbopHas, TMModeeBka, SINOHCKWIA Keap, aMbpo3ust 06bIKHOBEHHAS, NOrbIHb

00ObIKHOBEHHas) 1450
17.21.ANaHenb nHransaumoHHbix annepreHoB Ne 2 IgE (TumodeeBka, nnecHeBbIN

rpmb (Alternaria tenuis), 6epesa, nonbiHb 06bIKHOBEHHAS) 1450
17.21.ANaHenb nHransaumoHHblx annepreHos Ne 3 IgE (knewy - gepmartodar

NMEPUHHBIN, INUTENNIA KOLLKW, 3NUTenuin cobakn, nnecHesbIn rpmbd (Aspergillus

fumigatus)) 1450
17.21.ANaHenb nHransumoHHeix annepreHoB Ne 6 IgE (nnecHeBbIn rpmub

(Cladosporium herbarum), Tumodpeeska, nnecHesbiv rpunbd (Alternaria tenuis),

6epesa, NonbiHb 06bIKHOBEHHAS) 1450
17.21.AMNaHenb nHransaumoHHbIx annepreHoB Ne 7 IgE (snmTenuin KoLKy,

Knew-gepmatodbar NepuHHbIN, NepXoTb NoLwwaan, NepxoTb cobaku, anMTenui

Kponuka) 1450
17.21.ANaHenb nHransumoHHbix annepreHoB Ne 8 IgE (anuTtenui KoLk,

knew-gepmarocpar nepuHHeIn, 6epesa, nepxoTb cobaku, NOnbiHb

0ObIKHOBEHHas1, TUMOheeBKa, POXKb KyNsTMBUPOBAHHASA, NIIECHEBLIN rprub

(Cladosporum herbarum)) 1450
17.21.AMNaHenb nHranaunoHHblx annepreHos Ne 9 IgE (anuTenuin KOLKN, NepxoTb

cobaku, oBcsiHMLa nyroeasi, NnecHeBbI rpub (Alternaria tenuis), NOAOPOXHNMK) 1450
17.21.ANaxens annepreHos nneceHu Ne 1 IgE (penicillium notatum, cladosporium

herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis) 1450
17.21.ANaHenb annepreHoB nbinn Ne 1 IgE (aomawHss nbinb (Greer),

Knewl-gepmarodar NepuHHBIN, Knewl-gepmatodar My4yHOW, TapakaH) 1450




17.21.A

MaHenb knewesbix annepreHoB Ne 1 IgE (knew-gepmartodar NepuHHbLIN,
Knewi-gepmarodar my4yHon, dermatophagoides microceras, lepidoglyphus
destructor, tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus

maynei, blomia tropicalis) 1450
17.21.ANaxHens annepreHos nnecexn IgE, TM9 1450
17.22.AMnecHeBbiI rpub (Penicillum notatum), m1 1600
17.22.AMnecHesbin rpub (Cladosporium herbarum), m2 1600
17.22.A dpoxokeBble rpubbl poga Malassezia IgE (ImmunoCAP), m227 1600
17.23.AKponuk, anutenun IgE (ImmunoCAP), €82 1750
17.23.AJowapgp, nepxotb IgE (ImmunoCAP), €3 1750
17.23.ACobaka, nepxotb, €5 1400
17.23.AlMNonyran, nepbs, €213 1250
17.23.AKowka,anuTtenuni n nepxotb, e1 2600
17.23.AKypuua, nepbs, €85 1400
17.23.AKouwka IgE (ImmunoCAP), e220 (rFel d2) 3900
17.23.AMopckas cBuHka, anutenuin IgE (ImmunoCAP), e6 1750
17.23.AOBua, anutenuii IgE (ImmunoCAP), e81 1750
17.23.A Xowmsik, anutenuin IgE (ImmunoCAP), e84 1750
17.24 AJlewmHa obbikHOBEHHaS, t4 1600
17.24 AOnbxa cepas, t2 1600
17.24 A bepesa 6opogaByatas, t3 1600
17.24 AVBa Genas, t12 1 600
17.24 AJlvna, t208 1600
17.24 A Tononb, t14 1600
17.25.ATlonbiHb, W6 1600
17.25.A AMBpo3ns Bbicokasi, w1 1600
17.25.AOpgyBaHunk, w8 1600
17.25.APomaluka, w206 1600
17.25.AExa cbopHas, g3 1600
17.25.AMaTtnuk nyroson, g8 1600
17.25.AJlucoxsocTt nyroeon, g16 1600
17.25.A OBcsiHuua nyrosas, g4 1600
17.25.ATumodpbeeBka nyrosas, g6 1600
17.25.AMNonbiHb ropbkas IgE (ImmunoCAP), w5 1750
17.26.AJomawwnsas neinb (Greer), h1 1400
17.26.AdomawHss neins (Holister), h2 1400
17.27.ANaHenb annepreHoB XMBOTHbIX, ex71 (nepbs nTuu: rycs (e70), kypuubl (€85),

yTku (€86), unaeriku (€89)) 1600
17.27 .ATlaHenb annepreHoB XUBOTHbIX, anuTenuin, ex1 (kowwka, nepxoTb (e1),

Cobaka, nepxotb (e5), INlowanp, nepxoTb (€3), Kopora, nepxotb (e4)) 2 200
17.27.ANaHenb annepreHoOB K CMeCK NblifbLbl AepeBbeB, tx9 2200
17.27 .ATlaHenb annepreHoB K CMecu NbifbLibl 311aKoBbIX TpaBs, gx1 2 200
17.27 .ATaHenb 6bITOBLIX annepreHos, hx2 2 200
17.27 .AMaHenb annepreHoB nnecexn, mx1 2 200
17.27.ANaHenb annepreHOB XMBOTHbIX, €x2 (KoLwka, nepxoTb (e1), cobaka, nepxoTb

(e5), mopckas cBuHka, anuTtenui (e6), kpbica (e87), Mbiwb (€88)) 2200
17.27.ATaHenb annepreHoB COpHbIX Tpas, WX3 (NonbiHb (W6), MOAOPOXKHUK

naHuetosugHeln (W9), mapb (w10), 3onotapHuk (w12), kpanvea ABygoOMHast

(w20)) 2200
17.27 .AMNarens annepreHos nnecenu IgE (ImmunoCAP), mx2 2200
17.27.ANaHenb annepreHoB copHbix Tpas IgE (ImMmunoCAP), wx1 (ambposus

Bbicokas (w1), monbiHb (W6), NOAOPOXKHMK NaHLETONUCTHBIN (W9), Mapb Genasi

(w10), 3onbHUK/consaHka (w11)) 2200
17.27.ANaHenb annepreHoB aetckon cmecu IgE (ImmunoCAP), fx5 (6enok anua (f1),

monoko (f2), peiba (f3), nweHnua (f4), apaxuc (f13), cos (f14)) 2300
17.27 .ATMaHenb annepreHoB k cmecu NbinbLbl AepeBbeB IgE (IMmunoCAP), tx5

(onbxa cepas (t2), newwuHa (t4), Bas (t8), uea (112), Tononsb (t14)) 2200
17.27.ANaHenb annepreHoB k cMecu NbinbLbl AepeBbeB IgE (ImmunoCAP), tx6 (kneH

siceHenuCTHbIN (11), 6epesa 6opogasyaTtas (t3), Oyk KpynHonucTHbIN (t5), oy6

(t7), rpeukun opex (110)) 2200
17.27.ANaHenb annepreHoB mopenpogdykTbl IgE (ImmunoCAP), £x2 ( peiba (f3),

KpeBeTku (f24), ronybas muaus (f37), TyHey (f40), nocochk (f41)) 2 300




17.27.A

MaHenb annepreHoB Myka 3nakoBbIX U KyHXyTHble IgE (ImmunoCAP), fx3

(nweHunua (f4), oséc (f7), kykypyaa (f8), kyHxyT (f10), rpeunxa (f11)) 2 300
17.27.ANaHenb annepreHoB myka 3nakoBbix IgE (ImmunoCAP), fx20 (nweHwnua (f4),

poxb (f5), aumeHs (f6), puc (f9)) 2 300
17.27 .AMNaHenb annepreHoB msaco IgE (ImmunoCAP), fx73 (ceuHnHa (f26), roesamHa

(f27), kypsaTuHa (f83)) 2 300
17.27.ANaHens annepreHos osowwm 1 6060Bble IgE (ImmunoCAP), fx13 (ropox (f12),

daconsb (f15), mopkoBb (f31), kapTodensb (f35)) 2 300
17.27.ANaHenb annepreHos osowwm IgE (ImmunoCAP), fx14 (nomngop (f25), wnuHat

(f214), kanycTa (f216), nanpuka (f218)) 2 300
17.27.ANarens annepreHos opexu IgE (ImmunoCAP), fx1 (apaxuc (f13), dpyHayk

(f17), 6pasnnbckmn opex (f18), muHgans (f20), kokoc (f36)) 2300
17.27.ANaHenb annepreHoB peiba IgE (ImmunoCAP), fx74 (Tpecka (f3), cenbab

(f205), ckymbpus (f206), kambana (f254)) 2 300
17.27.ANaHenb annepreHoB copHbIX Tpas IgE (ImmunoCAP), wx2 (ambpo3uns

ronomeTeneyartas (w2), nonbiHb (W6), MTOAOPOXHUK NaHUETOBUAHBIN (W9),

mapb (w10), nebena yeuesmueBugHas (w15)) 2300
17.27.AMNaHenb annepreHoB dpykTbl U 6axyeBble IgE (ImmunoCAP), fx21 (kueu

(f84), obiHsa (f87), 6aHaH (f92), nepcuk (f95), aHaHac (f210)) 2 300
17.27.ANaHenb annepreHos untpycosblie U dpykTbl IgE (IMmunoCAP), fx15

(anenbcuH (f33), abnoko (f49), 6aHaH (f92), nepcuk (f95)) 2 300
17.28.AKomap IgE (ImmunoCAP), i71 1400
17.28.AMonb IgE (ImmunoCAP), i8 1400
17.28. AMotbinb IgE (ImmunoCAP), i73 1400
17.28.A TapakaH pbikuii (npycak) IgE (ImmunoCAP), i6 1400
17.28.AAn ocbl 0bbikHoBeHHOW IgE (ImmunoCAP), i3 1400
17.28.AAn ocel natHucTon IgE (ImmunoCAP), i2 1400
17.28. AAn nyensl megoHocHou IgE (ImmunoCAP), i1 1400
17.28.AAQ wepwHs IgE (ImmunoCAP), i75 1400
17.29.AAnneproumn, ImmunoCAP ISAC, 112 KOMNOHEHTOB 51 000
17.29.A AnneprokomMnnekc npegonepauuoHHsiv IgE (ImmunoCap) (TpunTtasa,

>KenatuH kopoBui c74, Jlatekc k82, XnoprekcuamH c8) 10 100
17.29.H Anneprokomnnekc "Actma/Punut, getn" (AndHbin 6enok IgE 1, Monoko IgE

f2, bepesa 6opopae4yatas IgE t3, TumodeeBka nyroeasi IgE g6, MNonbiHb IgE

w6, Kowuka, nepxotb IgE e1, Cobaka, nepxoTb IgE €5, Knew, gomaluHen nbinm

D. pteronyssinus IgE d1) 16 000
17.29.HAnneprokomnnekc "k3ema" (AnuHbin 6enok IgE f1, Monoko IgE f2, Tpecka

IgE f3, Mwenuua IgE 4, Apaxuc IgE 13, Cos IgE f14, KpeseTka IgE 24,

Kowka nepxotb IgE e1, Cobaka, nepxotb IgE €5, Knew, gomaiuHen nbinu D.

pteronyssinus IgE d1) 16 000
17.29.HAnneprokomnnekc nepepn BakumHauuen (Opoxokn nekapckue f45, Anuo 245,

TpunTasa) 8 200
17.29.HAnneprokomnnekc npu ak3eme (Kowwka,anutenun n nepxots €1, Cobaka,

nepxoTb €5,

AunyHbin 6enok f1, Monoko f2, MNweHunua 4, Cosa f14, Tpecka f3, Knewy

aomatuHen noinu d1, Knew, gomatuHen noiny d2) 13 000
17.29.HKomnoHeHTHasa guarHocTuka anneprum Ha Mosioko (Monoko 2, kaseuH -

anneprokoMnoHeHT f78) 3450
17.29.HAnneprokomnnekc npu ak3eme-2 (Kowka,anutenum n nepxotb, e1, Cobaka,

nepxotb, €5, Knew, gomawHen nbinn,d1, AndHbin xenTok, 75, AndHbin 6enok,

f1, Monoko, f2, MNweHuua, f4, Cos, f14, Tpecka, f3, Kakao, f93) 17 350
17.29.HAnneprokomMmnnekc npu actme/puHnte aetun (Kowwka,anutenun n nepxotb, e,

Cobaka, nepxoTb, €5, Knewy gomaiuHen noinu,d1, TumodeeBka nyroeasi, g6,

Bepesa 6opogasyaTtas, t3, MNonbiHb, W6, Apaxuc, f13, AnuHbin 6enok, f1,

Monoko, 2) 15 500
17.29.HAnneprokomnnekc npu actme/puHuTe B3pocnble (KoLlka,anutenuii u nepxoThb,

e1, Cobaka, nepxotb, €5, Knewy gomawHen neinu,d1, Tumodeeska nyroeas,

g6, bepesa 6opoaasyaras, t3, MNonkiHb, W6, Kypuua, nepbs, €85, Tononb, t14) 15150
17.29.H Anneprokomnnekc "Actma/PuHuT, B3pocnbie" (bepesa 6oponasyatas IgE 3,

TumodbeeBka nyroeas IgE g6, MNonbiHb IgE w6, AMGpo3usa Beicokas IgE w1,

MnecHesbI rpmb (Alternaria alternata) IgE m6, Kowka, nepxotsb IgE e1,

Cobaka, nepxotb IgE €5, Knewy gomawHen neinu D. pteronyssinus IgE d1) 16 000
17.3.A1Akaums (Acacia species) IgE, T19 850
17.3.A1{MBa (Salix nigra) IgE, T12 850




17.3.A1KneH sceHenuctHbIn (Acer negundo) IgE, T1 850
17.3.A1|JlewumHa ob6bikHOBeHHas (Corylus avellana) IgE, T4 850
17.3.A1Onbxa (Alnus incana) IgE, T2 850
17.3.A1|"'peukumn opex (Juglans regia) IgE, T10 850
17.3.A9MnataH (Platanus acerifolia) IgE, T11 850
17.3.A2CocHa 6enas (Pinus silvestris) IgE, T16 850
17.3.AZ Tononb (Populas spp) IgE, T14 850
17.3.A23skanunT (Eucaliptus globulus) IgE, T18 850
17.3.A3 AceHb amepukaHckuin (Fraxinus americana) IgE, T15 850
17.3.A3Jlvna IgE 2950
17.3.A4Bbepesa (Betula alba) IgE, T3 850
17.3.A5byk (Fagus grandifolia) IgE, T5 850
17.3.AgBsa3 (Ulmus spp) IgE, T8 850
17.3.A7|'pab obbikHoBeHHbIN (Carpinus betulus) IgE, T209 850
17.3.A80y6 6enbivi (Quercus alba) IgE, T7 850
17.3.A90y6 cmewanrHbin (Q. rubra, alba, valentina) IgE, T77 850
17.30.A Pagmaton getckui (cbanaHcnpoBaHHas CMECh MHIansLMOHHBIX U MULLEBbIX

annepreHoB 4115 CKPUHWHIA aTtonun ansa geten Ao 4 ner) 4 450
17.30.A ®agmaTton (cbanaHcupoBaHHasi CMeCb MHransAUMOHHbIX annepreHoB Ans

CKPWHWHra atonuu ansa aeTten craplue 4 net v B3pocCrbIxX) 5500
17.31.ANaHenb nuwesbix annepreHoB Ne 1 IgG (apaxuc, mnHaanb, dyHAYK, KOKOC,

Opa3nnbCcKknii opex) 1450
17.31.AMNaHenb nuwesbix annepreHoB Ne 25 IgG (cemeHa kyHxyTa, nekapckme

OPOXOKM, YECHOK, cenbepent) 1450
17.31.AMNaHenb nuwesbix annepreHoB Ne 26 IgG (snyHbIN 6enok, Momoko,

apaxuc,ropuuua) 1450
17.31.ANaxens nuwesbix annepreHos Ne 50 1gG (kvmBu, maHro, 6aHaHbl, aHaHac) 1450
17.31.AMNaHenb nuwesbix annepreHoB Ne 51 1gG (nommaop, kapToderns, MOPKOBb,

YeCHOK, ropuuua) 1450
17.31.ANanens nuwesbix annepreHos Ne 73 1gG (cBMHWMHA, KypUHOE MSCO, rOBAANHA,

GapaHuHa) 1450
17.31.AMNaHenb nuweBbix annepreHoB Ne 2 IgG (Tpecka, TyHel, KpeBETKU, NTOCOCh,

MUanmn) 1450
17.31.ANaHenb nuwesbix annepreHoB Ne 3 IgG (NweHnYHast Myka, OBCsiHasa Myka,

KYKYpy3Has Myka, CeMeHa KyHXyTa, rpeqyHeBasi Myka) 1450
17.31.ANaHenb nuweBblx annepreHoB Ne 5 IgG (snyHbIN 6enok, Mofoko, Tpecka,

nweHnYHasi Myka, apaxuc, coeBble 600bI) 1450
17.31.ANaHenb nuwesbix annepreHoB Ne 6 IgG (puc, cemeHa KyHxKyTa, NeHnYHas

MYyKa, rpe4yHeBasi Myka, coeBble 600bl) 1450
17.31.AMNaHenb nuweBblx annepreHoB Ne 7 IgG (snyHbIN 6enok, puc, KOpoBbe

MOJI0KO, apaxuc, NeHnYHas Myka, coeBble 600bI) 1450
17.31.ANaHenb nuwesbix annepreHoB Ne 13 1gG (3eneHbin ropoluek, 6ensie 6066,

MOPKOBb, KapToderb) 1450
17.31.AMaHenb nuwesbix annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, 16NoKo, NEPCHK) 1450
17.31.ANaxens nuwesbix annepreHos Ne 24 1gG (pyHayk, kpeBeTku, knusu, 6aHaH) 1450
17.35.A Anneprounn, ALEX2, 300 koMnoHeHTOB (BkNtoYaeT onpeaeneHue obuero IgE) 41 000
17.35.A Anneprokomnnekc nuweson PROTIA (Kopes), IgE, 60 annepreHos: o6wunii

IgE, pomawHas nbinbk, O. pteronyssinus, O. farinae, anMTenui KOLWKK, NEPXOTb

cobaku, S4HbIN BGenok, MONoKo, TapakaH, apaxuc, coeBble 600bI, NeHnLa,

onbxa, bepesa, oyb, ambpo3usa BbicOKas, XMernb, NonbiHb, Alternaria alternata,

Cladosporlum herbarum, Aspergillus fumigatus, kpabbl, kpeBeTku, cCkymbpus,

poxb, CCD, nepcuk, A6rnoko, KyHXyT, Tpecka, cMecb (TyHeL,, T0COCb), CMeCb

(kambana, aH4oyc (xamca), canga), cMecb (nobcrep, kanbmap), yropb, CMeCb

(Mugun, ycTpuLbl, MOPCKON MOMIIOCK, rpebeLlok), Kykonka Lwenkonpsaaa,

CBUWHWHA, rOBSAIMHA, KypuMHOe MAco, bapaHuHa, ceip Yepaep, Myka ssduMeHHas,

puc, MyKa rpevyHeBasl, meKkapckme OpoXokn, KyKypy3a, MOPKOBb, kapTodernb,

CMecCb (Y4eCHOK, NyK), cenbaepen, orypew, ToMatbl, anenbCuH, krnybHuka,

cMechb (KuBW, MaHro, 6aHaH), kaluTaH, rpeLkunii opex, (oyHayK, CMecb

(MyHBanb, kegpoBbIN Opex, NOACONHEYHMK), Kakao 11 650




17.35.A

Anneprokomnnekc npu atonuun y aeten n sapocnbix PROTIA (Kopes), IgE, 44
annepreHa: obwmn IgE, sndHbIn 6enok, SUYHbIA XXENTOK, MOJOKO,
anbga-naktoans0byMuH, 6eTa-nakTornobynvH, Ka3enH, apaxmc, 3eneHbli
ropoLuek, coeBble 606bl, OpeX rPeLKUi, CBMHMHA, TOBAAMHA, KypUHOE MSICO,
Tpecka, CKymopusi, Kpabbl, KPEBETKM, MOPCKOWM MOJIIOCK, KyKOKa
Lenkonpsaa, nweHuua, nekapckue ApoXxiku, puc, kKaptodernb, NEPCUK,
sa6noko, gomalHsas nbinb, D. pteronyssinus, D. farinae, TapakaH, anuTenun
KOLLKM, NnepxoTb cobaku, Candida albicans, Ttricophyton rubrum, Aspergillus
fumigatus, Penicillium notatum, Alternaria alternate, Staphylococcal
enterotoxin b, cmecb (6epésa, onbxa), 4y6, CMech 3rakoBbIX TpaB, aMbpo3us,
nonbiHb, XMenb

8 650

17.35.A

Anneprokomnnekc pacwupeHHbin PROTIA (Kopes), IgE, 91 annepreH: obLymn
IgE, nomalHas nbink, D. pteronyssinus, D. farinae, anutenun KoLWwku, nepxoTb
cobaku, anYHbIN BGenok, MONoKo, TapakaH, apaxuc, coeBble 600bI, NWeHnLa,
onbxa, bepésa, oyb6, ambpo3us BeicOKas, XMenb, NOnbIHb, Alternaria alternate,
Cladosporium herbarum, Aspergillus fumigatus, kpabbl, kpeBeTku, Ckymbpus,
poxb, CCD, nepcuk, a6noko, kyHxyT, Acarus siro, Tyrophagus putrescentiae,
CcMecCb (KONOCOK AYLUMCTbIN, exa cbopHasi, TPOCTHUK OObIKHOBEHHbIN,
nornesuLa), CBMUHOPOW NaneyaTthbin, TuMogeeBka, Penicillium notatum, Candida
albicans, newmHa o0ObIKHOBEHHas, MacnMHa eBponenckas, nnartaH, uea
Genas, Tononb, ceHb 6enbIin, cocHa 6enas, ANOHCKUIA Keap, akauus, HUBSIHUK
(MONOBHUK), 0AyBaHYMK, MOAOPOXKHUK, 30MbHUK, 30M10TAPHMK, aMapaHT, naTekxc,
NYenuHbIA 4, OCUHBIN S, CMECb (MbILUb, KPbICa), KPOMNMK, MOPCKas CBUHKA,
3MUTENUA OBLbI, XOMSIK, NoWwaab, TPECKa, CMeCh (TyHeL, fT0COCb), CMeCb
(kambana, aH4yoyc (xamca), canga), cmecb (nobcTep, kanbmap), yropb, CMecb
(Muaun, ycTpuubl, MOPCKOM MOMMOCK, rpebeLu

14 450

17.35.A

Anneprokomnnekc pecnupatopHbin PROTIA (Kopes), IgE, 60 annepreHos:
obwwui IgE, pomawwHsas noink, O. pteronyssinus, D. Farinae, anuTenuin KoLk,
nepxoTb cobaku, ANYHbIN Benok, MONMoKo, TapakaH, apaxuc, coeBble 6006bl,
nweHuua, onbxa, 6epésa, oyd, ambpo3ns BbiCOKas, XMefb, MOfbIHb,
Alternaria alternata, Cladosporium herbarum, Aspergillus fumigatus, kpa6sl,
KpeBeTKM, ckyMOpusi, poxxb, CCD, nepcuk, si6noko, KyHXyT, Acarus siro,
Tyrophagus putrescentiae, cmecb (KONOCOK OyLUNCTLIN, exa cbopHas,
TPOCTHMK OObIKHOBEHHbIN, MONEBMLA), CBUHOPOW Nanb4aTbii, TUMOGeeBKa,
Penicillium notatum, Candida albicans, newuvHa, macnuHa, nnartaH, uesa
6enas, Tononb, siceHb 6enbii, cocHa benas, ANOHCKUIA Keap, akauusi, HUBSIHUK
(MONOBHUK), 0OQYBaHYUK, MOJOPOXKHMK, 30MbHMK, 30M10TapHKK, aMapaHT, naTekc,
NYENUHBIA 4, OCUHBIN A4, CMeCb (MblLLb, KpbiCa), KPOMNWK, MOpPCKasi CBMHKA,
ANUTENUIA OBLbI, XOMSIK, NoWwaab

10 100

17.35.0

MecTtHble aHecTeTukn Ne 2 HoBokawnH/IlngokavH, IgE

2950

17.35.0

Anneprokomnnekc cmelanHbin Ne1, IgE, MOA: knewwy Derm.pteronyssinus,
knew, Derm.farinae, onbxa, Gepesa, newmHa, CMecb TpaB, POXb, NOJbIHb,
NOAOPOXKHMK, KOLLKA, Nowaab, cobaka, Alternaria alternata, ssmdHbIn 6enok,
KOpPOBbE MOJIOKO, apaxmc, NIECHO OPEX, MOPKOBb, MLIEHNYHas MyKa, COEBbIE
©00bI

8 650

17.35.0

Anneprokomnnekc pecnupatopHbii Ne2, IgE, NPA: knewy, Derm.pteronyssinus,
knew, Derm.farinae, onbxa, 6epesa, newmHa, ay6, cMecb TpaB, POXb,
nonbliHb, MOAOPOXKHMK, KOLLKA, Nowaab, cobaka, Mopckasi CBUHKA, XOMSIK,
kponuk, Penicillium notatum, Cladospor.herbarum, Aspergillus fumigatus,
Alternaria alternata

8 650

17.35.0

Anneprokomnnekc nuweson Ne3, IgE, NPA: dyHOYK, apaxuc, rpeLknin opex,
MWHOAnNbHbIA OPEX, KOPOBbE MOMOKO, ANYHBIA BEMNOK, ANYHBIN XKENTOK, Ka3euH,
KapTodenb, cenbaepen, MOPKOBb, TOMaThbl, Tpecka, kpab, anenbcuH, A6noko,
NWeHnYHas Myka, pxaHas MyKa, KyHXyT, coeBble 600bl

8 650

17.35.0

Anneprokomnnekc neaunatpuyeckuii Ned, IgE, NDA: knewy
Derm.pteronyssinus, knew, Derm.farinae, 6epesa, cMecb TpaB, KOLLKa,
cobaka, Alternaria alternata, kopoBbe MONoOKo, a-nakransOyMuH,
b-nakTornobynuH, kasenH, AMYHbIN 6ok, SUYHBIN XENTOK, Obluunia
CbIBOPOTOYHbIV anbbymuH, coeBble 606bl, MOPKOBb, KapTodenb, NeHNYHas
MyKa, PyHOYK, apaxuc

8 650

17.35.0

Anneprokomnnekc pecnupatopHbin RIDA-screen Ne2, IgE

6 950

17.35.0

Anneprokomnnekc negunatpudeckunin RIDA-screen Ne4, IgE

6 950

17.35.0

Anneprokomnnekc nuweson RIDA-screen Ne3, IgE

6 950

17.35.0

Anneprokomnnekc cmewwanHbin RIDA-screen Ne1, IgE

6 050

17.35.0

MecTHble aHecTeTukn Ne 1 ApTukamH/CkangoHecr, IgE

2 950




17.35.H

Anneprokomnnekc cmewwanHbin Ne1, IgE, XJA: knew, Derm.
pteronyssinus,knew Derm.farinae, onbxa, 6epesa, newuHa, cMecb Tpas,
POXb, MOMbIHb, MOAOPOXHMK, KOLLKA, Nowaab, cobaka, Alternaria tenuis,
ANYHBIN Benok, KOpoBbE MOMOKO, apaxmc, pyHOYK, MOPKOBb, MLUEHNYHas
MyKa, coeBble 600bI

17.35.H

Anneprokomnnekc pecnupatopHbii Ne2, IgE, UXNA: knew, Derm.
pteronyssinus, knew, Derm.farinae, onbxa, 6epesa, newwmHa, oy6, cmecb
TpaB, POXb, NOMbIHb, NOAOPOXHKK, KOLLUKA, NoLwaab, cobaka, MopcKas CBUHKA,
XOMSIYOK, KPOMUK, CMECH anfnepreHoB nreceHu

17.35.H

Anneprokomnnekc nuweson Ne3, IgE, UXIA: dyHAYK, apaxuc, rpeukmii opex,
MWHOAnNbHbIA OPEX, KOPOBbE MOSOKO, ANYHBIA BEMNOK, ANYHBIN KENTOK, Ka3euH,
KapTodenb, cenbaepen, MOPKOBb, TOMaThbl, Tpecka, kpab, anenbcuH, A6noko,

NWeHnYHas Myka, pXxaHas Myka, KyHXyT, coeBble 600bl

17.35.H

Anneprokomnnekc negunatpudeckun Ned, IgE, MUXNA: knew, Derm.
pteronyssinus, knew Derm.farinae, 6epesa, cmecbh TpaB, KoLlka, cobaka,
Alternaria tenuis, KOpoBbe MONOKO, a-naktansbyMuH,b-nakTornobynuH,
Ka3euH, An4dHbIA Benok, SUYHbIN XXENTOK, roBsgnHa, coeBble 606bl, MOPKOBb,
KapTodoensb, nweHn4yHasa myka, yHayK, apaxmc

17.36.A OBomykong sanua, anneprokomnoHeHT nGal d1, 233 4 250
17.36.A Apaxuc, anneprokoMmnoHeHT IgE (ImmunoCAP), f423 rAra h2 3 800
17.36.A Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 3800
17.36.A Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f427 rAra h9 3 800
17.36.AKapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1 3800
17.36.A Omera-5 MuaguH nweHuubl, anneprokoMnoHeHT IgE (ImmunoCAP), f416 rTri

a19 3 800
17.36.A TponomMMo3nH KpeBeTok, anneprokomnoHeHT IgE (ImmunoCAP), 351 rPen a1 3800
17.36.A KasenH, KopoBbE MOMNOKO, anneprokoMnoHeHT nBos d8, f78 4 250
17.36.AJnsoumnm snua, anneprokoMmnoHeHT, k208 nGal d4 4 250
17.36.A Anbda-naktansbymuH, anneprokomnoHeHT, f76 nBos d4 4 250
17.36.A beta-naktornobynuH, anneprokomnoHeHT, f77 nBos d5 4 250
17.36.A OBanbbymuH Anla, anneprokoMnoHeHT, f232 nGal d2 3 800
17.36.ACos (G. max), anneprokomnoHeHT, f353 rGly m4PR-10 4 250
17.36.A Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f352 rAra h8 3 800
17.36.A Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra h1 3800
17.37.AKowka, anneprokomnoHeHT, €94 rFel d1 4 350
17.37.A Bblunin CbIBOPOTOYHBIN anbOymuH, anneprokomnoHeHT, €204 nBos d6 (BSA) 4 350
17.37.A Cobaka, anneprokomnoHeHT, €101 rCan f1 4 350
17.37.A Cobaka, anneprokomnoHeHT, €102 rCan 2 4 350
17.37.ACobaka, anneprokomnoHeHT IgE (ImmunoCAP), €221 nCan f3 4 350
17.38.A bepesa, anneprokomnoHeHT, 215 rBet v1 PR-10 3800
17.38.A bepesa, anneprokomnoHeHT, 1221 rBet v2, rBet v4 3 800
17.39.A AMbpo3us, anneprokomnoHeHT, w230 nAmb a1 4700
17.39.A TumodpeeBka nyrosasi, anneprokomnoHeHt, g213 rPhl p1, rPhl p5b 3 800
17.39.A TumocpeeBka nyrosasi, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12 3800
17.39.AMNonbiHb, anneprokoMnoHeHT, w231 nArt v1 4700
17.39.AMNonblHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3 3800
17.39.A TumodpeeBka nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g208 rPhl p4 3 800
17.4.A1Exa cbopHas (Dactylis glomerata) IgE, G3 850
17.4.A1Matnuk nyrosow (Poa pratensis) IgE, G8 850
17.4.A1|OBec kynbTMBUPOBaHHbLIN (Avena sativa) IgE, G14 850
17.4.A1 OBscanHuua nyrosas (Festuca elatior) IgE, G4 850
17.4.A1[MNonesunua (Agrostis alba) IgE, G9 850
17.4.AM|MNMwenwnua (Triticum sativum) IgE, G15 850
17.4.A1[Poxb kynbeTMBupoBaHHas (Secale cereale) IgE, G12 850
17.4.A1|Poxb mHoroneTtHss (Lolium perenne) IgE, G5 850
17.4. A1 TumocpeeBka (Phleum pratense) IgE, G6 850
17.4.A2ByxapHuk wepctuctoin (Holcus lanatus) IgE, G13 850
17.4.A2MNogconHevHuk IgE 1900
17.4.A2 AmBpo3unsa obbikHOBEHHas (Ambrosia elatior) IgE, W1 850
17.4.A2Kpanuea geyanomHas (Urtica dioica) IgE, W20 850
17.4.A2 Ambposunsa cmelwaHHasa (Heterocera spp.) IgE, W209 850
17.4.A2Jlebena cepetowlasn (Atriplex canescens) IgE, W75 850




17.4.A2Mapsb 6enasi (Chenopodium album) IgE, W10 850
17.4. A3 dukyc IgE, K81 850
17.4. A3 OayBaHuuk (Taraxacum officinale) IgE, W8 850
17.4.A3MNogopoxHuk (Plantago lanceolata) IgE, W9 850
17.4.A3MNonbiHb ropbkas (Artemisia absinthum) IgE, W5 850
17.4.A3MNonbiHb 0bbIkHOBEHHas (Artemisia vulgaris) IgE, W6 850
17.4.A3NocTteHHnua nekapcteeHHas (P. officinalis) IgE, W19 850
17.4.A3Pomawka (HuBsaHuK) (Ch. leucanthenum) IgE, W7 850
17.4.A3Jlebena yeueBunueobpasHas (A. lentiformis) IgE, W15 850
17.4.AgKonocok gywmcteii (Anthoxantum odoratum) IgE, G1 850
17.4.A7 Koctpey 6e3ocTbii (Bromus inermis) IgE, G11 850
17.4.A8Pbinbua kykypysHble (Zea mays) IgE, G202 850
17.4.A9Jlncoxsoct nyrosou (Alopecurus pratensis) IgE, G16 850
17.40.A Abpukoc IgE, F237 850
17.40.A Asokapo IgE, FO6 850
17.40.AAHaHac IgE, F210 850
17.40.AAnenbcuH IgE, F33 850
17.40.AbanaH IgE, F92 850
17.40.ABuHorpag IgE, F259 850
17.40.ABuwHs IgE, F242 850
17.40.AlpenndopyT IgE, F209 850
17.40.Alpywa IgE, F94 850
17.40.A0biHs IgE, F87 850
17.40.ANnxnp IgE, F402 850
17.40.AKuBn IgE, F84 850
17.40.AKny6Huka IgE, F44 850
17.40.AKokoc IgE, F36 850
17.40.AJlumoH IgE, F208 850
17.40.AMatro IgE, F91 850
17.40.ANepcuk IgE, F95 850
17.40.ACnuBa IgE, F255 850
17.40.A Xypma IgE, F301 850
17.40.AA6noko IgE, F49 850
17.40.AArogbl (YepHuka, ronybuka, 6pycHuka) IgE, F288 850
17.40.AMaHgapuH IgE 1400
17.41.ABbaknaxaH IgE, F262 850
17.41.AKanycta 6pokkonu IgE, F260 850
17.41.AKanycTta 6ptoccenbckas IgE, F217 850
17.41.AKanycTta ko4aHHas IgE, F216 850
17.41.AKanycta uBetHas IgE, F291 850
17.41.AKaptodens IgE, F35 850
17.41.AMopkosb IgE, F31 850
17.41.ATeikBa IgE, F225 850
17.41.ATomar IgE, F25 850
17.41.AOrypeu IgE, F244 850
17.41.ACnapxa IgE, F261 850
17.41.AlMetpywka IgE, F86 850
17.41.ACenbaepen IgE, F85 850
17.41.AlWnunar IgE, F214 850
17.41 ATlyk IgE, F48 850
17.41.AlNepey kpacHbli (nanpuka) IgE, F218 850
17.41.ANepew 3eneHbivi IgE, F263 850
17.42.AYeveBuua IgE, F235 850
17.42.ABo6bl coesble IgE, F14 850
17.42.ATopolwek 3eneHbi IgE, F12 850
17.42. AHyT (Typeukwuii ropox) IgE, F309 850
17.42.A daconb 6enas IgE, F15 850
17.42. Adaconb 3eneHas IgE, F315 850
17.42. A daconb kpacHas IgE, F287 850
17.43.AApaxuc IgE, F13 850




17.43.AMpeukmnn opex IgE, F256 850
17.43.AMungans IgE, F20 850
17.43.AKewnto IgE, F202 850
17.43.Aducrawkm IgE, F203 850
17.43. Adynaoyk IgE, F17 850
17.44 ACsuHuHa IgE, F26 850
17.44 ATosaguHa IgE, F27 850
17.44 AbapanuHa IgE, F88 850
17.44 AWnpeiika IgE, F284 850
17.44 AKypuHoe msaco IgE, F83 850
17.45.A beta-naktornobynuH IgE, F77 850
17.45.AKaseuH IgE, F78 850
17.45.ACbip Tvna "Yepnep" IgE, F81 850
17.45.ACbip Tvina "Moyng" IgE, F82 850
17.45.AMonoko kopoBbe IgE, F2 850
17.45.AMonoko kunsyeHoe IgE, F231 850
17.45.A CbiBOpoTKa MmonoyHas IgE, F236 850
17.45.A Anbha-naktoansbymuH IgE, F76 850
17.46.AKambana IgE, F254 850
17.46.AJlocochk IgE, F41 850
17.46.ACapguHa IgE, F61 850
17.46.A Ckymbpus IgE, F50 850
17.46.ATpecka IgE, F3 850
17.46.ATyHey, IgE, F40 850
17.46.AdPopens IgE, F204 850
17.46.AKpab IgE, F23 850
17.46.AKpeseTku IgE, F24 850
17.46.AJlo6eTep (omap) IgE, F80 850
17.46.AMugwns IgE, F37 850
17.46.ANpebeLwok IgE, F338 850
17.46.AYctpuubl IgE, F290 850
17.47 AdvnHnku IgE, F289 850
17.47.AMacno noaconHeyHoe IgE, K84 850
17.47 ATpnbbl (wamnuHboHbl) IgE, F212 850
17.47 AKynxyT IgE, F10 850
17.47 . AKodoe IgE, F221 850
17.47 AKakao IgE, F93 850
17.47 Alllokonag IgE, F105 850
17.47 Adpoxkn nekapckue IgE, F45 850
17.47 Alpoxokm nueHble IgE, F403 850
17.47.AConog IgE, F90 850
17.47.AYecHok IgE, F47 850
17.47 ABanunb IgE, F234 850
17.47 ATopumua IgE, F89 850
17.47 ANmGmps IgE, F270 850
17.47 AKappu (npunpasa) IgE, F281 850
17.47 AlNasposbin nuct IgE, F278 850
17.47 AMsTa IgE, F405 850
17.47 .AlMepey YepHbin IgE, F280 850
17.48.AAnuo kypuHoe IgE, F245 850
17.48 AXenTtok anyubin IgE, F75 850
17.48.Abenok anyHbiIv IgE, F1 850
17.48.A OanbbymuH IgE, F232 850
17.48.A Osomykomng IgE, F233 850
17.49.AKnewkosuHa (rntotenH) IgE, F79 850
17.49.AMyka rpeyHesas IgE, F11 850
17.49.AMyka kykypy3Has IgE, F8 850
17.49.AMyka oscsHas IgE, F7 850
17.49.AMyka nweHun4yHas IgE, F4 850
17.49.AMyka pxaHas IgE, F5 850




17.49.AMyka sumeHHas IgE, F6 850
17.49.AMNpoco IgE, F55 850
17.49.APuc IgE, F9 850
17.50.A Abpukoc 1gG, F237 850
17.50.A Aeokago IgG, F96 850
17.50.A AHaHac 1gG, F210 850
17.50.AAnenbcuH 1IgG, F33 850
17.50.ABbanaH 1gG, F92 850
17.50.ABuHorpag 1gG, F259 850
17.50.ABuwHs IgG, F242 850
17.50.ApenndpyT IgG, F209 850
17.50.Alpywa IgG, F94 850
17.50.A0biHs 1gG, F87 850
17.50.ANnxnp 1gG, F402 850
17.50.AKuen IgG, F84 850
17.50.AKny6Huka IgG, F44 850
17.50.AKokoc IgG, F36 850
17.50.AJlumoH 1gG, F208 850
17.50.AMatro IgG, F91 850
17.50.AMNepcuk IgG, F95 850
17.50.ACnusa IgG, F255 850
17.50.A Xypma IgG, F301 850
17.50.AA6noko IgG, F49 850
17.50.AAroabl (YepHuka, ronybuka, 6pycHuka) IgG, F288 850
17.51.ABbaknaxaH IgG, F262 850
17.51.AKanycta 6pokkonu IgG, F260 850
17.51.AKanycta 6ptoccenbckas IgG, F217 850
17.51.AKanycta koyaHHas IgG, F216 850
17.51.AKanycrta uetHas IgG, F291 850
17.51.AKaptodbens 1gG, F35 850
17.51.AMopkosb I1gG, F31 850
17.51.ATeikBa 1gG, F225 850
17.51.ATomar IgG, F25 850
17.51.AOrypeu IgG, F244 850
17.51.ACnapxa IgG, F261 850
17.51.ANetpywka IgG, F86 850
17.51.ACenbaepein IgG, F85 850
17.51.AlllnuHar 1gG, F214 850
17.51.AYecHok IgG, F47 850
17.51.Alyk 1gG, F48 850
17.51.AlNepey kpacHbli (nanpuka) 1gG, F218 850
17.51.ANepew 3eneHbini 1I9G, F263 850
17.52.AYeveBuua IgG, F235 850
17.52.Abo6bl coesble 19G, F14 850
17.52.ATopowek 3eneHbin IgG, F12 850
17.52.AHyT (Typeukui ropox) IgG, F309 850
17.52.A daconb 6enas IgG, F15 850
17.52.Adaconb 3eneHas IgG, F315 850
17.52.Adaconb kpacHas 1gG, F287 850
17.53.AApaxuc IgG, F13 850
17.53.AMpeukun opex IgG, F256 850
17.53.AMungans 1gG, F20 850
17.53.AKewnto I1gG, F202 850
17.53.Aductawkm IgG, F203 850
17.53.AdyHayk 1gG, F17 850
17.54.ACsuHunHa IgG, F26 850
17.54 AlTossaguna IgG, F27 850
17.54 . ABbapanuHa IgG, F88 850
17.54 AWnpeiika IgG, F 284 850
17.54.AKypuHoe msco IgG, F83 850




17.55.A beta-naktornobynuH IgG, F77 850
17.55.AKaseunH IgG, F78 850
17.55.ACblp Tvna "Yepgep" 19G, F81 850
17.55.ACbip Tvina "Moyng" IgG, F82 850
17.55.AMonoko kopoBbe 1gG, F2 850
17.55.AMonoko kunsyeHoe 1gG, F231 850
17.55.A CbiBOpoTKa MonoyHas 1gG, F236 850
17.55.A Anbba-naktoansbymuH IgG, F76 850
17.56.AKambana IgG, F254 850
17.56.AJlococs 1gG, F41 850
17.56.A CapguHa IgG, F61 850
17.56.A Ckymbpus IgG, F50 850
17.56.A Tpecka IgG, F3 850
17.56.ATyHey, 1gG, F40 850
17.56.AdPopens IgG, F204 850
17.56.AKpab IgG, F23 850
17.56.AKpeseTku 1gG, F24 850
17.56.AJlobeTtep (omap) 1gG, F80 850
17.56.AMugwus 1gG, F37 850
17.56.Apebewok IgG, F338 850
17.56.AYctpuubl 1gG, F290 850
17.57 A®uHnku IgG, F289 850
17.57.AMacno noaconHeyHoe 1gG, K84 850
17.57 .ATpnbbl (wamnuHboHbl) 1gG, F212 850
17.57 AKynxyT IgG, F10 850
17.57.AKooe I1gG, F221 850
17.57.AKakao IgG, F93 850
17.57.Alllokonaa 19G, F105 850
17.57 A dpoxokn nekapckue 1gG, F45 850
17.57 .Alpoxokn nueHble IgG, F403 850
17.57.AConog IgG, F90 850
17.57.ABanvneb IgG, F234 850
17.57.Alopunua IgG, F89 850
17.57 . ANmbupsb 1gG, F270 850
17.57.AKappu (npunpaea) IgG, F281 850
17.57 .AlNasposbivi nucT IgG, F278 850
17.57. AMsrTa IgG, F405 850
17.57.ANepeu yepHbinn IgG, F280 850
17.58. A Anuo kypuHoe IgG, F245 850
17.58.AXKentok anyHbvi 1I9G, F75 850
17.58.Abenok anyHbin IgG, F1 850
17.58.A OsanbbymuH 1gG, F232 850
17.58.A Osomykoung 1gG, F233 850
17.59.AKnenkosuHa (rntoTeH) 19G, F79 850
17.59.AMyka rpeyvHeBas IgG, F11 850
17.59.AMyka kykypysHas IgG, F8 850
17.59.AMyka oBcsHas IgG, F7 850
17.59.AMyka nweHnyHas IgG, F4 850
17.59.AMyka pxaHas 1gG, F5 850
17.59.AMyka sumeHHas IgG, F6 850
17.59.AMpoco IgG, F55 850
17.59.APuc IgG, F9 850
17.60.A AnenbcuH, f33 1450
17.60.AKny6Huka, f44 1450
17.60.AJlumoH, f208 1450
17.60.AA6noko, f49 1450
17.60.A Abpukoc IgE (ImmunoCAP), f237 1450
17.60.A Asokago IgE (ImmunoCAP), f96 1450
17.60.A AHaHac IgE (ImmunoCAP), 210 1450
17.60.A Apby3 IgE (ImmunoCAP), f329 1450




17.60.ABaHaH IgE (ImmunoCAP), f92 1450
17.60.ABuHorpag IgE (ImmunoCAP), f259 1450
17.60.ABuwns IgE (ImmunoCAP), f242 1450
17.60.ApenndpyT IgE (ImmunoCAP), f209 1450
17.60.AMpywa IgE (ImmunoCAP), f94 1450
17.60.A 0biHs IgE (ImmunoCAP), f87 1450
17.60.AKuneu IgE (ImmunoCAP), f84 1450
17.60.AManuHa IgE (ImmunoCAP), 343 1450
17.60.AMaHro IgE (ImmunoCAP), f91 1450
17.60.AMangapuH IgE (ImmunoCAP), 302 1450
17.60.AMNepcuk IgE (ImmunoCAP), f95 1450
17.60.A CmopoguHa kpacHas IgE (ImmunoCAP), 322 1450
17.61.AKapTtodens, f35 1450
17.61.AMopkoBsb, 31 1450
17.61.ATomarthl, 25 1450
17.61.ATeikBa, f225 1450
17.61.ALiBeTHas kanycTa, f291 1450
17.61.ABbaknaxaH IgE (ImmunoCAP), f262 1450
17.61.ABpokkonu IgE (ImmunoCAP), 260 1450
17.61.AKanycta 6enokodaHHas IgE (ImmunoCAP), f216 1450
17.61.AJlyk IgE (ImmunoCAP), f48 1450
17.61.AOrypeu IgE (ImmunoCAP), f244 1450
17.61.AMNanpuka, cnagkun neped Ige (ImmunoCAP), 218 1450
17.61.ANetpywka IgE (ImmunoCAP), f86 1450
17.61.A CaxapHas csekna IgE (ImmunoCAP), f227 1450
17.61.ACenbaepen IgE (ImmunoCAP), f85 1450
17.61.AlWnuHat IgE (ImmunoCAP), 214 1450
17.62.ACosq, f14 1450
17.62.ATopox IgE (ImmunoCAP), f12 1450
17.62.Adaconb 6enas (benble 606bl1) IgE (ImmunoCAP), f15 1450
17.63.AApaxuc, f13 1450
17.63.Apeukmn opex IgE (ImmunoCAP), f256 1450
17.63.AMuHgane IgE (ImmunoCAP), f20 1450
17.63.A®yHayk IgE (ImmunoCAP), f17 1450
17.64.AToBsguvHa, f27 1600
17.64.ANnpenika, msaco, f284 1600
17.64.AKypuua, msco, f83 1600
17.64.ACBnHuHa, f26 1600
17.64.ABbapaHuHa IgE (ImmunoCAP), f88 1600
17.64.AMsco kponuka IgE (ImmunoCAP), 213 1600
17.65.A Kosbe monoko, f300 1600
17.65.AMonoko, 2 1600
17.65.AMonoko kunsveHoe, f231 1600
17.65.ACbip c nneceHbio IgE (ImmunoCAP), f82 1600
17.65.ACbip Yepaep IgE (ImmunoCAP), f81 1600
17.66.AKpesetka IgE (ImmunoCAP), f24 1600
17.66.AJlococb, 41 1 600
17.66.A Tpecka, f3 1600
17.66.A ®openb, 204 1 600
17.66.AKanbmap IgE (ImmunoCAP), f258 1600
17.66.AKpab IgE (ImmunoCAP), f23 1 600
17.66.A CuHasa muamns IgE (ImmunoCAP), f37 1600
17.66.ATyHeu IgE (ImmunoCAP), f40 1600
17.67.A dpoxokun nekapckue, f45 1400
17.67.AKakao, f93 1400
17.67.AKodpe, 3epHa, f221 1400
17.67.ABanunb IgE (ImmunoCAP), 234 1400
17.67.ATpnbbl (wamnuHboHbl) IgE (ImmunoCAP), 212 1400
17.67 AKynxyT IgE (ImmunoCAP), f10 1400
17.67.ACemena maka IgE (ImmunoCAP), f224 1400




17.67.AYan IgE (ImmunoCAP), f222 1400
17.67.AYecHok IgE (ImmunoCAP), f47 1400
17.67.AXenatuH kopoBun (nuwiesasi gobaska E441) IgE (ImmunoCAP), c74 1400
17.68.AKoHanbbymuH anua, anneprokomnoHeHT IgE (ImmunoCAP), 323 nGal d3 4 250
17.68.AAnynbin 6enok, f1 2550
17.68.A AnyHbIN XxenTok, f75 2 550
17.68.AAnuo, 245 1 600
17.69.AMNoaconHevHunk IgE (ImmunoCAP), w204 1 300
17.69.AntoTeH (knenkosuHa), f79 1600
17.69.ANweHunua, f4 2550
17.69.AMpeunxa, rpednyHasn myka, f11 1400
17.69.A OBec, oBcsiHas myka, f7 1400
17.69.APuc, 9 1750
17.69.APoxb, pxxaHasa myka, f5 1750
17.69.AKykypy3sa IgE (ImmunoCAP), f8 1600
17.69.ANpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55 1600
17.69.AAumenb IgE (ImmunoCAP), f6 1600
17.7.A1| Jomawnas nemnb Tvn (Greer) IgE, h1 850
17.7.AgMNbinb nweHnyHon mykm IgE, K301 850
17.7.A7| Jomawnsas neinb (Holister) IgE, h2 1050
17.70.AKnew gomawHen nbinun D. pteronyssinus, d1 1400
17.70.AKnew, gomawHen neinu D.farinae, d2 1400
17.71.AAlternaria alternata, anneprokomnoHeHT, m229 rAlt a1 3900
17.71.AlMnecHesbin rpub (Alternaria alternata) IgE (ImmunoCAP), m6 1600
17.71.AMnecHeBbin rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1600
17.71.ATpnbbl poga kananga (Candida albicans) IgE (ImmunoCAP), m5 1600
17.71.A CtacmnokokkoBbli 3HTEPOTOKCUH B IgE (ImmunoCAP), m81 1750
17.71.ACtadmnokokkoBbin aHTepoToKeUH A IgE (ImmunoCAP), m80 1750
17.73.APopmanbaerna (dpopmanuH) IgE (ImmunoCAP), k80 1400
17.73.Alatexkc IgE (ImmunoCAP), k82 1400
17.74 ANennyunnuu G IgE (ImmunoCAP), c1 2 050
17.74 ANenvumnnnun V IgE (ImmunoCAP), c2 2050
17.74 A XnoprekemanH IgE (ImmunoCAP), c8 1400
17.75.ABepesa, anneprokomnoHeHT Bet v1, IgE 2 300
17.75.AMNonblHb, anneprokomnoHeHT Art v1, IgE 2 300
17.75.A TumodpeeBka nyrosasi, anneprokomnoHeHT Phl p1, Phl p5, IgE 2 300
17.75.A TumochbeeBka nyrosasi, anneprokomnoHeHT Phl p7, Phl p12, IgE 2 300
17.75.ABepesa, anneprokomnoHeHT Bet v4, IgE 2 300
17.75.AKowka, anneprokomnoHeHT Fer d1, IgE 2 300
17.76.A Anunsaknga IgE (ImmunoCAP), p4 1600
17.76.AAckapvga IgE (ImmunoCAP), p1 1600
17.8.A1Knew-gepmatodar myyHon (D. farinae) IgE, D2 850
17.8.A2Knew-gepmatodar nepuHHbin (D.pteronyssinus) IgE, D1 850
17.9.A1|pnbbl poga kaHanga (Candida albicans) IgE, M5 850
17.9.A2MNnecHeBbIn rpnb (Chaetomium globosum) IgE, M208 850
17.9.A3MnecHesbin rpub (Aspergillus fumigatus) IgE, M3 850
17.9.A4 MnecHeBbIn rpub (Alternaria tenuis) IgE, M6 850
17.9.A81necHesbin rpub (Cladosporium herbarum) IgE, m2 1150
17.9.Aq MNMnecHebI rpub (Penicillum notatum) IgE, m1 1300
18.1.A8 *Ankoronb B Mo4ye 2600
18.1.D1OnpegeneHne ankorons B KpOBU 250
18.1.D1 CKp1HUHIOBOE BbISIBIEHNE B MOY€ HAPKOTUYECKMX BeLLecTB (KaHHabuonaos,

kokauHa, MOMA (akcTa3n), meTagoHa, MmeTamceTamMnHoB, ONUAaToB) U

NCUXOAKTUBHbLIX BELLEeCTB (aMdpeTaMuHOB, 6apbuTypaTtos, 6eH304Ma3enunHOB,

TPULMKINYECKMX aHTUAENPECCAHTOB) C nAEHTUMMKaLNEN UX rPynnoBow

NPUHaANeXHOCTH 3 800
18.1.DZ BricokocneundmnyHoe BbISBIIEHME B BONIOCAX HAPKOTUYECKNX U

NCUXOaKTUBHbIX BELLECTB C MX TOYHON naeHTUduKaumnemn 13 800




18.1.D3

BbicokocneunduyHoe BbISIBEHNE B MOYE HAPKOTUYECKNX BELLECTB
(kaHHabuoungos, kokanHa, MOMA (skcTasu), MeTagoHa, MeTaMdeTamMmHa,
onuaToB), MCMX0AKTUBHbIX BellecTB (amdeTammHoB, 6apbuTtypaTos,
6eH304Ma3enHoB, TPULIMKITMYECKMX aHTUAENPECCAHTOB) U MapKepoB

BpeAHbIX MPUBbIYEK (HUKOTMHA U ankorons) ¢ Nx TOMHOW naeHTndrkaumen 5150
18.2.A1JleBeTnpaLeTram, KONMYECTBEHHO 4 250
18.2.A1| Takponumyc 3800
18.2.A2 deHobapbuTan, KONUYECTBEHHO 4100
18.2.AZ Tonnpamart (tTonamakc, TonanencuH, Topean), KoNM4eCTBEHHO 4700
18.2.A3 duHnencuH (kapbamasenuH, TerpeTon), KoM4eCcTBEHHO 4100
18.2.A4IlTamMOoTpMaXnHBI (NamMuKTan), KOIM4eCTBEHHO 4700
18.2.AGBanbnpoesas kucnota (M ee NPON3BOAHbIE), KONTMYECTBEHHO 2700
2.0.A4.JAHTUTENA K @aHTUIEHaM 3pUTPOLUTOB, CyMMapHklie (B T.4. k Rh-chakTopy,

kpome AT no cucteme ABO) c onpegeneHnem Tutpa 850
2.0.A5.{Onpepenenne Kell aHtureHa (K) 1350
2.0.D1.JAHTuTENna no cucteme ABO 1750
2.0.D2.1Onpepenenne Hanuumsa aHtureHoB aputpountos C, ¢, E, e, CW, Kun k 1350
2.0.D3.]pynna kpoBu + Pesyc-thaktop 1050
20.0.A1BCR-ABL p210 t(9;22) kon. (b2a2/b3a2 cymmapHO) 5950
20.0.A3BCR-"ABLp230 t(9;22), kon." (bcr-ablp230 (9;22), kon.) 11 700
20.0.D1BCR-ABLp210 (9;22), ka4. (b2a2/b3a2 cymmapHo) 4 850
22.1.A1|TeHeTnYeCcKUin TECT Ha NaKTO3HYIO HenepeHocumocTb: MCMG6: -13910 T>C * 2600
22 1.A1TeHeTu4eckas npeapacnonoXeHHOCTb K ankoronnamMy (BeHO3Hasi KpoBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no UCCrnefoBaTenbLCKOMY

oTyery) 13 850
22 1.A1|AHTUreH cuctemol ructocoemectumoct HLA B51 3 550
22 1.A1{OQunarHoctrka cungpoma Xunsbepa (Mytaumsa reHa UGT1)* 5300
22.1.A2CunHgpom nIoMKon X XxpomMocombl (onpeaeneHne yncna nosropoB CGG B reHe

FMR1) 8750
22.1.AZnarHocTrka ceMenHon cpean3eMHOMOPCKOM nNMxopaaku (nepuogmnyeckast

6onesHb, reH MEFV). 11 650
22.1.A2TeH angporeHosoro peuentopa (AR), uncno CAG-nosTopoB 4750
22 .1.AZTeHotunnposaHue HLA-Cw6 npu ncopuase 5200
22.1.A2 lnarHocTurka npu xuposoi 6onesHn nevenn (reH PNPLA3) 5050
22.1.A2 CKpMHMHTI Ha HOCUTENBLCTBO HACNeACTBEHHbIX 3abonesaHun "basoBbin”

(FfeHomepn) 11 400
22.1.D1TeHoamarHocTmka 6onesHn BunbcoHa-KoHoBanosa (aHanv3 MyTauui reHa

ATP7B) 13 000
22.1.D1TeHeTUYECKUI PUCK Pa3BUTUSI paka MOIOYHOW Xenesbl U paka ANYHUKOB

(BRCA1, BRCA2 - 8 nokasatenen)* 6 900
22.1.D1leHeTnyeckasn npeapacnonoXeHHocTb K rmneptoHun (AGT, ADD1,

AGTR1,AGTR2, CYP11B2, GNB3, NOS3 -9 Touek)* 6 700
22.1.D1{WNpeaneHbiv Bec. [lneTa n uTHEC (BEHO3HAs KPOBb; reHeTn4eckne akTopsbl

nHAMBUAYanbHbIX 0COBEHHOCTEN OOMeHa BeLLeCTB; 3aKknioyeHne Bpaya -

nabopaTopHOro reHeTrka no UCCneaoBaTernbCKoOMy OTHETY)

PPARG2: C>G (rs1801282)

ADRB2: C>G (rs1042714)

ADRB2: A>G (rs1042713)

ADRB3: T>C (rs4994)

FABP2: G>A (rs1799883) 5200
22.1.D1Bbibepu cnopt. CKopocCTb, cuna, BbIHOCIMBOCTb (BEHO3HAs KPOBb;

reHeTn4Yeckas NPeapacnooXeHHOCTb K 3aHATUAM Pas3nnyHbIMW BUAaMm

cnopTa; 3aknioyeHne Bpaya - nabopaTopHOro reHeTuka no

nccnenoBaTenbCckoMy OTHETY)

ACE: I>D (rs4646994)

ACTN3: C>T (rs1815739)

AMPD1: C>T (rs17602729)

CNTF: G>A (rs1800169)

IL15RA: T>G (rs2296135)

L3MBTL4: G>T (rs341173)

PPARA: G> 12 050
22.1.D4TeHeTuveckas npeapacnonoXeHHOCTb k 6onesHn Anblrerimepa (BeHO3Hast

kpoBb; APOE E2/E3/E4; 3akntoyeHne Bpaya - NabopaTtopHOro reHeTMka no

nccnegoBaTenbCckoMy OTHETY) 6 700




22.1.D4TeH peuentopa ButamunHa D, nonumopdumam 283 A>G (Bsml) 1650
22.1.DZTeHeTuveckas gnarHocTnka cnuHaneHom MeiedHon atpocpum (SMN1, SMN2) 8 600
22.1.D4TeHognarHoCTUKa BpOXXAEHHOW rmnepnnasnm HaanovYeyHNKoB (MccnegoBaHune

15 myTtaumm B reHe CYP21A2 ¢ yyeTom nameHeHus B ncesgoreHe CYP21P) 14 050
22.1.D20ueHka BnusaHusa reHoe CYP2D6 n CYP2C19 Ha meTtabonuam

aHTMaenpeccaHToB MHMMBUTOPOB 0OpaTHOro 3axeaTta

CEpPOTOHUHA/HOpaJpeHanuHa — acuuTanonpam, uMranonpam, cepTparnvH,

NIOBOKCAMUH, NAPOKCETNH, BeHNnadakCuH (CntoHa) 8 600
22.1.DZTeHognarHoCcTUKa natonornmn nedveHn (oueHka mytaumi B reHax: HFE, ATP7B,

PiZ/S A1AT n PNPLA3) 11 300
22.1.D2 Onpepenenve mytaumn B reHax: BRCA1 (11 mytauni), BRCA2 (3 mytauun),

PALB2 (1 myTtaums), CHEK2 (4 myTtauun), NBN (1 myTaums), BEeHO3Has KpoBb 11 150
22.1.DZKomMnnekcHas reHeTuyeckas guarHocTmka CMHApOMa NoNuKUCTo3a ANYHNKOB

(CMKA), 6 nokasatenen 8 950
22.1.D3leHeTU4eCKU pUCK HapYLLEHWIA cucTeMbl cBepThiBaHua (F2, F5, F7, FGB,

F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touek)* 6 550
22.1.D3TeHoamarHocTmka 6onesHn MeHTUHrToHa (oueHka yncrna CAG-noBTOpoB B

reHe HTT) 5650
22.1.D3OunarHoctmka CFTR-accoummpoBaHHbIx 3aboneBaHuin: 6ecnnoaue,

naHkpeaTtut, MykoBucunaos (38 abeppaumn reHa CFTR) 19 150
22.1.D3PacwmpeHHas guarHoctvka nakrasHom HegoctatoyHoctn (MCM6: 13910

C>T, 13907 C>G, 13915 T>G, 14010 G>C) 2650
22.1.D4TeHeTuveckue gedektbl pepmeHToB ponatHoro umkna (MTHFR, MTR, MTRR

- 4 TouKn)* 3 800
22.1.DY4TeHeTUYECKNn PUCK OCITOXKHEHMIN BEPEMEHHOCTM M NaTonornm nnoga

(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR, MTRR -

12 Touvek)* 8 200
22.2.D1TeHeTu4ecku obycnoBrneHHas YyBCTBUTENBHOCTL K BapdapuHy (VKORC1,

CYP2C9, CYPA4F2 - 4 Toukn) 4 300
22.3.A1|AHTureHbl cuctemol rmctocoemectumoctu HLA Il knacc: nokyc DRB1 3450
22.3.AZ AHTureHsl cuctemsbl ructocoBmectumoctu HLA 1l knacc: nokyc DQA1 3450
22.3.A3 AHTUreHbl cuctemol ructocoemectumocty HLA Il knacc: nokyc DQB1 3450
22.3.A4 AHTnreH cuctembl ructocoeMmectumoctu HLA B27 3450
22.3.D3Komnnekc «eHoTMNMpoBaHMe Cynpy>Keckon napbl N0 aHTUreHam

rmcrocosmectumocTn HLA Il knacca» 17 000
22.3.D4 TunnposaHue HLA DQ2/DQ8 npwv Lenuakuu 8 300
22.3.H1AHTUreHbl cnctemol ructocoemectumoctu HLA Il knacc, reHoTunmupoBsaHue

(nokycel DRB1, DQA1, DQB1) 8 650
22 .4.D1BbisBneHve mukpogeneuuni B haktope azoocnepmum AZF (nokycel A, B, C) 5500
22.6.A1*UccnenosaHue kapuotmna (KapmotTunupoBaHme) 10 300
22.6.A1XMA npeHaTtanbHbI (aMHUOTUYECKAS XNOKOCTb/BOPCUHBI

XOpuoHa/nynoBuHHasi KpoBb ¢ S TA; BbisiBNeHME XPOMOCOMHOW NaTONOrmn:

aHeynnounauu, geneuny, oynnukauum; 3aknioyeHme Bpada - nabopatopHoro

reHeTvKa no UccrnefoBaTenbCKOMY OTHETY) 33 550
22.6.A1TonHoe cekBeHMpoBaHUe reHoma abopTtyca «PepTyc» (BOPCUHDI

XOpWOHa/TKaHW Nnoaa; 3aknoyeHre Bpaya - nabopaTopHOro reHeTvka no

nccnegoBaTenbCKOMY OTHETY) 130 100
22.6.A1 XMA 3K30HHOIO YpOBHS, KPOBb (BEHO3HAsi KPOBb; 3aKMOYeHWe Bpaya -

nabopaTopHOro reHeTrka no UCcneaoBaTernbCKoOMy OTHETY) 54 500
22.6.AZ**LluToreHeTn4eCKOe nccrnegoBaHmne KneTok KOCTHoro mosra (metogom FISH) 17 000
22.6.A3*KapuoTtun c abeppauusamm 11 050
22.6.A9MonekynspHoe kapnoTUnMpoBaHue matepmana aboprtyca (XpOMOCOMHbIV

MUKpOMaTPUYHbIN aHanu3, OnTuma) 20 400
22.6.A7/XMA - cTaHOapTHbIN (BEHO3HAs KPOBb, BOPCUHbI XOPUOHA; pa3peLleHme ot

200000 nap HykneoTMaOB; 3aKkmnoyeHne Bpaya - nabopaTopHOro reHeTunka no

nccrnenoBaTenbCKOMy OTYETY) 31700
22.6.A9 XMA onyxonesoi TkaHu, OHKOCKaH (onyxorneBas TkaHb; paspeLleHne ot

300000 nap HykneoTMaos) 89 600
22.6.D1KapuotunupoBaHme (KONMYeCTBEHHbIE U CTPYKTYPHbIE aHOMaNum XpoMoCOoM) 10 150
22.7.A1YcTtaHoBneHne oTuoBCTBa - AyaT (20 mapkepoB), (Mpegnonaraemslii oTel,

pebeHok)* 20 450
22.7.A1 QybnukaT 3aknoyeHns - YcTaHoBreHe poacTea 550
22.7.A2YcTaHoBneHne oTLoBCTBa - TpMo (20 mapkepoB), (Npegnonaraemol oTtel,

pebeHok, buonornyeckast matb)* 22 150




22.7.A3

YcTaHoBneHne matepuHcTBa - 4yaT (20 mapkepoB), (Npegnonaraemas matb,

pebeHok)* 20 450
22.7.A4YcTaHoBneHne matepuHcTBa - Tpuo (20 mapkepoB), (npegnonaraemasi MaTb,

pebeHok, buonoruyeckun orew,)* 22 150
22.7.A5 0epywka(b6abyLika)-BHyk(BHyYKa) - OyaT (24 mapkepa)* 25500
22.7.AqYHuBepcanbHbIN TECT HA yCTAHOBMNEHME POACTBA: AeayLika/6abyLuka -

BHYK/BHYYKa, ASAA/TETH - NNEMSAHHUK/NNEMSAHHMLA, POAHbIE/CBOAHbIE

GpaTtbs/cecTpbl (2 yyacTtHuka, oo 40 mapkepos [AHK unu nonosbix XpoMocom) 24 750
22.7.A7 JononHuTenbHbIN y4acTHUK Ne 1 6 850
22.7.A8 JononHuTenbHbIN y4acTHUK Ne 2 6 850
22.7.A9[JononHuTenbHbIN y4acTHUK Ne 3 6 850
22 .8.A1Onpenenenne mytaumn BRAF, KRAS, NRAS (onyxoneBas TkaHb;

3akntoyeHre Bpada - NnabopaTopHOro reHeTrka no UCcrnefoBaTenbCKOMY

oTyery) 17 900
22.8.A1[XKXugkoctHas 6uoncus, 57 reHoB (BEHO3Has KPOBb; 3aKIOYEHNE Bpaya -

nabopaTopHOro reHeTMKa no UCCneaoBaTerlbCKkoMy OTHETY) 99 000
22 .8.A1|OHkoKapTa, 60 reHoB (onyxoneBas TKaHb; 3aK4eHne Bpaya -

nabopaTopHOro reHeTrKa no NccrnegoBaTenbCKOMyY OTHETY) 69 800
22.8.A1|Onpegenenne TpaHcnokauun reHa ALK, FISH (onyxonesast TkaHb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarenbCKoMy

OoTYeTy) 24 400
22 .8.A1|Onpepnenenne TpaHcnokaumm reHa ROS1, FISH (onyxonesas TkaHb;

3akntoyeHre Bpada - NnabopaTopHOro reHeTrka no UCCrnefoBaTeNnbCKOMY

oTyery) 24 400
22.8.A1|Onpepenenne yposHs akcnpeccun reHa PCA3 ([Npocta - TecT) 10 350
22.8.AZ2XKugkoctHasa Guoncus: pak TONCTOM KULLIKU 1 MenaHoMa (BEHO3Has! KPOBb;

myTauum B reHax BRAF, KRAS, NRAS; 3akntoueHue Bpaya - nabopatopHoro

reHeTvKa no UccrnefoBaTenbCKOMY OTHETY) 64 950
22.8.A30Onpegenenne mytaumi B reHax BRCA1, BRCA2, PALB2 (onyxoneBas TkaHb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarTenbCKoMy

oTyery) 32 500
22.8.A4Marenb "KeHckne HacnedcTBEHHbIE Onyxonu" (BeHO3Hasi KpOBb; 3aKMYeHne

Bpaya - NabopaTopHOro reHeTrKa no NccrnegoBaTenbCKOMy OTHETY) 62 650
22.8.A9TMaHenb "HacneacTBeHHbIM pak MOSTOYHOM Xernesbl" (BEHO3Has KPOBb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarTenbCKoMy

OoTYeTy) 62 650
22.8.AqMNaHenb "HacneacTBeHHbIN pak TONCTON KMLWKU" (BEHO3Has KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no MccrnefoBaTenbCKOMY

oTyery) 62 650
22.8.A7 OHkoKapTa, 57 reHoB (onyxoneBas TKaHb; 3akroyeHne Bpada -

nabopaTopHOro reHeTuKa no UCCneaoBaTerlbCKkoMy OTHETY) 64 950
22 .8.AgTMaHenb "HacnencTBeHHbIE ONyxoneBble CUHAPOMBI" (BEHO3Has KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no MccrnefoBaTenbCKOMY

oTyery) 62 650
22.8.A90npegenenne myTtaumin B reHe NRAS, onyxoneBas TkaHb (3akrnoveHme Bpaya

- nabopaTopHOro reHeTnka Nno UCCneaoBaTerlbCKkoMy OTHETY) 13 050
22.8.D1 Onpepenenve mytaumm B rene BRAF (V600), onyxonesas TkaHb 14 450
22.8.D40npenenenne mytaumn B reHe EGFR, onyxonesas TkaHb 18 650
22.8.D3 Onpepenenve mytaumn B reHe KRAS, onyxonesasi TkaHb 14 450
22.8.D4 Onpepenenne mytaumii B reHe EGFR, kpoBb (>kugkocTHas Guoncus) 32 550
22.8.D9OnpepneneHne mykpocaTennuTHon HectabunsHocTu, MSI (onyxonesas TkaHb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no UCcrnegoBaTenbCKOMY

oTyery) 9750
22.9.A1|CekBeHnpoBaHMe MUTOXOHAPMANBLHOIO reHoMa (BeHO3Has KpOBb; 3aKfoveHne

Bpaya - nabopaTopHOro reHeTrka No UCCrefoBaTENbLCKOMY OTUETY) 56 450
22.9.A1MaHenb "3aboneBaHnsi COeQUHUTENBHOWN TKaHWU" (BEHO3HAsA KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no UccrnefoBaTenbCKOMY

oTyery) 56 950
22.9.A1|MaHenb "HacnencteeHHas TYroyxocTb" (BEHO3HAsA KpOBb; 3aKrtodeHne Bpaya -

nabopaTopHOro reHeTuKa no UCCneaoBaTerlbCKkoMy OTHETY) 56 950
22.9.A1MNanenb "HacneacTtBeHHbIe 3abonesBaHns rmas" (BeHO3Has KPoBb, 3aKHOYeHne

Bpaya - NabopaTtopHOro reHeTrKa No UCCnegoBaTeNbLCKOMY OTYETY) 56 950




22.9.A1

Manenb "HacnepctBeHHble 3aboneBaHusa XXKT" (BeHO3Has KpoBb;
3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarTenbCcKoMy

OoTYeTy) 56 950
22.9.A1MaHenb "HacnencTeeHHble 3ab6oneBaHnsi Noyek" (BEHO3Has KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no UccrnefoBaTenbCKOMY

oTyery) 56 950
22.9.A1{MaHenb "HacnencteeHHble 3aboneBaHns cepaua” (BeHO3Has KPOBb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarTenbCKoMy

OoTYeTy) 56 950
22.9.A1MaHenb "HacneacTBeHHble HapyLueHus obMeHa BelecTB" (BEHO3Has KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no UCCrnefoBaTenbCKOMY

oTyery) 56 950
22.9.A1|"HacnenctBeHHble HapyLleHNs penpogyKTUBHOM cuctemMbl” (BeHO3Has KpOBb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarenbCKoMy

OoTYeTy) 56 950
22.9.A1MaHenb "HacneacrteeHHble anunencumn” (BeHO3Has KPOBb; 3aKIOYEeHNe Bpaya

- nabopaTopHOro reHeTnka No UCCneaoBaTernbCkoOMy OTHETY) 56 950
22.9.A2KnnHnyeckoe cekBeHMpOBaHME 3K30Ma (BEHO3Has KPOBb; 3aKnioyeHne Bpaya

- nabopaTopHOro reHeTnka Nno UCCneaoBaTeslbCKkoMy OTHETY) 64 950
22.9.AZMaHenb "HenpogereHepaTnBHble 3aboneBaHmsa" (BEHO3Has KPOBb;

3akntoyeHre Bpada - nabopaTopHOro reHeTrka no MccrnefoBaTenbCKOMY

oTyery) 56 950
22.9.A2MaHenb "HepBHO-MbILEeYHble 3aboneBaHus" (BeHO3Has KPOBb; 3aKIto4eHMe

Bpaya - nabopaTtopHOro reHeTrka No UCCrefoBaTENbLCKOMY OTUETY) 56 950
22.9.AZ"TMepBrYHbIN UMMYHOOEMULIMT U HACNeACTBEHHbIE aHeMUN" (BEHO3HAS KPOBb;

3akntoyeHne Bpada - nabopaTopHOro reHeTyka no MCCrnefoBaTenbCKOMY

oTyery) 56 950
22.9.A2MaHenb "YMCTBEHHas OTCTanocTb U ayTuaM" (BEHO3Has KPOBb; 3aKmoyeHmne

Bpaya - nabopaTtopHOro reHeTrka No UCCrefoBaTENbLCKOMY OTHETY) 56 950
22.9.AZMaHenb "®akomaTosbl 1 HAaCNeaCTBEHHbIV pak” (BEHO3Hasi KPOBb; 3aKroyeHne

Bpaya - NabopaTtopHOro reHeTrKa No UCCnegoBaTeNbLCKOMY OTYETY) 56 950
22.9.A3lMonHoe cekBeHNpoBaHMe ak3oMa (BEHO3HAsA KpOBb; 3aKro4YeHne Bpaya -

nabopaTopHOro reHeTuKa no UCCneaoBaTerlbCkoMy OTHETY) 66 450
22.9.A4TonHoe cekBeHnpoBaHue reHoma GenomeUNI (BeHO3Has KpoBb; 3aknoveHue

Bpaya - NabopaTtopHOro reHeTrKa No UCCnegoBaTeNbLCKOMY OTYETY) 153 000
22.9.A9XngkoctHas buoncust npu pake nerkoro, 6asoBasi (BeHO3Has KPOBb; MyTaLMm

B reHax EGFR, KRAS, NRAS, BRAF; 3akntoueHne Bpaya - nabopaTopHoro

reHeTuka no NccrnegoBaTeribCkoOMY OTYETY) 54 150
22.9.Ag§XXugkoctHasa Guoncus npu pake nerkoro, paclumpeHHasi (BeHo3Has KpoBb;

myTauum B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1;

3akntoyeHne Bpada - nabopaTopHOro reHeTrka no UCCrnefoBaTenbLCKOMY

oTyery) 278 150
22.9.A7Pak nerkux, paclumpeHHas naHernb (onyxonesas TKaHb; MyTaumm B reHax ALK,

BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1; 3aknto4eHune Bpaya -

nabopaTopHOro reHeTuKa no UCCneaoBaTerlbCKkoMy OTHETY) 53 800
22.9.A8Pak nerkux, 6a3oBas naHernb (onyxoneBasi TkaHb; MyTauun B reHax EGFR,

KRAS, NRAS, BRAF; 3akntoueHue Bpaya - nabopaTtopHOro reHeTuka no

nccnegoBaTenbCcKoMy OTHETY) 19 300
22.9.A9 CKpUHWHI Ha HacneacTBeHHble 3aboneBanus, 2500 reHoB (BEHO3Has KPOBb;

3aKnYeHve Bpaya - nabopaTopHOro reHeTvka no nccrnegoBarenbCKoMy

OoTYeTy) 52 750
23.1.A1|Hatpui B kpoBu, cnektpomeTpus (Na) 1350
23.1.A1|bop B kpoBwU, cnekTpomeTpus (B) 1350
23.1.A1{AntoMmuHui B KpoBu, cnekTpomeTpust (Al) 1350
23.1.A1|KpemHuii B KpoBu, crniektpomeTpus (Si) 1350
23.1.A1{TutaH B kpoBu, cnekTpomeTpms (Ti) 1350
23.1.A1|Xpom B kpoBu, cnektpomeTpusd (Cr) 1350
23.1.A1{MapraHeu, B kpoBu, cnektpomeTtpus (Mn) 1350
23.1.A1[Kobanst B kpoBu, cnektpomeTpus (Co) 1350
23.1.A1{Hukenb B kpoBu, cnektpometpms (Ni) 1350
23.1.A1Mbiwbsk B KpoBK, cnekTpomeTpus (As) 1350
23.1.A1{CeneH B kpoBu, cnekTpomeTpus (Se) 1350
23.1.A2Kanui B kpoBu, cnektpomeTpusa (K) 1350
23.1.AZMonnbaeH B kpoBu, cnektpomeTpusi (Mo) 1350




23.1.A2Kagmuin B kposu, cnektpomeTpus (Cd) 1350
23.1.AZCypbMma B kpoBM, cnekTpomeTpus (Sb) 1350
23.1.A2PTyTb B KpoBW, cnekTpomeTpus (Hg) 1350
23.1.AZ CsuHew B kpoBu, cnektpomeTpus (Pb) 1350
23.1.A3Kanbumi B kposu, cnektpometpus (Ca) 1350
23.1.A4XKene3o B kpoBu, cnektpometpus (Fe) 1350
23.1.A9MarnHuin B kpoBu, cnektpomeTtpus (Mg) 1350
23.1.A7|UuHk B kpoBM, cnekTpomeTpus (Zn) 1350
23.1.A8Megp B kpoBu, cnektpomeTpus (Cu) 1350
23.1.A9NuTnin B kpoBw, cnekTpometpms (Li) 1350
23.10.0TacTtpollaHens (MactpuH-17 6a3oBbiii: MNencuHoreH |, MencuHoreH I, AHTUTENa

K xenukobakrepy, 1gG) 6 400
23.2.A1[Hatpuin B Bonocax, cnekrpometpus (Na) 1350
23.2.A1|Bbop B Bonocax, cnekrpometpus (B) 1350
23.2.A1 AntommnHunin B Bonocax, cnektpometpus (Al) 1350
23.2.A1|KpemHuin B Bonocax, cnektpometpus (Si) 1350
23.2.A1TutaH B BOnocax, cnekrpomerpus (Ti) 1350
23.2.A1|Xpom B Bonocax, cnekrpomeTpus (Cr) 1350
23.2.A1[MapraHeu, B Bonocax, cnekrpometpus (Mn) 1350
23.2.A1|Kobanst B Bonocax, cnekrpomeTtpus (Co) 1350
23.2.A1Hwvkenb B Bonocax, cnekrpometpus (Ni) 1350
23.2.A1Mbiwbsk B BOnocax, cnektpometpust (As) 1350
23.2.A1 CeneH B Bonocax, cnekrpomeTpus (Se) 1350
23.2.A2Kanui B Bonocax, cnektpometpus (K) 1350
23.2.A2MonnbaeH B Bonocax, cnekrpometpus (Mo) 1350
23.2.A2Kagmuin B Bonocax, cnekrpometpus (Cd) 1350
23.2.A2 Cypbma B Bofocax, cnekrpometpust (Sb) 1350
23.2.A2PTyTb B BOnocax, cnekrpometpus (Hg) 1350
23.2.A2 CsuHew B Bornocax, cnektpometpus (Pb) 1350
23.2.A3Kanbumi B Bonocax, cnektpometpus (Ca) 1350
23.2.A4Xeneso B Bonocax, cnekrpometpus (Fe) 1350
23.2.AMarnuin B Bonocax, cnekrpometpus (Mg) 1350
23.2.A7/LUuHk B Bonocax, cnekrpomeTpus (Zn) 1350
23.2.A8Mepgpb B Bonocax, cnekrpometpus (Cu) 1350
23.2.A91utnn B BOnocax, cnekrpometpms (Li) 1350
23.3.A1|HaTtpuin B Mmo4de, cnektpomeTpus (Na) 1350
23.3.A1|bop B Mo4e, cnektpomeTpus (B) 1350
23.3.A1lAntomnHnin B Mode, cnektpometpus (Al) 1350
23.3.A1KpemHun B Mmoye, cnektpomeTpus (Si) 1350
23.3.A1|TutaH B moye, cnektpomeTtpms (Ti) 1350
23.3.A1[Xpom B moue, crnektpomeTpus (Cr) 1350
23.3.A1MapraHen B Moye,cnektpomeTtpusa (Mn) 1350
23.3.A1Kobanbt B Moye, cnektpomeTtpus (Co) 1350
23.3.A1lHukenb B moye, cnektpometpus (Ni) 1350
23.3.A1Mbiwbsk B Moye, cnektpomeTpus (As) 1350
23.3.A1|CeneH B Mo4e, cnekTpoMeTpus (Se) 1350
23.3.A2 Kanun B moye, cnektpomeTtpus (K) 1350
23.3.A2MonunbgeH B mo4e, cnektpomeTtpus (Mo) 1350
23.3.A2Kagmuin B mode, cnektpometpus (Cd) 1350
23.3.A2Cypbma B Mouye, criekTpomeTtpus (Sb) 1350
23.3.A2PtyTb B MOYe, cnekTpomeTpus (Hg) 1350
23.3.A2CsuHeL B Mo4e, cnektpomeTpus (Pb) 1350
23.3.A2Wop B Move, cnektpometpus (1) 1350
23.3.A3Kanbumin B Mmo4e, cnektpomeTpus (Ca) 1350
23.3.A4XKene3o B moye, cnektpomeTpus (Fe) 1350
23.3.A9Marnuin B moye, cnektpomeTtpus (Mg) 1350
23.3.A7/LUuHk B Moue, cnekTpomeTpus (Zn) 1350
23.3.A8Mepgp, cyTovHas akckpeums, (Cu) 1350
23.3.A91utnn B Mmoye, cnektpomeTpms (Li) 1350
23.4.A11,25-gurngpokcunxonekansumndepon sutamud D3 3450




23.4.A1|25-rmgpokcnaprokanbumdepon sutammd D2 3600
23.4.A125-rngpokcnxonekansumdepon sutammH D3 3600
23.4.A1|Butamuu D: 25-OH D2 (25-rmgpokcuaprokansumndgepon) n 25-OH D3

(25-rngpokcumxonekanbumdepon) CYMMAPHO, B kposu - BOXXKX MC 3800
23.4.D3KomMnneKcHbIn aHanma KpoBu Ha BuTamuHbl rpynnel D (25-OH D2/ 25-OH D3/

1,25-OH D3/ 24,25-OH D3) 10 300
23.9.A1|Onpeaenenne MnkpobmoLieHo3a METOAOM XPOMaTO-MacC-CNeKTPOMETPUN

(MCMM) no Ocunosy I"A. 7 550
26.2. AgHUMNT T21 (FeHomen) (uenbHas KPOBb; CKPUHUHT 21 XpOMOCOMbI, CUHAPOMA apemenHo He

,D,ayHa) 27 750 npegocTasnsiem
26.2.A7THUMNC - 12 cnHapomos (leHomepn) (LernbHas KpoBb; CKPUHUHT XpoMOcoM 13,

18, 21, X, Y y nnoga, HoCUMTENbCTBO FEHOB HaCNeaCTBEHHbIX 3a6oneBaHnii y

marepwu; 3akntodeHne Bpaya - nabopaTtopHoro reHeTuka no

nccnegoBaTenbCKOMY OTHETY) 50 100
26.2.A§HUMC 5 - OHK TecT Ha 5 cuHapomoB (FeHomen) (LenbHas KPOBb; CKPUHMHT

xpomocom 13, 18, 21, moHocomus X, c-m KnanHdensrepa; 3akntodeHme

Bpaya - NabopaTopHOro reHeTrKa no NccrnegoBaTenbCKOMy OTHETY) 37 450
26.2.A9QHUMNC pacwmpeHHbIn (FTeHomen) (LenbHas KpoBb; CKPUHMHE XxpomocoMm 13, 18,

21, X, TpucomMun y nnoga, MUKpoAeneLmMoHHbIE CUHAPOMbI, HOCUTENbCTBO

reHOB HacneACTBEHHbIX 3aboneBaHnn y MaTepu; 3aknoveHre Bpaya -

nabopaTopHOro reHeTuKa no UCCneaoBaTerlbCKkoMy OTHETY) 55 300
26.3.A1Onpenenenne nona nnoaa (BoisiBNeHNe oparMeHToB Y-XPOMOCOMBbI nrioga no

KpoBW maTtepu) 8 950
26.3.D1MNpeHaTanbHbIn CKpUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hepenb -

13 Hegenb 6 gH.):

AccouunnpoBaHHbI ¢ 6epeMeHHocThI0 NpoTenH A (PAPP-A), CeBoboaHas

cybbeanHmua 6eta-XIMd 4 250
26.3.DZ buoxummnyeckuin CKpUHMHr | Tpumectpa 6epeMeHHOCTH Ang NporpamMMbl

ASTRAIA (6e3 pacuyeta puckoB natonoruv nnoaa) (8 Hegenb - 13 Hegenb 6

OH.):

AC(?OLI,I/IVIpOBaHHbIVI ¢ 6epemeHHocTbio npoteuH A (PAPP-A), CeoboaHas

cybbeanHuua 6eta-XMd 3900
26.3.D3lMNpeHaTanbHbIn cKpUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hepenb -

13 Hegenb 6 AH.) C pacyeToM pUcKa 3agepXKkn pocTa nnoga, pucka

npexaeBpeMeHHbIX POAOB M NpeaKnaMncum 4 350
26.3.D4TNpeHaTanbHbin ckpuHUHT | TpumecTpa 6epemeHHocTn ASTRAIA (8 Hepenb -

13 Hepenb 6 OH.) C pacyeToM puUcKa 3afepXKM pocTa nnoaja, pucka

npexaeBpeMeHHbIX pogoB 1 npeaknammncum (¢ y4étom PLGF) 6 550
27.1.A1{WccnepoBanne aHTureHa naménui (Giardia intestinalis) B kane 1400
27.1.AZ4VccnepoBaHne aHTureHa xenvkobaktepa (Helicobacter pylori) B kane 1650
27.1.A3ViccnepoBaHue kana Ha TokcuHbl knoctpuani (Clostridium Difficile) An B 2600
27.1.A4 PotaBupyc (obHapyxeHve aHTureHa B kane), UXIr'A 1050
27.1.A9AnTureH nernoHennel (Legionella pneumophilla) B moye 2650
3.0.A1.]®dubpunHoreH 500
3.0.A2.]TpombuHoBOE BpeMs 450
3.0.A22NMna3muHoreH 1050
3.0.A29AHTureH caktopa Bunnebpanaa 1600
3.0.A3.JA4YTB 450
3.0.A4.JAHTUTPOMOWUH I 600
3.0.A5.]BonyaHoYHbIN aHTUKOarynsHT (CKPUHWHT) 1350
3.0.A6.10-oumep 1850
3.0.A7.MpoteunH C 2900
3.0.A8.]MpoTtenH S 2 950
3.0.D1.{MpotpombuH (Bpems, no Keuky, MHO) 450
4.1.A1.]AnannHamnHoTpaHcdepasa (AJ1T) 400
4.1.A1QJIvnasa 500
4.1.A11|KpeatuHknHasa (KOK) 450
4.1.A12KpeatnHknHasa-MB 600
4.1.A14 Amunasa naHkpeaTnyeckas 500
4.1.A2.]{AcnaptatammnHoTpaHcdepasa (ACT) 400
4.1.A3.]lLleno4vHas pocdaTasa 400
4.1.A4.{Kncnas doccatasa 400
4.1.A5.]Mamma-rnytTamuntpancgepasa (M T) 400




4.1.A6.]akTatgernagporenasa (14N 400
4.1.A7 {NaktatgerngporeHasa (J14r) 1, 2 dpakuyum 500
4.1.A8.]XonunHacTtepasa 400
4.1.A9.]Anbda-amunasa 450
4.10.D1KomnneKcHbI aHanmM3 KpoBn Ha aMUHOKMCNOThI (12 nokasatenen: AnaHuH,

ApruHuH, AcnaparnHoBas kucnota, LintpynnuH, MytamuHoBas kucnora,

MuumH, MeTnoHnH, OpHUTUH, DeHnnanaHuH, TnposnH, BanuH,

INenuunH/N3onenumn) 5500
4.2.A1.{AnbbymuH 400
4.2.A2.106wWwuin 6enok 400
4.2 .A3.]KpeaTHuH 400
4.2.A4.{MoyeBnHa 400
4.2.A5.{MoueBas kucnota 400
4.2.D1.]benkoBble hpakuun (BKkoYaeT onpeaernenne obuiero 6enka n anbbymuHa) 600
4.2.D2 |CkopocTb knyboukosown unsrpauun (CKD-EPI - B3pocnbie/dopmyna

LBapua - oeTu; BKNOYaET onpeaeneHme KpeaTmHuHa) 400
4.3.A1.JMunorno6uH 1 050
4.3.A10 AntuctpentonmanH-O (ACJIO) 500
4.3.A11(Hatpuinypetnyeckuin nentug B (BNP) 3950
4.3.A12TponoHWH | ynsTpavyBCTBUTENBHbIN 1050
4.3.A15Anbga-2 makpornobynuH 700
4.3.A17Umncratmn C 2050
4.3.A18§ Tpuntasa 5950
4.3.A2.]{C-peakTnBHbIN 6enok 550
4.3.A21|MNpokanbUnTOHMH 3550
4.3.A3.{anTornobuH 800
4.3.A5.]Anbdal-aHTUTPUNCUH 1150
4.3.A6.1Kncnbin anbdal-rnmkonpoTenH (opo3omMyKona) 950
4.3.A7.]UepynonnasmuH 1050
4.3.A8.13031MHOMNMNBHBIN KaTUOHHbLIM 6enok (ECP) 1250
4.3.A9.1PeBmatounaHbin dhaktop (PP) 550
4.4 A1.{moko3a 400
4.4 A2.]dpyKkTO3aMUH 700
4.4 .A3.JMonoyHas kucnota (nakrar) 850
4.4.D1.]MnknpoBaHHbIN reMornobuH A1lc 1050
4.4.D2.]*noko3a nocne Harpysku (1 yac cnycTs) 400
4.4.D3.]*ntoko3a nocne Harpysku (2 Yaca cnycTs) 400
4.5.A1.{Tpurnnuepuapl 400
4.5.A10TomouuctenH 2 200
4.5.A12XKenyHble KNCNOTbI 3 000
4.5.A2.{XonecTtepuH obLymn 400
4.5.A3.{ XonecTepuH nunonpotenaos Beicokon nnotHocTu (JIMBI, HDL) 500
4.5.A4.]XonectepuH nunonpotenaoB HU3kow nnotHocty (JIMHM, LDL) 500
4.5.A6.]AnonunonpoTtenH A1 800
4.5.A7.1AnonunonpoTteunH B 700
4.5.A8.3JTunonpoteuH (a) 1600
4.5.A9.]{C-peakTnBHbIN BENOK yNbTpavyyBCTBUTESNbHbIN 750
4.5.D2.] XonecTepyH nunonpotenaos o4eHb HU3komn nnotHocTtu (JINMOHTI), (BkniovaeT

onpeaeneHve TpUrnMuepnaos) 500
4.5.D3 |KoadhpmumeHT aTeporeHHOCTH (BKIIOYAET onpeaerneHme obLiero xonecrepmHa

n JINBIM) 700
4.5.D4 | XonectepuH He-JMBI1 (non-HDL, BkntovaeT onpeaeneHye obuiero

xonectepuHa u JTNBI) 550
4.6.A1.]1Bunupy6uH obwmi 400
4.6.A2.{BunupybuH npsamon 400
4.6.D1.]1Bunupy6uH Henpsamow (BKMo4aeT onpeaeneHne obLero u NnpsMoro

ounupyobuHa) 500
4.7.A3.1Kanbuuin obLumn 400
4.7.A4.]Kanbumin NOHM3MPOBAHHbIN 700
4.7.A5.1MarHnin 450
4.7.A6.]doccop HeopraHNn4ecknin 400




4.7 A7.]1UmnHk 600
4.7.A8.1Megb 600
4.7.D1.1Hatpun, kanuin, xnop (Na/K/Cl) 600
4.8.A1.1>Kene3so 400
4.8.A2.{JlaTeHTHas >ene3ocesi3biBatoLLas cnocobHOCcTb cbiBopoTkM (JIXKCC) 450
4.8.A3.] TpaHcdeppuH 750
4.8.A4.]DeppunTuH 700
4.8.A6 |ButamuH B12, akTvBHbIN (XOnoTpaHckobanamMmH) 2800
4.8.D1.]O6wasn xene3ocBsi3biBatoLLlasi cnocobHOCTb cbiBopoTkn (OXKCC) (BkntovaeT

onpegenexHune xenesa, JNKCC) 600
4.8.D3.]KoachpuumeHT HacbieHMsa TpaHcdepprHa Xene3om (BkrovaeT

onpegeneHue xenesa n JNKCC) 800
4.8.H1 |ObmeH xenesa (xeneso, JPIKCC, OXCC, koadhdnUMEHT HacbILLeHUs

TpaHcdeppuHa Kenesom) 1150
4.9.A1.1ButamuH A (peTtnHon) 2600
4.9.A10ButamnH K (onnnoxmHoH) 2 600
4.9.A12ButamuH B3 (Hnaumn) 2950
4.9.A13 Butamun B2 (pnbodgnasuH) 2 950
4.9.A2.{ButamuH B1 (TvammH-nupodocadar) 2600
4.9.A3.1ButammH B5 (naHTOTEHOBas KncrnoTa) 2600
4.9.A4 {ButamuH B6 (nupugokcanb-5-pocdar) 2600
4.9.A5.1ButamnH B9 (dhonmnesas kucnota) 1450
4.9.A6.]ButamnH B12 (umarnkobanamuH) 1050
4.9.A7.{Butamun C (ackopbuHoBasi kucnora) 2 600
4.9.A8.125-OH ButamuH D, cymmapHbin (kanbundepon) 2550
4.9.A9.1ButamuH E (Tokodepon) 3100
4.9.D1.{HeHacbIweHHbIe XMpHble KucnoTbl cemenctea Omera-3 (anko3aneHTaeHoBast

KncnoTa, Joko3arekcaeHoBasi kucnorta, Butamun E (Tokodepon)) 6 950
4.9.D2.]KoMnneKkcHbI aHanns3 KpOBU Ha HEHACbILWEHHbIE XUPHbIE KMCNOTbl ceMencTea

Owmera-6 (nMHomneBas K1cnoTa, MMHONEHoBas KUCNoTa, apaxuaoHoBas

Kucnota) 6 050
4.9.D3 |OnpegeneHune Omera-3 nHaekca (oueHKa pycka BHe3anHom cepaeqHon

cMepTn, nHdapkTa M1okapaa v Apyrux cepaeyHo-cocyamncTbix 3abonesaHunin) 6 550
4.9.H1.1Kupopacteopumble BuTamuHbl (A, D, E, K) 8 850
4.9.H2.{BogopactBopumbie ButamuHsl (B1, B5, B6, B9, B12, C) 11 750
4.9.H3.{KomnnekcHbI aHann3 kposu Ha BuTamuHel (A, D, E, K, C, B1, B5, B6, B9,

B12) 20 450
5.0.A1.4Anbca-ammnasa moun (gmuacrasa) 450
5.0.A14 BeTa-2-MUKpOrnobynMH moyu 1150
5.0.A150e3okcunupuamHonuH (DPD) moum 2050
5.0.A20 Okcanatbl B Mo4e 1900
5.0.A7.4Imtoko3a B pa3oBow nopumym Mo4u 250
5.0.D1.{MukpoansbymMurH B pa3oBoi Nopumum Mouu (ansbyMuH-kpeaTUHUHOBOE

COOTHOLUEHME) 550
5.0.D1.4KpeatuHnH moun 400
5.0.D1.4MpobGa Pebepra 400
5.0.D1(J OnpegeneHre XMMMYECKOro cocTaBa MOYEBOIO KOHKpEMEHTa

(MK-cnekTpomeTpus) 7 650
5.0.D11|Jlntoc komMnneKcHbIN (BKMoYasi OLEHKY CTeNneHn KamHeobpa3oBaHuWs) 2600
5.0.D14mioko3a CyTO4HON MOYU 500
5.0.D1306wWwmin 6enok Moun 250
5.0.D14 MukpoansByMuH Mo4m 550
5.0.D1§MoyeBunHa moun 400
5.0.D1§MoueBas kucrnora mouu 400
5.0.D17Kanbumin o6t Mo4mn 550
5.0.D18docdop HeopraHMHECKNA MOYM 550
5.0.D19MarHun mouu 550
5.0.D2.4Hatpwuii, kanuin, xnop moun (Na/K/Cl) 400
5.0.D5.4Jlutoc-Tect (OueHka cTeneHn kamHeobpasoBaHus, [Mioko3a, benok, pH) 1350
5.0.D8.4*O6wwune meTaHedpUHbI N HOPMETAHEPUHBI 3 850
5.0.D9.1*CBoboaHble MeTaHeE®PUHBLI N HOpMeTaHePUHbI 3600




5.1.A35 OpraHunyeckune Kncrnotbl B Moye(60 nokasartenen) 13 850
5.1.A36 AMuHOKMCNOTEl B MOYe (28 nokasaTenen) 7400
5.1.D3 |Kanbuunin-kpeaTMHMHOBOE COOTHOLLEHUE B pa30BOW MOPLMM MOYK 450
50.0.H106cnenoBaHne WUTOBUOHOM Xenesbl 7700
50.0.H1 OHkonornyeckun ans XeHLWmH, GUOXUMUYECKUIA 6 650
50.0.H1 OHkonoruyeckun ansa My>4mH, Grnoxmmmyeckmi 5300
50.0.H1MnaHnpoBaHne 6epeMeHHOCTU (TOPMOHbI) - NIOTEMHOBasS dhasa 4100
50.0.H1PeBmatonornyecknii, pacLuMpeHHbINn 12 450
50.0.H1MUP-12, konnyecTBeHHO 6 250
50.0.H1OHK Bo3byautenen 3111 5600
50.0.H1MnaHnpoBaHne 6epemeHHOCTU, 6A30BbLIN 2450
50.0.H106cnenoBaHne neveHn, 6a3oBbIN 1800
50.0.H1MakeTt «OK!»*

F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025) 1350
50.0.H1MakeT «OHKOPUCKM»*

BRCA1: 185delAG (rs80357713)

BRCA1: 4153delA (rs80357711)

BRCA1: 5382insC (rs80357906)

BRCA1: 3819del5 (rs80357609)

BRCA1: 3875del4 (rs80357868)

BRCA1: 300T>G (rs28897672)

BRCA1: 2080delA (rs80357522)

BRCAZ2: 6174delT (rs80359550)

MTHFR: 677C>T (rs1801133)

MTHFR: 1298A>C (rs1801131)

MTR: 2756A>G (rs1805087)

MTRR: 66A>G (rs1801394) 11 300
50.0.H1MakeT «Puckn BO3HMKHOBEHMS CEPAEYHO-COCYANCTLIX 3aboneBaHnin»*

F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025)

F7: 10976G>A (rs6046)

F13A1: 103G>T (rs5985)

FGB: -455G>A (rs1800790)

ITGA2: 807C>T (rs1126643)

ITGB3: 1565T>C (rs5918)

PAI-1: -675 5G>4G (rs1799889)

MTHFR: 677C>T (rs1801133)

MTHFR: 1298A>C (rs1801131)

MTR: 12 000
50.0.H1F'emoxpomaros, onpeaenexHue mytauum

(HFE: 187C>G (rs1799945)

HFE: 845G>A (rs1800562) 4 250
50.0.H1Onpeanenexne SNP B reHe IL 28B yenoseka

IL28B: C>T (rs12979860)

IL28B: T>G (rs8099917) 2250
50.0.H1FopmoHanbHbeIn Npocunb ANs MY>XYUH 3 800
50.0.H1 TunmnposaHue rpubos, paclmpenHbin (Candida albicans, Fungi spp, Candida

krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida

famata, Candida guilliermondii) 1600
50.0.H1FopmoHanbHbeIn Npodune AN KEHLUH 7 450
50.0.H1 OudbcdbepeHumansbHasn gnarHoctuka 3abonesaHuin XKKT 9750
50.0.H{MHCynMHOpEe3nCTeHTHOCTb 1350
50.0.H1AxTndpochonmnmaHein cuHapom (APC) 4100
50.0.H1®PutHec. dnanyeckue Harpy3km 3450
50.0.H1 OuarHocTuka HapyLeHn YHKLUUN ANYHUKOB 3650
50.0.H1MeTabonuTbl 3CTPOreHOB U NX COOTHOLLEHNE B Pa30BOMN NOPLMU MOUU 11 200
50.0.H1WccnegoBaHme cTepomnaHoro npoduna KpoBUM METOAOM TaHOEMHOWN

MacCneKkTpoMeTpun 8 600
50.0.H1Yekan 6a30BbIN, XEHLIUHBI 11 000
50.0.H1Yekan 6a30BbIN, MYy>X4YNHbI 11 550
50.0.H1 OvarHocTuka renaTuToB, CKPUHUHT 4 250
50.0.H1Yekan paclumMpeHHbIN, XEHLUMHbI 11 800
50.0.H1Yekan paclwmpeHHbIN, MyX4nHbI 11 700




50.0.H1Yekan aKcnepTHbIN, XXEHLUUHBbI 12 250
50.0.H1Yekan akcnepTHbIN, MYX4YNHbI 12 250
50.0.H1CnopTt. basosbI 1600
50.0.H1 CnopTt. Buoxnmmnyecknii CKpUHMHI paboToCNOCOOHOCTU 1600
50.0.H1 TORCH-komnnekc ¢ aBMaHOCTbIO 6 350
50.0.H1 OuarHocTrka cocyamcTbix 3abonesaHnin rofloBHOro Mo3ara 5200
50.0.H1 OuarHoctuka oeMNenUHN3MpyoLLMX 3aboneBaHnii 10 700
50.0.H1 AuarHocTrka HeMpOreHHbIX Onyxonen 9650
50.0.H1 OuvarHocTuka aereHepaTUBHbIX 3a00neBaHNA NO3BOHOYHMKA 11 550
50.0.H1MoceB Ha rpubsl (B036yaMTENM MUKO30B) (6€3 onpeaeneHns

YYyBCTBUTENBHOCTU K aHTUMUKOTUKaM) 3600
50.0.H1Koarynorpamma, pacwmpeHHas 4 500
50.0.H1lNocnutanbHbI 2200
50.0.H1KomnneKkcHbIn aHanna Moyn Ha Hanuume TSHKEMNbLIX MeTannos u

MuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 5050
50.0.H1KomnnekcHbIn aHann3 BoNocC Ha Hanuume TAXENbIX MEeTarnnoB u

MUKpoanemeHToB. 23 nokasartens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 5050
50.0.H1Mapkepbl ocTeonoposa, GUOXUMUYECKUIA 8100
50.0.H1MoHuTOpUWHTr NeyveHns octeonoposa 5350
50.0.H1 Buoxummyeckoe nccneposanue gns CteatoCkpuH (BkoyaeT rpadnyeckmi

darin) 12 900
50.0.H1Buoxnmnueckoe nccnenosaHme ans dGnbpoTecT (BkNoyaeT rpadmyeckuii

dann) 13 650
50.0.H1 Buoxnmmnyeckoe nccnegosaHme ans HOLW-dunbpoTtect (Bkntovaet

rpacpmnyeckun chainn) 17 100
50.0.H1>KeHwmHbl, 3 ypoeHb (MyTOBUMH) 9450
50.0.H1>KeHwuHbI, 2 ypoBeHb (MyTOBUH) 19 950
50.0.H1>KeHwmHbl, 1 ypoBeHb (MyTOBUMH) 6 700
50.0.H1My>x4nHbl, 3 ypoeHb (MyTOBUH) 9400
50.0.HMy>x4uHbl, 2 ypoBeHb (MyTOBUWH) 13 900
50.0.H1My>x4nHbl, 1 ypoeHb (MyTOBUH) 6 650
50.0.H1lNocnutanbHbI 3100
50.0.H1lNocnuTanbHbIM TepaneBTUYECKUIA 4 950
50.0.H1locnutanbHbIn XMpyprudeckun 7 500
50.0.H1 CkpuHuHrosas gnarHoctuka BUY 5050
50.0.H1Yekan nocne koBnaa 6 350
50.0.H1 Anneprokomnnekc «Munwesas anneprua» IgE (ImmunoCAP) (AndHbii 6enok

f1, Monoko f2, Tpecka f3, MweHunua f4, Apaxumc f13, Coa f14, dyHayk f17,

KpeseTtka f24, Nepcuk f95) 10 050
50.0.H1Anneprokomnnekc «lporHo3 acpdpektuHocTn ACUT BykoLBeTHbIe AepeBbA»

IgE (ImmunoCAP) (bepesa anneprokoMnoHeHT, 215 rBet v1 PR-10, bepesa

anneprokoMnoHeHT, t221 rBet v2, rBet v4) 7 450
50.0.H1 Anneprokomnnekc «lporHos acpdektnsHoctn ACUT: 3nakosbie Tpasbl» IgE

(ImmunoCAP) (TumodpbeeBka nyrosas anneprokomnoHeHT, g213 rPhl p1, rPhl

p5b, TumodheeBka nyroeas, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12) 7 450
50.0.H1Anneprokomnnekc «lporHo3 acpdektmHocTn ACUT: CopHble TpaBbl» IgE

(ImmunoCAP)

(Ambpo3us, anneprokoMnoHeHT, w230 nAmb a1, MonbiHb,

anneprokoMnoHeHT, w231 nArt v1, MNonbiHb, anneprokoMnoHeHT, w233 nArt

v3, TumodheeBka nyroeasi, anneprokomnoHeHt, g214 rPhl p7, rPhl p12) 15 500
50.0.HZ3AHTMTENa IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,

CLUA, pesynbraT Ha aHIIMCKOM N PYCCKOM si3blKax), KOMn. 1150
50.0.HZ34ekan "Kpacota n 3goposbe” (iHerb) 5500
50.0.H34ekan "KpacoTta 1 300poBbe KOXW, pacLUMPEHHbIN" 5800
50.0.H3Yekan "KoHTponb Beca" 5500
50.0.H3PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pesynbsraTt Ha aHrfIMNCKOM U

pycckoMm a3blkax, R23) 1400
50.0.HZYekan nocne koBnaa pacLUMPEHHbIN 7 400
50.0.HZ3Yekan BbinageHne Bonoc nocne Kosua 3900
50.0.HZYekan nocne koBMaa kapanoONorM4ecKuin 8 800




50.0.H34ekan nocne KoBMaa HEBPOMNOrNMYECKNI 5300
50.0.H4PHK kopoHaBupyca SARS-CoV-2 (COVID-19) ¢ AONONHUTENbHBLIM

onpegenennem wrammos Omicron u Delta. 2 650
50.0.H206cnenoBaHne WUTOBUOHOM Xenesbl, CKPUHUHT 3900
50.0.HZYekan "XpoHuyeckas yctanoctb" (BKMOYaeT ANarHoCTUKy xenesogeduumra) 6 350
50.0.H3Yekan nepen UHTEpBanbHbIM rONI04aHUEM 4700
50.0.H1TORCH-komMnnekc, paclunMpeHHbI 7 400
50.0.H3 CkpuHUHT paka Wenkn matku, ko-tectpoBanue: MNMAlN-TecT (kMakocTHas

uutonoruns) u Br4y-tect 14 tunos, konuu. 4 350
50.0.H3 CkpuHuHr paka Lwerkn maTtku, ko-tectupoBanue: MNMAl-TecT (KMaKkocTHas

uuTonorus) n pacumpeHHsii Br4y-rect 21 tun, konuy. 6 250
50.0.H3 TORCH-komnnekc, 6a3oBbii 6 600
50.0.H3VHdekummn, nepegatowmecst NOnoBbIM MNyTeM (KPOBb) 8400
50.0.H3MNMyP-6 2500
50.0.H3MypP-12 5050
50.0.H3MNMypP-15 6 600
50.0.H4 Buoxnmmnuecknin aHanmns Kposu, 6a3oBbIN 2600
50.0.H4 CkpwviHunr MUP-12 (OHK) 3450
50.0.H4 ®emodpriop-8 (OHK) 2700
50.0.H4 ®emodnop-16 (OHK) 3800
50.0.H4 AHK nanunnomasupycos (Human Papillomavirus) CKPUHUHI ¢

onpeneneHnem Tuna (KoHTponb B3sTUA Matepuana, Tvnbl 6, 11, 16, 18),

KONMMYEeCTBEHHbIN 1350
50.0.H4 AHK nanunnomasupycos (Human Papillomavirus) CKPUHWUHI

PACLUMPEHHbBIN ¢ onpepenenunem 14 tunos (KoHTponb B3aTUS Matepuana,

Tvnbl 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), konn4ecTBEHHLIN, C

nepecyeTom Ha y.e. Hybrid Capture no kaxgomy tuny 1900
50.0.Hg Mukpockonuyeckoe nccrieqoBaHne OTAENSEMOro yporeHUTanbHoro TpakTta

(uepBuKanbHbIV KaHan+enaranuile+yperpa) 800
50.0.H5 TecTtocTepoH cBOGOAHbLIN (BKMOYAET OnpeaeneHne TeCTOCTEPOHa OOLLEro U

cBobogHoro, 'CIMI (SHBG), pacyeT nHaekca cBob6oAHbIX aHAPOreHOB) 1650
50.0.HgMukpockonuyeckoe nccrnegoBaHne OTAENAEMOro yporeH1TansHoro

TpakTa(LepBuKarnbHbIN KaHan + Bnaranuiie) 750
50.0.Hg OHK xnamugodmn un mukonnasm (Chlamydophila pneumoniae, Mycoplasma

pneumoniae) 850
50.0.H1ABmaHocTb IgG k uutomeranosmpycy (Cytomegalovirus) (BkntovaeT

onpegeneHve aHTUTen K uutomeranosupycy, 1gG) 950
50.0.H7AsngHocTb IgG k BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |,

II) (BkNouaeT onpeneneHne aHTUTEN K BUpYCy npoctoro repneca |, Il Tunos,

IgG) 1 050
50.0.H71AsmaHocTb IgG k Bupycy OnwTeriHa-bapp (Epstein-Barr virus) (Bkntovaet

onpegerneHve aHTUTen K KancuaHoMmy aHTureHy Bupyca dnwreriHa-bapp, 1gG) 1050
50.0.H7ABngHocTb IgG K BUpYCY KpacHyxu (BKMOYaeT onpeaeneHne aHTuTen K Bupycy

KpacHyxu, IgG) 1300
50.0.H7ABmaHocTb IgG k Tokconnasme (Toxoplasma gondii) (BknovaeT onpegenexue

aHTUTEn K Tokconnasme, IgG) 1050
50.0.H8TIMUP-6, konnyecTBeHHO 2900
50.0.H8acTpokomnnekc 4 300
50.0.H8 HK nannnnomasupycos (Human Papillomavirus), TunuposaHue c

onpeaeneHnem 21 Tuna (KoHTponbs B3ATUst bBuomartepuana, tunel 6, 11, 16,

18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82),

KONMYecTBEHHbIN, C NnepecyeToM Ha y.e. Hybrid Capture no kaxgomy Tuny 4100
50.0.H§ TORCH-komnneKkc, CKPUHUHT 2 950
50.0.H8 Broxummyecknin aHanns Kposwu 4 500
50.0.HglemaTtonornyecknn (auarHocTmka aHeMun) 5150
50.0.H8MocnuTanbHbIM TepaneBTUYECKUIA 3900
50.0.H9lMocnutansbHbIn XMpyprudeckun 6 550
50.0.H9 QuarHocTuka gnabeta, GUOXMMUYECKUIA 6 050
50.0.H9OuarHocTtuka napasvTtapHbIx 3abonesaHumn 8 650
50.0.H9Kapgunonornyeckui 6 550
50.0.H9Koarynorpamma, CKpUHUHT 1450
50.0.H9IunngHbI Npodunb, 6a3oBbI 1450




50.0.H9JIunnaHbI npochunnb, paclUMpPEHHbIN 3900
50.0.H9Hedpponoruyeckun, Gnoxmmmyeckmmn 2200
50.0.H9 O6cnenoBaHMe nevyeHu 3900
6.1.A1.4AHann3 mo4m no 3MMHULIKOMY 700
6.1.D1.400Wwmin aHanms mo4n 500
6.1.D2.4AHann3 mo4m no HeumnopeHko 500
6.1.D4 |2-x ctakaHHas npoba moun 700
6.1.D5 |3-x ctakaHHas npoba moun 800
6.2.A12WccnegoBaHne kana Ha npocTenwne n anua refisMMHTOB METOA40M

oboraweHus (PARASEP) 950
6.2.A13 KanbnpoTekTuH (B kane) 3450
6.2.A14 3HTeponaTtoreHHas kuwedHas nanodka (E.coli O157:H7), onpeneneHune

aHTureHa B kane, XA 2950
6.2.A1930HynvH hekanbHbIV 9450
6.2.A16 303mHounbHBIN HenpoTokenH (EDN) B kane 3 500
6.2.A17/Anbca 1-aHTUTPUNCUH B Kane 2600
6.2.A18>KenyHble KMCNOTLI B Kane 3 800
6.2.A4.VccneposaHne cockoba Ha aHTepoOMO3 500
6.2.A5.1WccnenoBaHme kana Ha CKpbITYO KpOBb 550
6.2.A6.1CopepxaHve yrneBoaos B kane (B T.4. NakTo3a) 1 050
6.2.A7.|lMaHkpeaTnyeckasn anacrasa 1 B kane 3100
6.2.D1.|O6wmn aHanuns kana (konporpamma) 1050
6.2.D3.|WccnegoBaHme kana Ha npocTenwmnx, anla refisMMHTOB 700
6.2.D7.|Buoxnmmnyeckoe nccnegoBaHme MeTabonmyeckom akTMBHOCTU KULLIEYHOW

MUKpPONopbl 2600
6.3.A6.|Mukpockonunyeckoe nccnegosaHue Ha lemogekc (Demodex) 600
6.3.D1.iMukpockonuyeckoe nccrnegoBaHne OTAeNsemMoro ypeTpbl 550
6.3.D14Mukpockonuyeckoe nccregoBaHne oTaensaemMoro NpsiMon KULLKK 550
6.3.D14 Mukpockonuyeckoe nccriefoBaHne cekpeTa npeacrarensHom Xenesbl B MoYe 550
6.3.D1§Mukpockonuyeckoe nccriegosaHne Maska-otrneyvaTka ronosky NonoBoro

yneHa 550
6.3.D1Mukpockonuyeckoe nccrieqoBaHne cekpeTa npeacrarensHon Xenesbl 600
6.3.D2.iMukpockonuyeckoe nccrenoBaHne oTaensaemMoro LepBrKanbHOro kaHana 550
6.3.D3.iMukpockonuyeckoe nccrnegosaHne otaensaemMoro srnaranuua 550
6.3.D5.|Mukpockonuyeckoe nccriegoBaHne HOrmeBbIX MAacTUHOK Ha Hanuyne

naToreHHbIX rpuboB, CKPUHUHT 700
6.3.D6.{Munkpockonmyeckoe nccriegoBaHne COCKOOOB KOXWN Ha HanMn4mMe naToreHHbIX

rpnboB, CKPUHWUHT 700
6.3.D7.|Mukpockonmyeckoe uccrnefoBaHne BONOC Ha Hanm4yme nNaToreHHbIX rpubos,

CKPUHWUHT 700
6.3.D8.4O6LWunii aHann3 CMHOBMANbHOW XMAKOCTU (MUKPOCKONUYECKOe

nccrnegoBaHue+MakpocKonmyeckoe uccnegoBaHue) 600
6.4.A1.{Broxnmmnyeckoe nccrnegoBaHme critoHbl (MUMKPOOUOLIEHO3 MONOCTH pTa) 2700
6.5.D1 |Mukpockonuyeckoe nccrieqoBaHne Ha3anbHOro cekpeta (Ha 903MHourbI) 750
6.5.D2 | 06w aHann3 MOKpOTbI 700
60.30.HOKMW-1ecT (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus A/Norovirus

2/Astrovirus ) 2900
60.48.HMUP-4 NCMT 1 600
60.48.HBupychbl rpynnel repneca (EBV, CMV, HHV6) kpoBb, kau. 1450
7.1.A1.]JTupeoTtponHbii ropmoH (TTTI) 750
7.1.A10 TupokcuH cBsisbiBatoLLas cnocobHOCTb cbiBopoTkM (T-uptake) 1350
7.1.A2.1TupokcuH ceobogHbii (T4 cBoOOAHbIN) 750
7.1.A20 TpniiogTnpoHuH pesepcnBHbil (rT3) BOXXX-MC (3akntoveHue Bpaya KJ1 no

nccnegoBaTenbCckoMy OTHETY) 10 300
7.1.A3.] TpnitogTMpOoHUH cBoGOoAHbIN (T3 cBOGOAHbIN) 750
7.1.A4.] TupokenH obwmn (T4 obwni) 750
7.1.A5.]1TpniiogTMPOHUH obwmin (T3 obLwmin) 750
7.1.A6.]AHTuTena k Tupeornobynuny (AHTK-TI) 950
7.1.A7.JAHTUTENA K MMKpPOCOMarnbHon Tupeonepokcnaase (AHTU-TIO) 950
7.1.A8.] TupeornobynuH 1050
7.2.A1.]®onnukynoctumynupytomin ropmoH (OCIN) 800




7.2.A11|mobynuH, ceasbiBatoLLmiA nonosble ropmoHsl (FCMI, SHBG) 800
7.2.A12WHrnbvH B 2050
7.2.A13 AnTnmionnepos ropmoH (AMI, AMH, MiS) 2 050
7.2.A14 AngpocTeHanon rroKypoHma, 1900
7.2.A193cTporeHbl 1 nx metabonutobl (10 nokasaTenen) B Mmoye 10 950
7.2.A2.]1MoTenHunsmpyowmin ropmoH (J1N) 800
7.2.A213cTporeHsbl B KpOBU (3CTPagnon, 3CTPOH M 3CTpUon) 2900
7.2.A3.]MponaktuH 800
7.2.A4.]10cTtpaguon (E2) 800
7.2.A5.MporectepoH 800
7.2.A6.]'mgpokcmnporectepoH (17-OH-nporectepoH) 850
7.2.A7.JAHgpocTeHaNOH 1750
7.2.A8.10ernpgpoannangpoctepoH cynbdat (A 3A-cynbgar) 800
7.2.A9.]TecTocTepoH 06N 800
7.2.D1.]JMakponponakTuH (BKno4aeT onpeaeneHne nponakTmHa) 1750
7.3.A1.]AccoummpoBaHHbIn ¢ 6epemeHHocTblo NnpoTenH A (PAPP-A) 950
7.3.A2.]13cTpmron cBoGoAHbIN 800
7.3.A4.]CBobogHas cybbeamHuua 6eta-XI'Y (npeHaTanbHbIN CKPUHWHI) 850
7.3.A6.1*TnaueHTapHbIN NakToreH 950
7.3.A7.106wmn 6eta-XI'Y (gnarHoctuka 6epemMeHHOCTU, OHKOMapKep) 850
7.3.A8.1*Tpochobnactuyeckumin 6eta-1-rnMKonpoTemrH 400
7.3.A9.]MnaueHTapHbI pakTop pocTa (Placental Growth Factor, PIGF) 4 850
7.3.D1.]MpeHaTtanbHbIN CKpUHUHT | TpMecTpa 6epemeHHocTH (10-13 Hepenb):

accouMmMpoBaHHbI ¢ 6epemeHHocTbio NnpotenH A (PAPP-A), cBoboaHas

cybbeanHmua 6eta-XIMd 2 250
7.3.D2.{MpeHaTtanbHbIn CKpuHUHT |l TpumecTpa 6epemeHHocTu (15-19 Hegenb):

anbda-peronpotenH (ADI), obwun beta-XIMY, actpmon ceBoboaHbIN 2700
7.4.A1.JAnpeHOKOPTMKOTPOMHLIN ropMoH (AKTT) 1150
7.4.A2.1KopTtunson 800
7.4.A3.4KopTnzon moun 1200
7.4.A4.10urnapoTecTocTepoH 2000
7.4.D1.4*KatexonamunHbl Mo4u (agpeHanuH, HopagpeHanuH, goamMumH) 3800
7.4.D2 4*KaTexonamuHbl MOYM (afpeHanuH, HopaapeHanuH, 4oamMmuH) n nx

MeTabonuTbl (BAHUNUMMMHAANbHASA KACMNOTa, FOMOBaHUIIMHOBAA KUCIOTA,

5-rnopoKCUNHOONYKCYCHas Kucnora) 6 850
7.4.D3.4*MeTabonnTbl KaTeXONaMUHOB B MOYe (BaHUNUIMUHAANbHASA KUCIOTa,

rOMOBaHWUIMHOBAsA KUCNOTa, 5-rapOKCUNMHOOMNYKCYCHas K1cnota) 3 800
7.4.D5.1*KaTtexonamuHbl KpoBW (agpeHarnuH, HopagpeHanuH, 4ohaMuH) U CEPOTOHUH 3 800
7.4.D6.4*KatexonamuHbl KpoBu (agpeHanuvH, HopagpeHanuH, JodamMuH), CEPOTOHUH U

nx MeTabonuTbl B MOYe (BaHUNUIMUHAANBbHASA KMCOTa, FOMOBaHUITMHOBAS

KMcnota, 5-rmapoKCMMHOO0MNYKCYCHas KMcnoTa) 4 800
7.4.D9 |*17-keTocTepounabl (aHOPOCTEPOH, aHAPOCTEHAMOH, [ATDA, 3TMOXONaHOMOoH,

3MMaHJpPOCTEPOH, TECTOCTEPOH, COOTHOLLIEHUE aHAPOCTEPOH/3TUOXONAHOMOH,

COOTHOLLEHNE TECTOCTEPOH/3NUTECTOCTEPOH) 4 950
7.5.A1.]MapatropmoH 1150
7.5.A2.]KanbUnTOHWH 1450
7.5.A3.{OcTeokanbuuH 1200
7.5.A4.]C-koHueBble Tenonentugel konnareHa | tuna (Beta-Cross laps) 1750
7.5.A5.]Mapkep cdopmmpoBaHna kocTHoro matpukca P1NP

(N-TepMuHanbHbIV NponenTua npokonnareHa 1 Tuna) 2 300
7.5.A6.]0cTa3a 1200
7.6.A1.JWHcynuH 1200
7.6.A2.{C-nentun 1200
7.6.A3.]MponHcynuH 1750
7.6.D1.1*MHcynuH nocne Harpy3km (1 yac cnycrs) 1200
7.6.D2.1*MHCcynuH nocne Harpysku (2 yaca cnycrs) 1200
7.6.D3.1*C-nentna nocne Harpysku (1 yac cnycTs) 1200
7.6.D4.]*C-nenTtng nocne Harpy3ku (2 4ac cnycrs) 1200
7.7.A1.JlractpmH 1150
7.7.A2.]ComatoTponHbI ropMoH pocta (CTIN) 800
7.7.A3.10pnTpOonoaTuH 1750




7.7.A4.]ComatomeanH C (MOP-I) 1850
7.7.A5.1NNenTuH 1350
7.7.D1.]CoOTHOLLEHME KOHLEHTpaUnin nencuHoreHa | n nencuHoreHa 3300
7.8.A1.JAnbpoctepoH 2200
7.8.A2.]1PeHuH 2200
7.8.D2 |AnbaoCTEPOH-PEHMHOBOE COOTHOLLIEHUE (BKIMOYAET: anb4OCTEPOH, NpsiIMoe

onpeaeneHne peHnHa, COOTHOLLEHMNE) 3450
7.9.A1 |Koptnson B cntoHe (3akntoyeHune Bpada KI1[ no nccnegoBaTenbCkOMy OTHETY) 1450
7.9.A2 |CooTHoweHue OI3A n kopTnsona, cnioHa (4 nopuun) 6 150
7.9.A3 |OerngpoannangpoctepoH (OMr3A) B critoHe (3akntoyeHne Bpada KI1 no

nccnegoBaTenbCKOMY OTHETY) 1850
7.9.A4 |TecTtocTepoH cBOGOAHLIN B CrOHE (3akntoyeHre Bpada KIA no

nccnegoBaTenbCckoMy OTHETY) 1850
7.9.D1 |CtepoungHbin npocunb (8 nokasatenen) B crnitoHe (TeCToCTepOH,

HernpgpoannangpoctepoH, AHapocTteHamoH, Koptuaon, KopTusoH,

Octpaguon, MNporectepoH, 17-OH-nporecTepoH) 9 500
8.0.A1.]JAnbda-petonpotenH (APIT) 850
8.0.A10 AHTUreH NNOCKOKNETOYHON KapunHombl (SCCA) 1600
8.0.A11|HenpoH-cneundunyeckasn eHonasa (NSE) 1650
8.0.A12®parmeHT untokepatuHa 19 (Cyfra 21-1) 1300
8.0.A13Bbenok S-100 3300
8.0.A14 Cneumndomyecknin aHTureH paka mo4veoro nyseips (UBC) B Mmode 2600
8.0.A16AHTUreH CA 242 1200
8.0.A17/OnyxoneBbin mapkep HE 4 1650
8.0.A18Onyxonesas nupyeaTkmHasa Tu M2 (B kane) 3550
8.0.A19XpomorpannH A CgA 7 700
8.0.A2.]PakoBo-amMbpuoHanbHbIn aHTureH (POA) 1050
8.0.A21|MpocTatocneundudeckmnn aHtureH (MCA) obymn 850
8.0.A23 MCA (MyunHonogo6bHbI pako-acCoLMMPOBAaHHbIA aHTUMEH) 2600
8.0.A3.]JAHTuren CA 19-9 1200
8.0.A4.JAHTureH CA 125 1050
8.0.A7.]JAHTureH CA 15-3 950
8.0.A8.]beTta2-mukpornobynuH 1350
8.0.A81|AHTHTENA K GoKanoBUAHbLIM KneTkam kuwedHuka (BKK) 2 950
8.0.A82 AHTuTENa Kk 4e3aMMHUPOBaHHbLIM NenTuaam ansda-rnnagunHa IgA (AAT) 1450
8.0.A84 AHTUTENA K MUENNHY 2 050
8.0.A9.]AHTUreH CA 72-4 1400
8.0.D2.]UHaekc 3popoBbs npocTtaThl (PHI) 5150
8.0.D3.|UccnepoBaHue kana Ha TpaHceppyH U reMornobuH 1600
8.0.D4 |lMporHocTnyeckasn BeposaTHOCTb (3HavyeHne ROMA, noctmeHonay3sa)

(Bknovaet onpegeneHne aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2600
8.0.D6 |lMporHocTnyeckasi BepoAaTHOCTL (3HayeHne ROMA, npemeHonaysa) (BknodaeT

onpeneneHne aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2600
8.0.D7 |MpoueHT cBoboaHoro NCA (o6wuin NCA, csobogHbin NMCA 1 COOTHOLLEHWE) 1600
9.0.A1.]AnTuTena k geycnupansHon JHK (HatneHon, a-dsDNA) 1050
9.0.A10 AHTHTENa K MHCYNUHY (IAA) 1250
9.0.A1M[AHTHTENa K umknuyeckomy untpynnuHosomy nentugy (ACCP, anti-CCP) 2250
9.0.A13 AHTuTENa K peuenTtopam TMpeoTponHoro ropmoHa (AT pTTI) 2 600
9.0.A14 AHTnTena k rmmaguny, IgA 1 300
9.0.A15AnTHTENa K rMmnaguny, 1IgG 1300
9.0.A16AHTUTena K TKaHeBOW TpaHcrnyTamuHase, IgA 1750
9.0.A17|/AHTTENA K TKAHEBOW TpaHcrnyTammHase, IgG 1750
9.0.A18§AHTuTena k 6eTa2-rmMuKoNpPoTENHyY 1750
9.0.A19AHTUKepaTUHOBBIE aHTUTENa (AKA) 2700
9.0.A2.}AHTuTena k ogHocnmpansHon JHK (a-ssDNA) 1050
9.0.A20 AHTHTENa Kk GasanbHon MembpaHe knyoouka (BMK) 2550
9.0.A21|AHTnTena k C1q dakTopy KoMnnemeHTa 1750
9.0.A22 AHTuTena K knetkam cocyamctoro aHgotenua (HUVEC) 2450
9.0.A23 AHTuTena k rmagkvm Mbiwgam (AFMA) 2200
9.0.A24 AHTnTena k aHgommsuio, IgA (A3A) 1800
9.0.A29 AHTupeTukynuHosble aHTuTena IgA, IgG (APA) 1 800




9.0.A26 AHTUTENA K UUTPYNIIMHMPOBAHHOMY BUMEHTUHY (aHTU-MCV) 2 250
9.0.A27|AHTHTENA K 4ECMOCOMAaM KOXM 2600
9.0.A28 AHTuTENa k GasanbHon MembpaHe koxun (AMB) 2 000
9.0.A29 AHTuTena k muokapay (Mio) 1650
9.0.A3.]JAHTUTENa K AgepHbIM aHTUreHam (ANA) 1050
9.0.A30AHTHTENA K Apoxokam Saccharomyces cerevisiae (ASCA), IgA 1600
9.0.A31AHTuTena Kk gpoxckam Saccharomyces cerevisiae (ASCA), 1gG 1600
9.0.A32 AHTHTENA K CTepoua-npoayuupyoLLmMmM knetkam HagnovevHuka (ACIIK) 1350
9.0.A33 AHTUHYKNeapHbI oakTop Ha KneToyHon nuHun HEp-2 (AH®) 2 000
9.0.A34 AHTuTena k akctparnpyemomy HykneapHomy AT (OQHA/ENA-ckpuH) 2000
9.0.A4.]AHTuTENa K MuTOXOHAPUAM (AMA-M2), IgG 2 200
9.0.A42 AHTuTena k TpomboumTam, knacca IgG 3 950
9.0.A46 AHTHTENA K KapANONUMNUHY (CyMMapHbIe) 1750
9.0.A49 AnTuTena k rmytamatgekapbokcunase (GAD) 2950
9.0.A5.]JAHTUTENA K MMKPOCOManbHOM dopakumm nedeHn un novek (anti-LKM) 2 250
9.0.A50 AHTuTena k ctepova-npoayumpyowmnm knetkam sudHnka (ACKr-Ovary) 2600
9.0.A51 QuarHocTuka capkongosa (akTMBHOCTb aHMMOTEH3UH-NPEBpaLLaoLLEro

tepmeHTa - Ald) 3 200
9.0.A52 AHTuTena k aHHekcuHy V knacca IgG 2250
9.0.A53 AHTuTEna Kk aHHekcuHy V knacca IgM 2 250
9.0.A54 AHTuTena k pocdaTnamncepuHy-npoTpoMomnHy, cymmapHsie (IgM, G) 2450
9.0.A58 AHTuTENa K NnapueTanbHbiM Knetkam xenyaka (AIMKK) 2 250
9.0.A57|Onpegenenve antuten k .Kactna - BHyTpeHHeMy dakTopy (ABD) 2050
9.0.A58 CKpMHUHT NapanpoTENHOB B CbIBOPOTKE (MMMYHOGUKCALMSA) 3300
9.0.A59 CkpuHuHr 6enka beHc-[>xoHca B pa3oBor Move (MMMyHodurkcauus) 3450
9.0.A6.]AHTUTENa KNnacca IgM k docconmnuaam (KapguonunuHy,

docchaTngmncepuHy, pochartmamnuHosnTony, dochaTnanioBon KUCNoTe) 1250
9.0.A60 mmyHodmkcauusa 6enka BeHc-[xoHca ¢ naHenbio aHTUCLIBOPOTOK 4 850
9.0.A61 TunnposaHne napanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLIbIO

UMMYyHOMMKCaLUKM ¢ NaHenbto aHTUCLIBOPOTOK IgG, IgA, IgM, kappa, lambda) 5150
9.0.A62OnpepneneHve cogepxaHusa nogknacca lgG4 2 250
9.0.A7.]AnTnTena knacca IgG k pochonmnmaam (kapguonunuy;,

dochaTngmncepuHy, pochartmamnuHosnTony, dochaTnanioBon KUCNoTe) 1250
9.0.A79AHTuTena k kapguonununy, IgG 1600
9.0.A7g AHTuUTENa K KapanonunuHy, IgM 1600
9.0.A77|AHTuTena k 6eta-2-rnukonpotenny, IgG 1650
9.0.A78 AHTuTENa k GeTa-2-rnmkonpoTteunHy, IgM 1650
9.0.A8.]AHTHCNEpManbHble aHTUTENa 1650
9.0.A80 AHTuTENa K ckeneTHbIM Mblwuam (ACM) 2 050
9.0.A81[AHTUTENa Kk akBanopuHy -4 4 950
9.0.A82 AHTnTENa K aueTMnxonnHoBbIM peuentopam (AXP) 6 050
9.0.A83 AHTMTENA K A€3aMMHUPOBaHHbLIM NenTuaam ansda-rnnagmnHa IgG (AAIN) 1450
9.0.A84 AnTutena k rmytamaTtHomy peuentopy NMDA-Tuna 6 650
9.0.A89 AHTuTena k unTonnasme HeNTPOUIOB (C yKazaHWeM Tuna CBeYEeHUs -

uutonnasmartudeckun nnu nepuHykneapHein, bAHUA, nAHLUA), 1gG 2 200
9.0.A9.]AHTUTENAa K OCTPOBKOBbLIM KrieTkam (ICA) 1850
9.0.D1.JAHTMTENA K hocchonunmaam (kapouonunuuy, pocaTManncepuHy,

docdhatugunuHosuTony, docdaTtnannoBon KUCNoTe), CyMMapHble 1350
9.0.D1( Pa3BepHyTOe cepornornyeckoe obcrnegoBaHue npy nonumunosnte (AH® Ha

Hep-2 knetkax, ENA-CKpyH, MMMYHOBNOT ayToaHTUTEN NPU NONIMMUO3UTE) 9400
9.0.D11|AHTMTENA NpW NapaHeonnacTUYeCcKnX CUHAPOMax, MMMyHobrnoT (k Yo-1, Hu,

Ri, CV2, Ma2, amdundusnHy) 4 500
9.0.D2.JAHTMTENA K @aHTMreHaM neYeHu, MUMMYHOONOT (K NUpyBaTAerngporeHasHomMy

komnnekcy(AMA-M2), mukpocomam nevenn un novek (LKM-1), uutosonsHomy

aHTureHy Tuna 1 (LC-1), pactBopuMmomy aHTureHy nedenun (SLA/LP)) 3900
9.0.D3.]AHTMHENTpOUNbHBIE LMTOMNasmaTmyeckme aHtutena, IgG (ANCA), Combi 6

(k npoTenHase 3, nakToeppuHy, MMenonepokcuaase, anacrase, KaTerncuHy

G, baktepuumnaHomMy 6ernky, noBbiwarLemy npoHviaemocTs (BPI)) 4100
9.0.D4.]AHTMHYKIeapHble aHTUTena, UMMyHoo6mnoT

(k NRNP/Sm, Sm, SS-A (SS-A HaTtnBHbIN), SS-B, Scl-70, PM-Scl,

CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-R0-52, dsDNA, Hykneocomam,

rmcToHam, pubocomansHomy Genky P) 4 950




9.0.D5.19NN-B-TecT-6 (aHTMTENa Kk ds-[HK, 6eTa2-rnnkonpoTtenHy 1, Fc-lg,

KonnareHy, MHTepdepoHy anbga, MHTepdEPOHy ramma) 3900
9.0.D6.19NN-ADC-XIY-TecT-6 (aHTuTENa k XY, 6eta2-rnmukonpoteunHy 1, Fc-lg,

ds-OHK, konnareHy, cymmapHble k pocconunuaam) 3900
9.0.D7.13NN-Bucuepo-TecTt-24 (aHTUTENa K 24 aHTUreHaMm OCHOBHbIX OpraHoB 1

CUCTEM YeroBeka) 9 950
9.0.D8.19NU-M-Komnnekc-12 4 300
9.0.D9.]AHTMTENA NPK NONUMKUO3UTE, UMMYHOOMOT (Mi-2, Ku, Pm-Scl100, Pm-Scl75,

SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 5800
9.0.A87/AHTuTena k TnuposuH-docdatase (aHTK-1A2) 2 550
9.1.D5 |AHTUTENA NPU CUCTEMHOM cknepoaepmMumn (MMMyHobnoT): Scl-70, CENP A,

CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku,

PDGFR, Ro-52 (SSA-A 52 k[1a) 6 000
9.10.Ag CsoboaHble nerkve uenv MMMyHOrnobynMHoB kanna/naméaa B CbIBOPOTKe

KpOBW, C pacyeToM UHAEKCa 2650
9.11.A1|QuarHocTuka BocnanuTesnbHbIX NONMPaanKynoHEBPUTOB (aHTUTENa K

raHrnmosmgam) acnano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a

knaccos lgGIigM 6 200
9.2.A3 |AHTuTEna k kKapguonunuxy, IgA 2550
9.5.D1 |AHTMTENA K @aHTMreHaM neYeHn, MUMMYHOONOT pacLUMPEHHbIN (aHTUTena K

SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210,

SSA/Ro-52), IgG 5300
24/45 |(eHomed
0016 |HUMT Panorama (Natera, CLUA), "6asoBas naHenb 22q" 45 200
0589 | XpOMOCOMHbIN MUKPOMAaTPUYHbIA aHanM3 npeHaTanbHbIN 26 100
0864 |lMoaTteepxaeHue mytaummn, BbigsrieHHon npn NGS cekBeHMpoBaHMEM MO

CaHrepy y Tpuo 13 000
1755 [[NpeHaTanbHasa gnarHoCTUKa MOHOreHHOro X-cuenneHHoro 3abonesaHms

(reHoTun npoGaHaa M3BecTeH) 9100
1892 [AHanus peuenTtuBHocTu aHgomeTpusa "ERT-tect” 68 350
1947 |[lNonHoe cekBEHMPOBAHME 3K30Ma NMpeHaTanbHoe 63 400
24/47 |I'bY3 HUU-KBb Ne1 (2.KpacHoOdap)

A09.05]NccnenoBaHue ypoBHSA anbga-eronpoTenHa n XOpUOHNYECKOrO

roHagoTPOMNMHa B CbIBOPOTKE KPOBW (OBOViHasa MeTka) metogom UPnA (ons

npeHaTanbHON AUarHOCTMKN HapyLLIeHNe pa3BuUTUN Nnoaa) 2900
A09.05{NccnegoBaHme ypOBHSA XOPUOHNYECKOIO rOHaAO0TPOMNMHA B CbIBOPOTKE KPOBU

nMMyHodnyopecLeHTHbIM meTogom (ABTOOEJTIONA B-XITY) 2100
A12.05]|OnpeneneHue nnasmeHHoro caktopa A (PAPP-A) B CbIBOpOTKE KPOBU

nMmmyHodnyopecueHTHeIM metogom (ABTOOEN®NA PAPP-A) 3100
A12.05{OnpegeneHue nnasmeHHoro gaktopa A (PAPP-A) B CbiBOpOTKE KpOBU

nMMyHodnyopecLeHTHbIM MeToaoMm (Hdenbduna Xpress PAPP-A)

24/49 |CJ1 Medukanlpyn

802 'McTonormnyeckoe nccnegosaHue buontara Koxm 4100
24/]7 |KOHum

90951 |BuonculiHbill u 3HOOCKONUYecKull Mamepuas

909510|M'mcTonormyeckoe nccrnegoBaHne 3HAOCKONUMYECKOro MaTepuana npocroe (4o

3-X KyCOYKOB) N1LLEBOAA, KeNyaKka, KULWKWM, BpoHxa, ropTaHu, Tpaxem 3550
909510|M'mcTonornyeckoe nccrnegoBaHne aHOOCKONUYECKOro Matepuana (nonun

6onee 2 cm) 4700
909510{MmcTonornyeckoe nccnegoBaHne 3HOOCKONUYECKOro MaTepuarna CrnoxHoe

(6onee 3 kKyCcouKOB) NULLIEBOAA KEMY/KA, KALLKW, BpOHXa, ropTaHu, Tpaxeu 4700
909510|BbisiBneHune Helicobacter pylori 3a crnyyan 2 350
909510{MmcTonornyeckoe nccnegosaHne nocne MynstTudokansHom buoncum xenyaka

C oueHkon no knaccugpukaumm OLGA/OLGIM+H.pylori 10 450
909510{M'mcTonornyeckoe uccrieqoBaHue BMOMNCMINHOIO MaTtepuarna nosiocTy

pTa,A3blka,HOCOrNOTKN,CIIFOHHBIX XXenes 3 550
909510|M'mcTonormyeckoe uccrnegoBaHne GUONCUNHOIO MaTepuana Mo4YeBbIBOASALLNX

nyten 4700
909510[M'mcTonornyeckoe uccnegoBaHne namnenb-6uoncumn aHOOMETPUS 4700
909511{'mcTonornyeckoe nccrnegoBaHne GUONCUMHOIO MaTepuana TKaHu Suyek 3300
9095111'mcTonornyeckoe nccnegoBaHne matepuana LWenkn matky, Bnaranvila 4700
909511 M'mcTonormnyeckoe uccrnegoBaHne GUONCUNHOIO MaTtepuana TkaHu

3abpIOLLMHHOIO NPOCTPaHCTBa 4700




909511 'mcTonormyeckoe nccregoBaHne OMONCUNHOIO Matepmana nMM@Ooy3noB 5500
909520|KomnnekcHoe rucTonorniyeckoe ncecnegosaHve Mmatepuana nocne

aHgockonun/konoHockonun (4 n 6onee KOHTeHepa, 3a 0OAHO BMELLATeNbCTBO) 13 900
BP lcTonoruyeckoe uccnegoBaHne GUONCUNHOMO, MYHKLUMOHHOIO Matepuana u

cockoboB 4 250
DK [ekanbunHaunsa KOCTHOW/XPALWEBOW TKaHW NPU TMCTONOMMYECKOM

nccrneaoBaHUM KOCTHOM TKaHU 2 350
K305 |luctonormyeckoe uccregoBaHue cockoba LepBuKanbHOro kaHana+

rMcTonornyeckoe nccnenoBaHne cockoba aHAOMETPUS LLENKK

MaTKu/rmcTonormyeckoe nccrnegoBaHus uoncum

LLUENKN MaTKu 5600
PZ lmcTonormnyeckoe uccnegoBaHne NyHKUMOHHON Broncuy npegcraTensHom

xenesbl (40 14 KyCO4KOB) 15100
TK 'McTonormyeckoe nccnegoBaHMe TKaHW KOCTHOMO Mo3ra 15100
909514{OnarHoctrka metogom nmmyHoructoxummmn (UMX) onee 10 aHtuten™™
909514|MepecmoTp nepen UIMX (6e3 BbIHECEHWST 3aKIOHMEHMS, NS ONpPeAeneHns

BO3MOXHOCTU noctaHoBkn UIMX peakumm n HasHavyeHus naHenm) 3450
90952 |OnepayuoHHbIU Mamepuarsn
KD KomnnekcHasi guarHoctvka onepaumnmoHHoro matepuana (rucronorms+UrXx) 69 600
UN-1 |ucTtonoruyeckoe ncecnegosaHve onepaunoHHoro marepumana knacca UN-1 4 200
UN-2 |[ncTonornyeckoe uccnegosaHve onepaunoHHoro marepuana knacca UN-2 6 100
UN-3 |[ncTonornyeckoe nccrnegoBaHe onepaunoHHoro marepuana knacca UN-3 13 900
UN-4 |[ncTonornyeckoe uccnegoBaHve onepaunoHHoro marepuana knacca UN-4 27 850
UN-5 [MucTonornyeckoe uccrnegosaHme onepawmoHHOro matepuana knacca UN-5 44 800
90954 |JononHumenbHbIU ycnyau
909513|Second Opinion - KOHCYNbTaLKMs FOTOBOrO Cry4as 13 900
909513|MepecmoTp Kaxxaoro nocrneayoLlero ctekna 3550
909516|NMepesanueka 6roka ¢ N3roToBNEHWEM OAHOIO MMCTONOMMYECKOro CTekna 1250
909516|[Jopeska 13 BHOBb M3roTOBIEHHOrO Brioka (3akas nocne ycnyru 164) 500
909516|CkaHnpoBaHue 1 ctekna 750
909516|lMepeBog (1 cTpaHuua, aHr.- pyc., pyc.- aHrn.) 2 350
909516|MmcToxnnmmnyeckas okpacka PAS (3a ctekno) 1000
909516|McToxmmmnyeckas okpacka AnbLNaHOBLIN CUHUI (3@ CTEKMO) 750
909516|MmcToxnmmnueckasa okpacka no Nimsa (3a cTekno) 750
909516|McToxmmnyeckas okpacka no Linne HunbceHy (3a cTekno) 750
909516(MMcToxmmuyeckas okpacka KOHIO KpacHbIM (3a CTEKMO) 1250
909516|McToxmmnyeckas okpacka no BaH M3oHy (3a cTekro) 750
90955 |MMmyHO2UCMOXUMUYeCcKuUe ucciedoeaHus
909510|KomnnekcHoe ructonormyeckoe n nmmMmyHornctoxummyeckoe (UMX)

nccrnegoBaHne npu Nogo3peHnn Ha XxpoHnyeckunii sHgomeTput (H&E+CD138) 10 550
909510[ KomnneKkcHoe rucTonornyeckoe n MIMMYHOTMCTOXMMUYECKOE UccreaoBaHne

CTOPOXEBOro Numdoysna 45 250
909510|KomnnekcHoe rucronornyeckoe n MMMyHoructoxummuyeckoe (UMX)

nccnegoBaHme NorpaHNYHbIX/CTOPOXKEBBLIX IMMJOY3II0B NPy MenaHome 44 150
909512 immyHornctoxummnyeckoe nccnegosanue (1 UMX peakuns PD-L1 knoH 28-8) 11 650
909512|UmmyHornctoxnmmudeckoe nccnegosanue (1 UMX peakums PD-L1, knoH

SP263, Ventana) 24 400
909512|mmyHornctoxmmmyeckoe uccnegosanue (1 MX peakuuns PD-L1, knoH Daco

22C3) 41 750
909512|mmyHorncroxmmmyeckoe uccnegosanue (1 UMX peakuunsa ALK) 8 200
909512|ImmyHorncroxmmmyeckoe uccnegosanue (1 UMX peakuyua PD-L1, knoH

SP142, Ventana) 27 850
909512|UmmyHornctoxmmmudeckoe nccnegosanune (1 UMX peakums, pan-TRK) 11 650
909512 immyHornctoxummnyeckoe ncenegosanue (1 UMX peakuns HER2) 8 200
909512| UMMyHOIrMcToXnmmnyeckoe nccnegoBaHune: peuentopsl comatoctatnHa 2A n 5

TmnoB (SSTR 2A, 5), 2 UI'X peakumm 17 450
909512 immyHornctoxummnyeckoe ncenegosanme (1 UMX peakuns ROS1) 8200
909512|UmmyHornctoxnmmudeckoe ncenegosanme (1 UMX peakuyms no

npeaBapuTENbHOMY COrMaCoOBaHUIO C MEHEAXEPOM) 8 200
909512|IMMyHOIrMCTOXMMUYECKOE UCCNeqoBaHNE Mapkepa akTMBHOWM nponudepavnm

ki-67




909512

VIMMyHorncToxummnyeckoe nccnegosaHue , onpegeneHme oHkobenka mapkepa
nponudepaumm p16

909512|AnarHoctmka MeTogom nMmmyHoructoxummmn (UMX) go 4 aHtmuten

BKIIOYNTENBHO™* 17 450
909512|UccnenoBaHne MukpocaTennnTHon HectabunsHoctn (MSI) metogom UMX

(MSH2, MSH6, PMS2, MLH1) 17 500
909513{AuarHocTrka metogom nmmyHoructoxummm (UrX) 5-10 antuten

BKIIOUMTENBHO** 31 050
909514|QuarHocTika MeTogom nMmyHornctoxmmmm (UMX) 6onee 10 aHTuTEN 44 050
909514|IMMYyHOIrMCTOXMMMYECKOE UCCNefoBaHNe peLenTUBHOCTY SHAOMETPUST (OKHO

umnnadHTauum, ER,PgR, CD56, CD138, LIF, nogcyet kon-Ba nHONOANN) 31 300
909515|ImmMyHOrMcToXnmmuyeckoe nccnegoBaHne onpegeneHne peuenTmBHOCTM

aHgomeTpua( oudd. guarHocTuka XpoHudeckoro aHgometputa CD16,

CD138, CD20, CD56, HLA-DR) 25550
909521(OdunarHocTrka MeTogom nMmMmyHoructoxummm (UFX) npy pake monovHomn

xenesbl - 4 peakumm (ER, PR, Ki-67, HER2) 17 450
90956 |MonekynsipHo-2eHemu4eckue uccriedosaHusi
909560|Onpenenexve mytauun BRCA1 Bcero konnanpyoLlero pervoHa reHa npu

pake MOMOYHOM xenesbl U ASUYHNKOB 118 200
909560|Onpepenexue pacnpocTpaHéHHbix myTauuii reHos BRCA1, BRCA2 npwu pake

MOJTOYHOW Xenesbl N ANYHUKOB (8 MyTaumi) 17 200
909560|Onpenenexve mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 25050
909560|OnpegenexHne mytauum B 14 ak3oHe reHa cMET 41 750
909560|Onpenenexve mytauun B 15 ak3oHe reHa BRAF 17 200
909560|Onpenenexne mytauun KRAS Bo 2, 3 1 4 3Kk30HaX reHa npu KoropekTanbHOM

pake 20 900
909560|OnpeneneHve mytauun Bo 2,3,4 ak3oHax reHa NRAS 20 900
909560|OnpenenexHne mytauun Bo 2, 3, 4 ak3oHe reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS 25050
909561|Onpenenexve mytauun Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 ak3oHax reHa

NRAS, 15 ak3oHe reHa BRAF 30 600
909561|Onpenenexne mytauun 15 ak3oHa reHa BRAF n 11,13,17 ak3oHax reHa c-KIT

npu MenaHome 36 150
909561|Onpenenexve mytauun 15 ak3oHa BRAF, 2, 3, 4 ak3oHoB NRAS 1 11,13,17

ak3oHoB c-KIT npu menaHome 41 750
909561|Onpegenerne mytauun B reHax ¢c-KIT n PDGFR npu racTponHTECTUHaNBbHON

ctpomansHon onyxonu XKKT (GIST) 41750
909561|OnpenenexHve MukpocaTennmMTHon HectabuneHocTn (MSI) npu

KONMopeKTanbHOM pake 25050
909561|Onpenenexne nepectpoek RET 40 600
909561{OnpegenenHve TpaHcnokaumn reHa SS18 (SYT) npu cuHoBManNbLHOW capkome

( Ha TpaHcnokauuio yvactka 18g11.2) 40 600
909561|Onpepenerve amnnudukaumm HER2/neu npu pake Mono4YHowM xenesbl 1

xenygka 40 600
909561|Onpenenexve amnnudpukaumm TOPO2A npu pake MONOYHOW Xenesbl 40 600
909562|OnpeneneHne nepectporikn ALK npu pake nerkoro 40 600
909562|OnpeneneHne nepectporikn ALK npu pake nerkoro 40 600
909562|Onpeaenexne nepectporkn ROS1 npu numdgome 40 600
909562|Onpegenexne nepectporikn ROS1 npu numdome 40 600
909562|Onpenenexne amnnudpukaumm MET 49 900
909562|Onpeanenexne nepectponkn MYC npu numcome 49 900
909562|Onpenenexune nepectponkn BCL2 npu numcome 49 900
909562|Onpeanenexne nepectponkn BCL6 npu numdome 49 900
909562|Onpenenexne nepectponku reHa DDIT3 npu capkome 49 900
909562|Onpenenerve amnnudurkauum reHa MDM2 npu capkome 49 900
909563| YcTaHOBNEHME NPUHAANEXHOCTM MaTepuana 46 400
909563|OnpegenexHne metunmpoBaHus reHa MGMT 30 600
909563|MonekynsapHo-reHeTu4eckoe nccnegosaHne mytaumi B reHe H3F3A 30 700
909563|Pak nerkux, 6aszosas naHens (EGFR,KRAS,NRAS,BRAF) 40 600
909563|Pak nerkux, pacwmpeHHaa naHens (reHol ALK, BRAF,EGFR, ERBB2, KRAS,

MET, PIK3CA) 88 150
909563|Onpenenexne akcnpeccum reHa PCA3 17 450




909564| MonekynspHo-reHeTu4eckoe nccnegosaHne mytaumii B reHe IDH1 25100
909564( MonekynapHO-reHeTU4eckoe uccregoBaHne mytaumm B rede IDH2 25100
909564| MonekynsapHo-reHeTu4eckoe nccrnegoBaHne mytaumm B reHe PIK3CA 26 700
909564|Onpenenerve mytauum c-KIT ( (9, 11, 13, 17 3K30HBbI) 36 150
909564| MonekynsapHo-reHeTu4eckoe nccnegosanne mytaummi B reHe PDGFRA 36 150
909564| TP53 pgeneuus 40 600
909564|UccnegoBanne myTtaumi B reHe FOXO1 49 950
909564(Onpegenexve amnnudunkaumm reHa N-MYC B 6ruoncuitHom (onepauyoHHOM)

mMatepuane MmetoaomM dnioopecueHTHon rmbpunansauun in situ (FISH) 49 900
909565|Onpenenerne amnnudmrkaunm reHa C-MYC B 6uoncuitHom (onepaumoHHOM)

mMaTepuarne MetToaoM dnroopecueHTHoOM rmbpunamnsauum in situ (FISH) 49 900
909565 MonekynsapHo-reHeTu4eckoe uccregoBaHune TpaHcnokauun t(15;17) B

BGuoncuiHoMm (onepaunoHHOM) MaTepuarne MeToaom hrioopeCcLEHTHOM

rmbpugmsaumm in situ (FISH) 49 950
909565| MonekynsapHo-reHeTu4ecKoe nccrnegoBaHne TpaHcnokauum 1(8;21) B

6uoncuiiHom (onepaunoHHOM) MaTepuarne MeToaom chrtoopeCLEHTHOM

rmbpuamsauun in situ (FISH) 49 950
909565(OnpeneneHve nHesepcun inv(16) B GruioncuiHom (onepaumoHHOM) maTepuane

MeToaoM chritoopecueHTHo rmbpuausaumm in situ (FISH) 49 900
909565| MonekynsapHo-reHeTu4eckoe nccnegosaHune TpaHcnokauum t(4;11) s

6uoncuiiHom (onepaunoHHOM) MaTepuarne MeTogom hrtoopeCLEHTHOM

rmbpuamsauun in situ (FISH) 49 950
909565 MonekynsapHo-reHeTu4eckoe uccregoBaHune TpaHcnokauun t(12;21) B

BGuoncuiHoMm (onepaunoHHOM) MaTepuarne MeTogom hritoopecLEHTHOM

rmbpugmsaumm in situ (FISH) 49 950
909565| MonekynsapHo-reHeTu4ecKoe nccrnegoBaHne TpaHcnokauum £(8;14) B

6uoncuiiHom (onepaunoHHOM) MaTepuarne MeToaom hroopeCLEHTHOM

rmbpuamsauun in situ (FISH) 49 950
909566|UccnenosaHne mytauun B reHe NTRK1 40 600
909566|ccneqosanHne mytaumi B reHe NTRK2 40 600
909566|UccnenosaHne mytaumn B reHe NTRK3 40 600
909566| TpaHcnokauusa t(11;14)(q13;932) 40 600
909566|OnpenenexHve mytauun npomoTtopa reHa TERT 40 600
909566|OnpegeneHne onyxoneson MyTaumoHHon Harpysku (TMB) 180 800
909566|VccneposaHne mytauun B reHe FUS 49 950
909567|UccnenoBaHne myTtaumm B reHe EWSR1 49 950
909567|UccneposanHne mytaumn B reHe NTRK1, NTRK2, NTRK3 metogom FISH 78 800
909567|Mownck mytauum ivs2+1G>A B reHe CHEK2 36 150
909567|Onpegenenve amnnudumkaumm reHa FGFR1 (NGS) 36 150
909567|BbissneHune TpaHcnokaumm reHa NRG1 60 300
909567|XpomocomHble nepecTpoikm ¢ ydactnem reHos PDGFR, FGFR1 36 150
909567|MunkpomaTpun4yHbIA aHanM3 No BOPCMHAM XOPUOHA, OKONONMAoAHBIM Bogam 1

KPOBM 13 NyMNOBWHbI Nf1oAa (XpOMOCOMHbBIA MUKPOMATPUYHbIV aHanm3

npeHatanbHbIn) 35 550
909568|VHBa3mBHOE NpeHaTanbHoe onpeaeneHne nomna nnoga (onpegeneHue nona

nnoJa no BOPCUHaM XOPMOHA, OKOMOMMOAHBIM BOAAM U KPOBU U3 MYNOBMWHbI

nnoga) 21700
909568| XpaHeHune nnogoson [HK (Beliaenexne n coxpanernne OHK ona nposegeHus

JanbHenLwero nccnegoBaHus) 5500
909568|0HK nccnegoBaHus Ha MOHOreHHble 3aboneBaHMs NoO BOPCMHAM XOPUOHa,

OKOMOMMOAHbIM BOAAM M KPOBM U3 NynoBuHbI nnoga (MpeHaTtanesHas

OMarHoCcTuka MOHOIFEHHOro ayTOCOMHO-AOMUHAHTHOro 3abonesaHus, B

cny4ae, ecnv reHoTun npobaHaa v poauTenen 3BeCTeH) 22 500
909568|0HK nccnenosaHnst Ha MOHOreHHble 3aborieBaHMs MO BOPCMHAM XOPUOHa,

OKOronmnogHeIM BoAaM M KpoBM 13 NynoBuHbl nnoga (MpeHaTtanbHas

AVarHoCTUKa MOHOreHHOro X-cuenneHHoro 3abonesaHuns, B cnyvae, ecnm

reHoTun npobaHaa v poavTenen HEN3BECTEH) 34 050
90959 |>KudkocmHas yumousioausi
909590| Lintonornyeckoe nccnegoBaHme cockoba LUEekn MaTku 1 LiepBUKanbHOMo

KaHana 5150
909590|Ko-TecT: BIMY-TAl-TecT xnakocTHbIi+KayecTBeHHOE TUnMpoBaHne 12 Tnnos

BMpyca nanunnomel Yenoseka (HPV) tunei: 16, 18, 31, 33, 35,39, 45, 51, 52,

56, 58, 59 6 850




909590| LinTonormnyeckoe uccnegoBaHne nyHKTaToB MOSTOYHOM Xeneabl 5150
909590| Lntonornyeckoe nccnegoBaHue cekpeuun n3 cocka 5150
909590| Lintonornyeckoe nccnegoBaHme KOXHbIX M MOAKOXHbIX 0Opa3oBaHuiA 5150
909590| LinTonornyeckoe nccnenoBaHme NyHKTAToOB LLUTOBUAHOM Xenesbl 5150
909590| LinTonormnyeckoe uccnegosaHme nyHKTaToB NMMGaTUYECKMX Y3N0B 5150
909590| LinTonornyeckoe nccnenoBaHme CMbIBOB OpHOLLHOM/NNEBpanbsHON NONocTy,

aACLMTUYECKOW XXMAOKOCTK, NieBpasibHbIX BbINOTOB. 5800
909590|Ki-mapkep nponudepaTMBHON akTUBHOCTH 5800
909590 ImmyHoUMTOXMMUYECKOE uccnegoBaHue matepuana (1mapkep) 5800
909591|MIMMyHOLMTOXMMUYECKOE UCCrefoBaHNE COCKODOB LLUENKM MaTKK C

onpeaeneHnem denka p16 n Ki 67 6 950
909592|MepecmoTp LUTONOrMYECKUX NpenapaTos 11 650
24/]9 |UHBUTPO
1190 |AHnTuTena knacca IgG k Borrelia burgdorferi, BoisBnsiemblie meTogom

nmmyHobnotTuHra (anti-Borrelia burgdorferi IgG, Immunoblot) 3550
1227M |JlabopaTtopHoe uccrnegoBaHue knewa ans soisenexdus PHK/OHK

BO3byauUTENen UHMEKLUNA, NepeaatoLLXCs MKCOA0BbLIMU KIeLLamMu:

KNELWEBOW SHUE®ANUT, BOPPENMOS (BONE3Hb JIAUMA),

AHAIMJTA3BMO3, 3PJTMXNOS (Detection of pathogen DNA/RNA in ticks:

Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma

Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DN
1321B3 mmyHonoruyeckoe ncenenosaHune Ha M.tuberculosis metogom T-SPOT.TB

(B3pocnble u getn ctapuwe 10 net) (T-SPOT TB - Interferon-Gamma Release

Assays, IGRA (adults and children of ten and over))
13210 NmmyHonoruyeckoe nccnegosarune Ha M.tuberculosis metogom T-SPOT.TB

(oetv po 10 net) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA

(children under 10 years of age))
1367 |AnTuTena knacca IgA k Mycoplasma pneumoniae (M. pneumoniae Antibodies,

IgA, Mycoplasma pneumoniae Specific IgA, Anti-Mycoplasma pneumoniae

IgA) 1150
1376 |[MwuToTaH, nna3ma kposu (Mitotane, o, p’-DDD, plasma) 5950
1377THTepudnyHomung, necdnyHomug (metabonut) (Teriflunomide, Leflunomide

metabolite) 5950
1378 [MaHenb aHTUdOChoNunnaHbIX aHTUTEN, IgG, IgM MeToaom

OOT-MMMYHO@Hanm3, Ka4eCTBEHHbIN TECT B CbIBOPOTKE KPOBU

(Anti-Phospholipid Antibodies Panel) 14 500
1379 |AHTuTena knacca IgG k rmaBHomy 6enky HapyxHon membpaHbl MOMP u

AHTuTena knacca IgG Pgp3 (membpaHoaccoumMmMpoBaHHbIN Ma3MUAHbIN

6enok) Chlamydia trachomatis 950
1410 |dakTop IX, akTMBHOCTL, % (hakTop Kpuctmaca,) Factor I1X, Activity, % (Christ

mas Factor) 1300
1412 |AHTU-Xa aktuBHoCTb, ME/Mn (FenapuH, koHueHTpauusa, ME/mn), Anti-Xa activi

ty, IU/ml (Heparin concentration, IU/ml) 2050
1413 |®aktop Bunnebpanga, aHtureH, % (Willebrand Factor, Antigen, %) 2650
1566 |lencugun 25 (6noakTtmneHbIn) (Hepcidin 25, bioactive) 11 550
1581 [Owmera-3 ungekc (Omega-3 Index) 7 700
1581CHAHTUTENa Kk LGI1 1 CASPR2 (KOMNOHEHTbI KOMMNeKca KanueBblX KaHanos),

IgG, ceiBopoTka kpoBu (VGKC-associated proteins LGI1 and CASPR2

antibodies, serum) 9 950
1581CNAHTuTENa k LGI1 n CASPR2 (KOMNOHEHTLI KOMNIIEKCa KanueBbIX KaHanos),

IgG, nuksop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF) 9 950
1582 |AHTUTEna K peuentopam v cuHantTuyeckum 6enkam HenmpoHos (NMDA-, LGI1-,

CASPR2-, AMPA1-, AMPA2-, GABAB1-) 22 300
1582CHAHTUTENA K HEMpOHanbHbIM peuenTopam 1 cuHanTudeckum 6enkam (NMDA-,

LGI1, CASPR2, AMPA1-, AMPA2-, GABAB1-) 22 150
1584AN AHTUHepoHanbHble aHTUTENa, IgG, meton Henpsamon

nmmyHodnyopecueHuun (Neuronal antibodies, 1gG, Indirect

immunofluorescence (IIF)) 5500
1585M{ AHTMTENA K MblLeYHO-Ccneungmnyeckon TMpo3nHkmHase (aHTM-MuSK) B

cbiBOpoTKe kposu, (Muscle-specific tyrosine kinase (MuSK) antibody) 8 800
1586A0AHTUTENna k AcHK B CbIBOPOTKE KPOBU, NOATBEPXKAAIOLLMI TECT C

ucnonb3oBaHueM cybetpata Crithidia luciliae, IgG, meTogom Henpsimon

ummyHodnoopecueHunn (Crithidia luciliae indirect fluorescent test (CLIFT)) 2050




1587

YKnpHble kncnotol, npoduns: omera-3, -6, -9, nnasma (Fatty acids panel,

omega-3, -6, -9, plasma) 14 900
15920( OcTtaToyHas ocMonspHOCTb cTyna (Stool osmotic gap) 2050
1595ST| PacTBopumble peuenTtopbl TpaHcheppuHa (pTPP, Soluble Transferrin

Receptor, sTfR) 2950
1598 |KBaHTMdepoHoBbIN TecT QuantiFeron-TB — ummMmyHoguarHocTuka

TybepkynesHon nHdekuun (QuantiFERON-TB Gold, QFT)

1603 (1,25(0OH)2D3 — 1,25-gurngpokcnsmtammy D3 2650
1604 |ButamuH B1 (TvamuH) 3900
1605 [ButamuH B6, nupugokcanb-5-gocdart, nnasma (Vitamin B6,

Pyridoxal-5-Phosphate, PLP) 3900
1606 |ButamuH C (ackopbuHoBas kucnora) 3900
1608 [ButamuH B5 (naHTOTEHOBas KucroTa) 3900
1609 |ButamuH B2 (pnbodnasuH) 3900
1610 (ButamuH B3 — HukoTuHamng, nnasma (Butamuu PP, HuaumH, Vitamin B3 —

Nicotinamide, Niacinamide, plasma) 3900
1611 |Butamun B7, H (6rnotuH) 3900
1612 |PeBepcuBHbIn T3 (PeBepc T3; peBepCcuBHbIN TPUMOLATUPOHUH; Reverse T3;

rT3) 10 700
1614 |PeTuHun nanbmutar 3900
1615 |beta-kapoTuH 3900
1616 |Butamun 25(0OH)D2 1 25(0OH)D3, pasgenbHoe onpegenexHve

(BOXKX-MC/MC) 7 350
1633 [3Beponumyc (Everolimus) 4 350
1634 |[MnaueHTapHbIN bakTop pocTa 4 850
1641 |AHTuUTEna Kk kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 3660T1T 1600
1643 |Bbicoko4vyBCTBUTENBHBIN C-peakTyBHbIN 6enok (kapauo) 950
1644 |XonectepuH NMNONPoOTEMAOB HU3KOW MAOTHOCTU, NPAMON MeToA (XonecTtepuH

JINHM, npamon metoga, LDL-cholesterol direct) 500
1645 |MenatoHuH 4 500
1646 |OueHka ckopocTu krnyboukoBom dounsTpauumn y aeten no opmyne Leapua, K

peaTuHUH. 400
1647 |ST2 pactBopuMbIi (soluble ST2, sST2) 4700
1648 |PacTtBopumas fms-nogobHas TMpo3mHkmMHasa-1 (sFlt-1) 5950
1649 |Mapkepb! pucka npeaknamncuu: sFlt-1, PIGF, cootHoweHwne sFIt-1/PIGF 10 900
1664 [AHTuTena k Bupycy nonvomuenuta 1-ro n 3-ro tunos (Anti-Poliovirus

serotypes 1, 3, IgG) 2650
1665 |AHTuUTEna k remocpmnbHOM Nnanoyke Tuna b, IgG (AHTutena knacca IgG «

nonupubosunpubutondocdary) (polyribosylribitolphosphate, PRP)

(Haemophilus influenzae tuna b (HiB), anti-PRP Haemophilus influenzae b

IgG) 3300
1700 [MpokanbuntoHuH (Procalcitonin) 2 800
1771 |Metabonutbl 3CTPOreHOB 1 NPOrecTepoHa, CyTouHas Mo4va 9 650
1827 [Xupo- n BogopactBoprMble BUTAMUHbI 36 200
1828 |XKupopacTBoprMble BUTAMUHBI 12750
1829 [BopopacTBopuUMblEe BUTAMUHbI 23 500
1830 |HewnpoTponHble BUTaMUHBbI 7 950
202CM]AHTUTENa kK GAD (rnytamatgekapbokcunase), IgG, nukeop (Anti-GAD

(glutamic acid decarboxylase), IgG, CSF) 3450
250 MccnenosaHmne Ha Hanu4dme Knewa AemMmoaekc
270 JlTabopatopHoe uccrnegoBaHue knewa ans BoisieneHus OHK Bo3dyautens Jlan

M-Boppennosa (Borrelia burgdorferi, DNA) 1300
297 AHTUTENa K aHTUreHam Hemarog poga Anisakis 1gG 1 300
299 AHTUTENa K aHTUreHam Kntarckon asyyctkm Clonorchis sinensis IgG 1750
3032 |MHBUO®NOP-3KCIIEPT. PaclumnpeHHoe ncenegosaHne MMKpodnopbl

YpOreHMTansHoro TpakTta 3300
3033 [MH6uodnop CkpuH. CKpMHMHIOBOE MccnenoBaHne MUKpodnopsbl

yporeHmTanbHoro Tpakta 2 800
3102 |Bupyc nmmyHogedmumTa yenoseka Tuna 1, kayecteeHHoe onpegeneHne PHK

(Human immunodeficiency virus, quality, RNA) B cbiBOpoTke KpoBuU 4 350
3156 |Untomeranosupyc, konuyectseHHoe onpeaenerHne AHK (Cytomegalovirus,

DNA) B CbIBOPOTKE KPOBM 700




3215K(

Bupyc Varicella-Zoster, onpeaenenne [JHK B cockobe anutenuanbHbIX KNeTok
koxn (Varicella Zoster Virus, DNA, scrape of skin epithelial cells)

700

3215P(

Bupyc Varicella-Zoster, onpenenenne JHK B cockobe anutenuanbHbIX KNeTok
cnuaucton potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelia
[ cells)

700

3215CH

Bupyc Varicella-Zoster, onpeaenenune [HK B cbiBopoTKe kpoBwu (Varicella Zost
erVirus, DNA, serum)

700

3215C]]

Bupyc Varicella-Zoster, onpenenenne OHK B cntoHe (VaricellaZosterVirus, DN
A, saliva)

700

3316

Onpegenenue MNMona nnoga (Y xpomocoma)

6 700

3317

Bupyc rpunna A/B, kayecTtBeHHoe onpeneneHme PHK (Influenza virus A/B,
quality, RNA)

3318

OnpepgeneHve Bo30dyanTenen ocTpbiX PECMMPATOPHbBIX BUPYCHBIX MHADEKLNIA
yenoseka (OPBW): PHK pecnupatopHo-cuHumuTnansHoro supyca (human
Respiratory Syncytial virus - hRSv), meTtanHeBmoBupyca (human
Metapneumovirus-hMpv), Bupycos naparpunna 1, 2, 3 n 4 tunos (human
Parainfluenza virus-1-4-hPiv), kopoHaBupycoB (human Coronavirus - hCov),
puHoBupycoB (human Rhi

3319

OuddepeHumpoBaHHoe BhisBreHne [JHK Bordetella species: Bordetella pertu
ssis (Bo3byauTens kokntowa) n Bordetella bronchiseptica (Bo3bygutens 6poHx
0cCenTunko3a) B Cockobe anuTenuanbHbIX KNETOK CAM3UCTON POTOrMOTKM u/nnm

HocornoTku (Differentiated detection of DNA Bordetella spp.: Bordetella pertus
sis (pertussis pathogen) and Bordetella bronchiseptica (bron

800

3324P(

Mapeosupyc B19, onpeaenexve OHK

700

3324CH

MapsoBupyc B19, onpegenernve OHK

700

3324CJ]

Mapeosupyc B19, onpeaenenve OHK

700

3511

Bupyc 3nwrenHa-bapp, onpegeneHune AHK B cbiBopoTke kposu (EBV DNA,
Serum)*

700

402

KamnunobakTtep, AMapenHbiii CUHOPOM, BbISIBIIEHWE aHTUreHa B Karne,
nmmyHoxpomaTtorpacus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1900

403

[oHopes, BbisiBNeHWe aHTureHa, ummyHoxpomatorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1600

404

AEHOBUPYC peCNMPaTOPHbIN, BbISIBNEHNE aHTUreHa B PECNpaTopHOM
TpakTe, nmMyHoxpomaTorpadusa (Adenovirus, respiratory infection, One step
rapid immunochromotographic assay, antigen)

1600

405

ﬂeFI/IOHeJ'IJ'Ia, BbldBNeHne aHTureHa B mode, I/IMMyHOXpOMaTOFpaCbVIFl
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

2650

407

Xnamuamu, BbIsIBNEHWE aHTUreHa B Ma3Kax yporeHuTanbHoro TpakTa,
nmmyHoxpomaTtorpacus (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

1900

408

nHeBMOKOKK, BbiAB1IEeHNE aHTUIreHa B Mo4e, I/IMMyHOXpOMaTOFpa(bI/Iﬂ
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae)

2650

409

OHTepoBMpYC, BbISIBNEHME aHTUreHa B Karne, UMMyHoxXpomarorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

1900

410

Jluctepun, BoisiBNeHMe aHTUreHa B kane, ummyHoxpomartorpadus (Listeria
monocytogenes, One step rapid immunochromotographic assay, antigen,
stool)

1400

411

PecnunpatopHo-cuHunTnaneHbin Bupyc (PC-nHpekLms), BbiSBEHME aHTUreHa,
nmmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)

1750

456

[uncbakTepnos KuLeyHnka

456-0¢

[ncHakTepmos KULLEYHUKA C ONpPeAENEeHNEM YyBCTBUTENBHOCTU K
GakTepmodaram

489

UHdnoeHua A+b (Influenza A+B, rpynn), aHTUreHHbIN TecT

496NO

Onpegenenne aHtureHa Norovirus B kane (Norovirus, Stool Culture. One Ste
p Rapid Immunochromotographic Assay)

2 550

534

BuoncunHasa gnarHocTuka gepmaTosoB - Mopdporormyeckoe nccnegoBaHue
6uonTaToB B LEensAx AMarHOCTUKN 3aboneBaHni Koxu (Kpome
HoBoobpa3oBaHuit). (Pathology of skin biopsyes)

3 550




535

OnddepeHumnansHasa gmarHocTrka MenaHoMbl, UMMYHOTMCTOXUMUYECKOE
(UIFX) uccneposaHue, oueHka akcnpeccun S-100, Melan A (MART-1),
HMB-45, SOX-10 (IHC verification of malignant melanoma using assessment

of the expression S-100, Melan A (MART-1), HMB-45, SOX-10) 32 250
536 OuddepeHumanbHaa guarHoctTuka MenaHombl, UMMYHOTMCTOXUMUYECKOe

(UMX) nceneposaxue, oueHka akcnpeccum S-100, Melan A (MART-1),

HMB-45, SOX-10 (IHC verification of malignant melanoma using assessment

of the expression S-100, Melan A (MART-1), HMB-45, SOX-10) 32 250
537 MIMMYyHOrncToxnummyeckoe nccrnegoBaHue (1 mapkep): yTouHsioLlee

UIMX-nccnegosaHue ¢ ncnonb3oBaHveM 1 aHTuTena (Mapkepa) 2 800
547 LinTonornyeckoe n UMMyHOLMTOXUMUYECKOE UCCEedoBaHUe C MapkepamMmu

p16INK4a u Ki-67 ans noarsepxaeHusa ancnnasum B Maskax Crm3ncTon

LIerKN MaTKn 12 250
549 Onpegenenne akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncn

onb3oBaHuem aHtuten k PD-L1 knoH SP263 (Ventana). 27 750
550 Onpepnenenne akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ nen

onb3oBaHuem aHTuten Kk PD-L1 knoH SP142 (Ventana). 27 750
554 Onpepgenenne akcnpeccumn 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncn

onb3oBaHneM aHtuten k PD-L1 knoH 22C3 (Dako). 39100
66601 [Poxb (f5) IgE, ImmunoCAP 1150
66602 [Még (f247) IgE, ImmunoCAP 1150
66603 [OscsaHuua nyrosas (g4) IgE, ImmunoCAP 1150
66604 |Orypey (f244) IgE, ImmunoCAP 1150
66605 |ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoC

AP) 1150
66606 |Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoC

AP) 1150
66607 |Jlowapnpk, nepxotb (e3) IgE, ImmunoCAP 1150
66618 |Monoko ko3be (f300) IgE, ImmunoCAP 1150
66627 |Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) 1150
66628 |Yan nuctoson (f222) IgE, ImmunoCAP 1150
66629 [Aumensb (f6) IgE, ImmunoCAP 1150
66630 |lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP) 1150
66631 [Munpans (f20) IgE, ImmunoCAP 1150
66632 |Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoC

AP) 1150
66633 |[BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 1150
66634 |Ipywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) 1150
66635 |ManwuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCA

P) 1150
66636 |MaHgapuH (f302) IgE, ImmunoCAP 1150
66638 |baknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, Imm

unoCAP) 1150
66639 |Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, |

mmunoCAP) 1150
66640 (Iyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 1150
66641 |YecHok (f47) IgE, ImmunoCAP 1150
66642 |CaxapHas csekna (f227) IgE, ImmunoCAP 1150
66643 |punbbl (WamnuHboHkl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus horten

sis, IgE, ImmunoCAP) 1150
66646 |OgyBaH4MK 06bIkHOBEHHbIV (W8) IgE, ImmunoCAP 1150
66647 |MoaconHeyHunk (w204) IgE, ImmunoCAP 1150
66648 |[Pomalika (w206) IgE, ImmunoCAP 1150
66651 |CmopoaunHa kpacHas (f322) IgE, ImmunoCAP 1150
669r11 |MaHenb annepreHos "MuweBble 1" 3150
669r12 |MaHenb annepreHos "lMuieBble 2" 3150
6801PI|Phadiatop Infant ImmunoCAP, IgE 3450
6802PHPhadiatop ImmunoCAP, IgE 2 200
6803E8 Cobaka, nepxoTb (€5) IgE, ImmunoCAP
6803E5 Cobaka, nepxotb (e5) IgE, ImmunoCAP
6804E 1[Kowwka, nepxotb (e1) IgE, ImmunoCAP
6804E 1 Kowka, nepxotb (e1) IgE, ImmunoCAP




6805F2 Monoko koposbe (f2) IgE, ImmunoCAP 1 300
6806F 7| Anbda-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP 1 300
6807F7|KaseunH, monoko (nBos d8) (f87) IgE, ImmunoCAP 1300
6808F7|beTta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 1300
6809T3 Bbepesa (13) IgE, ImmunoCAP 1300
6810T2|bepesa 6opogasyatas, rBet v1/PR-10 6enok (215) IgE, ImmunoCAP 2950
6811T2|bepesa 6oponasyaTtas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 2 950
6812G4 Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2950
6813G4 TumodbeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2 950
6814WJAmbpo3ns Bbicokas, nonbiHonuctTHass, nAmb a1 (w230) IgE, ImmunoCAP 2950
6815W]MonbiHb 0bbikHOBEHHAs, nArtv1 (w231) IgE, ImmunoCAP 2 950
6816W}lMonbiHb o6bikHOBeHHas, nArtv3 (w233) IgE, ImmenoCAP 2950
6817D1Knew, gomawHen neinn / D. pteronyssinus (d1) IgE, ImmunoCAP 1300
6818DZ Knew gomawHen neinu / D. farina (d2) IgE, ImmunoCAP 1 300
6819H1 JomawHasg nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 1300
6820HY Cmecb annepreHos gomaluHen neinu (Hollister-Stier) (hx2) IgE, ImmunoCAP 1750
6821TXH Cmecb annepreHoB nbinbLbl gepesbeB (1x9) IgE, ImmunoCAP 1750
6822M} Cmecb annepreHos nnecexHn (mx2) IgE, ImmunoCAP 1750
6823M) Cmecb annepreHoB nnecHeBbix rpubkos (mx1) IgE, ImmunoCAP 1900
6824EZMonyran, nepo (e213) IgE, ImmunoCAP 1 300
6825H4 JomawwHasg nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1300
6826 |lManenb "Actmal/puHut getn" IgE, ImmunoCAP 8 800
6827 |lMaHenb "Actma/puHuT B3pocnble" IgE, ImmunoCAP 8 800
6828 |lManenb "Ok3ema" IgE, ImmunoCAP 8 800
6829THTpunTtasa, ImmunoCAP 5950
6830M({Alternaria alternata (m6) IgE, ImmunoCAP 1 300
6831MJAspergillus fumigatus (m3) IgE, ImmunoCAP 1300
6832M1Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1 300
6833M{Candida albicans (m5) IgE, ImmunoCAP 1300
6834M4 Cladosporium herbarum (m2) IgE, ImmunoCAP 1 300
6835Gq Tumodheeska nyroeas (g6) IgE, ImmunoCAP 1300
6836F 1| AvyHbi 6enok (f1) IgE, ImmunoCAP 1 300
6837F7|Avnynbin xenTtok (f75) IgE, ImmunoCAP 1300
6838W}Cmecb annepreHoB nbinbLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1750
6841E9Kowwika, rFel d1 (e94) IgE, ImmunoCAP 2 950
6842E2 Kowwuka, CbiBOPOTOYHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 2950
6843E1/Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 950
6844E1/Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2950
6845E2 Cobaka, CbiIBOPOTOYHbIN anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2 950
6846M7Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2950
6847E2 Bblunii CbIBOPOTOUYHLIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 2 950
6848F2| OBanbbymuH, ansbymunH anyHbein, nGal d2 (f232) IgE, ImmunoCAP 1 300
6849F2 OBomykouna, nGal d1 (f233) IgE, ImmunoCAP 1300
6850F 3{ KoHanbbymuH anua, nGal d3 (f323) IgE, ImmunoCAP 1 300
6851K2JInsoumm anua, nGal d4 (k208) IgE, ImmunoCAP 1300
6852F 3| TponomnosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP 2950
6853F3|Kapn, napsanbdymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP 2 950
6854F4 Omera-5 MuaguH nweHuusl, rTri a 19 (f416) IgE, ImmunoCAP 2 950
6855F 3| Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2950
6856F4{ Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2950
6857F4 Apaxuc, rAra h 2 (4f23) IgE, ImmunoCAP 2 950
6858F4{ Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2950
6859F 3| Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2 950
6860F4{ Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 2950
6861E8Kypuua, nepo (€85) IgE, ImmunoCAP 1300
6862E6 Mopckas ceuHka, anutenun (€6) IgE, ImmunoCAP 1 300
6863MJMalassezia spp. (m227) IgE, ImmunoCAP 1300
6864M{ CtacpmnokokkoBbivi aHTepoTokcnH A (m80) IgE, ImmunoCAP 1 300
6865M§ CtadpunokokkoBbIn aHTepoTokcH B (m81) IgE, ImmunoCAP 1300
6866M4 CtacpmnokokkoBbii aHTepoTokcnH TSST (Mm226) IgE, ImmunoCAP 1 300




6867 |lMaHenb "CTadnnokokkoBble 3HTEPOTOKCUHBI", IgE, ImmunoCAP 2 950
6868G> Cmech nbinbLbl paHHeuBeTyLwmx nyroeblx Tpas (gx1) IgE, ImmunoCAP 1750
6869F4| Mwennua (f4) IgE, ImmunoCAP 1300
6870F9 Kakao (f93) IgE, ImmunoCAP 1300
6871F1|CoeBble 606bI (f14) IgE, ImmunoCAP 1300
6872F1|Apaxuc (f13) IgE, ImmunoCAP 1 300
6873F8 Msaco kypuupl (f83) IgE, ImmunoCAP 1300
6874W({MonbiHb obbikHOBEeHHasA (w6) IgE, ImmunoCAP 1 300
6875F4|Abnoko (f49) IgE, ImmunoCAP 1300
6876F9|Mepcuk (f95) IgE, ImmunoCAP 1300
6877F9 banaH (f92) IgE, ImmunoCAP 1300
6878F2oBagnHa (f27) IgE, ImmunoCAP 1 300
6879F4 Opoxokn nekapckne (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1300
6880F 3 Tpecka atnaHTnyeckasa (f3) IgE, ImmunoCAP 1300
6881F2 Momungop (f25) IgE, ImmunoCAP 1300
6882F3{ AnenbcuH (f33) IgE, ImmunoCAP 1 300
6883CHCmechb nuwesbix annepreHos (fx15) IgE, ImmunoCAP 1750
6884F7/0OBec (f7) IgE, ImmunoCAP 1 300
6885F8 Cenbaepen (f85) IgE, ImmunoCAP 1300
6886F1|'peumnxa (f11), IgE, ImmunoCAP 1 300
6887F3 Kaptodens (f35) IgE, ImmunoCAP 1300
6888F2| Trika (f225) IgE, ImmunoCAP 1 300
6889F 2 JlumoH (f208) IgE, ImmunoCAP 1300
6890F4{ 3emnsanuka (f44) IgE, ImmunoCAP 1 300
6891F3 Mopkosb (f31) IgE, ImmunoCAP 1 300
6892F9 Puc (f9) IgE, ImmunoCAP 1300
6893F2 CsuHuHa (f26) IgE, ImmunoCAP 1300
6894F 2 KpeseTka ceBepHas (f24) IgE, ImmunoCAP 1 300
6895F2 KanycTa 6enokovaHHas (f216) IgE, ImmunoCAP 1300
6896F 1|PyHayk (f17) IgE, ImmunoCAP 1 300
6897FX Cmecb nuwesblx annepreHoB (fx21) IgE, ImmunoCAP 1750
6898F8{Kusu (f84) IgE, ImmunoCAP 1 300
6900F2 NpenndpyT (f209) IgE, ImmunoCAP 1300
6901F8{ bapaHuHa (f88) IgE, ImmunoCAP 1 300
6902F2(Kpab (f23) IgE, ImmunoCAP 1 300
6903F2| AHaHac (f210) IgE, ImmunoCAP 1 300
6904F5|NMpoco nocesHoe (NweHo) (f55) IgE, ImmunoCAP 1300
690511 [Aa nyenbl megoHocHow (i1) IgE, ImmunoCAP 1 300
690612 |Ag ocbl natHucTtom (i2) IgE, ImmunoCAP 1300
690713 [Aa ocbl 06bIkHOBEeHHOM (i3) IgE, ImmunoCAP 1 300
6908171 Komap (i71) IgE, ImmunoCAP 1300
690916 | TapakaH pbebkuii (npycak) (i6) IgE, ImmunoCAP 1 300
691017944 wepwHs (i75) IgE, ImmunoCAP 1300
6911C1MeHnumnnuH G (c1) IgE, ImmunoCAP 1 300
6912CMennumnnun V (c2) IgE, ImmunoCAP 1300
6914FX Cmecb getckux nuwesblx annepreHos (fx5) IgE, ImmunoCAP 1750
6915K8 Popmanbaerng / popmanut (k80) IgE, ImmunoCAP 1300
6916C8 XnoprekcmauH (c8) IgE, ImmunoCAP 1 300
6917K8J1atekc (k82) IgE, ImmunoCAP 1300
6918FX Cmecb annepreHos msca (fx73) IgE, ImmunoCAP 1900
6919E8OBua, anutenui (e81) IgE, ImmunoCAP
6919E8Osua, anutenun (e81) IgE, ImmunoCAP
6920W{MonbiHb ropbkas (wb) IgE, ImmunoCAP 1300
6921F9 Mawro (fE, ImmunoCAP 1300
7312 |WccnepoaHue kapmoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE aHOManmm

XPOMOCOM) C 0bs3aTeNnbHOM Bblgayern kKapuorpambl 11 550
7313 |Kapwmotun nnoga (abopTHbI MaTepuman) 23100
7642 |MonekynsapHbIN CKPUHUHI HA MUKpogeneLumn/ MUKpogynnnkaumm XxpoMocomM 12150
7644G1MyTaumm nekapcrteeHHom pesmcteHTHoCcTU NS3, NS5A n NS5B pernoHoB reHo

ma Bupyca renatuta C (gns reHotunos 1a, 1b) 13 150




7644G3

MyTauumn nekapcteeHHon peancteHTHocTU NS3, NS5A n NS5B pervioHos reHo

Ma Bupyca renatuta C (gns reHotuna 3) 13150
7645 [MyTtauum B reHe LDLR 13 400
7646 |Mytauuu B reHe PCSK9 12 000
7647 [(MyTtauus B reHe APOB100 4 850
7649 |KomnnekcHasi guarHoctuka HacneacTBEHHOW rmnepxonecTtepnHeMmnn 9450
7650 |MonekynsipHO-reHeTu4eckas AnarHocTuka paka npeacrarenbHOM Xenesbl 5950
7652 |Mytauuun reHa NOTCH3 12 550
7653 |[AHanu3 myTauun B reHe BRAF (V600E) (MUP, kay) 13 450
7654 |AHanu3a nepectpoek 1 xpomocomsl (FISH, konny.) 22 150
77701 |bonesHb MapknHcoHa, KOMMNMNEKCHasA ANarHoCTUKa, Y.M. 12 050
77702 |eHTUHrToHoNogoOHble 3aboneBaHus, KOMMEeKCHasa AuarHocTuka, Y.m. 13 500
77703 |CuHgpom OPTNA, ATN1, y.m. 6 850
77704 |MutoxoHapuanbHble 3aboneBaHusl, KOMMNEKCHas uarHocTuKa: MUTOXOHApMA

nbHaga JHK, y.m. 11 350
77705 |MwnoTtoHuyeckas guctpocus, Tun 2, CNBP (ZNF9), u.m. 6 850
77706 |BokoBon ammoTpodmyeckun cknepos, COorf72, y.m. 6 950
77707 |leHTMHrTOHONO4OGHOE 3aboneBanHne, Tun 2, JPH3, y.m. 6 100
77708 |Cnactnyeckasn napannerus WTpiomnensa, Tun 4, SPAST (SPG4), 4.m. 10 700
77709 |leHTMHrTOHONOOOGHOE 3a6oneBaHue, TMn 4 TBP, y.m. 5150
77710 |Bokoson ammoTpodmyeckun cknepos (BAC), SOD1, m. 11 200
77711 |TopcuoHHas guctonus, Tun 1, TOR1A (DYT1), 4y.m. 6 850
77712 |CnuHouepebennspHble atakcun, pegkue opMbl, Y.M. 11 550
77714 |CvHOpOM NOMKOWM X-XpOMOCOMbI C TpeMmopom/atakcuen, FMR1, 4.m. 6 700
77715 |bonesHb ®abpu, GLA, m. 15 300
77716 |CnuHouepebennsapHbie atakcum, YacTble )OpMbl, Y.M. 11 150
777794/ XpOMOCOMHBI MMKPOMAaTpPUYHbIA aHanma (XMA)
777795/ XpOMOCOMHBIA MUKpOMAaTpuyHbIi aHann3 (XMA) abopTHoro matepuana
77797 |Oednunt anbda-1-aHtutpuncuHa, SERPINA1, 4.m. 4700
77798 |XopuopeTtuHonatus bupawora, TunuposaHne HLA-A29 5500
77799 |lMopaxeHus neyveHn, redsl ATP7B, PNPLA3, SERPINA1, y.m. 13 900
77800 |BbonesHb bexyeta, TnuposaHne HLA B51 5500
77801 |HeankoronbHbIN XXMpoBown renatos, reH. PNPLAS, 4.m. 6 100
77802 |lMcopunas, TunuposaHne HLA-Cw6 5500
7961GJHenpoceHcopHasa HecuHgpomarnbHaga Tyroyxoctb 4. M. GJB2 (Neurosensory

nonsyndromal hearing loss, search for frequent mutations in the GJB2 gene) 11 000
7963GJHelpoceHcopHasa HecnHapoMarnbHas Tyroyxoctb, reH GJB2(Neurosensory

nonsyndromal hearing loss, complete analysis of the GJB2 gene) 18 250
877 ButamuH K1 B cbiBopoTKe (dounnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 3900
9001 |OBLYEKITMHUYECKWE NCCJIEQOBAHUS KPOBU
119 JlerikoumTapHaa opmyna (anddepeHLmMpoBaHHbIN NOACYET NENKOLMTOB,

nemnkoumMTOrpaMma) ¢ MMKpOCKONUEN Maska KpoBU MPW Hannynm

natonorndecknx casuros (Leucocyte Formula (Differential White Blood Cell

Count) with Microscopic Examination of Blood Smear if Presence of

Pathologic Changes)* 400
139 COJ3 (ckopocTb ocenaHus apuTtpoumToB) (Erythrocyte Sedimentation Rate,

ESR) 400
150 Petukynouutbl (Reticulocytes) 500
1515 |KnunHuyeckun aHanua kposu: o6Lwmi aHanus, nenkodopmyna, CO3 (¢

MUKPOCKOMNMEN Ma3ka KpoBUu nNpu Hannuum natonorudeckux casuros) (Clinical

Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with

Microscopic Examination of Blood Smear if Presence of Pathologic Changes)) 950
1555 |KnuHu4deckuin aHanua KpoBu: obLwmii aHanus, nerkodopmyna, COJ3 (c

obsi3aTenbHOM «py4vHON» MUKpockonuen maska kposu) (Clinical Blood

Analysis: General Blood Analysis, Leucocyte Formula, ESR (with Manual

Microscopic Examination of Blood Smear)) 1300
5 O6wwun ananus kposu (OAK) (6e3 nerkouyutapHom dopmyrnsl 1 COJ) (General

Blood Analysis, without White Blood Cell (WBC) Count and ESR) 400
911 JlerikoumTtapHaa opmyna (anddepeHLmMpoBaHHbIM NOACHET NENKOLMTOB,

nerkoumTorpaMmma) ¢ 06s3aTenbHON «PyYHON» MUKPOCKOMNMEN Ma3ska KpoBU

(Leucocyte Formula (Differential White Blood Cell Count) with Manual

Microscopic Examination of Blood Smear)* 700




TRO |[TpombouunTbl, MMKPOCKOMMS (MOACYET B OKpaLLEHHOM Maske Mo MeToay

®oHuno) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect

Method by Fonio))* 500
9002 (MMMYHOIEMATOJIOIMNA
140 AnnovMmyHHbIE aHTUTENa, BKNtovas aHTutena k Rh-antureHy (Anti Rh) 850
15RH |Rh (C, E, c, e) Kell-dpeHotunmposanue (Rh C (E, c, e) Kell-Phenotyping) 1150
93 pynna kposu (Blood Group, ABO) 500
94 Pesyc-npuHagnexHocTb (pesyc-caktop) (Rh-factor, Rh) 500
9003 |OLJEHKA CBEPTbLIBAIOLYENA CUCTEMbI
1 AKTMBMPOBaHHOE YacTU4YHOe (NapumansHoe) TpombonnacTMHOBOE BpeMs

(A4YTB (AMNTB), kedanuH-kaonuHosoe Bpems) (Activated Partial

Thromboplastin Time, APTT) 500
1153 [[naamuHoreH (Plasminogen) 1300
1263 |MpoteuH C, % aktmueHocTu (Protein C, % Activity) 3450
1264 |MpoTtenH S ceoboaHbIn (Protein S, Free) 3150
1409 |®akTtop VIl (aHTMremodunbHbIi rmobynuH A) (Antihemophilic Globulin A,

FVIII) 1900
164 D-anmep (D-Dimer) 2 050
190 BonyaHouHbI aHTUkoarynaHT (BA) (Lupus Anticoagulant, LA ) 1400
194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 500
2 MpoTpombuH (npoTpombuHoBoe Bpems, 1B), MHO (MexayHapogHoe

HopManu3oBaHHoe oTHoLleHue) (Prothrombin, Prothrombin Time, PT,

International Normalized Ratio, INR) 500
3 ®ubpuHoreH (Fibrinogen, FG) 500
4 AHTUTPOMOBUH Ill, % aktnusHocTm (AT I, Antithrombin I, % Activity) 700
OBC10jl'emocTtasunorpamma (koarynorpamma), ckpuHuHr (Coagulation,

Gemostaziogram, Screening) 1900
OBC10{l'emocTasumorpamma (koarynorpamma) pacwmpeHHas (Hemostasiogram

(coagulogram), extended 5300
9004 |BUOXUMUYECKUE UCCJIEJOBAHUSA KPOBU
10 AnbbymuH (Albumin)
1071 |IunonpotewuH (a), 1M1 (a) (Lipoprotein (a), Lp (a)) 1600
11 Anbpa-amunasa (a-amunasa, guactasa) (Alpha-Amilase, a-Amylase) 500
12 Anba-amunasa naHkpeatudeckas (P-nsodepmeHT amunassbl) (Pancreatic

a-Amylase) 500
13 BununpybuH obwui (Bilirubin Total) 400
14 BunnpybuH npsimort (BUnmMpyObuH KOHBIOrMPOBaHHbIN, cBs3aHHbIN) (Direct

Bilirubin, DBIL, Conjugated Bilirubin ) 400
146 OcteokanbuuH (KoctHei Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla

Protein, BGP) 1 300
147 OesokcnnupuanHonud (OMKO) B move (Deoxypyridinolinein, DPD, Urine) 2 300
15 Mamma-rnytamuntpaHcnentugasa (I T, rmytamunTpaHcnenTnaasa)

(Gamma-Glutamyl Transferase, GGT) 400
1500 |AHTHOKCMAAHTHbIN cTaTyc (OOWwun aHTUoKeMaaHTHbIN ctaTtyc) (Total

Antioxidant Status, TAS ) 9 050
1512Bl1|>KenyHble kucnoTbl (Bile Acids) 4 500
1525 |[UmctatnH C (Cystatin C) 1300
1526 |Knyb6oukoBas unsrpauus, pacdet no chopmyne CKD-EPI — uncratnH C

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 1400
153 MomoumnctenH (Homocysteine) 2 300
1539 |CBoboaHble nerkue Lenu MMMyHornobynuHoB kanna v nambaa CblIBOPOTKM C

pacyeToM MHAekca kanna/namoéaa 3550
1540 |CBobogHble nerkMe LenyM UMMyHOrnobynnHoB kanna u namoéaa B moye (Urine

immunoglobulin free light chains (FLC) kappa and lambda) 2 550
1551 |3nekTpocdopes 6enkoB moun, onpeaeneHune Tuna npoteuHypum (Urine Protein

Electrophoresis) 2800
1552 |Benok beHc-[koHCa B MOYe, CKPUHUHT C NPUMEHEHUEM MMMYHOGMKCaLMK 1

KonunyectBeHHoe onpeaeneHune (Bence-Jones Protein, Urine, Immunofixation,

Quantification ) 3550
1553 |Benok beHc-[IxoHca B MoYe: MMMYHOMUKCaALUS, KONMYECTBEHHOE

onpegeneHve, TMINIMPoOBaHUe kanna, nambaa (Bence-Jones Protein, Urine,

Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification ) 5600
16 Mtoko3a (Glucose) 400




17 ®pykTozamuH (Fructosamine) 1400
18 MmukuposaHHbIn remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 1150
19 KpeatunHkmHasa (KpeatuHdocdokmHasa, KK, KOK) (Creatine Kinase, CK,

Creatine Phosphokinase, CPK) 500
20 KpeatuHkmHasa-MB (KpeatuHdocdoknHasa-MB, KK-MB, KOK-MB) (Creatine

Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 700
203 C-koHuUeBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps,

C-tepmuHaneHbin Tenonentng, CT) (Carboxyterminal Cross-linking

Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,

Beta-Cross Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1

Collagen, CT, b-CTx Serum) 1750
204 N-TepMmuHanbHbIv nponenTug npokonnareHa 1 obwmn (Procollagen Type 1

N-terminal Propeptide, P1NP, Total) 2550
2111 |MencuHoreHs! | n Il ¢ pacdeTtom cooTHoweHus (MencuHoreH I/MencuHoreH 1)

(Pepsinogen I/Pepsinogen I, PG1/PG2) 3450
215 Jlaktat (Lactate) 1150
216 lactpuH (Gastrin) 1300
218 XonectepuH JINMOHTT (XonecTtepnH NnMNnonpoTeMHOB O4€Hb HU3KOM NNOTHOCTY,

JINOHTM) (Very Low-Density Lipoprotein Cholesterol, VLDL Cholesterol) 700
219 AnonunonpotenH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1) 950
22 KpeatuHuH (Creatinine) 400
220 AnonunonpotenH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 800
23 Jlunasa (Tpuauunrnuueponaunnrugponasa) (Lipase) 500
24 Nakratoernagporenasa (Al L-naktat, HAO+Okcngopenyktasa) (Lactate

Dehydrogenase, LDH) 400
25 J1Ar-1 (Nakratgerngporenasa-1, 1-i nsocpepment JIAT,

anbda-rngpokcubyTnpataerngporeHasa) (Lactate Dehydrogenase, Isoforms

1, Lactic Acid Dehydrogenase, LDH1, Alpha-Hydroxybutyrate Dehydrogenase,

Alpha-HBDH) 500
26 MoueBuHa (Urea) 400
27 Moueas kucnota (Uric Acid) 400
28 O6wwuin 6enok (Protein Total) 400
29 Benkosble pakumm (Serum Protein Electrophoresis, SPE, SPEP)* 700
294 MencuHoreH | (Pepsinogen 1) 1750
295 MencuHoreH Il (Pepsinogen Il) 1750
30 Tpurnnuepugbl (TT) (Triglycerides) 400
31 XonectepuH obwmn (XonectepuH) (Cholesterol Total) 400
32 XonectepuH JIMNBI1 (XonecTtepuH NMNonpoTeMHOB BbICOKOM MIIOTHOCTH,

JINBIM, a-xonectepwuH) (High-Density Lipoprotein Cholesterol, HDL

Cholesterol) 500
33 XonectepuH JIMHIM (XonecTtepnH NMNonpoTemMHoB HU3KoM nnotHocTk, JIMHI,

B-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* 500
34 XonuHacTepasa (S-NceBaoxonuHacTepasa, xonmHactepasa ll, S-X3,

aumnxonuurngponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 500
35 doccparasa kucnasa (K®) (Acid Phosphatase, ACP) 500
36 docdpatasa wenoyvHas (L) (Alkaline Phosphatase, ALP) 400
4050 |M-rpagmeHT, CKpUHUHL. AnekTpodopes CbIBOPOTKU KPOBU, MMMYHOGUKCaLNS

C NoNMBanNeHTHON aHTUCBLIBOPOTKOW, KONnyecTBeHHas oueHka M-6enka (6e3

TunuposaHus) (M-Gradient, Screening. Serum Protein Electrophoresis

(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-Protein

(without Typing)) 4 050
4051 [M-rpagueHT, TunupoBaHue. ONekTpodopes CbIBOPOTKM KPOBU,

MMMYHOMMKCaLUS C NaHeNb aHTUCLIBOPOTOK (pasaenbHo K IgG, IgA, IgM,

kanna, nsméaa), konnyecTBeHHas oueHka M-6enka (M-Gradient, Typing.

Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,

IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 7 350
40CKDI Kny6oukoBas cunsrpauus, pacyet no popmyne CKD-EPI — kpeaTuHUH

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 400
8 AnaHuHamuHoTpaHcdepasa (AnAT, AJT, rmyTaMmnHo-NMpoBMHOrpagHas

TpaHcamuHasza, [T1T) (Alanine Aminotransferase, ALT, Serum Glutamic

Pyruvic Transaminase, SGPT ) 400
9 AcnaptatamuHoTpaHcdepasa (AcAT, ACT, rmyTammnHO-LLaBENEBOYKCYCHas

TpaHcamuHasa, 'L T) (Aspartateaminotransferase, AST, Serum

Glutamicoxaloacetic Transaminase, SGOT ) 400




928 25-OH ButamuH D o6wmii (25-OH Vitamin D Total, 25(OH)D,

25-Hydroxycalciferol) 2 800
978 CtumynsumoHHas npoba — MactpuH-17 (ctumynuposaHHbein) (Gastrin-17

Stimulation Test, Gastrin-17, G-17) 2050
FACTP |FactponaHenb (GastroPanel) 6 200
'MB-C |nioko3oTonepaHTHbIN TecT Npu 6epemMeHHOCTM (Mna3ma Kposu)

(nepopankHbIl rnoko3otonepaHTHeln TecT, ['TT, OI'TT) Oral Glucose

Tolerance Test, Plasma, OGTT, Pregnancy 2100
MTrC |ntoKo30-TonepaHTHLIN TECT C onpeaeneHueM rmoko3bl n C-nentuaa B

BEHO3HOWN KpOBM HaTOLLaK 1 nocrne Harpy3ku yepes 2 yaca (2-Hour Oral

Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration

(Fasting and 2 Hours after Load), Venous Blood) 2650
T [Moko30-ToNnepaHTHbIN TECT C onpegeneHnem rnoko3bl B BEHO3HOW KPOBU

HaToLLaK 1 nocrne Harpysku Yyepes 2 yaca (2-Hour Oral Glucose Tolerance

Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous

Blood) 1900
9005 |(BMOXUMUYECKUE NCCJIIEQOBAHUS KPOBU (npodomxkeHue)
103 MCA obwun (Mpoctatnyeckuii cneundruyeckmin aHTureH oéLumin)

(Prostate-Specific Antigen Total, PSA Total) 950
117 ButamuH B12 (unaHokobanamuH, kobanamun) (Cobalamin) 1300
118 donuvesas kucnota (Folic Acid) 1750
1198 |Benok S100 (S100 Protein) 4 500
1200A1 Anbda-1-aHTutpuncur (A1AT), koHueHTpauwms (Alpha-1-Antitrypsin, A1AT,

AAT, Concentration) 2300
1210 |Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) 800
1280 |CA-242 (YrneBogHbIvi aHTUreH 242, onyxonesbin mapkep CA-242)

(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1600
1281 |[HE4 (Benok 4 anuangnmuca yenoseka) (Human Epididymis Protein 4, HE4) 2 300
1296 |SCC (AHTUreH nrnocKoKNeTo4HoW kapumnHomsbl) (Squamous Cell Carcinoma

Antigen, SCCA, SCCAQ) 1900
1297 |[UBC (AHTUreH paka Mo4eBOro nysbips, UCCregoBaHne pacTBOPUMbIX

dparmeHTOB LMTOKEpPaTUHOB 8 1 18 B Moye) (Urine Bladder Cancer Antigen,

Urine Bladder Cancer, UBC) 3450
1317B1 AktuBHbIV BUTamnH B12 (MTonotpaHckobanamuH, Active-B12,

Holotranscobalamin) 2300
141 PakoBo-amMbpuoHarnbHbIn aHTureH (POA, KapUuMHOSMOPUOHAarbHbIA aHTUIEH)

(Carcinoembryonic Antigen, CEA) 1300
142 CA-15-3 (YrmeBogHbln aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer

Antigen CA-15-3) 1 300
143 CA-125 (YrneBogHbin aHTureH 125) (Carbohydrate Antigen CA-125, Cancer

Antigen CA-125) 1 300
144 CA-19-9 (YrmeBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer

Antigen-Gl) 1 300
157 TponoHuH-I (Troponin-I) 1150
1631 |Hatpunypetuyeckoro ropmoHa (B-trna) N-koHuesown nponentug (NT-proBNP,

N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide) 4700
165 Kanbumit noHmnsupoBaHHbIn (Ca2+, cBoboaHbIn kanbuuin) (lonized Calcium,

Free Calcium) 700 npenocraBoN
166 CA-72-4 (YrneBogHbIVi aHTureH 72-4) (Carbohydrate Antigen CA-72-4, Cancer

Antigen CA-72-4) 1750
167 LintokepaTtuHoBein chparmeHT (Cyfra 21-1, doparmeHT uutokepatuHa 19)

(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble

Fragments, Cyfra 21-1) 1750
171 KanbuutoHuH (Calcitonin) 1750
208 Beta-2-mukpornobynuH (B-2-MMKpornobynunH) B CbIBOPOTKE KPOBU

(Beta-2-Microglobulin, BMG, Serum ) 1750
209 HenpoHcneuudunyeckas enonasa (HCE) (Neuron-Specific Enolase, NSE) 2300
21 Mwuorno6uH (Myoglobin) 950
2113 [OueHka 3gopoBbsi npocTtaTthl (MCA o6u., NCA cB., -2proPSA, phi) 4 950
225 BeTa-2-mukpornobynuH (B-2-mukpornobdynuH) B mode (Beta-2-Microglobulin,

Urine) 1750
37 Kanbuni obwuin (Ca) (Calcium Total) 400
39 Kanui/Hatpuin/Xnop B cbiBopoTke kposu (K+/Potassium, Na+/Sodium,

CI-/Chloride, Serum) 800




40 Marnuin (Mg) B ceiBopoTke KpoBu (Magnesium (Mg), Serum) 400
41 docop HeopraHnyeckuii (P) (Phosphorus (P)) 400
42 AnTnctpentonumaunH-O (ACJ1-O, ACIO) (Antistreptolysin-O, ASO) 700
43 C-peaktuBHbIvi 6enok (CPB) (C-Reactive Protein, CRP) 700
44 PesmaTtongHbin cpaktop (PP) (Rheumatoid Factor, RF) 700
48 XKeneso (Fe) B cuiBopoTke kposw (Iron (Fe), Serum) 400
49 NaTteHTHas (HeHacbIWeHHas) ene3ocBsA3biBatoLLasi CloCOBHOCTb CbIBOPOTKM

kposu (JDKCC, HXKCC) (Unsaturated Iron Binding Capacity, UIBC) 500
50 TpaHcdeppuH (Cuagepodunun) (Transferrin) 800
51 ®epputuH (Ferritin) 950
832A1AAnbda-1-aHTutpuncuH (A1AT), dbeHoTunmposaHue (Alpha-1-Antitrypsin,

A1AT, AAT, Phenotyping) 4 500
838 Yrnesog-gedunuunTHei TpaHcdeppuH (YOT) (Carbohydrate-Deficient

Trancferrin, CDT) 5150
839 Yrnesoa-aevumnTHBIN TpaHcdeppurH ¢ anektpodoperpammon (YOT)

(Carbohydrate-Deficient Transferrin with results on an electrophoregram

(CDT)) 5500
840 Liepynonna3amuH (Ceruloplasmin) 1150
841 MantornobuH (Haptoglobin) 1150
92 Anbda-detonpotenH (ADI) (a-Fetoprotein, AFP) 1150
946 XpomorpaHuH A (Chromogranin A, CgA) 9 050
ROMA1OueHka pucka paka smyHunkos no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeta pucka anuTennanbHOro paka

SAMYHMKOB) (ANS XeHwmH o meHonay3shbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (Before Menopause)) 3 550
ROMAZOueHka pucka paka simdHmkoB no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pac4yeta pucka anuTennanbHoOro paka

SANYHMKOB) (A5 XeHLWuH nocne meHonay3bl) (Risk of Ovarian Malignancy

Algorithm, ROMA (After Menopause)) 3 550
OBC69|OHKkopuck MyXCKOW: NnpeacTatensHas xenesa (Male oncologic risk: prostate) 2 050
9006 |OLIEHKA ®YHKLUNN 3HLOKPUHHOU CUCTEMbI
100 AppeHokopTuKoTponHbIn ropmoH (AKTT, kopTukotponuH) (Adrenocorticotropic

Hormone, ACTH) 1300
101 OervopoanuaHapocTtepoH-cynbdat (JOA-S04, Dehydroepiandrosterone

sulfate, DHEA-S) 950
102 MapatupeongHsbin ropmoH (MapatropmoH, napatupuH, MTI) (Parathyroid

Hormone, PTH) 1300
1144  |AnTumionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian

Inhibiting Substance, MIS) 2300
1145 |WHrmM6uH B (Inhibin B) 2200
1158 |Tpodobnactnyeckun 6eta-1-rmukonpotenH (TBIN) (Trophoblastic

beta-1-Globulin, TBG) 950
1166 |[MeTaHedpuHbI (dpakumum) B CYyTOMHOM MoYe: MeTaHedpuH, HopMeTaHedpuH

(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,

Normetanephrine) 4 250
11HOM) OueHka NHCYNMHOPE3NCTEHTHOCTU: IMOKo3a (HaToLak), MHCYNWNH (HaToLLak),

pacyeT nigekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,

Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) 1600
1270 [fnctamuH B nnasme kposu (Histamine, Plasma) 4 500
1302AR AnbgocTtepoH-peHuHoBoe cooTHolleHue (Aldosterone-Renin Ratio, ARR) 2 550
134 CBobogHhbIn actpuon (Estriol Free, E3) 950
148 C-nentug (C-Peptide) 1300
149 MmoGynuH, cesA3biBatoLMiA nonoBble ropmoHsl (FCIMIM) (Sex Hormone-Binding

Globulin, SHBG) 950
1508 |Koptumson, cnioHa (Cortisol, Saliva) 1150
151 KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, JodamMuH) B Moye

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 4 050
152 KatexonamuHbl (agpeHanvH, HopagpeHanuH, odamMnH) B Mode

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 3900
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 950
156 17-ketoctepounabl (17-KC) B moye (17-Ketosteroids, Urine) 2650




1602 |dernapoannaHapocTepoH (HEKOHBIOrMPOBAHHbIN) 2 300
161 AccouunpoBaHHbIn ¢ 6epeMeHHOCTbI0 MPOTEMH-A Nnasmbl

(Pregnancy-Associated Plasma Protein-A, PAPP-A) 1300
168 OurnppotectoctepoH (O T) (Dihydrotestosterone, DHT) 2 550
169 CBobogHbin TectocTepoH (Free Testosterone) 1900
170 AHgpocTeHauon rnokypoHng (AHgpocTtaHaunon riokyporna) (Androstanediol

Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G) 2 050
172 WHcynuH (Insulin) 1 300
173 MpownHcynuH (Proinsulin) 1600
174 ComatomeaunH C (MHcynuHonogo6Hein dpaktop 1) (Somatomedin C,

Insulin-like Growth Factor 1, IGF-1) 1900
175 JlentuH (Leptin) 1600
178 CBobogHbIn kopTnson, cytodHast Mova (Free Cortisol, Free Hydrocortisone,

24-Hour urine) 1400
189 CBobogHbIn B-XIY (cBoboaHas B-cybbeanHmLa XopuoHNYEeCKoro

roHagoTtponuHa venoseka) (Free Human Chorionic Gonadotropin, Free HCG) 1150
195 AnppocTteHanoH (Androstenedione) 1900
196 TUpOKCUHCBA3bIBatOLLAst CMOCOBHOCTbL (MOrMNoLLeHNe TUPEOUAHbLIX TOPMOHOB;

WHOEKC CBSA3bIBAHUS TUPOKCMHA; HAEKC cBOBoaHOro TupokcnHa) (Thyroid

Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,

TBI, free T4Index, fT4l) 1150
197 TupeornobynuH (TT) (Thyroglobulin, TG) 1150
198 AHTUTENA K MMKpPOCOMarnbHOW dpakumm TupeoumTtos (AT K MUKpOCOManbHOMY

aHTureHy TupeountoB, AT-MAI, AMAT, TnpeovaHble aHTUMUKPOCOMaribHble

aHTuTena) (Anti-Thyroid Microsomal Antibodies) 950
199 AHTuTena K peuentopam TTI (AT k peLentopam TMPEOTPONHOro ropMoHa B

cbiBOpoTke kpoBu, AT-pTTT) (Thyroid-Stimulating Hormone Receptor

Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor

immunoglobulin, TBII) 2800
205 AnbgoctepoH (Aldosterone) 1 300
206 PeHuH (PeHuH nna3smbl kpoBu, npsimoe onpeaeneHue) (Direct Renin, Plasma) 1750
207 MnaueHTapHbIN NakToreH (XopmoHuyeckuin comatomammoTponmH) (Placental

Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 1 300
222 OputponoatuH (Erythropoetin) 1750
52 TpunoaTMpoHnH obwmii (T3 obwmn) (Total Triiodthyronine, TT3) 800
53 TpunoatmpoHuH ceoboaHbiv (T3 cBoboaHbin) (Free Triiodthyronine, FT3) 800
54 TupokcuH o6wmii (T4 obLumi, TeTpaoaTUPOHMH obwmn) (Total Thyroxine,

TT4) 800
55 TupokcuH ceobogHbin (T4 csoboaHbin) (Free Thyroxine, FT4) 800
56 TupeoTponHbi ropmoH (TTI, TupotponuH) (Thyroid Stimulating Hormone,

TSH) 800
57 AHTUTENa K TUpeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,

Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 1150
58 AHTUTENa K TpeonaHon nepokcmaase (AT-TIO, MukpocomanbHble aHTUTENA)

(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO

Antibodies, TPOAb, Anti-TPO) 950
59 donnukynoctumynupytowwmm ropmoH (PCrI) (Follicle Stimulating Hormone,

FSH) 800
60 IMotenHusnpytowmin ropmoH (JIN) (Luteinizing Hormone, LH) 800
61 MponakTtuH (Prolactin) 800
6161 |MakponponaktuH (Macroprolactin)* 2050
62 Octpaawnon (32) (Estradiol, E2) 800
63 MporectepoH (Progesterone) 800
64 TectocTepoH (Testosterone) 800
65 Koptuson (M'mgpokoptnsoH) (Cortisol, Hydrocortisone) 950
66 XopuoHuyeckmin roHagoTponuH yenoseka (XM, 6eta-Xry, B-Xrd) (Human

Chorionic Gonadotropin, HCG) 950
950 MeTabonuTbl KaTexonamMmmHOB U CEPOTOHMHA: BaHUNUMMHOANEBas KUcnoTa

(BMK), romoaHunuHosas kucnota (BK), 5-okcunHgonykcycHasa kucnota

(5-ONYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:

Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic

Acid, 5-HIAA) 4 250




99 ComaTtoTponHbI ropMoH (comatoTponuH, CTIM) (Growth Hormone, GH) 1150
993 CepoTOoHMH B CbIBOPOTKE KpoBU (Serotonin, Serum) 3900
PRS1 |lMpeHaTanbHbIi CKPUHWHT Tpucomuii 1 TpumecTpa 6epemeHHocTn, PRISCA-1 2 550
PRS2 |lMpeHaTtanbHbIi CKPUHWHE Tpucomuii 2 Tpumectpa 6epemeHHocTun, PRISCA-2 3450
KATETKarexonamuHel (agpeHanuH, HopagpeHanuH, odaMuH) B nnasMme Kposu —

KATETJ1 (Catecholamines: Epinephrine/Adrenaline,

Norepinephrine/Noradrenaline, Dopamine, Plasma) 3900
9007 |MUKPOOJJIEMEHTbI (kpoeb, Mmoya) - nepesbiti M3 ¢ npo6onodzomoeskKoli
1032 [MapraHey (Mn) B moye (Manganese (Mn), Urine) 1750
1033 |Xene3so (Fe) B moue (Iron (Fe), Urine) 1750
1034 |KobGanbt (Co) B Mo4e (Cobalt (Co), Urine) 1750
1035 |Mepgp, mo4a, pasosas nopuus (Copper, random urine; Cu) 1750
1036 [LmHK (Zn) B Mode (Zinc (Zn), Urine) 1750
1037 |Mbiwbsk (As) B moye (Arsenic (As), Urine) 1750
1038 |[CeneH ( Se) B moye (Selenium ( Se), Urine) 1750
1040 |Kagmwuii (Cd) B moye (Cadmium (Cd), Urine) 1750
1042 |[Ptytb (Hg) B Mmoue (Mercury (Hg), Urine) 1750
1074 |Tannun (TI) B moye (Thallium (TI), Urine) 1750
1111 [3onoto (Au) B cbiBopoTKe Kposu (Gold (Au), Serum) 1750
1112 |Kagmun (Cd) B BeHo3Hom kposu (Cadmium (Cd), Blood) 1750
1113 |Kobanbt (Co) B BeHo3HoM kpoBwu (Cobalt (Co), Blood) 1750
1114  |Mepgp (Cu) B BeHo3HoM kposu (Copper (Cu), Blood) 1750
1115 [MapraHey (Mn) B BeHo3HOM kpoBM (Manganese (Mn), Blood) 1750
1116 |Hukenb (Ni) B BeHo3Hon kposw (Nickel (Ni), Blood) 1750
1117 |[CeneH (Se) B BeHO3HOM kpoBwu (Selenium (Se), Blood) 1750
1118 |Tannun (Tl) B cbiBopoTke kposwu (Thallium (TI), Serum) 1750
1119  [UmHK (Zn) B BEHO3HOM KpoBu (Zinc (Zn), Blood) 1750
1141 |PtyTb (Hg) B BeHo3HoW kposu (Mercury (Hg), Blood) 1750
1479 |Wog (1) B moue (lodine (1), Urine) 1750
1491 |Mog B ceisopoTke (lodine, serum) 1750
814 Jlntui (Li) B ceiBopoTke KpoBu (Lithium (Li), serum) 2 050
863 Kobankt (Co) B cbiBopoTke kpoBu (Cobalt (Co), Serum) 1750
868 LInHk (Zn) B cbiBOpOTKE KpoBwM (Zinc (Zn), Serum) 1750
869 CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) 1750
873 MonunbgeH (Mo) B ceiBopoTke kpou (Molybdenum (Mo), Serum) 1750
874 Kagmui (Cd) B ceiBopoTtke kposu (Cadmium (Cd), Serum ) 1750
878 CeuHel (Pb) B BeHo3HOM kpoBu (Lead (Pb), Blood) 1750
881 Antomunmn (Al) B moye (Aluminum (Al), Urine) 1750
883 Mbiwbsk (As) B cbiBopoTke kposu (Arsenic (As), Serum) 1750
888 Meab (Cu) B ceiBopoTke kposu (Copper (Cu), Serum ) 1750
889 Megp (Cu) B cyTodHom moye (Copper (Cu), 24-Hours Urine) 1750
892 MapraHeu (Mn) B ceiBOpOTKE KpoBu (Manganese (Mn), Serum) 1750
893 Hwukenb (Ni) B cbiBopoTke kposwu (Nickel (Ni), Serum) 1750
894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1750
895 CsuHel (Pb) B moye (Lead (Pb), Urine) 1750
M31 |OcHoBHble acceHumanbHble (KM3HEHHO HEOOXOAMMbIE) MUKPOSNEMEHTbI B

cbiBOpoTke kpoBu (Essential Vital Elements, Essential Trace Elements,

Serum) 2 300
M32 | ToKCMYHbIE MUKPOINEMEHTBI (TSXKENble MeTansbl) B BEHO3HOW KpoBu (Toxic

Trace Elements, Toxic Heavy Metals, Venous Blood) 2 300
M33 |MuKpo3anemeHTbI B CbIBOPOTKE KPOBU M BEHO3HOM KPOBW: CKpUHUHT (Trace

Elements, Serum, Venous Blood: Screening) 5600
M34 |3cceHumanbHble ((KU3HEHHO HEOOXOAMMBIE) U TOKCUYHBIE MUKPOSNIEMEHTHI B

moue (Essential Vital Elements, Toxic Trace Elements, Urine) 4700

MUKPOJJIEMEHTbI (kpoeb, Mo4a) - KaxkObil donosiHumesibHbIl M3 u3 moao xe
9008 |o6pa3ua
1032aM Mapraneun, (Mn) B moye (Manganese (Mn), Urine) - gon. M3
10330M>Xene3so (Fe) B moue (Iron (Fe), Urine) - gon. M3
1034pMKobanst (Co) B Moye (Cobalt (Co), Urine) - gon. M3
10350MMegp, moya, pasosas nopuus (Copper, random urine; Cu) - gon. M3
1036aM LmHk (Zn) B Mmode (Zinc (Zn), Urine) - gon. M3




10370M

Mbiwbsk (As) B moye (Arsenic (As), Urine) - gon. MO

1038a0M CeneH ( Se) B moue (Selenium ( Se), Urine) - gpon. M3

10400M Kagmun (Cd) B moye (Cadmium (Cd), Urine) - gon. M3
1042p0MPTyTH (Hg) B Moye (Mercury (Hg), Urine) - gon. M3

1074pM Tannwi (T1) B mode (Thallium (TI), Urine) - gon. M3

1111aM 3onoto (Au) B ceiBopoTKe Kposu (Gold (Au), Serum) - gon. M3
1112o0M Kagmun (Cd) B BeHo3HoM kposu (Cadmium (Cd), Blood) - gon. M3
1113aMKobanst (Co) B BeHo3HoM kpoBu (Cobalt (Co), Blood) - gon. M3
1114pMMegb (Cu) B BeHo3HOM kposu (Copper (Cu), Blood) - gon. M3

11150M

MapraHeu (Mn) B BeHo3How kposu (Manganese (Mn), Blood) - gon. M3

11160M

Hwukenb (Ni) B BeHo3Howm kpoBwu (Nickel (Ni), Blood) - gon. M3

1117oM

CeneH (Se) B BeHo3HOW kposw (Selenium (Se), Blood) - gon. M3

11180M

Tannun (TI) B cbiBopoTke kposwu (Thallium (Tl), Serum) - gon. M3

1119oM

LiMHk (Zn) B BeHO3HOM KpoBM (Zinc (Zn), Blood) - gon. M3

11410M

P1yTb (Hg) B BEHO3HOW kpoeu (Mercury (Hg), Blood) - gon. M3

14790

Wog (1) B Moye (lodine (1), Urine) - gon. M3

14910M

Wop B cuiBopoTke (lodine, serum) - gon. M3

8630M{

Kobankt (Co) B cbiBopoTKe kpoBu (Cobalt (Co), Serum) - gon. M3

8680M

LInHk (Zn) B cbiBOpOTKE KpoBU (Zinc (Zn), Serum) - gon. M3

8690M{

CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) - gon. M3

8730M{

MonunbgeH (Mo) B ceiBopoTke kpoBu (Molybdenum (Mo), Serum) - gon. M3

8740M{

Kagmun (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) - gon. M3

8780M{

CeuHel (Pb) B BeHo3HOM kpoBu (Lead (Pb), Blood) - gon. M3

881aM{

Antomunun (Al) B moye (Aluminum (Al), Urine) - gon. M3

8830M{

Mbiwbsk (As) B cbiBopoTke KpoBu (Arsenic (As), Serum) - gon. M3

8880M{

Megnp (Cu) B cbiBopoTKe KpoBu (Copper (Cu), Serum ) - gon. M3

8890M{

Megpb (Cu) B cyTodHom moye (Copper (Cu), 24-Hours Urine) - gon. M3

892aMJ

MapraHev (Mn) B ceiBOpoTke kpoBu (Manganese (Mn), Serum) - gon. M3

8930M{

Hwukenb (Ni) B cbiBopoTke kposu (Nickel (Ni), Serum) - gon. M3

8940M{

Hukenb (Ni) B moye (Nickel (Ni), Urine) - gon. M3

8950M1

CeuHel (Pb) B moye (Lead (Pb), Urine) - gon. M3

9009

JIEKAPCTBEHHbIW MOHUTOPWHI

1271

JleBeTnpauetam (Levetiracetam, Keppra®)

6 200

1353

Takponumyc (Agearpad, lNporpad, MNpotonuk, Takpocen) (FK506, Advagraf,
Prograf, Protopic, Tacrosel)

2650

274

LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune)

1750

88

®eHobapbutan (JltommHan) (Phenobarbitalum)

4 500

89

®deHuTonH (dndbeHunH, OunaHtuH) (Phenytoin)

2200

91

KapbamasenuH (PunnencuH, Terpeton) (Carbamazepine, Tegretol)

4 500

917

JTamoTtpuaxnH (Lamotrigine)

6 200

9010

NCCIJIEQOBAHUSA MO4YU

108

AmMunasa B MO4e CyTOYHOW MIN MOPLMOHHOW 32 3MEePEHHOE BpeMS
(Anbha-ammnasa, guacrasa moun) (Amylase, 24-Hour or Timed Urine)

500

109

miokosa, cytouHast mova (Glucose, 24-Hour urine)

400

110

KpeaTtunHuH, cytouHasa moya (Creatinine, 24-Hour urine)

400

110113

Kanbumi, pasosas nopuus Moun (C KpeaTMHUHOM U pacyeToMm
Kanbumn/kpeatnHmH oTHoweHus) (Calcium, random urine, with creatinine and
calcium/creatinine ratio calculation)

400

111

MoueBuHa, cyTovHas moda (Urea, 24-Hour urine)

400

112

MoueBas kucnora, cytouHas moya (Uric Acid, 24-Hour urine)

400

112110

MoueBas kucnorta, pa3oBasa nopuna Mo4un, ¢ KpeaTMHMHOM N pac4HeToM
HOPMaliM30BaHHOIO No KpeaTUHMHY MOK-I4

500

113

Kanbumn (Ca), cytouHasa moua (Calcium (Ca), 24-Hour urine)

500

114

Kanun (K), Hatpuin (Na), cytouHasa moya (Potasium (K), Sodium (Na), 24-Hour
urine)

400

115

docoop (P), cytouHasa moua (Phosphorus (P), 24-Hour urine)

500

115110

®ocdop, pazoBasd NoOpLUA MOYM (C KpeaTUHUHOM U pacHeETOM
HOpPManM3oBaHHOIO MO KpeaTuHWHY nokasatens) (Phosphorus, random urine,
with creatinine and phosphorus/creatinine ratio calculation)

700

116

AHanuns moun obLwmn (AHanM3 moym obLLMI C MUKPOCKONMEN ocaaka)
(Complete Urinalysis, Microscopic Examination)

500




1265 [KamHu noyeyHble, aHanus (Kidney Stone Analysis) 6 550
1318 |Marnuii, cyTouHasa moya (cyTovHasa akckpeuus), (Magnesium, 24 h urine

excretion) 700
131811{MarHun, pasosas nopumsi MOYK (C KpeaTUHUHOM U pacyHeToM

MarHun/kpeatuHuH otHoweHuns) (Magnesium, random urine, with creatinine

and magnesium/creatinine ratio calculation) 950
1458 |Okcanatbl, cyTovHasa moya (Oxalates, 24-Hour urine) 2 300
145811{Okcanatbl, pasoBas Nnopumsa Moym (C KpeaTUHUHOM W PacyeToM

HOpPManmM3oBaHHOIO MO KpeaTuHWHy nokasatens) (Oxalates, random urine, with

creatinine and oxalate/creatinine ratio calculation) 2 550
1565INMJ AHanu3 xummu4yeckoro coctaBa noyedHbix kamHen (Compositional Analysis of

Kidney Stones) 6 400
272 WccneposaHne moum no metoay Heunnoperko (Nechiporenko’s Urine Test) 500
401 Kanbumin Mmoum, kayecTBeHHbIN TecT (Npoba Cynkosuya) (Sulkowitch Urine

Calcium Test) 400
898 Bapbutypathl B Mode (Barbiturates, Urine)* 2 050
902 KanHabuHougbl (MmapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)* 2050
925 Onuatbl (MopduH/reponH) B mode (Opiates (Morphine/Heroin), Urine)* 2 050
95 AnbbyMuH, cyTouHast moda (Albumin, 24-Hour urine) 700
95110 |AnbbymuH, pasoBasi NopLMs MOYM (C KPEATUHUHOM U pacyeToM

anbbymuH/kpeaTuHNH oTHoweHus) (Albumin, random urine, with creatinine and

albumin/creatinine ratio calculation, UACR) 950
96 MpobGa Pebepra (KnupeHc 3HOOreHHOro KpeaTuHUHA, CKOPOCTb KIyO04KOBOM

dunstpauun) (Glomerular Filtration Rate, GFR)* 500
97 O6wwuin 6enok, cytodHas modya (Protein Total, 24-Hour urine) 400
97110 |Benok, pasoBas nopuunst Mo4vu (C KpeaTUHUHOM N pacyeToMm

HOpManu3oBaHHOIO MO KpeaTuHuHy nokasarens) (Protein, random urine, with

creatinine and protein/creatinine ratio calculation) 500
982 OT1aHon (ankoronk) B Moye (Ethanol (Alcohol) Urine)* 2 050
9950 |«BpegHble npuBbIukM» (AHANM3 MOYM HA HUKOTUH, MCUXOTPOMHbIE 1

HapKOTMYECKME BELLECTBA, MCUXOAKTUBHbBIE NEKApCTBEHHbIE NMpenapaThbl

(HVMKOTMH; NCUXOTPOMHbIE U HAPKOTUYECKNE BELLECTBA, MCUXOAKTUBHbIE

nekapcTtBeHHble npenaparsl) (Pernicious Habits: Nicotine, Drugs,

Psychostimulants and Psychotropic Substances, Urine)* 6 100
JIMC |HapKOTUKM N NCUXOTPOMHbIE BELWECTBA — CKPUHUHE (KOMMNSIEKCHbIN aHanun3

MOuYM Ha onuaTbl, ameTamMmmnH, MeTamdeTamMmH, KOKauH, KaHHabuHouabl U UX

meTabonuTel) (Drugs and Psychotropic Substances Screening: Opiates,

Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid

Metabolites, Urine) 5700
OBC11(OueHka pucka kamHeobpa3oBaHUs - MMTOrEeHHbIE CyGCTaHUMM MOYK, CYTOYHAs

MouYa (kanbuui, MarHui, gocdop, okcanarbl, MoYeBas KUCOTa, KpeaTUHUH

CYTOYHOWM MOYM C pacCHETOM CYTOYHOWN SKCKpEeLMK) 4 250
OBC1110ueHka pucka kaMHeobpa3oBaHUS - IMTOrEHHbIE CyOGCTaHLMM MOYM, pa3oBas

nopuma Mmoum (Kanbumim, MarHui, gocdop, okcanaTbl, MoYyeBast KUCMoTa,

KpeaTUHWH pa3oBON MOPLUM MOYU, C PACHETOM HOPMAarnmM30BaHHbIX MO

KpeaTUHWHY nokasaTtenemn) 7 050
9011 (MCCJIEQOBAHUA KAJIA
1338 [KanbnpotektuH chekanbHbin (Fecal Calprotectin) 4 350
1533A1 Anbda-1-anTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2950
158 Konporpamma (Koprogramma, Stool) 950
159MNP(JAHanus kana Ha npocteviwmne (PRO Stool) 950
15940 [AHanus kana Ha anua reneMmHTOB (srua muctos) (PRO Stool, Helminth

Eggs) 950
16010(NccnenoBaHue Ha aHTepoburos (anua octpuy), wnatens (Enterobiasis,

Spatula) 500
1600C7NccnenoBaHue Ha aHTepoburos (snua octpuy), TamnoH (Enterobiasis, Swab)
162 Onactasa 1 (31), naHkpeaTuyeckas anactasa 1 (Elastase 1, E1) 4700
236 CogepxaHue yrneBoaoB B Kane (pegyumpytolime BellecTtsa B kane) (Stool

Sugars, Reducing Substances, Fecal) 1150
240 WccneposaHue kana Ha CKpbITYHO KpOoBb, beH3nanHoas npoba (Occult Blood

Feces Analysis) 500
2401 |CkpblTas KpoBb B Karne (KornopekTasnbHble KPOBOTEYEHUS), KONMYECTBEHHbIN

nmmyHoxmmmdeckmun metog FOB Gold (Quantitative Immunochemical Fecal

Occult Blood, Test FOB Gold) 1300




9012

[IMATHOCTUKA MHOEKLJUOHHbIX 3ABEOJIEBAHWUH (adeHosupyc-zepnec)

1143 |AHTuTena knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBrisieMble

mMeTogom ummyHobnottuHra (Anti-HCV 1gG, Immunoblot) 9300
1191 [AHTuTena knacca IgM k Borrelia burgdorferi, BoigBnsembsie meTogaom

BecTtepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 2 550
122 AHTuTena knacca IgG k Bupycy npoctoro repneca 1 un 2 tunos (Anti-HSV-1, 2

19G) 950
1222 |AHTuTena knacca lgG k Bupycy npoctoro reprneca 1 tuna (Anti-HSV-1 IgG) 1300
1223 |AnTtuTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG) 1150
123 AHTUTEna knacca IgM k Bupycy npoctoro reprneca 1 1 2 Tunos (Anti-HSV-1, 2

IgM) 950
1268 |AnTuTEna knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 1400
1269 |[AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total

(IgG + IgM)) 1400
1637 |AHTuTEna k kopoHasupycy SARS-CoV-2 (HykneokancmgHomy benky), IgG,

9660TT (Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott) 1600
1641/31AHTutena k kopoHasupycy SARS-CoV-2, IgM 1 IgG (Abbott) 3150
1642 |AHTuTena k kopoHasupycy SARS-CoV-2, IgG (anti-SARS-CoV-2, I1gG)
1688 [Bupyc renatuta C: reHoTMnupoBaHue no reHotunam 1-6 (BI'C, onpenenexve

reHotunos 1-6, HCV Genotyping) 4 250
227 AHTuTEna knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1600
228 AHTuTEna knacca IgG k Bupycy renatuta E (Anti-HEV 1gG) 1600
237 AHTuTena knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides IgG) 1300
241 AHTuTEna knacca IgG k ageHosupycy (Anti-Adenovirus 1gG) 1300
242 AHTUTENna knacca IgA k ageHosupycy (Anti-Adenovirus IgA) 1 300
243 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 1150
244 AnTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 1150
2447 |WNutepnenkunH-28B (UJ1-28B), reHoTunmnpoBaHune (MccregoBaHmne reHeTUYecKnx

MapKepoB, onpegensoLmnx adekTMBHOCTb NIEYEHUS XPOHUYECKOIo renatuTa

C nHTepdepoHom n pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping

(Study of Genetic Markers Determining Effectiveness of Treatment of Chronic

Hepatitis C in Interferon and Ribavirin)) 1400
256 AHTuTEna knacca IgG k BUpyCy BETPSIHOW OCMbl M ONOSIChIBAIOLLLEro NuLLas

(Anti-Varicella-Zoster Virus IgG, Anti-VZV 1gG) 1400
257 AHTUTENa Knacca IgM K BUpycCy BETPSIHOM OCMbl U OMOSIChbIBAOLLErO fMLas

(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1400
276 AnTuTena knacca IgG k repnecsupycy Yenoseka 6 Tuna (Anti-HHV-6 1gG) 1150
277 AHTuTEna knacca IgG k repnecsupycy yenoseka 8 tmna (Anti-HHV-8 1gG) 1300
305mod MapaHepenna, onpegenexve OHK B mouve (Gardnerella vaginalis, DNA, Urine)* 500
305cn |FapgHepenna, onpegenenue JHK B cekpeTe npoctathl, askynsaTte (Gardnerella

vaginalis, DNA, Prostatic Fluid, Semen)* 500
305ypo|lrapaHepenna, onpegenerve OHK B cockobe anutenuanbHbIX KNETOK

yporeHuTansHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital

Epithelial Cells)* 500
30908n|'epneceupyc 1 n 2 Tnos, onpeaenexve HK B BbINnoTe, TNMpOBaHMe

(HSV-1, 2 DNA, Exudate, Typing)* 800
3090rn3repnecsupyc 1 1 2 Tnnos, onpeaenenne JHK B cockobe anutenuanbHbIX

KNeToK KOHBIOHKTUBI, TnupoBaHne (HSV-1, 2 DNA, Scrape of Conjunctiva

Epithelial Cells, Typing)* 800
3090ko)'epneceupyc 1 1 2 Tunoe, onpeaenenne HK B cockobe snutenuanbHbIxX

KNeTok Koxu, TunupoBaHune (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,

Typing)* 800
3090kp|lepneceupyc 1 1 2 Tnnos, onpeaenexHve OHK B BeHO3HOM KpoBY,

TunuposaHue (HSV-1, 2 DNA, Blood, Typing)* 1150
3090mqgl'epneceupyc 1 n 2 Tunos, onpeaenexve HK B modve, TunuposaHne (HSV-1, 2

DNA, Urine, Typing)* 800
3090Ho|lepneceupyc 1 1 2 Tnnos, onpeaenenne JHK B cockobe anutenuanbHbIX

KNeTok cnmamcTon Hoca, TunupoBaHune (HSV-1, 2 DNA, Scrape of Nasal

Epithelial Cells, Typing)* 800
3090po|r'epneceupyc 1 u 2 Tunos, onpeaenexHne JHK B cockobe anuTennanbHbIx

KNeTok poTornoTku, TunuposaHne (HSV-1, 2 DNA, Scrape of Faucial Epithelial

Cells, Typing)* 800




3090cB

lepnecsupyc 1 n 2 Tnos, onpegenexHve HK B cbiIBOpoTKe KPOBM,
TunuposaHue (HSV-1, 2 DNA, Serum, Typing)*

1150

3090cn

lepnecsupyc 1 1 2 Tnnos, onpegenexnve OHK B cntoHe, Tnuposanne (HSV-1,
2 DNA, Saliva, Typing)*

800

3090cm

lepnecsupyc 1 n 2 Tnos, onpegenexHve HK B CIMHHOMO3roBOW XXUAKOCTU,
Tunuposanue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*

800

3090cn

lepnecsupyc 1 1 2 Tunos, onpegenexnve OHK B cekpeTe npocTathl, 3aKynsaTe,
TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

800

3090yp

lepneceupyc 1 1 2 Tunos, onpegenerne HK B cockobe anntennanbHbIX
KNETOK yporeHnTanbHoro TpakTa, TunmpoBanune (HSV-1, 2 DNA, Scrape of
Urogenital Epithelial Cells, Typing)*

800

309BnT

lepnecsupyc 1 1 2 Tunos, onpegenexHve OHK B Beinote (HSV-1, 2 DNA,
Exudate)*

700

309rn3

lepneceupyc 1 1 2 Tunos, onpegenerne HK B cockobe anntennanbHbIX
knetok KoHbloHKTUBbLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

700

309kox|

lepnecsupyc 1 1 2 Tnnos, onpegenerve JHK B cockobe anntennanbHbIx
knetok koxun (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

700

309p

lepnecsupyc 1 n 2 Tunos, onpegenexHne AHK B BeHo3HoM kpoBu (HSV-1, 2
DNA, Blood)*

800

309moy

lepnecsupyc 1 1 2 Tnnos, onpegenexnve OHK B moue (HSV-1, 2 DNA, Urine)*

700

309H0C

lepneceupyc 1 1 2 Tunos, onpegenerne OHK B cockobe anutennanbHbIX
knetok cnmnsucton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

700

309port

lepnecsupyc 1 1 2 Tunos, onpegenerve JHK B cockobe anutennanbHbIx
knetok potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

700

309cB

lepnecsupyc 1 n 2 Tnnos, onpeaenexHve [HK B ceiBopoTke kKpoBu (HSV-1, 2
DNA, Serum)*

800

309cnH

lepnecsupyc 1 1 2 Tunos, onpegenerHvne OHK B cntoHe (HSV-1, 2 DNA,
Saliva)*

700

309cmH

lepnecsupyc 1 n 2 Tnnos, onpegenexdme HK B CNIMHHOMO3roBOWN XMAKOCTU
(HSV-1, 2 DNA, Cerebrospinal Fluid)*

700

309cn

lepnecsupyc 1 1 2 Tunos, onpegenexve JHK B cekpeTe npocTatsl, 3gkynaTe
(HSV-1, 2 DNA, Prostatic Fluid, Semen)*

700

309ypo

lepneceupyc 1 1 2 Tunos, onpegenerne OHK B cockobe anntennanbHbIX
KNneTok yporeHutanbHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital
Epithelial Cells)*

700

3112CHY

Boppenun, onpegenernve OHK B cuHoBransHom xuakoctu (Borrelia
burgdorferi, DNA, Synovial Fluid)*

800

3112CN

Boppenun, onpegenenune HK B cnnHHomo3sroBowm xungkoctu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

800

311c-ng

Bupyc nanunnomsl YenoBeka BbICOKOrO OHKOrEHHOIo pUCKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenne JHK B cockobe anmTennanbHbIX KNETOK CIIM3NCTON NpsiMon
knwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

700

311c-pg

Bupyc nannnnombl YenoBeka BbICOKOrO OHKOFEHHOIO pucka, CKpUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenerne HK B cockobe anutenunanbHbix knetok potornoTtku (HPV DNA,
Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

700

311c-yp

Bupyc nanunnomsl YenoBeka BbICOKOrO OHKOrEHHOIo pUCKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeneneHne JHK B cockobe anutenuaneHbIX KNETOK YPOreHUTarnbHOro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

700

312C-Y|

Bupyc nanunnomel YenoBeka BbICOKOrO OHKOrEHHOro pucka, onpegernexHve
JHK 16 n 18 Tunos + KBM B cockobe anutenuanbHbIX KNeTok
yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

700

313C-Y|

Bupyc nanunnomsl YenoBeka BbICOKOrO OHKOreHHOIo puUcKa, reHOTUNUpPOBaHNe
OHK 14 tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cockobe anuTenunaneHbIX KNeTok yporeHntansHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68))

1400

319CB

Bupyc renatuta B, onpegenexne [AHK B cbiBOpOTKe KPOBM, KAYECTBEHHOE
(HBV DNA, Serum, Qualitative)*

800




320CB

Bupyc renatuta B, onpegenexne [JHK B CbiIBOpOTKE KPOBM, KONNYECTBEHHOE
(HBV DNA, Serum, Quantitative)*

6 550

321CB

Bupyc renatuta C, onpegeneHue PHK B cbiBOpOTKe KpPOBU, Ka4eCTBEHHOE
(HCV RNA, Serum, Qualitative)*

1300

323rn

Bupyc renatuta C, onpegenenue PHK B nnasme KpoBu, KONM4eCcTBEHHOE
(HCV RNA, Plasma, Quantitative)*

19 050

323C-

Bupyc renatuta C (CITO), onpenenenne PHK B nna3me kposw,
konuyecteeHHoe (HCV RNA, Plasma, Quantitative)*

38 300

324

Bupyc renatuta C, konnyectBeHHoe onpegeneHne PHK Bupyca n
reHoTunupoBaHue (Tunbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

6 950

324mn

Bupyc renatuta C, onpegeneHue PHK B nna3sme, reHoTMnnpoBaHue ¢
cybtunamu (Tvnbl 1 (cybtunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

1750

325CB

Bupyc renatuta D, onpeaenenune PHK B cbiBopoTke kpoBu (HDV RNA,
Serum)*

1300

326CB

Bupyc renatuta G, onpegenerne PHK B cbiBopoTke kpoBu (HGV RNA,
Serum)*

1300

328CB

Bupyc renatuta A, onpegenexne PHK B ceiBopoTke kKposu (HAV RNA,
Serum)*

1150

3500CH

Bupyc renatuta C (BI'C), ynerpadyscTBuTensHoe onpegeneHme PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

5700

350CB

Bupyc renatuta C, onpegeneHue PHK B cbiBopoTke kposu metogom MLUP,
konnyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

6 100

352BnT

lepnecsupyc 6 Tuna, onpegenernve OHK B Beinote (HHV-6 DNA, Exudate)*

500

352kp

lepnecsupyc 6 Tnna, onpegenenne HK B BeHo3HoM kposu (HHV-6 DNA,
Blood)*

800

352mo4

lepnecsupyc 6 Tuna, onpegenexnve OHK B move (HHV-6 DNA, Urine)*

500

352H0C

lepneceupyc 6 Tuna, onpegenernne HK B cockobe anutenunanbHbIX KNEToK
cnunsncton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)*

500

352port

lepnecsupyc 6 Tuna, onpegenerHve JHK B cockobe anutenuaneHbIX KNETOK
potornotku (HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

500

352cB

lepnecsupyc 6 Tnuna, onpegenenne [HK B cbiBopoTke kposu (HHV-6 DNA,
Serum)*

800

352cnH

lepnecsupyc 6 Tuna, onpegenerve OHK B cntoHe (HHV-6 DNA, Saliva)*

500

352cmH

lepnecsupyc 6 Tuna, onpegenenne HK B cnnHHomosrosom xungkoctn (HHV-6
DNA, Cerebrospinal Fluid)*

500

352cn

lepnecsupyc 6 Tuna, onpegenerHne JHK B cekpeTte npocTathbl, 3aKkynaTe
(HHV-6 DNA, Prostatic Fluid, Semen)*

500

352ypo

lepneceupyc 6 Tuna, onpegenernne HK B cockobe anutenunanbHbIX KNEToK
yporeHuTansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*

500

363111

BWY-1, onpepenenne PHK B nnasme kposu (HIV RNA, Plasma)*

23 500

374C-Y|

Bupyc nanunnomsl yenoseka, onpegenerne AHK 4 tunos: 6, 11, 16, 18 +
KBM B cockobe anutenunanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

1150

377C-Y|

Bupyc nanunnomsl yenoseka, onpegenexdve OHK 15 tunos: 6, 11, 16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 68 + KBM B cockobe anutennanbHbIx
kneTok yporeHutaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 15 Types (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68)
Screening )

1750

391C-Y|

Bupyc nanunnomsl yenoseka, onpegenenne AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

4 500

394

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOreHHOro pucka, JanmknH-tect
(meTop «rmbpugHoro 3axeatar), onpegenerve AHK 13 tunos: 16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 68 (Digene HPV Test, Hybrid Capture
Technology, 13 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68))

395

Bupyc nanunnombl YenoBeka HU3KOrO OHKOFEHHOIo pucka, [anmKuH-TecT
(meTon «rmbpugHoro 3axeatay), onpegenenve OHK 5 tunos: 6, 11, 42, 43, 44
(Digene HPV Test, Hybrid Capture Technology, 5 Types (6, 11, 42, 43, 44))

396YP(

baktepounabl, onpegenerne AHK B cockobe anutenmanbHbIX KNEeToK
yporeHuTansHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)*

500




399C-n

Bupyc nanunnombl YernoBeka HU3KOrO OHKOFEHHOro pucka, onpegenexHve OHK
3 Tunos.: 6, 11, 44 + KBM B cockobe anuTtenuanbHbIX KNeToK CAN3NCTON
npsimon knwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,

44)) 700
399C-p(Bupyc nanunnomsl YenoBeka HU3KOrO OHKOFEHHOro pucka, onpegenexHve JHK

3 Tunos: 6, 11, 44 B cockobe anuTennanbHbIX Knetok potornotkn (HPV DNA,

Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44)) 700
399C-Y|Bupyc nanunnombl YenoBeka HU3KOrO OHKOFEeHHOro pucka, onpeaenexme JHK

3 Tvnos.: 6, 11, 44 + KBM B cockobe anutenuasnbHbIX KNETOK YpOoreHUTanbHoro

TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44)) 700
4AVHS)AHTUTENa knacca IgG, onpeneneHne aBuaHOCTU K BUPYCY NpOCTOro repreca 1

n 2 Tunos (Anti-HSV-1, 2 IgG, Avidity) 1400
6616 |lMneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckme IgG

(Aspergillus fumigatus, IgG, M3) 950
68 AnTtutena k BUY 1 n 2 n antured BUY 1 1 2 (HIV Ag/Ab Combo) 700
71 AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 950
72 AnTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 1400
73 HBs-aHTureH Bupyca renatuta B (HBs-aHTUreH, NOBEpXHOCTHbIV aHTUIEH

BUpyca renatuta B, «aBcTpanuickniny aHTureH), kKayectBeHHbl TecT (HBsAg,

Hepatitis B Surface Antigen, Qualitative) 700
74 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 950
75 AHTuTena knaccos IgM n IgG k HB-core aHTureHy Bupyca renatuta B,

cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen; HBCAD,

Total, HBV Core Total Antibodies (IgG + IgM)) 950
76 AHTuTEna knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM

Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 1300
77 AHTuTena k HBe-aHTureHy supyca renatuta B (Anti-HBe, HBeAb) 950
78 AnTuTena k HBs-aHTureny Bmpyca renatuta B (Anti-HBs, HBsAb) 1150
79 AnTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total

(IgG + IgM))* 950
87 HBs-anTureH Bupyca renatuta B (HBs-aHTureH, noBepXHOCTHbIN aHTUreH

BMpYyca renatuta B, «aBCcTpanMickuiny» aHTUreH), KonM4eCTBEHHbIN TeCT

(HBsAg, Hepatitis B Surface Antigen, Quantitative) 2550
9013 |[JUAIrHOCTUKA UH®EKLIMOHHbIX 3AB0JIEBAHNUU (20HOpesi-onucmopxo3)
1142 |AHTuTena knacca IgG k aHTUreHam Bupyca KpacHyxu, BbiiBSEMblE METOAOM

nmmyHobnotTuHra (Anti-Rubella 1IgG, Immunoblot ) 9450
1227M |JlabopaTtopHoe uccrnegoBaHue kneila ans sobisenexdus PHK/OHK

BO3OyauTEnen NHAEKUMIA, Nepeatonxca MKCOAOBLIMU KIeLLamu:

KNELWEBOW SHLIE®ANNT, BOPPENNO3 (BEOJE3HL NNANIMA),

AHAIMJTA3BMO3, 3PJTMXNOS (Detection of pathogen DNA/RNA in ticks:

Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma

Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA
1277KJMukpockonus n noces Ha napasuTapHble rpubsl (koxa) (Parasitic Fungi,

Microscopy and Culture (skin)) 2950
1277H({Mwukpockonusi n NnoceB Ha napasuTapHble rpubbl (Hortn) (Parasitic Fungi,

Microscopy and Culture (nails)) 2 950
179 AnTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 950
179/80 [AHTuTENna knaccos IgM un 1gG k Mycoplasma hominis (Anti-Mycoplasma

hominis IgM, IgG) 1900
180 AnTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) 950
181 AHTuTEna knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM) 1150
181/82 |AnTuTena knaccos IgM n IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM, 1gG) 2050
182 AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgG) 1150
230 AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis felineus

I9G) 1 600
234 AHTuTena knaccos IgM, IgG, IgA k aHTUreHam nNamonuin, cymmapHo

(Anti-Giardia lamblia IgM, 1gG, IgA, Total) 950
235 AHTuTena knacca IgG k aHTureHam amnseHtepunHon amebol (Anti-Entamoeba

histolytica IgG) 1 300
238 AHTUTENa knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgA) 950




239

AHTuTEna knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgG) 950
245 AnTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 1750
246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 1750
247 AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1600
241 VccneposaHue Ha Hannume knewa gemogekc (Demodex folliculorum,

Demodex brevis) 700
2500 |AHnTuTena knacca IgG k Bupycy kopu (Anti-Measles IgG) 1600
251 AHTuTEna knacca IgM k Bupycy kopu (Anti-Measles IgM) 1400
254 AnTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 1400
260 AHTuTEna knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 1300
267 AHTuTena knacca IgG k Bupycy knewieBoro aHuedanuTa (Anti-Tick-borne

Encephalitis Virus (TBEV) IgG) 950
268 AHTUTENa knacca IgM k Bupycy knewieBoro aHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgM) 1300
280 PITA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 800
281 PIIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 800
282 PITA ¢ Shigella sonnei (Shigella sonnei, IHA) 800
284 PIIA c Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, IHA) 800
285 PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, IHA) 800
286 PIIA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 800
3020 |MHBUO®NOP - komnnekcHoe nccnegoBaHne MMKPOdnopbl YporeHUTanbHoro

TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of

Urogenital Tract (UGT)) 5300
3021 |Kangwngos, ckpuHuHr n tunuposanme (Candidiasis, Screening and Typing) 1750
3022 |BakTtepuanbHbin BarmHo3 (Bacterial Vaginosis, BV) 2800
3023 |Kangungos, ckpunuHr (Candidiasis, Screening ) 700
3024 |Kangupos, TunuposaHue (Candidiasis, Typing) 1300
3025 |BbisiBneHune Bo3bygutenen UMMM (4 + KBM): onpegenenve OHK Chlamydia

trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma

genitalium, AHK yenoseka (Identification of Sexually Transmitted Infections

(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,

Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA ) 1900
3026 |MHBUO®NOP - ycnoBHO-NaTtoreHHble MMKOMMa3Mbl YernoBeka

(yporenutansHbin ckpuHuHr) (INBIOFLOR - Mycoplasma, Urogenital

Screening) 950
3027 |YcnoBHO-NaToreHHble MUKOMNasmbl, MOHUTOPUHI 3¢h(PEKTUBHOCTN NeYeHns

(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring

of Treatments) 700
3028 |YcnoBHO-NaTOreHHble MUKOMNa3Mbl, MOHUTOPUHT 3PEKTUBHOCTM NEHEHNS

(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of

Treatments) 700
3029 |YcnoBHO-NaToreHHble MUKOMNNasmbl, MOHUTOPUHI 3P(PEKTUBHOCTN NeYeHns

(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of

Treatments) 700
302MO|Mukonnasma (Mycoplasma hominis), onpegenexue AHK B moye (Mycoplasma

hominis, DNA, Urine)* 500
302CI1|Mukonnasma (Mycoplasma hominis), onpegenenvne [JHK B cekpeTe npocrarthl,

agkynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* 500
302YP(Mwkonnasma (Mycoplasma hominis), onpegenenve OHK B cockobe

anuTenuanbHbIX KNETOoK yporeHuTansHoro Tpakta (Mycoplasma hominis, DNA,

Scrape of Urogenital Epithelial Cells)* 500
306rn3 |FoHokokk, onpegeneHune AHK B cockobe anuTenmanbHbIX KNEToK

kKoHbloHKTUBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial

Cells )* 500
306mo4 MoHokokk, onpeaeneHue HK B moye (Neisseria gonorrhoeae, DNA, Urine)* 500
306npk|FoHokokk, onpegenenune HK B cockobe anmMTenmanbHbIX KNETOK CRM3NUCTOoN

npsimon knwkm (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial

Cells)* 500
306pot|loHokokk, onpeaeneHne HK B cockobe anuTenumanbHbIX KNETOK POTOIMOTKN

(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)* 500
306cuH|lMNoHokokk, onpeaenenne [HK B cnHoBmnanbHom xuakoctn (Neisseria

gonorrhoeae, DNA, Synovial Fluid)* 800




306¢cn

loHokokk, onpeaeneHne HK B cekpeTte npoctathl, agkynsate (Neisseria

gonorrhoeae, DNA, Prostatic Fluid, Semen)* 500
306ypo|lroHokokk, onpeaeneHue AHK B cockobe anuTenmanbHbIX KNEToK

yporeHnuTansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital

Epithelial Cells)* 500
308MOYMukonnasma (Mycoplasma genitalium), onpegenexnne AHK B moye

(Mycoplasma genitalium, DNA, Urine)* 500
308cn [Mwukonnasma (Mycoplasma genitalium), onpegenenne JHK B cekpete

npoctathkl, 3askynsaTe (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)* 500
308ypo|Mwukonnasma (Mycoplasma genitalium), onpegenexne OHK B cockobe

anuTenuarnbHbIX KNeTok yporeHutansHoro Tpakta (Mycoplasma genitalium,

DNA, Scrape of Urogenital Epithelial Cells)* 500
3114mo|Nluctepuun, onpegeneHune AHK B mouye (Listeria monocytogenes, DNA, Urine)* 500
3114Ho(Nnctepun, onpegenenne OHK B cockobe anuTenumanbHbIX KNETOK CIM3UCTOMN

Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)* 500
3114nn|Nnctepun, onpepenenne AHK B nna3me kposu (Listeria monocytogenes,

DNA, Plasma)* 500
3114pollnctepun, onpegenenne JHK B cockobe anuTenuanbHbIX KNETOK pOTOMTOTKA

(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)* 500
3114culflnctepuun, onpegeneHune AHK B cuHoBmnaneHowm xuakocTu (Listeria

monocytogenes, DNA, Synovial Fluid)* 800
3114cm|JInctepun, onpegenenune JHK B cnuHHOMO3roBown xugkoctu (Listeria

monocytogenes, DNA, Cerebrospinal Fluid)* 500
3150YHAHgpodnop, ncenegosaHme MMKpOdnopbl YpOreHUTanbHOro Tpakta My>X4umH B

cockobe anuTenunanbHbIX KIMETOK YPOreHUTanbLHoro Tpakta

(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital tract

microbiocenosis in the epithelial scrapes from the balanus, urethra) 4 850
3250YHAHgpodnop CkpuH, uccnegosaHme MMKpodhiopbl yporeHMTanbHOro TpakTa

MYXX4MH B cOcKobe anuTenuanbHbIX KNEeTOK yporeHUTarnbHoro Tpakta

(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s

urogenital tract microbiocenosis in the epithelial scrapes from the balanus,

urethra) 3450
338CB |Bupyc kpacHyxu, onpegeneHve OHK B ceiBopoTke kpoBu (Rubella Virus, DNA,

Serum)* 1150
344snt|Kanguga, onpegenenne HK B BbinoTe (Candida albicans, DNA, Exudate)* 500
344kox|Kanguaa, onpegenerne HK B cockobe anuTenmnanbHbIX KIETOK KOXW

(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 500
344mo4 Kangunaa, onpegenerne HK B moye (Candida albicans, DNA, Urine)* 500
344npk|Kanguoa, onpegenerne OHK B cockobe anuTenmnanbHbIX KIETOK CIIN3NCTON

npsimon kmwwkmn (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)* 500
344pot|Kananna, onpegenenne OHK B cockobe anntennanbHbIX KINETOK POTOMMOTKM

(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 500
344cnH|Kangnaa, onpenenenvne HK B cntoHe (Candida albicans, DNA, Saliva)* 500
344cn |Kanguga, onpegenerne [AHK B cekpete npoctaTthl, askynate (Candida

albicans, DNA, Prostatic Fluid, Semen)* 500
344ypo|Kananaa, onpenenenve OHK B cockobe anutenuanbHbIX KNETOK

yporeHuTansHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

Epithelial Cells)* 500
345YP(NakTtobaktepuu, onpenenexHne [JHK B cockobe anuTenmnanbHbIX KNeTok

yporeHuTansHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital

Epithelial Cells)* 500
347wk |Mukonnasma (Mycoplasma pneumoniae), onpegenexve HK B mokpoTe

(Mycoplasma pneumoniae, DNA, Sputum)* 1150
347nn |Mukonnasma (Mycoplasma pneumoniae), onpegenerne HK B nnasme kposu

(Mycoplasma pneumoniae, DNA, Plasma)* 800
347pot|Munkonnasma (Mycoplasma pneumoniae), onpegenexve HK B cockobe

anuTenuanbHbIX KNneTok potornotku (Mycoplasma pneumoniae, DNA, Scrape

of Faucial Epithelial Cells)* 500
347cnH|Mukonnasma (Mycoplasma pneumoniae), onpegenerne JHK B cntoHe

(Mycoplasma pneumoniae, DNA, Saliva)* 500
372 WccneposaHne 6uoueHo3a yporeHuTansHoro Tpakta. ®emodnop 16.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 4 350




380

CKpVHMHI MUKPOGhNOopbI yporeHmTanbHoro Tpakta. Pemodrnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel

Femoflor Screen)) 3300
383 BeisBneHune so3byautenen UMMM (7 + KBM), cockob anutenvanbHbIX KNETOK

yporenuTtansHoro TpakTa (Identification of Sexually Transmitted Infections

(STI) Pathogens, Scrape of Urogenital Epithelial Cells)* 2 800
386 MccnenosaHne 6uoLeHo3a yporeHuTansHoro Tpakta. ®emodnop 8.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) 2650
397YP(MobunyHkyc, onpeaeneHne HK B cockobe anutenuanbHbIX KNETOK

yporeHuTansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital

Epithelial Cells) 500
3AVRU|AHTUTENa knacca IgG K BUpYyCy KpacHyxu, onpeaeneHne aBuaHoCcTm

(Anti-Rubella IgG, Avidity) 1900
437YTINMNoceB Ha NaTOreHHyo 1 YCOBHO-NATOreHHY0 MUKPOodnopy kKuievHuka (Stool

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,

Bacteria Identification) 2200
437YTINMNoceB Ha NaTOreHHy 1 YCNOBHO-NATOrEeHHY0 MUKPOMOpY KMLLEYHUKA C

onpegeneHvem YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM npenapatam (Stool

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.

Bacteria Identification and Antibiotic Susceptibility Testing) 2 550
437YTINMNoceB Ha NaTOreHHyo 1 YCNOBHO-NATOreHHY MUKPOMNOPY KMLLIEYHMKA C

onpeaeneHnem YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM npenapatam 1

baktepuodparam (Stool Culture with Bacteria Identification and

Antibiotic+Bacteriophage Susceptibility Testing) 2650
462 Mocer Ha knoctpuanm (Clostridium difficile, nceBgomemMbpaHO3HbIN KOnKUT)

(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility

Testing) 2 300
6617 |lMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 950
84 AHTuTEna knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG) 800
85 AHTUTEna knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 950
855 AHTuTEna knacca IgG k gudprtepunHomy aHatokcuHy (Anti-Diphtheria Toxoid

IgG) 1 600
995K0O> MapasuTtapHble rpmbbl, MUKpOCKONMYeckoe uccnegoBaHue npob koxu (Fungal

Infections of Skin) 1600
995HOI Mapa3nTapHbie rpndbl, MMKPOCKOMMYECKOE UCCrefoBaHue Npob Hortewn

(Fungal Infections of Nails) 1600
OBC90|lMocnutansHbIn: BUY, cudmnue, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 3150

ANATHOCTUKA UH®EKLMOHHbIX 3ABOJIEBAHNU (ocmpsbie
9014 |kuweyHble-xesiukob6akmep)
1205 |AHTuTena knacca IgG k Treponema pallidum, BbisiBNsieMble METOAOM

nmmyHobnotTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 3450
1206 [AHTuTena knacca IgM k Treponema pallidum, BbisiBNsieMble METOA0M

nMMyHo6noTTuHra (Anti-Treponema pallidum IgM, Immunoblot ) 3450
1208 |AHTuTEna knacca IgG k T-nMMdOTPONHOMY BUpYCY Yenoseka Tuna 1 u 2

Tunos (Anti-HTLV-1, 2 1gG ) 1600
1266 |AHTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis, cymmapHo

(Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 3150
1303HE 1303HEL "*C-ypea3sHbin gpixatenbHbiii TecT (*C-YOT, 13C-Urea Breath test,

UBT). Buisienenne uHdekuun Helicobacter pylori 4 350
133 AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori 1IgG) 950
1372 |AHTuTena knacca IgG k aHTureHam ctpoHrunomao3sa (Anti-Strongyloides

stercoralis 1gG) 1600
176 AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 1300
177 AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 1 300
1AVTOJAHTuTeNna knacca IgG k Toxoplasma gondii, onpeaeneHne aBngHoCTU

(Anti-Toxoplasma gondii IgG, Avidity) 1900
221 AnTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 1600
232 AHTUTENna knacca IgG kK aHTureHam Tokcokap (Anti-Toxocara 1gG) 950
233 AnTuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella IgG) 950
248 AHTUTEna knacca IgG K pecnnpatopHO-CUHLUTUANBHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) 1gG) 1400
249 AHTnTEna knacca IgM k pecnvpaTOpHO-CUHLMTMANbHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgM) 1400
252 AHTUTEna knacca IgG k Bupycy anmaemmndeckoro napotuta (Anti-Mumps IgG) 1400




253 AHTUTENa knacca IgM k Bupycy anngemuyeckoro napotuta (Anti-Mumps IgM) 1400
258 AnTuTena knacca IgG k Helicobacter pylori, BeisiBnsiemble MeTo40M

nmmyHobnotTtuHra (Anti-Helicobacter pylori IgG, Immunoblot) 5150
259 AHTUTEna knacca IgA k Helicobacter pylori, BbisiBnsiemble MeTogom

nmmyHobnottuHra (Anti-Helicobacter pylori IgA, Immunoblot) 5150
261 AnTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis

IgG) 1 300
264 AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma

urealyticum IgG) 1300
265 AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum

I9A) 1 300
273 AnTuTena k Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA) 1150
283 PIIA ¢ cbinHOTUO3HBIM AnarHOCTUKYMoM pukkeTcui Npoeaveka (Rickettsia

prowazekii, IHA) 800
287 PIIrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 800
288 PIIA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 800
289 PIIrA c Salmonella gr.B (Salmonella gr.B, IHA) 800
290 PIMIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 800
292 PIIrA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 800
293 AnTtuTena k Salmonella gr.E, PINIA (Salmonella gr.E Antibodies, IHA) 800
303moY Ypeannaama (Ureaplasma urealyticum) (6uosap T-960), onpeaenenne JHK B

mode (Ureaplasma urealyticum (T-960), DNA, Urine)* 500
303cn |Ypeanna3ama (Ureaplasma urealyticum) (6uosap T-960), onpegnenerve JHK B

cekpeTe npoctarthbl, askynsaTte (Ureaplasma urealyticum (T-960), DNA,

Prostatic Fluid, Semen)* 500
303ypo|Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaenerne JHK B

cockobe anuTenunanbHbIX KNeToKk yporeHntaneHoro Tpakta (Ureaplasma

urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)* 500
307wmoy TpuxomoHaga, onpegeneHune AHK B moye (Trichomonas vaginalis, DNA,

Urine)* 500
307cn |TpuxomoHaga, onpegeneHve [QHK B cekpete npocTtaThl, 39KynsaTe

(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* 500
307ypo| TpuxomoHaga, onpegeneHune AHK B cockobe anuTenmanbHbIX KNETOK

yporeHuTansHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital

Epithelial Cells)* 500
33103MIMHeBmokokk, onpegenerHne OHK B mokpoTe (Streptococcus pneumoniae,

DNA) 1400
33103rMHeBmokokk, onpegeneHve OHK B nnasme kposwu (Streptococcus

pneumoniae, DNA) 1400
33103H NMHeBMokoKk, onpeaeneHue JHK B cockobe anuTenuanbHbIX KNeTok

potornoTku (Streptococcus pneumoniae) 1400
331030 MHeBmokokk, onpeneneHme OHK B critoHe (Streptococcus pneumoniae, DNA) 1400
33111K{OHTeposupycel, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 950
33121K|OcTpble knweyHble uHdekunm, NLP-ckpuHUMHr BocbMK BakTepuansHbIX U

BMPYCHbIX BO3OyaMTENEN OCTPbIX KULLIEYHbIX MHAEKLMI B karne (Acute

Intestinal Infections, PCR, Fecal) 2800
33122K|OcTpble kuweyHble Hdekummn, MLP-CKpUHUHT TpEX BUPYCHbLIX BO3byauTENnen,

kan (Acute Intestinal Infections, PCR, Fecal) 2 200
3358nT|Tokconnaama, onpeaenexHne [JHK B Boinote (Toxoplasma gondii, DNA,

Exudate)* 500
335ce |Tokconnasma, onpegenenune [JHK B coiBopoTke kpoBwu (Toxoplasma gondii,

DNA, Serum)* 800
335cm Tokconnasma, onpegenerve JHK B cnmHHOMo3roBow xuakoctu (Toxoplasma

gondii, DNA, Cerebrospinal Fluid)* 500
3418nT|MunkobakTepum Tybepkynesa, onpegenerve OHK B Beinote (Mycobacterium

tuberculosis, DNA, Exudate)* 500
341mk |MukobGaktepumn Ty6epkynesa, onpegeneHue IHK B mokpote (Mycobacterium

tuberculosis, DNA, Sputum)* 1150
341mHg MukobakTepumn Tybepkynesa, onpegeneHne JHK B MeHCTpyanbHOI KpoBU

(Mycobacterium tuberculosis, DNA, Menstrual Blood)* 500
341mo4 Mukobaktepun Ty6epkynesa, onpegenexHue HK B mouye (Mycobacterium

tuberculosis, DNA, Urine)* 500
341cB |MukobGakTepumn Ty6epkynesa, onpegeneHue [IHK B cbIBOPOTKE KPOBM

(Mycobacterium tuberculosis, DNA, Serum)* 800




341cuH

MukobakTepumn Ty6epkynesa, onpegenenHne JHK B cMHOBManNbLHOM XnakocTu
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

800

341cmH

MwukobGaktepumn Ty6epkynesa, onpegeneHue HK B CIMHHOMO3roBom XuaKocTu
(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

500

341cn

MukobGakTepun Ty6epkynesa, onpegenexue [JHK B cekpete npocraTsl,
agkynate (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

500

342MO!

Ypeannasma (Ureaplasma parvum), onpegenerve OHK B mode (Ureaplasma
parvum, DNA, Urine)*

500

342cn

Ypeannasma (Ureaplasma parvum), onpegenenne AHK B cekpeTe npocrtaThl,
agkynarte (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

500

342ypo

Ypeannasma (Ureaplasma parvum), onpegenexue HK B cockobe
anuTenuanbHbIX KNEToK yporeHuTansHoro Tpakta (Ureaplasma parvum, DNA,
Scrape of Urogenital Epithelial Cells)*

500

343moy

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B moue (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

500

343cn

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B cekpete npocratsl, askynate (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)*

500

343ypo

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B cockobe anuTenmanbHbIX KNETOK ypOreHUTanbHoro Tpakta
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital
Epithelial Cells)*

500

346rn3

bnepgHasa TpenoHema, onpegenerne HK B cockobe anuTenmnanbHbIX KNeTok
KoHBbIOHKTUBBLI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial
Cells )*

500

346Kkox

BnegHas TpenoHema, onpegenexue JHK B cockobe anmTennanbHbIX KNeToK
koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*

500

346mo4

BbnenHas TpenoHema, onpegeneHune HK B moue (Treponema pallidum, DNA,
Urine)*

500

346010

bnepHasa TpenoHema, onpegenerne HK B otaensemom (Treponema
pallidum, DNA, Secretion)*

500

346pot

bnepgHasa TpenoHema, onpegenerne HK B cockobe anuTenmnanbHbIX KNeTok
potornotku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*

500

346¢cB

BbnepgHasa TpenoHema, onpegenerve OHK B ceiBopoTke KpoBu (Treponema
pallidum, DNA, Serum)*

800

346¢cMH

BbnegHasa TpenoHema, onpegenerHne HK B CIMHHOMO3roBOW XUOKOCTH
(Treponema pallidum, DNA, Cerebrospinal Fluid)*

500

346¢cn

BnegHas TpenoHema, onpefeneHune HK B cekpeTe npocTarhl, I9KynaTe
(Treponema pallidum, DNA, Prostatic Fluid, Semen)*

500

346ypo

bnepgHasa TpenoHema, onpegenerne HK B cockobe anuTenmnanbHbIX KNeTok
yporeHuTansHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital
Epithelial Cells)*

500

348mk

CtpenTokokk, onpegenerne AHK B mokpoTe (Streptococcus spp., DNA,
Sputum)*

1600

348nn

CrtpenTtokokk, onpegeneHue IHK B nnasme kposu (Streptococcus spp., DNA,
Plasma)*

1150

348pot

CrtpenTtokokk, onpegenexue IHK B cockobe anuTenmarnbHbIX KNeTok
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*

800

348cnH

CrpenTokokk, onpeaeneHue [AHK B cnioHe (Streptococcus spp., DNA, Saliva)*

800

457-A

MoceB Ha NaToreHHyto KMLWEYHyo doropy, onpeaeneHne 4yBCTBUTENBHOCTM K
aHTUMKUKPOOHbLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

1900

457-1

MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

1400

457-0®

MoceB Ha NaToreHHyto KMLWEYHyo dropy, onpeaeneHne 4yBCTBUTENBHOCTM K
aHTUMUKPOOHbLIM NpenapaTtam 1 6aktepmnodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

2200

470

MoceB oTaensiemoro potornoTkn Ha 6opaeTennsl (Bordetella
pertussis/parapertussis, kokntow/napakoknow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

2800

69

Cudmnuc RPR — aHTrnkapgmonunuHobii TecT (Syphilis RPR (Rapid Plasma
Reagins), Anticardiolipin Test)

700

70

AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo
(Anti-Treponema pallidum IgM, IgG, Total)

800




80 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 950
81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 1150
876 AHTuTena knacca IgG k ctonbHsuHoMy aHaTokcuHy (Anti-Tetanus toxoid IgG) 1600
9015 |QUArHOCTUKA UHPEKLINOHHbIX 3ABOJIEBAHUU (xnamuduu-3xuHOKOKKO3)

105 AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgA) 950
105/6 |AHTuTena knaccos IgA n IgG k Chlamydia trachomatis, pasgensHo

(Anti-Chlamydia trachomatis IgA, IgG) 2050
106 AnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgG) 950
1495 |AHTuTena knacca IgG k 6enky Tennosoro woka (BTLU) Chlamydia trachomatis

(Anti-cHSP60 1gG) 1150
183 AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgA) 1300
184 AnTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgM) 1150
185 AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae 1gG ) 1150
186 AHTuTENna knacca IgM kK kancugHoMy aHTUreHy Bupyca JnwTenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgM ) 950
187 AHTUTEna knacca IgG kK saepHoOMy aHTUreHy Bupyca dnwTtenHa-bapp

(Anti-EBV Nuclear Antigen (EBNA) 1gG ) 950
188 AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgM) 950
229 AHTUTEna knacca IgG kK aHTureHam axuHokokka (Anti-Echinococcus IgG) 1600
255 AHTuTena knacca IgG k paHHeMy aHTureHy Bupyca dnwTtenHa-bapp (Anti-EBV

Early Antigen (EA) IgG ) 1150
275 AHTuTEna knacca IgG K kancngHomy aHTUreHy Bupyca dnwtenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgG ) 1150
2AVCM| AnTuTena knacca IgG k untomeranosupycy, onpegeneHme aBugHocTu

(Anti-CMV IgG, Avidity) 2200
3018nT|Xnammnansa (Chlamydia trachomatis), onpegenenne AHK B Bbinote (Chlamydia

trachomatis, DNA, Exudate)* 500
301rn3 [ Xnamnamsa (Chlamydia trachomatis), onpegenenve OHK B cockobe

anuTenuanbHbIX KNeTok KOHbIOHKTMBBLI (Chlamydia trachomatis, DNA, Scrape

of Conjunctiva Epithelial Cells )* 500
301mo4 Xnamuamsa (Chlamydia trachomatis), onpegenernne AHK B moye (Chlamydia

trachomatis, DNA, Urine)* 500
301npk|{Xnamnamsa (Chlamydia trachomatis), onpegenenve OHK B cockobe

anuTenuarnbHbIX KNETOoK cnuancton npsamon kuwku (Chlamydia trachomatis,

DNA, Scrape of Rectal Epithelial Cells)* 500
301pot|{Xnamunamsa (Chlamydia trachomatis), onpegenenve OHK B cockobe

anuTenuanbHbIX kKnetok potornoTkn (Chlamydia trachomatis, DNA, Scrape of

Faucial Epithelial Cells)* 500
301cuH| Xnamugua (Chlamydia trachomatis), onpenenenne HK B cnHoBnanbHom

xupakoctun (Chlamydia trachomatis, DNA, Synovial Fluid)* 800
301cv Xnammamsa (Chlamydia trachomatis), onpegenernvne AHK B cnmHHOMO3roBom

xungkoctun (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)* 500
301cn |Xnamugusa (Chlamydia trachomatis), onpeaeneHue HK B cekpete npocrathl,

aakynaTe (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* 500
301ypo|Xnamugus (Chlamydia trachomatis), onpeaenenune HK B cockobe

anuTenuanbHbIX KNeTok yporeHutansHoro Tpakta (Chlamydia trachomatis,

DNA, Scrape of Urogenital Epithelial Cells)* 500
310enT1|UnTtomeranosupyc, onpeaenexue AHK B Boinote (CMV DNA, Exudate)* 500
310rn3 |Untomeranosupyc, onpegenenune AHK B cockobe anuTenmanbHbIX KNEToK

koHbroHKTUBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 500
310kox| Lintomeranosupyc, onpeaeneHue AHK B cockobe anuTenmanbHbIX KNEToK

koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 500
310kp |Untomeranosupyc, onpenenenune [HK B BeHo3Hon kposu (CMV DNA, Blood)* 800
310moy Lintomeranosupyc, onpegenexdne JHK B moye (CMV DNA, Urine)* 500
310Hoc|LUntomeranosupyc, onpegenenune HK B cockobe anuTenmanbHbIX KNEToK

cnusucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 500
310pot|Untomeranosupyc, onpeaeneHue AHK B cockobe anuTenmansHbIX KNEToK

potornoTtku (CMV DNA, Scrape of Faucial Epithelial Cells)* 500




310cB

LinTomeranosupyc, onpegenenune [HK B cbiBopoTke kposu (CMV DNA,

Serum)* 800
310cnH|UnTtomeranosupyc, onpegenexue AHK B cnitoHe (CMV DNA, Saliva)* 500
310cv Lintomeranosupyc, onpegenenune JHK B cnnHHomosrosown xungkoctn (CMV

DNA, Cerebrospinal Fluid)* 500
310cn |Untomeranosupyc, onpeaeneHue AHK B cekpete npoctatkl, askynate (CMV

DNA, Prostatic Fluid, Semen)* 500
310ypo|Untomeranosupyc, onpegenenune HK B cockobe anuTenmanbHbIX KNEToK

yporenuTansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* 500
3158XH Xenukobaktep nunopu, onpeaenenne AHK B 6uontate cnnuancton xenyaka

n/vnn aBeHaauaTunepcTHon kuwwikn (Helicobacter pylori, DNA, Bioptates of

Gastric Mucosa and/or Duodenum, PCR) 1150
349mk | Xnammamsa (Chlamydia pneumoniae), onpeaenexne JHK B MmokpoTe

(Chlamydophila pneumoniae, DNA, Sputum)* 1600
349nn |Xnamugusa (Chlamydia pneumoniae), onpegenexve OHK B nnasme kposu

(Chlamydophila pneumoniae, DNA, Plasma)* 1150
349pot|Xnamugus (Chlamydia pneumoniae), onpegenexve OHK B cockobe

anuTenuanbHbIX Knetok potornoTkn (Chlamydophila pneumoniae, DNA,

Scrape of Faucial Epithelial Cells)* 800
349cnH| Xnamugusa (Chlamydia pneumoniae), onpegenexve OHK B cnioHe

(Chlamydophila pneumoniae, DNA, Saliva)* 800
3518nT|Bupyc SnwrenHa-bapp, onpegenerne OHK B Buinote (EBV DNA, Exudate)* 500
351kp |Bupyc 3nwrenHa-bapp, onpegenexune OHK B BeHo3Hom kposu (EBV DNA,

Blood)* 800
351mo4 Bupyc SnwrenHa-bapp, onpegenerne AHK B moye (EBV DNA, Urine)* 500
351Hoc|Bupyc SnwrenHa-bapp, onpegenerue OHK B cockobe anuTenmansHbIX

knetok cnuaucton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)* 500
351pot|Bupyc 3nwrenHa-bapp, onpegenenune HK B cockobe anuTenmanbHbIX

knetok potornoTtkn (EBV DNA, Scrape of Faucial Epithelial Cells)* 500
351cB |Bupyc 3nwrenHa-bapp, onpegenexne OHK B chiBopoTke kposu (EBV DNA,

Serum)* 800
351cnH|Bupyc 3nwrenHa-bapp, onpegenenve OHK B critoHe (EBV DNA, Saliva)* 500
351cmy Bupyc SnwrenHa-bapp, onpegeneHue HK B CNMHHOMO3roBOM XUAKOCTH

(EBV DNA, Cerebrospinal Fluid)* 500
351cn |Bupyc SnwrenHa-bapp, onpegenenne OHK B cekpeTe npocTtarthl, 3sKynaTe

(EBV DNA, Prostatic Fluid, Semen)* 500
351ypo|Bupyc 3nwrenHa-bapp, onpegenerue OHK B cockobe anuTenmansHbIX

kneTok yporeHutaneHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial

Cells)* 500
82 AHTuTena knacca IgG k uutomeranosupycy (Anti-CMV IgG) 800
83 AHTUTENna knacca IgM k umtomeranosupycy (Anti-CMV IgM) 1150
9016 |MUKPOBUOJIOMYECKUE UCCJIEQOBAHUSA
440 lMoceB Ha MykonnasMmbl, onpeaeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM

npenapatam (Mycoplasma hominis Culture. Bacteria Identification and

Antibiotic Susceptibility Testing) 1400
440/444MNoceB Ha mukonna3my (Mycoplasma hominis) n ypeannasmel (Ureaplasma

spp.), onpeaeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM NpenapaTtamM

(Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria

Identification and Antibiotic Susceptibility Testing) 2 550
441-A |MNoceB Moun Ha MUKpOopy, onpeaeneHne YyBCTBUTENBHOCTU K

aHTUMKnKpobHbIM npenapatam (Urine Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1400
441-P [lNoceB Mo4n Ha MUKpOdnopy, onpeaeneHne YyBCTBUTENbHOCTU K

pacLUMpeHHOMY CNeKTpY aHTUMUKPOOHbIX npenapaTtos (Urine Culture. Bacteria

Identification, Antibiotic Susceptibility, Enlarged Testing)* 3450
441-® |MNoceB MouM Ha MUKpPOopy, onpeaeneHne YyBCTBUTENBHOCTU K

aHTUMUKPOOHbIM NpenapaTtam u 6akteprnodaram (Urine Culture. Bacteria

Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)* 1750
442 Mocer Ha gpoxokenonobHble rpmnbel (pogos Candida, Cryptococcus) ¢

onpeaeneHnemMm YyBCTBUTENbLHOCTM K aHTUMUKOTUYECKUM npenapaTtam (Yeast

Culture. Identification and Antimycotic Susceptibility testing) 1400
444 Moces Ha ypeanna3mbl (Ureaplasma spp.), onpegeneHne 4yBCTBUTENbHOCTM K

aHTUMKnKpoObHbIM npenapatam (Ureaplasma spp. Culture. Bacteria

Identification and Antibiotic Susceptibility Testing) 1 300




445

Mwukpockonuuyeckoe (6akTepuockonMyeckoe) ncernegoBaHve maska,
okpaweHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear)

800

446-A

MoceB Ha MMKpPOMOpy OTAENSEMOro NOMOBbIX OPraHoOB, onpeaeneHe
YYBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

2200

446-P

MoceB oTaoenseMoro NonoBbIX OPraHoOB Ha MUKPOIIopy, onpegeneHe
YYyBCTBUTENBHOCTU K PacLUMPEHHOMY CMEKTPY aHTUMWKPOOHbIX NpenapaToB
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

4 250

446-0

MoceB oToensiemMoro NonoBbIX OPraHoOB HAa MUKPOMIOpY, onpeaeneHe
YYBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapatam 1 6aktepnodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

2550

447

WccnepoBaHve Ha GroueHo3 Bnaranuiia, onpeaerneHne YyBCTBUTENBHOCTU K
aHTMMUKPOOHBLIM 1 aHTUMUKOTUYECKUM MpenapaTtaM (C MUKpOCKOoMuen
HaTMBHOrO Npenapara, okpaweHHoro no pamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

2 800

449

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegeneHue
YYBCTBUTENbHOCTM K aHTUMUKPOOHbIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1150

452

MoceB Ha aHa3apobHy MUKpodbriopy, onpeaeneHe YyBCTBUTENbLHOCTU K
aHTUMKUKPOOHbLIM NpenapaTtam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

2 300

453

MoceB rmHekonornyeckoro marepuana Ha nuctepuu (Listeria monocytogenes,
nuctepunos) (Listeria monocytogenes Culture. Bacteria Identification)

1300

454-A

Mocer Ha BeTa-reMonUTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpeaeneHme 4yBCTBUTENBHOCTA K
aHTUMKUKPOOHBLIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1750

4541

MoceB Ha BeTa-remonuTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

1300

455

MoanduumpoBaHHoe nccnegoBaHne gucbaktepunosa kuwedHuka (Intestinal
Dysbiosis: Modified Study)

455-0

MoauduumpoBaHHOe nccnegoBaHme aucbakTepmosa KULLEYHKa,
onpeaeneHne 4yBCTBUTENBLHOCTU K BakTepuodparam (Intestinal Dysbiosis:
Modified Study, Bacteriophage Susceptibility Testing)

458-A

MoceB Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepuxmos),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM npenapatam (Escherichia
coli O157:H7 Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1750

458-0

MoceB Ha kunwe4vHyto nanoyky (Escherichia coli O157:H7, awepunxmos),
onpegeneHne YyBCTBUTENbHOCTU K aHTUMWKPOOHbBIM npenaparam v
6aktepuodparam (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2050

459-A

MoceB Ha 30n0TUCTLIN cTadmnokokk (Staphylococcus aureus), onpegeneHune
YYyBCTBUTENBHOCTY K aHTUMMKPOOHBLIM NpenapaTtam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1600

459-1

MoceB Ha 3onmoTnCTLIN cTadmnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1150

459-P

MoceB Ha 30noTUCTLIN cTadmnokokk (Staphylococcus aureus), onpegeneHune
YYyBCTBUTENBHOCTY K PacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)

3 550

459-0

MoceB Ha 3onoTucTbIN cTadmnnokokk (Staphylococcus aureus, onpegeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM Npenapatam 1 6aktepuocharam
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

1900

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcnHnos, onpegenexHne
YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM NpenapataM (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

2 300

461

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification)

2300




463

Potasupyc (Rotavirus), anaperHbiin cMHapoM, aHTureHHbl Tect (Rotavirus
Direct Detection by Latex Agglutination)

1300

464-A

MoceB rpyAHOro Morioka Ha MMKpodopy, onpegeneHne YyBCTBUTENbHOCTU K
aHTUMKUKPOOHbIM npenapatam (Breast Milk Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1600

464-1

MoceB rpyaHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria
Identification)

1300

464-P

MoceB rpyAHOro Morioka Ha MMKpodopy, onpegeneHne YyBCTBUTENbHOCTU K
pacLUMpPeHHOMY CNEKTPY aHTUMUKPOOHbIX npenapaTtos (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

3 550

464-0

MoceB rpyaHOro Moroka Ha MMKpodriopy, onpegeneHne YyBCTBUTENBHOCTU K
aHTUMKUKPOOHbLIM NpenapaTtam 1 6aktepmnodgaram (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1900

465-A

MoceB oTgensiemMoro rmas Ha MuUKpodpnopy, onpegenexHme YyBCTBUTENbLHOCTH K
aHTUMnkpobHbiM npenapatam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2200

465-P

MoceB oTgensiemoro rma3 Ha MUKpodpnopy, onpegeneHme YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMeKTPY aHTUMUKPOOGHbIX NpenapaTtor (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

4 250

465-0

MoceB oTagensiemMoro rmas Ha MuKpodpnopy, onpegenexHme YyBCTBUTENbLHOCTH K
aHTUMKUKPOOHbIM NpenapaTtam n 6aktepuodharam (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

2550

466-A

Mocer Ha BeTa-reMonUTUYECKUiA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpegeneHne 4yBCTBUTENBHOCTM K
aHTUMKUKPOOHBLIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1600

466-11

MoceB Ha BeTa-remonuTNYECKUiA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

467-A

[MoceB oToENAEeMOro BEpXHUX AbIXaTernbHbIX NyTer Ha MUKpodnopy,
onpepgerneHne YyBCTBUTENbHOCTU K aHTUMWKPOOHbBIM Npenaparam (ogHa
nokanuaauus) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1750

467-P

MoceB oTgenaemMoro BepxHUX AblxaTenbHbIX NyTen Ha MUKpodopy,
onpeaeneHne 4yBCTBUTENBHOCTU K PACLUMPEHHOMY CNEKTPY aHTUMUKPOBHbIX
npenapatoB (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

3 550

467-®

[MoceB oToENAEMOro BEpXHUX AbIXaTernbHbIX NyTer Ha MUKpodnopy,
onpegeneHve YyBCTBUTENBHOCTU K aHTUMWKPOOHBIM Npenaparam u
6aktepuodharam (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1900

468-A

[MoceB Ha 30M0TUCTbIV CTAUNOKOKK (METULUIIIUH-PE3UCTEHTHbIN
3onoTtucTbin ctacdmnokokk, MP3C) (Staphylococcus aureus), onpegeneHue
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM NpenapaTtam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1600

468-T1

lMoceB Ha 30N0TUCTLIN CTAPUNOKOKK (METULIMNNNH-PE3NUCTEHTHbIN
3onoTucTbIn ctadgmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification)

1300

468-P

[MoceB Ha 30M0TUCTbLIV CTAUNOKOKK (METULUIIIUH-PE3UCTEHTHbIN
3onoTtucTbin ctacdmnokokk, MP3C) (Staphylococcus aureus), onpegeneHue
YyBCTBUTENBHOCTY K pacLUMPEHHOMY CMEKTPY aHTUMMUKPOBHbLIX NpenapaTos
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)

3 550

468-0

lMoceB Ha 30N0TUCTLIN CTAPUNOKOKK (METULIMNNNH-PE3NUCTEHTHbIN
3onoTucTbIn ctadpmnokokk, MP3C) (Staphylococcus aureus), onpeaeneHuve
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u 6aktepuodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency T

1900

469

Moces Ha audTeputo (Corynebacterium diphtheriae Culture)

1300




471

lMoceB Ha MEHWHIOKOKKW, onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOGHbBIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1300

472-A

lMoceB MOKPOThI U TpaxeobpoHXManbHbIX CMbIBOB Ha MUKPOopy,
onpeaeneHne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenapartam 1
MuKpockonuern maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

1900

472-P

lMoceB MOKpOTbI M TpaxeoOpOHXManbHbIX CMBIBOB Ha MUKPOIIOpY,
onpegerneHne YyBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtoB 1 MMkpockonuen maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing,
Microscopy)*

3 800

473-A

lMoceB oTaensiemoro yLemn Ha MMKpodropy, onpegenexHme YyBCTBUTENBLHOCTH
K aHTUMKUKPOOHbIM Npenapatam (Ear Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2200

473-P

MoceB oTgensiemoro yien Ha MUKpodpropy, onpegenexHme YyBCTBUTENbHOCTH
K pacLUMpeHHOMY CNeKTpy aHTUMMUKPOOHLIX NnpenapatoB (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

4 250

473-0

MoceB oTaensemoro yLemn Ha MMKpodropy, onpegenexHme YyBCTBUTENBLHOCTH
K aHTUMMKPOOHBIM Npenapartam u 6aktepuodcharam (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

2550

474-A

lMoceB paHeBOro oTAeNseMoro n TkaHer Ha MUKpodpnopy, onpegenexHme
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapartam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1600

474-P

[MoceB paHeBoOro oTAensemMoro 1 TkaHen Ha MUKpodriopy, onpegenexHne
YYBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbLIX NpenapaTos
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

3 550

474-0

lMoceB paHeBOro oTAENAeMoro 1 TkaHen Ha MUKpodbnopy, onpegenexHme
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam u 6aktepuodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1900

475-A

Moces xen4n Ha MuKpodropy, onpegenexHe YyBCTBUTENbLHOCTU K
aHTUMKnKpoOHbIM npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1900

475-P

MoceB >xen4n Ha MUKpodpriopy, onpeaenexHe YyBCTBUTENbLHOCTU K
pacLUMpPeEHHOMY CNEeKTPY aHTUMUKPOOHbIX NpenapaTtos (Bile Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

3 900

A477-A

[MoceB NyHKUMOHHOIO MaTtepuana Ha MUKpodnopy, onpegeneHve
YYBCTBUTENBHOCTM K aHTUMUKPOGHbIM npenapataMm (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1600

477-P

MoceB NyHKUMOHHOIO MaTepuana Ha MUKpodnopy, onpegeneHme
YYyBCTBUTENBHOCTY K PacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHBIX NpenapaToB
(Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

3 550

481

ApeHosupyc (Adenovirus), AnapenHbli CUHOPOM, aHTUTEHHbIN TECT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1750

482

Kpuntocnopuaun napesym (Cryptosporidium parvum), gMapenHsini CUHOPOM,
aHTureHHbln TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1600

483

Jlambnuum (Giardia liamblia), anapenHsin cuHagpom, aHTureHHsln Tect (Giardia
liamblia. One Step Rapid Immunochromotographic Assay)

1750

484

Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbIn TecT (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

1600

485

WccneposaHme Ha kuweyHyto nanodky (Escherichia coli O157:H7,
3LLIepunxnos), AnapenHelnl CUHAPOM, aHTUreHHbln TecT (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

1750

486

Toxin A Clostridium difficile, nceBaomemMbpaHOo3HbIN KONUT, aHTUFEHHBIN TECT
(Toxin A Clostridium difficile. One Step Rapid Immunochromotographic Assay)

486/47¢4

PasnenbHoe onpenenenune TokcnHa A n tokcnHa B Clostridium difficile B kane,
aHTureHHeln Tect (Toxin A and B Clostridium difficile. One step rapid
immunochromotographic assay)

2050

487

CTpenTOKOKK rpynnbl A, aHTUreHHbIV TeCT (OTAENsAeMoe POTOrMoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)

1750




488

CtpenTokokk rpynnbl B, aHTureHHbIn TecT (Streptococcus Group B. One Step

Rapid Immunochromotographic Assay) 1350
9017 |(MMMYHOJIIOMMYECKUE NCCJIEQOBAHUA
1235 |Umpkynupytowme nmmyHHble komnnekcbl (LIMK) obwme (Circulating Immune

Complexes (CIC) Total) 2 200
1310 |®aroumTapHas akTmBHOCTL nenkountoB (Phagocytic Activity of Leucocytes) 1400
1311 [AkTuBupoBaHHble numdgoumnTsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated

Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 2200
1312 |CnocobHocTb numdoumToB K akTnBauum (Lymphocyte Activation Ability) 6 350
1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement Component C3) 700
1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 700
1534 [Cuctema koMnnemeHTa: oueHka dyHKUMoHaneHom aktnsHoctn (CH50)

(Functionality Test of Complement (CH50)) 2 550
1535 |Cuctema koMnnemeHTa: KOMOMHMPOBAHHAs oLeHKa PyHKLUN KIacCuyecKoro,

anbTepHaTMBHOIO U NEKTUHOBOIO NyTeun akTueBaumum metogom VOA

(Functionality Test of Complement: Classical, Alternative and Lectin Pathways,

ELISA) 6 100
191 MmmyHonormnyeckoe obcnegoBaHmne ckpuHmuHrosoe (Immunological Survey,

Screening) 6 200
192 MmmyHonornyeckoe obenegosaHme pacwmpenHoe (Immunological Survey

Extended) 10 900
193 KomMnoHeHTbl cuctembl komnnemeHTta C3, C4 (Complement components C3,

C4) 1400
210 UnTtepnenknH-13 (UI1-1B) (Interleukin 1 Beta, IL-1) 3 550
211 UHTtepnenknH-6 (UJ1-6) (Interleukin 6, IL-6) 3 550
212 WHTtepnenknH-8 (UJ1-8) (Interleukin 8, IL-8) 3550
213 UnTtepnenknH-10 (U11-10) (Interleukin 10, IL-10) 3 550
214 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-q,

Cachectin) 3 550
4192 |deHoTMNUpoOBaHME NUMAOLNTOB (OCHOBHbIE cybnonynsunm) — CD3, CD4,

CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,

CD16, CD56) 6 350
4193 |CD4+ T-numdountsl, % n abconoTHoe konnyecTso (T-xennepbl, CD4+

T-cells, Percent and Absolute) 2650
4194 |B-numdountsl, % 1 abcontoTHoe konuyecTso (CD19+ numdounTsl, B-cells,

Percent and Absolute) 2650
45 MmmyHornoBynuHel knacca A (Immunoglobulin A, IgA) 500
46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 500
47 UmmyHornoBynuHel knacca G (Immunoglobulin G, 1gG) 500
67 MmmyHornobynuHel knacca E (o6wwi IgE, ummyHorno6ynuH E obwymin)

(Immunoglobulin E Total, IgE Total) 1150
836 UHrubutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 3 550
948 D031HOMUIbHBIN KaTUOHHLIN 6enok (Eosinophil Cationic Protein, ECP) 1600
9018 |MHTEP®EPOHOBbINA CTATYC
1043 |WccneposaHue uHTepdepoHoBoro ctatyca (Study of Interferon Status) 4 500
1044 |WHrapoH (Ingaron) 950
1045 [WHTpOH (Intron)
1047 |PeacbepoH (Reaferonum) 950
1048 |PeanbaupoH (Realdiron)
1049 |PodpepoH (Roferon)
1050 [AmuKcuH (Amixin) 950
1051 |Karouen (Kagocel) 950
1052 [Heosup (Neovir) 950
1054 |UuknodpepoH (Cycloferonum) 950
1055 [Manasut (Galavit) 950
1056 |l'enoH (Hepon)
1057 [MmmyHan (Immunal) 950
1058 |WmyHodaH (Imunofan) 950
1059 [MmmyHomakc (Immunomax) 950
1060 |Jlukonug (Licopid) 950
1061 [MonuokcugoHun (Polyoxidonium) 950
1062 |TaktmeuH (Tactivinum) 950




1063

TumoreH (Thymogen)

950

1064

MsonpuHosuH (Isoprinosine)

950

1066

MmyHopuke (Imunorix)

950

1148

MaHasup (Panavir)

950

9019

AUATHOCTUKA AYTOUMMYHHbIX 3ABOJIEBAHUM (kpome nezkux u cepdya,

mpom6oyumoneHuli)

1204

AHTUTENA K LMKNUYECKOMY LUUTPYnnvHuposaHHoMy nentuay (ALLIT)
(Anti-Cyclic Citrullinated Peptide, anti-CCP)

2550

1209

AHTuTena knaccos IgA, IgM, IgG K TKaHK an4Huka (aHTMoBapuanbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, I1gG, Total)

2 550

125

AHTUAaepHble aHTuTena (AAA, aHTUHyKNeapHble aHTUTeNa), CKPUHUHL
(Anti-Nuclear Antibodies, ANA, Screening)

950

126

AHTuTEna knacca IgG k gpycnupansHon HatusHon AHK (aHTn-gcOHK 1gG,
aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)

1150

1267

AHTUHYKNeapHbIn daktop, HEp-2 cybeTtpat (AH®, TnTpbl, aHTUHYKNeapHbie
aHTMTEena MeToaoM HenpsiMor UMMYHOMNIOOPECLIEHLMM Ha Npenaparax
HEp-2-kneTok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,
Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)

2200

1282

AHTUTENa Knacca IgA K TkaHeBoW TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1900

1283

AHTuTena knacca IgG k TkaHeBow TpaHcrnoTammnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1900

1284

AHTuTena knaccos IgG, IgA, IgM k 6eTa-2-rmukonpotenHy 1, cymmapHo
(Anti-B2-Glycoprotein 1 Antibodies, anti-2-GP1, IgG, IgA, IgM, Total)

2200

1285

AHTuTENna Kk TuposunHdocdarase (IA-2) (Islet Antigen 2 Antibodies, Anti-l1A2
Antibodies, I1A-2 Ab, Tyrosine Phosphatase Antibodies)

2950

1286

AHTUTENA K aHTUreHam KneTok nogxkenynoydHon xenesosl GAD/IA-2, cymmapHO
(Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and
Insulinoma Antigen 2 (Tyrosine Phosphatase, I1A2, ICA-512) Autoantibodies,
Total)

2 950

1287

AHTuTEna knaccos IgA, IgM, IgG k cTepouanpoayLmMpyOLWLNM KNeTkam
HagnoyeyvHuka (ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCADb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

2200

1288

Manenb aHTMTEN knacca IgG npy ayTOMMMYHHbIX 3aboneBaHusix nevenun (AT K
aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), nmmyHobnot (Autoimmune Disease Liver Panel: AMA-M2,
M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)

6 100

1289

AHTuTEna knacca IgG k acmanornMkonpoTENHOBOMY peLienTopy
(aHTn-ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor,
Anti-ASGPR, IgG)

2950

1290

AHTUTEna knaccos IgA, IgM, IgG k cTepomanpogyUmpyoWmMm KNeTkam amdka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal
Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
Testis, IgA, IgM, IgG, Total)

2 950

1291

AHTUTENa K cTeponanpoayLmMpyowmMM KneTkamMm penpoaykTUBHbLIX TKaHen
(Reproductive tissue steroid-producing cells Antibodies)

5150

1298

AHTuTEna knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies,
IgG)

4 050

1299

AHTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies,
I9G)

4 050

1330

AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

4 050

1331

AnTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)

4 050

1332

AHTuTEna knacca IgG kK moguundmnpoBaHHOMY LUTPYSTIMHUPOBAHHOMY
BUMEHTUHY (aHTKU-MLIB) (Anti-Mutated Citrullinated Vimentin Antibodies,
Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies,
19G)

2 550

1333

PesmatoungHbin daktop, IgA (P® IgA; Rheumatoid Factor, RF, IgA)

2200

1334

MonekynsapHo-reHeTuyeckoe nccnegosaHne HLA-B27 (Molecular Genetic
Testing HLA-B27)

2 950

1335

AHTuTena knacca IgG k caxapomuuetam (gmarHocTtuka 6onesHn KpoHa)
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgG )

2050




1336 |AHTuTena knacca IgA k caxapomuuetam (guarHoctuka 6onesHu KpoHa)

(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA) 2 050
1337 |AHTuTena knacca IgA k uutonnasme Hentpocgunos (AHLUA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgA) 2050
1340 |AHTUTena knaccos IgG u IgM k hocdaTmamncepuH-NpOTPOMOUHOBOMY

komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies,

Anti-PS/PT, IgG, IgM, Total) 2300
1341 |AnTtuTena knacca IgG k aHHekcmHy V (Annexin V Antibodies, aAnV, IgG) 2200
1342 |[AHTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) 2 200
137/13§ AHTutena knaccos IgM n IgG k pochonunnuaam (Anti-Phospholipid

Antibodies, APA, IgM, IgG) 1400
15306K AHTuTena knaccos IgA 1 IgG k 60KanoBUAHbIM KIeTKaM KULIEYHUKA,

cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total) 2 050
1531AAAHTUTEna knaccoB I1gG u IgA k GP2 aHTureHy LueHTpoauHapHbIX KIETOK

nompxenyaoyHon xenesbl (Anti-GP2) 3450
1532AlAHTUTENa K auMHapHbIM KneTkam noaxenyaovHon xenessol, 1IgG n IgA

CYMMapHO (aHTuTena K 3K30KPMHHOWM YacTy NOMKeNygo4YHON XKenesb,

Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB) 2 050
1536 |OnuromepHbIn MaTpuKcHbIN Benok xpswa (Human Cartilage Oligomeric

Protein, COMP) 4 500
1537 |KomnnekcHoe nccnegoBaHue Anst UCMONb30BaHUs B AWArHOCTUKe

pacCesiHHOTO CKIepo3a: onpeaeneHne onuroknoHansHoro IgG (nukeop,

CbIBOPOTKA) M CBOBOAHbLIX NErkmx Lenen MMMYHOrnobynMHOB (TMKBOP) 9750
1538 |AHTuUTENna K MmenuHy IgG, MeToa HenpAMON MMMYHOMAOPECLIEHLIMM

(Anti-myelin antibody, 1gG, IF) 2550
1541 |CBobopgHble nerkve LenyM MMMYHOIMoDbyNMHOB Kanna 1 naMméaa B NTIMKBOpe

(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 2 950
200 AnTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, IAA, IgG) 1 300
201 AHTuTena knacca IgG k 6eTa-kneTkamM nogxenynoyvHon xenessl (Anti-Islet Cell

Antibodies, Islet Cell Autoantibodies, ICA) 2650
202 AnTuTena knacca IgG k rmytamataekapbokcunase (aHTM-GAD) (Anti-GAD

Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, I1gG) 2950
223 AHTUTENa aHTUCNepMarbHble B CbiIBOPOTKE KpoBu (Anti-Spermatozoa

Antibodies, ASA, Serum) 1900
224 AHTUTENa aHTMCNepmanbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,

Semen) 2 550
270 AHTUTENa Kknacca IgG kK geamugmpoBaHHbIM NENTUAAM rMMagmHa

(Anti-Deaminated Gliadin Peptide, Anti-DGP, 1gG) 1400
271 AHTMTEna knacca IgA kK geamnanpoBaHHbIM NenTuaam rnvagmHa

(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA) 1400
4049 |OnuroknoHanbHbIn IgG B nMkBOpe (LepebpocnnHanbHOM XUOKOCTU) 1

cbiBopoTke KpoBu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) 7 450
4054 |MNpodunb «duarHocTuka bynnesHbix gepmartos3os (AT k gecmocomam

anuagepmuca, AT k 6asansHon membpaHe koxun)» (Bullous Dermatosis

Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin

basal membrane)) 7 450
4055 |[CepogunarHocTuka ayTOMMMYHHOIO ractTpuTa n NepH1LMo3Hon aHemum (AT Kk

napueTanbHbIM KneTkam xenyaka; AT K BHyTpeHHeMy dhakTtopy KacTtna) 4 950
4056 |[CepognarHocTtuka 6onesHm KpoHa u Hecneumdun4eckoro S3BEHHOro KonuTa

(HAK) (AHUA/pANCA, cANCA, IgG; AHLIA/ANCA, IgA; ASCA, IgG, IgA) 8 100
4057 |Uenuaknsa, ceponornyecknin CkpuHuHr (AT K aHgomumsumio, IgA; AT k

AeaMnanpoBaHHbIM NenTuaam muaauHa, 1gG; IgA obuy.) 3 800
4058 |Uenwnakus, ceponornyeckas gnarHoctuka (AT k sHgomumauio, IgA; AT k

TKaHeBOW TpaHcrnyTamuHase, IgA, 1gG; IgA obu.) 6 200
4059 |CkpviHUHI 6onesHen coeanHuTenbHol TkaHu (AT kK QHA, aHTUHYKNeapHbI

dakTop (AH®D)) 4 050
4060 |CuctemHas kpacHas BonyaHka, obcrniegoBanue (AT k Hykneocomam, AT k

kapauonunury, 1gG; AT k kapguonunuHy, IgM; aHTUHYyKNeapHbIN dakTop

(AH®)) 7 550
4061 |(dndbdepeHuymnansHas anarHoctrka CKB 1 gpyrnx peBmatmnyecknx

3aboneBaHuii (AT K HykneocoMaM, aHTUHYKeapHbIn dakTop (AH®D)) 4 050
4062 |AT k kapgvnonunuHy, IgG, IgM 3450
4063 [dmarHocTrka BTOPUYHOrO aHTudocdonunugHoro cuHgpoma (AH®, AT k

kapaunonunuuy, IgG, IgM) 5600




4064

AHTUhOChONMNMAHBLIN CUHAPOM, pa3BEPHYTOE CEPONOrM4YecKoe
uccnegosanune (AH®; AT k kapaunonunuHy, IgG, IgM; AT k
6eTa-2-rnMkonpoTenHy 1)

7 450

4065

[dnarHocTuka rpaHyrneMaTo3HbIX BaCKynMTOB (aHTUHYKNeapHbIA dakTop
(AH®), AT k uutonnasme Hentpocunos (AHLUA/PANCA, cANCA), IgG)

4 250

4066

InarHocTuka GbicTponporpeccupytowero rnomepyrnoHedputa (AT K
Ga3zanbHo MeMbpaHe kny6o4koB novek, AT K LMTonnasMme HenTpodunos
(AHLUA/pANCA, cANCA), IgG)

4 950

4067

[dnarHoctuka ayToMMMYHHOIO NnopaxeHust nodek (aHTUHyKneapHbIn dakTop
(AH®), AT k 6basanbHon MmembpaHe kny6o4koB noyek, AT K uuTonnasme
HenTpocmnos (AHLA/pANCA, cANCA), IgG)

6 950

4069

Mpodunb «CnctemHas kpacHasi BonyaHka (CKB), MOHUTOPUHI akTUBHOCTU
(aHTn-gc-AHK 1gG, C3, C4 KoMNoHeHTLI KomnieMeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
IgG, C3 and C4 complement components) )

2 300

803

AHTUTENa K aueTUnxonuHoBoMy peuentopy (AXP, anarHocTuka muacteHum),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

9700

804

AHTUTEna knaccos IgA, IgG, IgM k mutoxoHapmsM (AHTUMUTOXOHAPUANbHbIE
aHtuTena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG,
IgM, Total)

2 550

805

AHTuTena knaccos IgA, IgG, IgM k napueTtanbHbiM kneTkam xenyaka (AMKX),
cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies,
APCA, IgA, IgG, IgM, Total)

2650

806

AHTuTEna knaccos IgA, IgG, IgM k rnagkon myckynatype, cymmapHo (Smooth
Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG,
IgM, Total)

2 550

807

AHTuTena knacca IgG k 6a3anbHoOn membpaHe knyboykos novek (aHTU-bMK)
(Glomerular Basement Membrane Antibodies, Anti-GBM, 1gG)

2950

808

Kpuctannel B Ma3ke CMHOBMANbHOM XXUAKOCTY (MOHOYpaT HaTpus,
nupocdpbocdart kanbuua) (Synovial Fluid Smear, Crystals)

2 950

809

AHTuTena knacca IgG k 6aszanbHo MeMmbpaHe koxu (Basement Membrane
Zone Antibodies, BMZ, I1gG )

3800

810

AHTUTENa Knacca IgA K 3HOOMU3MIO (AHTUIHOOMU3NIHBIE aHTUTeNna, AOMA)
(Anti-Endomysial Antibodies, Anti-EMA, IgA)

2 050

812

AHTuTena knaccos IgG, IgA, IgM k kneTkam COCyAnCTOro aHAOTENUA
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM,
Total)

2950

813

AHTuTEna knacca IgG k gecmocomam anngepmuca (Desmoglein Antibodies,
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 1gG)

4 050

817

AnTuTena knacca IgG k BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic Factor,
IFAb, Intrinsic Factor Antibodies, IgG)

2650

819

AHTUTEna knaccos IgA, IgG, IgM Kk Mnkpocomam neyveHun u noyek (aHTU-LKM),
cymmapHo (Antibodies to Liver/Kidney Microsome, aLKM, LKM, IgA, IgG, IgM,
Total)

2 800

821

MaHenb aHTUTEN K @HTUreHaM aHTUHENTPOMUIBHBIX aHTUTEN (NaHenb
anTureHoB AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG,
Panel)

5700

822

AHTuTEna knaccos IgG, IgA, IgM k peuenTopy docdonmnassl A2 (PLAZR),
cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA,
IgM, Total)

4 500

823

AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO) (Myeloperoxidase
Antibody, MPO)

2200

825

AHTUTENna Kknacca IgG K akcTparmpyeMomMy HykrneapHomy aHTureHy (QHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,
Anti-RNP)

2200

826

MaHenb aHTUHYKNeapHbIX aHTUTEN NpY ckrnepogepmMun (pasgensHoe
onncaHue aHtuten k aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dubpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nmmyHobnot (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, conbpunnsapuH, NOR9O0, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR

7 450




827

AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 ka), SS-A
(52 ka), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHoobnot (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,

Immunoblotting) 5950
837 AHTuTena knacca IgG k C1q gaktopy komnnemeHTa (Anti-Complement 1q

Antibodies, Anti-C1q, 19G) 2200
936 AHTuTEna knaccos IgA, IgG, IgM k akBanopuHy 4, cyMMapHO (guarHocTuka

HenpoonTtukommenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,

Neuromyelitis Optica, NMO, IgA, IgG, IgM, Total) 4 850
937 AnTuTena knacca IgG k ckeneTHblM Mblwuam (ACM) (Anti-Skeletal Muscle

Antibodies, AStMA, 1gG) 2200
938 AHTuTena knaccos IgG u IgM k raHmuosmgam (navH-6not: GM1;

GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdartugsi),

cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,

Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total) 9 650
939 MuosuT-cneumdmnyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl

100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel) 6 850
944 [wnarHocTuka ayTommMyHHOro naHkpeatuta un apyrux lgG4-accounmnpoBaHHbIX

3aboneBaHuii (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related

Diseases) 2 950
953 AHTUHEeNpoHanbHble aHTMTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1

(PCA1), CV2, Ma2, Ri (ANNA2), amcpundunanH) (Anti-Neuronal Antibodies,

Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin)) 9650
954 AHTuTena knaccos IgA, IgG, IgM k NMDA (N-meTtun-D-acnaptar)

rnytamaTHomy peuentopy, cymmapHo (N-Methyl-D-Aspartate Receptor

Antibodies, IgA, IgG, IgM, Total) 7 450
955 AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3

Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) 2200
956 AHTUTENna knacca IgG K Hykneocomam (aHTua4epHbIE aHTUTENa), CKPUHUHT

(Anti-Nuclear Antibodies, ANA, 1gG, Screening) 2 200
965 AHTuTena knacca IgG k kepaTuHy (AHTUKepaTuMHOBbIE aHTuTena, AKA,

AHTndunarrpuHosslie aHtutena, A®A) (Anti-Keratin Antibodies, AKA,

Anti-Filaggrin Antibodies, AFA, 1gG) 3900
966/74 |AnTutena knaccos IgG un IgM k dpocchaTnguncepuHy (Anti-Phosphatidylserine,

IgG, IgM) 3150
967 AnTuTena knaccos IgA, IgM, IgG k kapauonununy, ckpunuHr (Cardiolipin

Antibodies IgA, IgM, 1gG, aCL, Screening) 2050
968 AHTuTEna knacca IgA k kapanonunuHy (Anticardiolipin IgA, aCL IgA) 1400
969 AHTuTena knacca IgG k kapamnonunuHy (Anticardiolipin 1gG, aCL I1gG) 1600
970 AHTuTena knacca IgG k untonnasme Hentpodunos (AHLA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgG) 2 300
971 AHTuTena knaccos IgA n 1gG k peTukynuHy, cymmapHo (Anti-Reticulin

Antibodies, ARA, IgA, IgG, Total) 2200
972 AHTUTEna knaccos IgA n 1IgG K aHAOMMU3NIO (AHTUAHAOMU3NINHBIE aHTUTeNa,

A3MA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total) 2 200
997 AHTUTEna knacca IgM k kapanonununy (Anticardiolipin IgM, aCL IgM) 2200

ANATHOCTUKA AYTOUMMYHHbIX 3AB0JIEBAHUM (nezkue u cepdue,
9020 |(mpomb6oyumoneHuu)
4068 |BocnanutenbHble Muokapavonatum (AT k mutoxoHgpuam (AMA), AT k

cepaeyHon Myckynarype) 4700
815 AHTUTEna knacca IgG K cepaeyHon myckynatype (Mmokapay),

aHTMMMoKapgmanbHble aHTuTena (Anti-Heart Antibodies, 1gG) 2 300
844 AKTMBHOCTb aHMMOTEH3MH-NpeBpaLlatoLero gepmenta (Ald) cbiBOpOTKM

kposu (Angiotensin Converting Enzyme, ACE, Serum) 4 250
923 HeontepuH (HI) B cbiBOpoTKe Kposu (Neopterin, Serum) 2 950
973 AHTuTEna knacca k IlgG Tpombouuntam, Henpsamon TecT (Platelet Antibodies

IgG, Indirect) 4 950
9021 |AJIJIEPIOJIOTMYECKUE UCCIIEQOBAHMUS (OnpedenerHue cneyuguyeckux IgE)
1070 |Cmecb annepreHoB AOMALLHUX FPbI3YHOB: AMUTENMUIN MOPCKOW CBUHKM,

3aNMTENWI Kponuka, aNuTenni xoMsika, Kpbica, Mblwwsb, IgE (EP70 (E6, E82,

E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

Hamster Epithelium, Rat, Mouse, IgE)* 1750




1308IS

Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip

ImmunoCAP ISAC, 112 allergic components) 58 550
600 Cwmecb annepreHoB TpaBbl: exa cOopHasi, OBCSHHULIA NyroBasi, POXb

MHOroneTHss, Tumodpeeska, MaTnuk nyroson, Ige (GP1 (G3, G4, G5, G6, G8),

Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,

Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 1750
601 Cmecb annepreHoB Tpasbl: KOMOCOK AYLUUCTbIN, POXb MHOTONETHSS,

TMMOd)eEBKa, POXb KyNbTUBUPOBaHHas, ByxapHuk wepctucTbin, IgE (GP3

(G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye

Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* 1750
602 Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)* 1750
603 Cwmecb annepreHoB AepeBbEB: ObXa, NeLinHa 06bIkHOBEHHas, nBa, 6epeaa,

ayo6, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,

Birch, Oak, IgE)* 1750
604 Cwmecbh annepreHoB COPHON TpaBbl: aMOPO3Ms NOMbIHHONMUCTHAS, NOMbIHb

0ObIKHOBEHHAas1, NOAOPOXHWK, Mapb Genas, yepTtononox pycckuu, IgE (WP1

(W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 1900
605 Kouwka, IgE (Cat Dander-Epithelium, IgE, E1) 800
606 Cobaka, IgE (Dog Epithelium, IgE, E2) 800
607 Aunynbii 6enok, IgE (Egg White, IgE, F1) 800
608 Koposbe monoko, IgE (Milk, IgE, F2) 800
609 Tpecka, IgE (Codfish, IgE, F3) 800
610 MweHnyHasa myka, IgE (Wheat, IgE, F4) 800
611 Apaxuc, IgE (Peanut, IgE, F13) 800
612 Coesble 606k, IgE (Soybean, IgE, F14) 800
613 dyHayk, IgE (Hazelnut, IgE, F17) 800
614 Kpabel, IgE (Crab, IgE, F23) 800
615 KpeseTku, IgE (Shrimp, IgE, F24) 800
616 Tomartsl, IgE (Tomato, IgE, F25) 800
617 MopkoBb, IgE (Carrot, IgE, F31) 800
618 AnyHbin xenTok, IgE (Egg Yolk, IgE, F75) 800
619 Cenbpaepen, IgE (Celery, IgE, F85) 800
620 TapakaH, IgE (Cockroach, IgE, 16) 800
621 Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides

pteronyssinus, IgE, D1) 800
622 Knew Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,

D2) 800
623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 800
624 Mnecenb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 800
625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 800
626 MNMnecenb Candida albicans, IgE (Candida albicans, IgE, M5) 800
627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 800
628 Jatekc, IgE (Latex, 1gG, K82) 800
631 HOomawnas neins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 800
632 Mekapckne gpoxokun, IgE (Baker’s Yeast, IgE, F45) 800
633 LWokonaga, IgE (Chocolate, IgE, F105) 800
634 Kny6Huka, IgE (Strawberry, IgE, F44) 800
635 JInmon, IgE (Lemon, IgE, F208) 800
636 IpenndpyrT, IgE (Grapefruit, IgE, F209) 800
637 Cwmecb nuLeBbIx annepreHoB 1: anenbcuH, 6aHaH, sbnoko, nepcuk, IgE (FP15

(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)* 1750
638 Cwmecb nuLLeBbIX annepreHoB 2: KMBK, MaHro, 6aHaH, aHaHac, Ige (FP50 (F84,

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1750
639 Cmech nuULLEeBbIX annepreHoB 3: CBUHMHA, KYpMHOE MSACO, roBsanHa,

6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, IgE)* 1750
640 Tononb, IgE (Cottonwood, IgE, T14) 800
641 peyHeBas myka, IgE (Buckwheat, IgE, F11) 800




642 KanycTta kovaHHas, IgE (Cabbage, IgE, F216) 800
643 TeikBa, IgE (Pumpkin, IgE, F225) 800
644 CesuHuHa, IgE (Pork, IgE, F26) 800
645 lNoBaguHa, IgE (Beef, IgE, F27) 800
646 KapTtodbens, IgE (Potato, IgE, F35) 800
647 Mpoco, IgE (Common Millet, IgE, F55) 800
648 OscsHas myka, IgE (Oat, IgE, F7) 800
649 Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 800
650 KasewuH, IgE (Casein, IgE, F78) 800
651 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 800
652 Pwuc, IgE (Rice, IgE, F9) 800
653 A6noko, IgE (Apple, IgE, F49) 800
654 Kusu, IgE (Kiwi Fruit, IgE, F84) 800
655 MuBHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 950
656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 800
657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 800
658 MonbiHb 0BbIKHOBEHHAS, MbinbLa, IgE (Mugwort, IgE, W6) 800
659 MonbiHb ropekas, IgE (Wormwood, IgE, W5) 800
660 Mopckas cBuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) 800
661 BonHucTbi nonyran, nepo, IgE (Budgerigar Feathers, IgE, E78) 800
662 Osua, anutenun, IgE (Sheep Epithelium, IgE, E81) 800
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 800
665 MaHenb pasHble annepreHsbl, IgE (Panel Different Allergens, IgE) 6 850
666 MaHenb pecnupaTopHble annepreHsl, IgE (Respiratory Panel, IgE) 6 850
669 MaHenb nuweBble anneprexsl, IgE (Food Allergy Panel, IgE) 6 850
670 MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE) 6 850
672 HOomawnas neins/H2-Stier, IgE (House Dust — Hollister-Stier, IgE, H2)
673 BapanuHa, IgE (Lamb, IgE, F88) 800
674 Mepcuk, IgE (Peach, IgE, F95) 800
675 Matro, IgE (Mango, IgE, F91) 800
676 BbanaH, IgE (Banana, IgE, F92) 800
677 AHaHac, IgE (Pineapple, IgE, F210) 800
998 AnenbcuH, IgE (Orange, IgE, F33) 800
9022 |AJIJIEPIOJIOTMYECKUE UCCJIEJOBAHMUA (Onpedenerue cneyugudeckux IgG)
6601 |Bbeta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 950
6602 |KaseuH (F78), annepreH-cneunduyeckue IgG (Casein, 1gG, F78)) 950
6603 |KypuHoe msaco (F83), annepren-cneunduyeckue IgG (Chicken Meat, 19G,

F83) 950
6605 |Puc (F9), annepren-cneuudumyeckume 1gG (Rice, 1gG, F9) 950
6606 |A6noko (F49), annepreH-cneundmyeckne IgG (Apple, 1gG, F49) 950
6607 |Tomatbl (F25), annepreH-cneumndunyeckne IgG (Tomato, IgG, F25) 950
6608 |Kusu (F84), annepren-cneundunyeckue IgG (Kiwi Fruit, IgG, F84) 950
6609 |JIlumoH (F208), annepreH-cneuundunyeckme IgG (Lemon, IgG, F208) 950
6610 |lMueHble gpoxokun (F403), annepreH-cneuudmndeckume IgG (Brewer’s Yeast, 19G,

F403) 950
6611 |Cmecb nuLLEeBbIX annepreHoB 2: Kneu, maHro, 6aHaH, aHaHac, IgG (FP50

(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,

IgG)* 2050
6612 |Cmecb nuLLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6noko, nepcuk, IgG

(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,

IgG)* 1750
6613 |Cmecb nuLLEeBbIX annepreHoB 3: CBUHMHA, KYpUHOE MACO, roBAAVHA,

b6apaHuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, IgG)* 1750
6614 |lMneceHb Penicillium notatum (M1), annepren-cneundunyeckune IgG

(Penicillium notatum, IgG, M1) 950
6615 |lMneceHb Cladosporium herbarum (M2), annepreH-cneuunduyeckue 1gG

(Cladosporium herbarum, IgG, M2) 950
6618 |lMneceHb Alternaria tenuis (M6), annepren-cneundunyeckune IgG (Alternaria

tenuis, 19G, M6) 950




6619

Cwmecb annepreHoB nnecexu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1IgG (MP1 (M1, M2,
M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)* 1750
6632 |[Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneunduyeckue IgG

(Dermatophagoides pteronyssinus, 1gG, D1) 950
6633 |Knew Dermatophagoides farinae (D2), annepreH-cneunduyeckune IgG

(Dermatophagoides farinae, 1gG, D2) 950
6634 |Knew Dermatophagoides microceras (D3), annepreH-cneuuduyeckue 1gG

(Dermatophagoides microceras, 1gG, D3) 950
6635 |OomawHsag nbinb/Greer (H1), annepreH-cneundudeckne IgG (House Dust —

Greer, 19G, H1) 950
6636 |OomawHssa neinb/Stier (H2), annepren-cneundunyeckune IgG (House Dust —

Hollister-Stier, 19G, H2)
6638 |Kowka, anutenun (E1), annepren-cneundguyeckume IgG (Cat

Dander-Epithelium, 1gG, E1) 950
6639 |Cobaka, anutenui (E2), annepren-cneundudeckue IgG (Dog Epithelium, IgG,

E2) 950
6643 [AvuHbii 6enok (F1), annepreH-cneundunyeckue IgG (Egg White, 1gG, F1) 950
6644 |IpeuHeBas myka (F11), annepreH-cneundunyeckne IgG (Buckwheat, IgG, F11) 950
6645 |Apaxuc, IgG (Peanut, IgG, F13) 950
6646 |[Coesble 6066l (F14), annepren-cneundunyeckune IgG (Soybean, 1gG, F14) 950
6647 |®yHayk (F17), annepren-cneunduyeckue IgG (Hazelnut, IgG, F17) 950
6648 [Koposbe monoko (F2), anneprex-cneuundudeckue 1gG (Milk, IgG, F2) 950
6649 |Kanycta koyaHHada (F216), annepreH-cneundunyeckue IgG (Cabbage, 19G,

F216) 950
6650 |TwikBa (F225), annepreH-cneumndudeckue IgG (Pumpkin, IgG, F225) 950
6652 |Kpesetkn (F24), annepreHn-cneundpumyeckue IgG (Shrimp, IgG, F24) 950
6653 |CsunuHa (F26), annepren-cneuundudeckme IgG (Pork, IgG, F26) 950
6654 |loBaguHa (F27), anneprex-cneumdgudeckme IgG (Beef, IgG, F27) 950
6655 |Tpecka (F3), annepren-cneumndunyeckne IgG (Codfish, IgG, F3) 950
6656 |Mopkosb (F31), annepreH-cneundunyeckme IgG (Carrot, IgG, F31) 950
6657 |Kaptodens (F35), annepreH-cneundgudeckue IgG (Potato, I1gG, F35) 950
6658 |lMweHunyHas myka (F4), annepreH-cneuundmdeckume IgG (Wheat, 1gG, F4) 950
6659 |Kny6Huka (F44), annepreH-cneundudeckue IgG (Strawberry, IgG, F44) 950
6660 |lMpoco (F55), annepreH-cneunduyeckume IgG (Common Millet, IgG, F55) 950
6661 |OBcaHasa myka (F7), annepreH-cneuundudeckme 1gG (Oat, 1gG, F7) 950
6662 |AnyHbin xenTtok (F75), annepreH-cneundmndeckme IgG (Egg Yolk, IgG, F75) 950
6664 |lMekapckne gpoxokn (F45), annepreH-cneundgudeckue IgG (Baker’s Yeast,

IgG, F45) 950
6665 |Wokonag (F105), annepren-cneundunyeckune IgG (Chocolate, IgG, F105) 950
6666 |IpenndpyT (F209), annepreH-cneuunduyeckue IgG (Grapefruit, IgG, F209) 950
6667 |AnenbcuH, IgG (Orange, IgG, F33) 950
6668 |bapaHuHa, IgG (Lamb, IgG, F88) 950
6669 |lMepcuk (FI95), annepren-cneundunyeckune IgG (Peach, IgG, F95) 950
6670 [Manro (F91), anneprex-cneuundudeckme IgG (Mango, IgG, F91) 950
6671 |BanaH, IgG (Banana, IgG, F92) 950
6672 |AnaHac, IgG (Pineapple, IgG, F210) 950
ALL OnpegaeneHne crneunduryeckmx MMMyHornobynuHos knacca G (IgG) k

nuwesbIM annepreHam (Basic Food Profile, 1IgG) 26 500
9023 |(YUTOJIOMMYECKUE UCCIIEQOBAHUA
500 LinTonornyeckoe uccnegosaHve marepuarna, nofy4eHHoro npm

XUPYPrM4ecKnx BMeLLaTenbCTBax U ApYrMx CPOYHbIX UCCIegoBaHMAX

(Cytological Examination of Material Obtained during Surgical Procedures and

Other Urgent Research) 1400
5000 |KoHcynbrauus rotoBbiX LIMTOMNOrMYECKMX NpenapartoB (0OQHO CTEKIO0)

(Consultation of Finished Cytological Preparations (1 Glass)) 800
502 WccnepoBaHme cockoboB 1 OTNEYaTKOB C MOBEPXHOCTU KOXM U CIIN3UCTbIX

(Examination of Scrapings and Prints of Skin and Mucous Membranes) 800
503 WccneposaHme cockoboB 1 OTNEYaTKoB ONyXonen 1 onyxonenogobHbIx

obpasoBaHumn (Examination of Scrapings and Prints Tumor and Tumor Like

Formations) 1150




504CBH

WccnepoBaHms npoMbiBHBIX Bog, OpoHXoB (ViccnenoBaHne cMbIBOB C GpOHXOB)
(Examination of Bronchial Washouts)

1150

5043H]

WccneposaHne aHoockonuyeckoro matepuana (Examination of Endoscopic
Material)

1150

505

WccnepgoBaHme cockobOB LLEVKN MaTKM U LIepBUKarnbHOro KaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1150

505b

LlMTOHOFVILIeCKoe nccnegoBaHune anuTenuda LLUENKN MaTKN C OnNnMcaHnem no
TepMmuHornornyeckon cucteme betecga

1150

506ACT|

WccneposaHune acnupara u3 nonoctn matkm (Maskun) (Examination of Uterine
Aspiration )

950

506BM

WccneposaHme oTnevatka ¢ BHyTpumartodHon cnvpanu (BMC) (Examination of
Imprint Intrauterine Device, 1UD)

950

507MX

ViccneposaHue BblgeneHun na mosnovHom xernesbl (Examination of Breast
Discharge)

950

507MO!

WccneposaHne moum (Examination of Urine)

950

507T3(

ViccnepoBaHue TpaHcCcydaToB, aKccyaaTtos, cekpeTos (Examination of
Transudates, Exudates, Secrets)

950

508

WccneposaHme mokpoTel (Examination of Sputum)

1400

509KO)

Wccneposanune nyHkTaToB koxun (Examination of Punctates: Skin)

1150

509MXK

WccneposaHme nyHKTaToB MONoyHon xenesbl (Examination of Punctates:
Breast)

1150

510

ViccnepoBaHue NyHKTaToOB ApYrnx opraHoB 1 TkaHewn (Examination of
Punctates: Other Organs and Tissues)

1400

5106

LinTonornyeckoe nccnegoBaHve nyHKTaTa LWMTOBUAHOW >enesbl C ONucaHnem
no TepmuHonormnyeckon knaccndukaunm betrecaa (The Bethesda System for
Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

1150

512

LinTonornyeckoe nccnegosaHme cockoba (Maska) cnmancTon obonoyku
nonocTtun Hoca (oaHa nokanusauus) (Cytological Examination: Scrapings
(Smear) of Nasal Mucous Membrane (1 Localization))

1400

514

ViccnepoBaHue aHOOCKONMMYECKOro Mmatepuarna Ha Hanudmne Helicobacter pylori
(Examination of Endoscopic Material: Presence of Helicobacter pylori)

1300

517

LinTonornyeckoe nccnegosaHve bromareprana Lenku MaTku (OkpalumBaHue
no NManaHukonay, Pap-TecT) (Cytological Examination: Cervix, Pap-test)

2 550

518

YKngkocTtHas umtonorus. Llntonornyeckoe nccnegosaHue 6ruomarepuana
LUenKn mMmaTku (okpawwmsaHue no MNManaxukonay, TexHonorus ThinPrep®)

2200

519

LinTonornyeckoe nccnegosaHme bromarepmana cockoboB BynbBbl U
Bnaranuwia, Kpome LWerkn MaTkn (okpalwumsaHue no NanaHukonay, Pap-TtecT)

1750

9024

'NCTOJIOrMYECKUE NCCIIEOBAHUS

511

lMcTonoruyeckoe uccnegoBaHne GUONCUNHOIO Matepuana U matepvana,
MONYy4EeHHOro NPY XUPYPrmyeckmx BMeLLaTenscTBax( 3HAOCKONNYECKOro
Martepuvana; TKaHew >XeHCKOWM NOMNOBON CUCTEMbI; KOXMW,MSATKUX TKaHEeN;
KPOBETBOPHOMN N NUMAONLHON TKAHEN; KOCTHO-XPSILLLEBON TKaHM

3450

5110

KoHcynbTauus rotoBbix rucTonormyeckmx npenapatos (1 ctekno + 1 6rnok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

2050

5111UT]

Ki-67 (MIB-1) akcnpeccusi, MMMYHOIMCTOXMMNYECKOE UCCreqoBaHme: OLeHKa
nponudepaTnBHOM akTUBHOCTM Mo akcnpeccun Ki-67 (buomatepuan,
duKkcupoBaHHbI B popManmHoBom Bydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

9 650

51121

HER2/neu akcnpeccus, HER2-ctaTyc, IMMyHOrMCTOXUMNYECKOE
nccneposaHue, UIMX (buomarepman UKCUpOBaHHbIN B hOpManmHOBOM
oydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))

12 000

5113UT]

HER2/neu akcnpeccusa, HER2-ctaTyc, MMMyHOrMCTOXMMUYECKOE
nccnepoBaHue, UIMX (buomarepman, UKCMPOBaHHbIA B NapacMHOBOM BIOKe)
(HER2/neu Expression, HER2 Status, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

12 000

51144

MMMyHOrMCTOXMMMYeckas ouarHoCcTmka XpoOHMYECKOro aHaoMeTpuTa —
BbISIBrieHNe nnasmaruyeckux knetok (CD138) (buomatepuan,
duKkcupoBaHHbI B popmanmHoBom Bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))

9450




5115UT]

MMMyHOrncToxummnyeckast AMarHoCT1ka XpOHNUYECKOro aHAOMETpuUTa —
BbIsSIBIIeHNE nnasmaruyeckux knetok (CD138) (buomatepuan,
dukcnpoBaHHbI B napadgmHoBom 6noke) (Chronic Endometritis, Identification
of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in
Paraffin Block))

9 450

5116UT]

MMMyHOrMcToXMMmnyeckoe nccnegosaHme Mapkepa paHHen auarHoCTUKK
OUCNasumn ¢ BbICOKOW CTEMNEHbLIO pucka o3nokadvecterieHus: p16INK4a
(6nomatepuan, ukcmpoBaHHbi B hopmanuHoBom bydepe) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

8 400

5117UT]

VIMMyHOrncToxummnyeckoe nccnegoBaHme Mapkepa paHHen AnarHOCTUKK
OUCNa3umn ¢ BbICOKOW CTENeHbIo pucka oanokadvecterneHus: p16INK4a
(6nomatepuan, ukcMpoBaHHbI B napadurHoBom 6rnoke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 400

5118UT]

MmmyHornctoxnmmyeckoe (UIMX) nccnegosanve: gnarHoCcTuka
numdcponponudepaTuBHbIX 3abonesaHun (buomarepman, 3aKnOYEHHbIN B
napadwuHoBbIn 6nok) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

39 000

5119UT]

MmmyHornctoxummyeckoe (UIMX) nccnegoBaHune: anarHocTuka
numdconponugepaTnBHbIX 3aboneBaHuin (buomatepunan, OUKCUPOBAHHbLIN B
dopmanunHoBom bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))

39 000

5120

MmmyHornctoxnmmyeckoe (UIMX) nccnegosanne: gnarHoCTMka ructoreHesa
MeTacTa3oB Npy HeyCTaHOBMNEHHOM NEePBMYHOM ovare (CneKkTp MapkepoB Ans
BbISIBIIEHNSI TKAHEBOW NPUHAANEXHOCTN) (BMomMaTepuan, 3aknioveHHbIN B
napaduHoBbIn 6nok) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Tissue Embedded in Paraffin Block))

39 000

51211

MmmyHornctoxnummdeckoe (UIMX) nccnegoBaHue: anarHoCTrkKa ructoreHesa
MeTacTa3oB Npu HEYCTaHOBMNEHHOM NEPBUYHOM o4dare (CNeKTp MapkepoB Ans
BbISIBITIEHWNSI TKAHEBOW NPUHAANEXHOCTN) (OnomaTepuan, (pMKCMpoBaHHLIN B
dopmanuHoBom bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))

39 000

516

MucToxnmmnueckoe nccnenosaHve Helicobacter pylori (cnusb) (Helicobacter
pylori, Mucus, Histochemical Study)

3450

52221

Ki-67 (MIB-1) akcnpeccusi, MMMYHOTMCTOXMMNYECKOE UCCreqoBaHme: OLeHKa
nponudepaTnBHOM akTUBHOCTM Mo akcnpeccun Ki-67 (buomatepuan,
duKkcupoBaHHbIA B napadmHoBom brioke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

9 650

524

lacTpur, accoumupoBaHHbIn ¢ Helicobacter pylori (ructonornyeckmin npoguns)
(Helicobacter pylori Associated Gastritis)

6 350

525

PeuenTopbl K aCcTporeHam 1 NporecTepoHy, MMMYHOTMCTOXUMNYECKOE
nccneposaHue (Estrogen and Progesterone Receptors, Immunohistochemical
Study)

12 150

5251

PeuenTopbl K aCTporeHam v NporecTepoHy, MMMYHOTMCTOXMMNYECKOE
uccrneposaHue (buomarepman, PUKCUPOBaHHbIV B NapadmHOBOM Brnoke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

12 150

530FIS

Onpegenenne HER2 ctaTtyca onyxonn Metogom MMMyHOMyopecLeHTHON
rmbpuamsauum in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

38 850

532U

Pak npeacrartenbHON xenesbl — KOMMNAEKCHOE MMMYHOMMCTOXUMNYECKOE
nuccnegoBaHue ¢ OLUEHKON akcripeccun: anbga-metnnauyun-KoA-pauemasbl
(P504S, AMACR), umMtokepaT1HOB BbICOKOrO MonekynsapHoro seca (34RE12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34RE12), p

20 950

533U\

Pak npepcrartenbHON xenesbl — KOMMNEKCHOE MMMYHOTMCTOXUMNYECKOE
nccnegoBaHme C OLLEHKON aKcnpeccuu: anbga-metunauun-KoA-pauemassbl
(P504S, AMACR), uMtokepaTMHOB BbICOKOro MOMeKkynsipHoro Beca (34RE12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34RE12), p

20 950

PMX-B

Pak Mono4yHown xenesbl — KOMMNEKCHbIN UMMYHOTMCTOXUMUYECKUIA NPOOUrb
(bnomatepuan, ukcMpoBaHHbIi B napadumHoBom 6noke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

29 550




PM>K-I"

Pak MOno4Hon enesbl — KOMMNIEKCHbIN UMMYHOTMCTOXUMMYECKUIA Npodunib
(6nomatepuan, dukcMpoBaHHbI B hopmanuHoBom bydepe) (Breast Cancer,

Immunohistochemistry, IHC (Formalin-Fixed Biomaterial)) 29 550
PLUM-B AMMYHOrMCTOXMMNUYECKUIA CKPUHUHT paka LLeNKn MaTKku — uccrnegosaHue AByX

MapKepoB Ans paHHEN UarHOCTMKN AUCMNasun C BbICOKOW CTEMNEHbIO prUcka

o3nokadecteneHus: p16INK4a + Ki-67 (6uomatepuan, (oUKCUPOBaHHbLIN B

napaduHosom 6rnoke) (Cervical Cancer — Study of Two Markers for Early

Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,

Immunohistochemi 14 850
PLUM-I| AMMYHOrMCTOXMMNYECKNIA CKPUHUHT paKa LLEeNKN MaTKu — nccnegoBaHme AByX

MapKepoB AN paHHeN AnarHOCTUKM OUCMIAa3nM C BbICOKOW CTEMEHbBIO pucka

osnokadectenerus: p16INK4a + Ki-67 (6uomatepunan, oMKCUpOBaHHbIN B

dopmanunHoBom bydepe) (Cervical Cancer — Study of Two Markers for Early

Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,

Immunohistoche 14 850
9025 |MukpoanemeHmsbi 8 sonocax (Microelements, Hair)
1000 (Jlutun (Li) B BOnocax (Lithium (Li), Hair) 1750
1001 |Bop (B) B Bonocax (Boron (B), Hair) 1750
1002 [HaTtpwui (Na) B Bonocax (Sodium (Na), Hair) 1750
1003 |Marnun (Mg) B Bonocax (Magnesium (Mg), Hair) 1750
1004 [Antomunnin (Al) B Bonocax (Aluminum (Al), Hair) 1750
1005 |KpemHun (Si) B Bonocax (Silica (Si) , Hair) 1750
1006 [Kanun (K) B Bonocax (Potassium (K), Hair) 1750
1007 |Kanbuun (Ca) B Bonocax (Calcium (Ca), Hair) 1750
1008 [Tannwui (TI) B Bonocax (Thallium (TI), Hair) 1750
1009 |Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 1750
1010 ([MapraHey (Mn) B Bonocax (Manganese (Mn), Hair) 1750
1011 |>Keneso (Fe) B Bonocax (Iron (Fe), Hair) 1750
1012 |Kob6anbt (Co) B Bonocax (Cobalt (Co), Hair) 1750
1013 |Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1750
1014 [(Megb (Cu) B Bonocax (Copper (Cu), Hair) 1750
1015 |UmHk (Zn) B BONocax (Zinc (Zn), Hair) 1750
1016 [Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1750
1017 |CeneH (Se) B Bonocax (Selenium (Se), Hair) 1750
1018 |MonubaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1750
1019 |Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1750
1020 |[Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1750
1021 |PtyTtb (Hg) B BOnocax (Mercury (Hg), Hair) 1750
1022 |[CsuHew (Pb) B Bonocax (Lead (Pb), Hair) 1750
1075 |Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1750
1076 [AntomunHnin (Al) B HorTax (Aluminum (Al), Nails) 1750
1077 |Mbiwbsk (As) B HorTax (Arsenic (As), Nails) 1750
1078 |[B3onoto (Au) B HorTsx (Gold (Au), Nails) 1750
1079 |Bop (B) B HorTsax (Boron (B), Nails) 1750
1080 [Bapun (Ba) B HorTsix (Barium (Ba), Nails) 1750
1081 |Bepwunnun (Be) B HorTax (Beryllium (Be), Nails) 1750
1082 [BucmyT (Bi) B HorTax (Bismuth (Bi), Nails) 1750
1083 |Kanbuumm (Ca) B HorTsix (Calcium (Ca), Nails) 1750
1084 (Kagmun (Cd) B Hortax (Cadmium (Cd), Nails) 1750
1085 |Kob6anst (Co) B HorTax (Cobalt (Co), Nails) 1750
1086 [Xpom (Cr) B Hortax (Chromium (Cr), Nails) 1750
1087 |Megb (Cu) B HorTax (Copper (Cu), Nails) 1750
1088 [Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1750
1089 |lannun (Ga) B HorTax (Gallium (Ga), Nails) 1750
1090 [Fepmanui (Ge) B HorTax (Germanium (Ge), Nails) 1750
1091 |PtyTb (Hg) B HOrTax (Mercury (Hg), Nails) 1750
1092 |Mog (1) B HorTax (lodine (1), Nails) 1750
1093 |Kanui (K) B HorTsix (Potassium (K), Nails) 1750
1094 [NlaHTaH (La) B Hortax (Lantanum (La), Nails) 1750
1095 |Jlutun (Li) B HorTax (Lithium (Li), Nails) 1750
1096 [Marnun (Mg) B Hortaix (Magnesium (Mg), Nails) 1750




1097 [MapraHey (Mn) B HorTax (Manganese (Mn), Nails) 1750
1098 |MonunbageH (Mo) B HorTax (Molybdenum (Mo), Nails) 1750
1099 [HaTtpui (Na) B HorTsix (Sodium (Na), Nails) 1750
1100 |Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1750
1101  [DPocdop (P) B HorTax (Phosphorus (P), Nails) 1750
1102 |CsuHew (Pb) B HorTsix (Lead (Pb), Nails) 1750
1103 [[naTuHa (Pt) B HorTax (Platinum (Pt), Nails) 1750
1104 |Py6uaun (Rb) B HorTax (Rubidium (Rb), Nails) 1750
1105 [Cypbma (Sb) B HorTsix (Antimony (Sb), Nails) 1750
1106 |CeneH (Se) B HorTax (Selenium (Se), Nails) 1750
1107 [Kpemuui (Si) B HorTsix (Silica (Si), Nails) 1750
1108 |Onogo (Sn) B HorTax (Tin (Sn), Nails) 1750
1109 [CtpoHuwmin (Sr) B HorTax (Strontium (Sr), Nails) 1750
1110 |Tannun (Tl) B Hortax (Thallium (TI), Nails) 1750
1120 [Banagwui (V) B HorTax (Vanadium (V), Nails) 1750
1121 |Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1750
1122  [UmHK (Zn) B HOrTSX (Zinc (Zn), Nails) 1750
1123  |UmpkoHwun (Zr) B HOrTax (Zirconium (Zr), Nails) 1750
1124 |Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1750
1125 |B3onoto (Au) B Bonocax (Gold (Au), Hair) 1750
1126 |Bbapun (Ba) B Bonocax (Barium (Ba), Hair) 1750
1127 |Bepwunnun (Be) B Bonocax (Beryllium (Be), Hair) 1750
1128 [BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 1750
1129 |lannun (Ga) B Bonocax (Gallium (Ga), Hair) 1750
1130 [Fepmanuii (Ge) B Bonocax (Germanium (Ge), Hair) 1750
1131 |Mog (1) B Bonocax (lodine (1), Hair) 1750
1132 [JlanTaH (La) B Bonocax (Lantanum 9La), Hair) 1750
1133 |Docdop (P) B Bonocax (Phosphorus (P), Hair) 1750
1134 [MnaTtuHa (Pt) B Bonocax (Platinum (Pt), Hair) 1750
1135 |Py6uaun (Rb) B Bonocax (Rubidium 9Rb), Hair) 1750
1136 [Onoso (Sn) B Bonocax (Tin (Sn), Hair) 1750
1137 |CtpoHumm (Sr) B Bonocax (Strontium (Sr), Hair) 1750
1138 (Banagwui (V) B Bonocax (Vanadium (V), Hair) 1750
1139 |Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1750
1140 [UmpkoHuia (Zr) B BONocax (Zirconium (Zr), Hair) 1750
M310 |BonbLuon cKpMHUHT aneMeHTHoro coctasa Bonoc (Elemental Composition of

Hair: Screening ) 9 850
M311 | TokcnyHble MUKpoanemeHTbl B HOrTax (Toxic Trace Elements, Nails) 2 950
M312 |Tokcu4Hble 1 acceHUmanbHble MUKPO3neMeHThbl B HOrTax (Toxic Trace

Elements, Essential Vital Elements, Nails) 5600
M313 |BonbLuon CKpMHUHE anemeHTHoro coctaBa Horten (Elemental Composition of

Nails: Screening ) 9 850
M38 |TokcuuHble MukpoanemeHTbl B Borocax (Toxic Trace Elements, Hair) 2950
M39 |Tokcu4Hble 1 3cceHumanbHble MUKpoaneMeHThl B Bonocax (Toxic Trace

Elements, Essential Vital Elements, Hair) 5600
9026 |(OHKOIEMATOJIOMYECKUE UCCIIEQOBAHUA
7262S 1 Mapkep pa3sutnsa Ph’-HeraTtMBHbIX XpOHUYECKNX MUernonponudepaTmBHbIX

3aboneBaHuin (XMI3): kayecTBEHHas OLeHKa Hann4ymMs comaTuy4ecKom

myTauum 617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative

Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F

somatic mutation) 3 300
777731|UntoreHeTnyecknin aHanma KNeTok KOCTHOro moasra (kapuotun) (Cytogenetic

analysis of bone marrow (karyotype)) 12 900
777732|AHanua xumepHoro reHa BCR/ABL - 1(9;22), onpegenexHvne Tuna TpaHcKpunTa

BCR/ABL reHna - MNP, kayecTs. (Analysis of chimeric gene BCR-ABL - 1(9;22),

assessment of the BCR-ABL gene transcript type, PCR, qualitative) 3450
777733|AHann3 oTHocuTenbHOW akcnpeccum reHa BCR/ABL -konuyectBeHHas RQ

MupP (MNUP B peansHom BpeMeHun, konudy.) (Analysis of the BCR/ABL relative

expression, RQ-PCR, quantitative) 8100
777734|Ananua xumepHoro reHa BCR-ABL (FISH, konu4.) (Analysis of chimeric gene

BCR-ABL, FISH, quantitative) 18 200




777735

AHanua nepectpoek reHa FGFR1 (FISH, konwny.) (Analysis of gene

rearrangements FGFR1 (FISH, quantitative)) 18 200
777736|AHanns nepectpoek reHa PDGFRB(FISH, konunu.) (Analysis of gene

rearrangements PDGFR (FISH, quantitative)) 18 200
777737|Ananua xumepHoro reHa FIP1L1/PDGFRa(FISH, konu4.) (Analysis of chimeric

gene FIP1L1/PDGFRa (FISH, quantitative)) 18 200
777738|AHann3 mytaumn B 12 ak3oHe JAK2 rena (MNUP, kay.) (Analysis of JAK2 Exon

12 mutations (PCR qualitative)) 8 100
777739|AHanua mytaumm n geneunn B reHe MPL (MLUP, ka4.) (Analysis of MPL gene

mutations, deletions, (PCR qualitative)) 8100
777740|AHann3 mytauumn, geneumn, nHcepumn B reHe CALR (MUP, ka4.) (Analysis of

CALR gene mutations, deletions, insertions, PCR, qualitative) 8 100
777741|UccnegoBaHne myTtaumoHHoro ctatyca BCR-ABL reHa (metog npsiMoro

cekBeHnpoBaHua no CaHrepy) (BCR-ABL1 Mutation Analysis using direct

Sanger sequencing, qualitative) 16 150
777742 AHanun3 xumepHoro reHa PML/RARa -t(15;17) (MUP, kay.) (Analysis of

chimeric gene PML/RARa -1(15;17) (PCR, qualitative)) 3450
777743|AHanua xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MNUP, kay.) (Analysis of

chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) 3450
777744/ AHann3 xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MUP, kau) (Analysis of

chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative)) 3450
777745|Ananua xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kad.) (Analysis of chimeric

gene MLL/AF4 -t(4;11) (PCR, qualitative)) 3450
777746|AHann3 xumepHoro reHa E2A/PBX1 - 1(1;19) (MNUP, ka4.) (Analysis of chimeric

gene E2A/PBX1 -1(1;19) (PCR, qualitative)) 3450
777747|Ananua nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH,

quantitative)) 18 200
777748/ AHann3 nepectpoek 7 xpomocoMbl (FISH, konny) (Analysis of chromosome 7

rearrangements (FISH, quantitative)) 18 200
777749|AnHanu3 nepectpoek MLL reHa (FISH, konny.) (Analysis of MLL gene

rearrangements (FISH, quantitative)) 18 200
777751 AHanns geneunn 12p (FISH, konuy.) (Analysis of 12p deletion (FISH,

quantitative)) 18 200
777752 Ananua geneuun 20q (FISH, konuny.) (Analysis of 20q deletion (FISH,

quantitative)) 18 200
777753|AHann3 nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of chromosome 5

rearrangements (FISH, quantitative)) 18 200
777754|Ananua geneuun TP53 reHa (FISH, konuny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 18 200
777755|AHann3 nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

rearrangements (FISH, quantitative)) 18 200
777756|AHanua TpaHcnokauum t(4;14)(p16;932) (FISH, konuny.) (Analysis of

translocation t(4;14)(p16;932) (FISH, quantitative)) 18 200
777757|AHanns TpaHcnokaumm t(11;14)(q13;932) (FISH, konny.) (Analysis of

translocation t(11;14)(q13;932) (FISH,quantitative)) 18 200
777758 AHanu3a moHocomuun, aeneunn 13 xpomocomsl — (del(13), -13) (FISH, konuy.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 18 200
777759|AHann3 TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 18 200
777761 Ananua nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene

rearrangements (FISH, quantitative)) 18 200
777762|AHann3 Tpucomun 12 xpomocomel (+12) (FISH, konuy.) (Analysis of

chromosome 12 trisomy (FISH, quantitative)) 18 200
777763|AHanua TpaHcnokaumm t(11;18)(q21;g21) (FISH, konny.) (Analysis of

translocation t(11;18)(gq21;921) (FISH, quantitative)) 18 200
777764|AHann3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.) (Analysis of

BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative)) 18 200
777765 AHanua nepectpoek MYC reHa ( 1(8;14)(q24;932)-t(2;8)(p11;q24), t(8

;22)(q24;q911)) (FISH, konuny.) (Analysis of MYC gene rearrangements

(t(8;14)(924;932)-1(2;8)(p11;924), 1(8 ;22)(g24;911) (FISH, quantitative)) 18 200
777766{AHanun3 TpaHcnokaumm 1(2;5)(p23;935) (FISH, konuy.) (Analysis of

translocation t(2;5)(p23;q35) (FISH, quantitative)) 18 200




777767

AHanus nepectpoek BCL2 reHa
t(14;18)(932;921),1(2;18)(p11;921),1(18;22)(921;911) (FISH, konuny.) (Analysis
of BCL2 gene rearrangements

t(14;18)(932;921),t(2;18)(p11;921),1(18;22)(q21;q11) (FISH, quantitative)) 18 200
777769|KapnoTtun oHkorematonornyeckuii (Karyotype, Hematologic Disorders,

Peripheral Blood) 12 900
777771|AHanua nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadnHOBLIX Cpe3ax

(TuctoFISH, konuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27))

on paraffin slides (FISH Histology, quantitative)) 24 850
777772|AHann3 TpaHcnokaumu £(2;5)(p23;935) Ha napadumHoBbIX cpe3ax (rncToFISH,

konnd.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH

Histology, quantitative)) 24 850
777773|AHanu3 nepectpoek BCL2 reHa Ha napaduHoBbIX cpesax (rmcToFISH, konuy.)

(Analysis of BCL2 gene rearrangements on paraffin slides (FISH Histology,

quantitative)) 24 850
777774/ AHann3 Bcex cneumdunyecknx abeppauuin Ha napadmHOBbLIX cpe3ax

(rmcToFISH, konuy.) (Analysis of all specific aberrations on paraffin slides

(FISH Histology, quantitative)) 24 850
777775|Ananua xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric gene

BCR-ABL (FISH, quantitative))
777776|AHanns nepectpoek 3q (FISH, konunu.) (Analysis of 3q rearrangements (FISH,

quantitative))
777777)/AHanua nepectpoek 7 xpomocombl (FISH, konu4) (Analysis of chromosome 7

rearrangements (FISH, quantitative))
777778 AHann3 nepectpoek MLL reHa (FISH, konny.) (Analysis of MLL gene

rearrangements (FISH, quantitative))
777779|AHanua geneuun 12p (FISH, konuny.) (Analysis of 12p deletion (FISH,

quantitative))
777780|AHanns geneunn 20q (FISH, konuy.) (Analysis of 20q deletion (FISH,

quantitative))
777781|AHanua nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5

rearrangements (FISH, quantitative))
777782 AHanns geneunn TP53 rena (FISH, konny.) (Analysis of TP53 gene deletion

(FISH, quantitative))
777783|AHanua nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

rearrangements (FISH, quantitative))
777784{ AHanun3 TpaHcnokaumm t(4;14)(p16;932) (FISH, konny.) (Analysis of

translocation t(4;14)(p16;932) (FISH, quantitative))
777785 AHanns TpaHcnokaumm t(11;14)(q13;932) (FISH, konwny.) (Analysis of

translocation t(11;14)(q13;932) (FISH,quantitative))
777786{AHann3 moHocomuu, aeneunmn 13 xpomocomsbl — (del(13), -13) (FISH, konuy.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative))
777787|AHanns TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative))
777788{ AHanun3 nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene

rearrangements (FISH, quantitative))
777789|AHanns Tpucomun 12 xpomocomsl (+12) (FISH, konuy.) (Analysis of

chromosome 12 trisomy (FISH, quantitative))
777790 AHann3 TpaHcnokaumm t(11;14)(q13;932) Ha napacmHOBbIX cpe3ax

(rmctoFISH, konuy.) (Analysis of translocation t(11;14)(q13;932) on paraffin

slides (FISH Histology, quantitative)) 24 850
777791 Ananua geneuun TP53 reHa (FISH, konuny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 18 200
777792 AHann3 moHocomuu, geneunmn 13 xpomocomsbl — (del(13), -13) (FISH, konuy.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 18 200
777793|AHanua TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konuny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 18 200

9027

FEHETUYECKWE NPELOPACIOJIOXXEHHOCTU




1011

MonHoe reHeTuyeckoe obcnepgoBaHue ans xeHwwH (reHbl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLAIl, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR; kapuotun) (Genetic
Testing for Women (Genes ACE, AG

127 000

1011 TN

MonHoe reHeTuyeckoe obcnegoBaHue anga MyxuuH (reHoel ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLA1l, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR, CFTR;
AZF-pervoH; kapnotun) (Genetic Testing fo

143 950

1021

MonHoe reHeTU4eckoe obcrnefoBaHMe Cynpy>Keckom napbl (KeHLWMHA) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA ll, VKORC1, NAT2, BRCA1, BRCA2, DLGS5,
NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR;
kapmotun) (Genetic Testing for Coup

127 000

102I TN

MonHoe reHeTnyeckoe obcneqoBaHme CynpyXeckon napbl (My>x4unHa) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2, DLGS5,
NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR,
CFTR; AZF-pervoH; kapwotun) (Ge

143 950

103IT

MonHoe reHeTu4yeckoe obcnenoBaHue pedeHka (aesoyka) (reHbl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,
POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR; kapuotun)
(Genetic Testing: Girl (reHbl ACE,

127 000

103ITIN

MonHoe reHeTuyeckoe obcnenoBaHue pebeHka (Manbuuk) (reHsl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,
POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR, CFTR;
AZF-pervoH; kapuotun) (Genetic Tes

143 950

104rmn

3nopoBbit 06pas xu3nu (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2) (Healthy Lifestyle (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1, GSTM1,
GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB, UGT1A1, DAT, OPRM1,
ANKK1, ALDH2, ADH2))

49 650

105

S1300poB (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-pervion) (I'm Healthy (for
Men) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTTH1,
GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-Region))

52 750

106

A 3poposa (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm Healthy (for Women)
(Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1,
GSTP1, NAT2, BRCA1, BRCA2, UGT1A1))

45 950

107N

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))

38 000

108IM

Xouy ctaTb MaMoMI: ocnoxHeHust 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

22 750

108IT1/

Xouy ctaTb MaMon: ocnoxHeHus 6epemeHHocTu (reHsl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHusa pe3ynstaTos
BpavoM-reHeTmkom) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

19 700

100rm

YKeHckoe becnnoane n ocrnoxHeHne 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTtun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; Karyotype))

32 350

110"

MoarotoBka k onepaumnu (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for
Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

4 050




1100 T/8

MopgrotoBka k onepaumm (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
pes3ynsraToB BpadyoM-reHeTukom) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

3 800

111rn

CeppeuHo-cocyancTtble 3abonesaHus (reHsl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-Vascular
Diseases (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
ITGB3, ITGA2, GP1BA, FGB))

24 000

112rn

OHkonorundeckue 3aboneBaHus y MyxunH (reHsl MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, AR) (Cancer in Men (Genes MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, AR))

25 500

113"

Onkonoruyeckune 3abonesaHus y xeHuwmH (reisl MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1) (Cancer in
Women (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2,
BRCA1, BRCA2, CHEK2, NBS1))

35 950

11411

Tpombo3bl: paclumpeHHas naHens (redsl F2, F5, MTHFR, MTRR, MTR)

6 850

1141/

Tpom6o3bl: paclumpeHHas naHensb (redsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynsratos BpadoM-reHeTukom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

5600

11511

OcTteonopoa: cokpalleHHas naHenb (reHbl CALCR, COL1A1) (Osteoporosis:
Abridged Panel (Genes CALCR, COL1A1))

5150

1150 T/

OcTteonopos: cokpalleHHas naHens (reHsl CALCR, COL1A1) (6e3 onncanus
pesynbraToB BpavoM-reHeTrkom) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1A1) (without Description))

4 500

1160

HacnencrtBeHHas npeapacronoXeHHOCTb K caxapHoMy avabety 1-ro Tvna no
Tpem nokycam reHoB cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes),
HLA Class Il (Genes DRB1, DQA1, DQB1))

7700

117N

BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease
(Genes DLG5, NOD2, OCTN1, OCTN2))

11 650

11811

OnacHocTb Npu Npueme oparnbHbIX KOHTpauenTmeoB (reHbl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5))

2 050

1181 /1

OnacHocTb nNpy npueme opanbHbIX KOHTpaLenTneoB (reHsl F2, F5) (6e3
onucaHus pesynsratoB BpadoM-reHeTukom) (Risk of Oral Contraceptives, OCs
(Genes F2, F5) (without Description))

1900

11901

MmyTtatnoHTpaHcdepasbl (reHsl GSTT1, GSTM1, GSTP)
(Glutathionetransferases (Genes GSTT1, GSTM1, GSTP))

9 650

120Mm

O6meH donueson kucnotbl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

2800

120111/

O6meH conueson kucnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onvcanust
pesyneraToB BpadyoM-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

2 550

121N

ApTepuanbHasi TMnepTeH3nsl, CBsi3aHHas C HapyLUeHUaMY B
peHuHaHrmoTeHsmHosomn cucteme (reHsl ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT))

3450

1211y

ApTepuanbHas rMnepTeH3unsl, CBsi3aHHasi C HapyLUEeHNsAMU B
peHMHaHrMoTeH3nHoBow cucteMe (reHol ACE, AGT) (6e3 onvcanus
pesyneraToB BpadyoM-reHeTukom) (Arterial Hypertension, Renin-Angiotensin
System Disorder (Genes ACE, AGT) (without Description))

3 150

122

lMwneparperauusa TpombouuntoB (reHsl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

3450

12211/

Mwneparperauus TpombounToB (reHbl ITGA2, GP1BA) (6e3 onucanus
pes3ynsTraToB BpadyoM-reHeTukom) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

3 150

1231

Tpombo3bl: cokpalleHHasa naHenb (reHbl F2, F5)

4 850

12311/

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onncaHus pesynsraToB
Bpayom-reHeTnkom) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

3 800

12441

HacnepnctBeHHble cnyvaun paka MOnoYvHon xenesbl u/mnm sudHmkos BRCA1,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

14 250

124

HacnencrBeHHble cnyvan paka MOSIOYHOW xenesbl U/Mnm SUYHUKOB (FeHbI
BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

4 350




124111/

HacnencTBeHHble cnyvyan paka MOSIOYHOW xenesbl U/Mnm SUYHUKOB (FeHbI
BRCA1, BRCA2) (6e3 onucaHus pe3ynstaTtoB Bpadom-reHeTnkom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description))

3 900

1251

®ubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3450

12511/

®dubpuHoreH (reH FGB) (6e3 onucaHnsi pesynsTaTtoB BpadoM-reHeTUKOM)
(Fibrinogen (Gene FGB) (without Description))

3 550

128IM

OHkonoruyeckne 3abonesaHuns, CBA3aHHbIE C TOKCMHaMU OKpYXatoLLlen cpeqpl
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (Cancer Associated with
Environmental Toxins (Genes GSTT1, GSTM1, GSTP1, NAT2))

12 900

120

ApTepunanbHaga runepTeHsus, nonHasa naHens (reHel ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

5150

1290111/

ApTepuranbHas rmnepteHaus, nonHas naHens (reHol ACE, AGT, NOS3) (6e3
onucaHus pesynsratos BpadoM-reHeTnkom) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3) (without Description))

4700

131

CKIMOHHOCTb K TPOMO03aM nNpy 6epeMeHHOCTU: MUHMMAarbHasi NaHerb (feHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

2 050

13111/

CKMNOHHOCTb K TpOMBO3am Npu 6epeMeHHOCTU: MUHMMarbHas naHenb (reHbl
F2, F5) (6e3 onncaHusa pesynsratoB BpavyoM-reHeTrukom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

1900

133

MeHnumnnamuH. NeHeTnyeckne akTopbl YCUNEHUS KITMHNYECKOW
3(pPEKTMBHOCTM NPY NPUMEHEHUIN NEHULMNNAMUHA HA hOHE NeYeHus
peBMaTomgHoro aptpuTa. OnpegeneHne Hanmumsi NonMMopdU3MOoB reHa
Mto-1-rnyTaTtuoH-S-TpaHcgepasbl (reH GSTM1) (Penicillamine. Genetic
Factors of Enhance Clinical Effectiveness in Use of Penicillamine in Treatment
of Rheumatoid Arthritis. Dete

9 650

134

Puck passuTtusa paka npu kypeHuu (redsl GSTT1, GSTM1, GSTP1, NAT2)
(Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2))

14 400

134111/

Puck pa3suTtus paka npu kypeHun (rensl GSTT1, GSTM1, GSTP1, NAT2) (6e3
onucaHus pesynsratoB BpadyoM-reHeTukoM) (Risk of Cancer in Smoking
(Genes GSTT1, GSTM1, GSTP1, NAT2) (without Description))

12 900

135IM

HeobxoammocTb 3awwuThl Koxu npu 3arape (reHsl GSTT1, GSTM1, GSTP1,
NAT2) (Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1, GSTP1,
NAT2))

14 400

13511/

HeobxoanmocTb 3awmTbl KoXku npu 3arape (reHbl GSTT1, GSTM1, GSTP1,
NAT2) (6e3 onucaHus pedynsratoB Bpadyom-reHeTukoM) (Tanning Risks:
Protection of Skin (Genes GSTT1, GSTM1, GSTP1, NAT2) (without
Description))

12 900

136IM

Mpurem xxapeHbIX U KONYEHbIX MPOAYKTOB U PUCK pa3BuTus paka (reHol GSTT1,
GSTM1, GSTP1, NAT2) (Intake of Grilled and Smoked Foods and Cancer
Risk (Genes GSTT1, GSTM1, GSTP1, NAT2))

21 050

136IT1/

Mprem xxapeHbIX 1 KOMYeHbIX MPOAYKTOB U PUCK pa3BuTUS paka (reHsl GSTT1,
GSTM1, GSTP1, NAT2) (6e3 onncaHus pesynsraTtoB Bpa4OM-TEHETUKOM)
(Intake of Grilled and Smoked Foods and Cancer Risk (Genes GSTT1,
GSTM1, GSTP1, NAT2) (without Description))

18 850

1371

Bo3HMKHOBEHME NM30NMPOBaHHbLIX MOPOKOB pa3BuTus y nnoaa (reHst MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR))

2800

137111/

BO3HWKHOBEHME N30NMPOBaHHBLIX MOPOKOB pa3BuTuna y nnoga (reHsl MTHFR,
MTRR, MTR) (6e3 onucaHusi pe3ynstatoB Bpadom-reHeTnkom) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))

2 550

138IM

MnepromoumnctenHemus (reisl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

9 450

13811/

MnepromoumncrenHemus (reHbl MTHFR, MTRR, MTR) (6e3 onucanus
pes3ynsraToB BpadyoM-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

2 550

139

lecTo3bl 1 peTonnaleHTapHasa HegocTatodHocThb (reHbel ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT,
MTHFR, MTRR, MTR, F2, F5))

13 400

139111/

lecTo3bl 1 cheTonnaueHTapHasa HegoctatovHocThb (reHbl ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (6e3 on1caHus pe3ynsratoB Bpa4oM-TeHETUKOM)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR,
MTR, F2, F5) (without Description))

11 750

140rm

MpuBbIYHOE HEeBbIHALLMBaHNE GEPeMEHHOCTH, B T. Y. CKITOHHOCTb K
TpombBo3am npu 6epemMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR, MTRR,
MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy:
Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

7 350




140rmy/

MpuBbIYHOE HEBbIHALLMBaHNE 6EPEMEHHOCTH, B T. Y. CKITOHHOCTb K
Tpombo3am npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR, MTRR,
MTR, F2, F5) (6e3 onucaHus pesynsraTtoB Bpadom-reHeTukom) (Habitual
Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel (Genes
MTHFR, MTRR, MTR, F2, F5) (without Description))

5600

141N

TpombBoTryeckne 0CnoXHeHUs Npn CTumMynsaummn osynsauun (reHsl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

2050

141111/

TpomBOTMYECKME OCNTOXKHEHMS MPU CTUMYNAUUK oByNnsummK (reHbl F2, F5) (6e3
onucaHus pesynsratoB BpadyoM-reHeTukoM) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

1900

142rmn

UHrmbutopsl AMN®, cdnysactatuH, 6rniokatopsl peuentopos ATII.
MporHo3upoBaHne HedpPONPOTEKTMBHOIO adpdekTa uHrndutopos AlNd npum
HeanabeTnyecknx 3aboneBaHusx. FeHeTU4eckne Mapkepbl 30HEKTUBHOCTHU
aTeHonona npu apTepmnanbHOW rMnNepTeH3uu ¢ runepTpodmen nesoro
Xenygouka unm tepanum grnyBactaTMHOM Mpuy ULLEMUYECKON GonesHu
ceppua. OnpegeneHue HanmMunsi NONMMOPAU3MOB reH

5150

143

Nwemmnyeckun nHeynet (reHbl ITGB3, ITGA2, GP1BA, FGB) (Ischemic Stroke
(Genes ITGB3, ITGA2, GP1BA, FGB))

8 700

143IT1/

Nwemunyecknin nueynet (reHsl ITGB3, ITGA2, GP1BA, FGB) (6e3 onncaHus
pesynbratoB BpadoM-reHeTrkom) (Ischemic Stroke (Genes ITGB3, ITGA2,
GP1BA, FGB) (without Description))

7700

144M

WBC, nudapkt mmnokapaa (renel ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE,
AGT, NOS3, ApoE))

11 350

144111

UBC, nHdapkTt muokapaa (reHsl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(6e3 onucaHus pesynstatoB BpadoM-reHeTnkom) (Ischemic Heart Disease,
Myocardial Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(without Description))

10 950

145

OueHKa p1CKOB, CBA3@HHbIX C MHTEHCUBHOWN (h13NYECKON Harpy3Kom (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA, FGB) (Higher Physical Activity: Risk Assessment (Genes ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

26 700

145111/

OueHka p1CKOB, CBA3aHHbIX C UHTEHCUBHOW (OM3NYECKON Harpy3kom (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA, FGB) (6e3 onncaHus pesynsratoB Bpadyom-reHeTukom) (Higher
Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (without Description))

24 000

14600H

OnwncaHue pesyneratoB reHeTnyeckoro Tecta 1 kateropmm cnoxHocTy (NeNe
7201B3, 761163, 701463, 125IT1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity)

14610H

OnucaHne pe3ynsTaTtoB reHeTUYECKOoro Tecta 2 kateropum cnoxHoctun (NeNe
118IM/B3, 121IM/B3, 123IM/B3, 131IM/B3, 141IM/B3, 115IM/B3, 124T/B3,
1541T1/B3) (Genetic Test Results: Description of the 2-nd Category
Complexity)

14620H

OnwncaHune pesyneTaTtoB reHeTUYECKoro Tecta 3 kateropmm cnoxHocTu (NeNe
122IT1/B3, 129IM/B3, 120IM/B3, 137IT1/B3, 138IT1/B3, 153IT1/B3,
151IT1/B3, 110IT1/B3, 1141 T1/B3, 140IT1/B3, 766163, 725863, 134[T1/B3,
1351 T1/B3, 136IT1/B3) (Genetic Test Results: Description of the 3-rd Category
Complexity)

14630H

OnucaHne pe3ynsTaTtoB reHeTn4eckoro Tecra 4 kareropum cnoxHoctu (NeNe
1441T1/B3, 143IT1/B3, 139IT1/B3, 145IT1/B3, 108IT1/B3, 19I'T1/E3) (Genetic
Test Results: Description of the 4-th Category Complexity)

146IM

leHeTnyeckne gaktopbl Myxckoro 6ecnnogus (reHbl AR, CFTR; AZF-pervoH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

23 400

1481

MeToTpekcart. _['eHeTn4eckme Mapkepbl NOBLILLEHHOIO PUCKa pas3BUTUS
No6OoYHbIX peakunn Npy NnpuemMe MeToTpekcarta Ha )oHe neyveHns
peBmMaTomaHoro aptTputa. MetoTpekcat: HapylweHue metabonmama gonmeson
kncnotbl. OnpeaeneHne HanmMunsa NonMMopdm3MoB reHoB PEPMEHTOB
peakuun conatHoro umkna (Methotrexatum. Genetic Markers of Increased
Risk of Development of Adverse Reac

9750

153

Octeonopoa: nonHas naHens (reHsl CALCR, COL1A1, VDR) (Osteoporosis:
Full Panel (Genes CALCR, COL1A1, VDR))

5600

1531/

Octeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaHus
pesynbratoB BpavoM-reHeTmkom) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

5150




154

HacnegcteeHHble cnyyan BRCA-accoummnmpoBaHHOMO paka y My»X4YuH: pak
rpyaHown, NOAXenyao4YHON, NpeacTaTenbHOM xernes, pak andek (reHsl BRCA1,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

4 350

154111/

HacnepncteeHHble cnydan BRCA-accounmnpoBaHHOrO paka y My>X4vH: pak
rpyaHON, NOMKEeNyAOYHOMW, NpeacTaTenbHON xenes, pak audek (reHsl BRCA1,
BRCA2) (6e3 onucaHusa pesynsratoB Bpadom-reHeTukom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCA2) (without Description))

3900

191rm

PacwupeHHoe nccnegoBaHue reHoB cucTeMbl remocTasa (reHol F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1))

8 100

19T/

PaclumpeHHoe ncenegoBaHve reHOB cucTeMbl remoctasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pesyneraToB BpavoM-reHeTrkom) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(without Description))

6 350

3314GH

Pesyc-gaktop nnoga. BeiseneHne reHa RHD nnoga B kposu matepu (RHD
gene of the fetus in the mother's blood)

5950

7003A-

Metabonmam npuHotekaHa (reH UGT1A1) (Metabolism of Irinotecan (Gene
UGT1A1))

7003U-

YpugungmdgocdatrnokypoHmngasa (reH UGT1A1) (Uridine Diphosphate
Glucuronyltransferase (Gene UGT1A1))

7003U(

Cungpom XKunnbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))

7004 MH

CeMmenHbI MegynnspHbIR pak WUMTOBUOHOW Xenesbl (3k30Hb! 10, 11, 13, 14,
15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
Gene RET))

35 750

7005B2

CVHOPOM MHOXECTBEHHOW 3HAOKPMHHONM Heonnasuu 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

8 700

7006A2

CUHOpPOM MHOXECTBEHHOW SHAOKPUHHOWM Heonnasmm 2A Tuna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

16 800

7014A-

Octeonopos: peuentop sutammnHa D (reH VDR) (Osteoporosis, Vitamin D
Receptor (VDR) (Gene VDR))

2050

701463

Octeonopoas: peuenTtop BuTamunHa D (reH VDR) (6e3 onucaHus pesynsratoB
Bpayom-reHeTnkom) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR)
(without Description))

1900

7015[T]

HacnenctBeHHas npeapacnonoXeHHOCTb K Liefnakum no NoKkycam reHoB
cuctembl HLA Il knacca (DQA1, DQB1)

7700

7201A-

AcnupuvH 1 nnaBuKc. eHeTnYeckuin Mapkep pe3vCTEHTHOCTU K
aHTMarperaHTHoOM Tepanuy acnMpuHoMm u nnasukcoMm. OnpegeneHve Hanmuus
nonMMopdr3MoB reHa TpoMOoumUTapHoOro peuentopa pubpuHoreHa (reH
ITGB3) (Aspirin and Plavix. Genetic Marker of Resistance to Antiplatelet
Therapy in Aspirin and Plavix. Detection of Polymorphisms of Gene of Platelet
Fibrinogen Rec

72011

TpombGouwuTtapHbi peuenTtop ubpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

2550

720163

TpombouunTapHbI peuenTtop dunbpuHoreHa (reH ITGB3) (6e3 onucanus
pe3yneraToB BpadyoM-reHeTmukoM) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description))

2 300

720763

OnpepneneHne reHoTuna pesyc-gaktopa (6e3 onvcaHusa pe3ynsratos
Bpadyom-reHeTukom) (Genotype of RH factor Definition (without Description))

16 250

7207TP

Onpegenenne reHotuna pesyc-cpaktopa (RH factor Genotype)

18 250

7252A7

HapylieHusa cnepmaToreHesa, 6 mapképoB (Mukpoaeneuun nokyca AZF)
(Spermatogenesis disorders (6 AZF))

4 250

725263

HapylleHus cnepmaToreHesa, 6 MapképoB (Mukpoaeneuun nokyca AZF) (6e3
OnucaHusi pe3ynsTaTtoB reHETUKOM)

3 300

7259

Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

13 150

7259BH

BeTta-agpeHobnokatopsbl. 'eH CYP2D6. dapmakoreHeTuka (beta-Adrenergic
Blockers. Gene CYP2D6)

13 200

7260

Mapkep pa3sutusa Ph’-HeraTmBHbIX XpOHMYECKMX MUenonponudepaTMBHbIX
3aboneBaHui (XMI13): konuyecTBeHHOE onpeaeneHne COOTHOLLEHMWS
HOpPManbHOro 1 MyTaHTHoro annenew 617V/617F reHa JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): quantification of
wild-type and mutant allelic ratio of gene JAK2 617V/617F)

12 000




7261B-

CynboHUTMOYEBMHA 1 ee NPOU3BOAHbIE: _XMopnponamMmug, Tonasavua,
rmmbeHknamug n Tonbytammna. FreHeTUdeckuii Mapkep pucka pasButus
HexxenaTenbHbIX JIEKapCTBEHHbIX peakuui No TUMy rmnornmMkeMmmn npu npueme
nepoparnbHbIX CaxapOCHWXKAaIOLLMX CPEACTB, CBA3AHHbIX C HApyLUEHUEM KX
meTabonuama. OnpegeneHne HanUynst NONMMOPAU3MOB reHa LMToXxpoma
CYP2C9 (Sulfonylurea and Derivat

4 350

7261C-

HecTeponaHble npoTnBoBOCNanNUTEmNbHbIE Npenaparbl. [eHeTnyeckun Mapkep
MOBbILLEHHOIO pPUCKa pa3BUTUS NOBOYHBIX peakuuii B hopMe XenyaouHbIX
KpoBoTeyeHuin npu npueme HIBI (MBynpodeH, TeHOKCMKaM, HaNpPOKCEH, HO
He AnknodeHak) No TMNy BO3HNKHOBEHWS XXeNyA04HbIX KPOBOTEYEHU,
CBSA3aHHbIX C HapyLLleHnem nx metabonusma. OnpegeneHve Hannuus
nonMMopgn3mMoB reHa untoxpoma CYP2

4 350

7261CY

Lintoxpom CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

4 350

7261D-

JlozapTtaH/npbecaptaH. leHeTnyecknii Mapkep pucka HapyLueHUI
mMeTabonunama 6nokaTtopoB peLienTopoB aHrmoTeHsmHa ll: nosaprana n
npGecapTaHa no Ty ocrnabrneHnst n yCUneHnst X rmnoTeH3NBHOIO AENCTBUS,
COOTBETCTBEHHO. OnpeaenexHve Hanuuus NoNMMMopgn3MoB reHa LIMToxpoma
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptor

4 350

7601A-

Cynbtannnamugbl (cynbacanasunH). _eHeTnyeckme mapkepsbl
MOBBILLIEHHOTO pUCKa pPa3BUTUSA MOBOYHBIX peakuuin B hopme gucnencuii n
XKenyao4HbIX KPOBOTEYEHUI NpK NpuemMe cyrnbdacanasunHa, CBA3aHHbIX C
HapyLLeHem ero metabonuama. OnpegeneHne HanMumsa NoNMMopgramon
reHa N-auetuntpaHcdepasbl 2 (Sulfonamides (Sulfasalazine). Genetic
Markers of Increased Risk of Adverse Rea

9 650

7601B-

M3oHnasmng. NeHeTnyeckme mapkepbl NOBLILUIEHHOIO pUCKa pasBuUTUs
NONMHEBPUTOB NPY NPUEME U30HMAa3Maa, CBA3aHHbIX C HapyLLEeHUeM ero
meTabonunama. OnpeaeneHne HanU4uMs NONMMOpPU3MOB reHa
N-auetuntpaHcdepasbl 2 (reH NAT2) (Isoniazidum. Genetic Markers of
Increased Risk of Development of Polyneuritis in Taking Isoniazidum and
Isoniazid-Related Violation of Metabol

9700

7601C-

MmapanasuH 1 npokavHamua. leHeTn4eckne mapkepbl MOBbILLIEHHOMO pycKa
pa3BMTUS BONYAHOYHONOAOGHOIO CMHAPOMA M renaToTOKCUYHOCTU Mpu
npueme KapauoTPONHbIX NpenapaTtoB: rMapanasnHa u npokanHamuaa.
OnpegeneHne Hanuums nonumMopduamos reHa N-auetuntpaHcdepasbl 2
(Hydralazine and Procainamide. Genetic Markers of Increased Risk of
Lupus-Like Syndrome and Hepatoto

9 650

76011

N-auetuntpacdepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT2))

9 650

76111

ApTepuanbHas runepTeHsunsl, cBsidaHHasi C HapyLLueHnsamMun B pabote
anpotenuanbHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3))

2 050

761163

ApTepuanbHas runepTeHsuns, CBs3aHHas ¢ HapyLeHnsamn B pabote
aHpotenmanbHon NO-cuHTasbl (reH NOS3) (6e3 onvcaHusa pesynsraTtos
Bpadyom-reHeTukom) (Arterial Hypertension, Endothelial NO-Synthase
Disturbance (Gene NOS3) (without Description))

1900

7641A-

Atepocknepos (reH ApoE) (Atherosclerosis (Gene ApoE))

7641B-

BonesHb Anburenmepa (reH ApoE) (Alzheimer's Disease (Gene ApoE))

3300

7641C-

CraTtuHbl. MeHeTuYeckme hakTopbl yMEHBLUEHUS UNN YCUMEHNS KITMHUYECKON
3 PEKTUBHOCTU NPY NPUMEHEeHUN cTaTMHOB. OnpeaeneHne Hanuums
nonnmopgnamoB reHa anonunonpotenHa E (reH ApoE) (Statins. Genetic
Factors of Decrease or Enhance Clinical Effectiveness in Use of Statins.
Determining Presence of Polymorphisms of Apolipoprotein E (Gene ApoE))

76611

HapyweHunsa cnepmaToreHesa: nonHas naHens (AZF-pervoH) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

19 050

766163

HapylleHus cnepmaToreHesa: nonHas naHenb (AZF-pernoH) (6e3 onncaHus
pe3ynsraToB BpadyoM-reHeTukom) (Impairment of Spermatogenesis: Full Panel
(AZF-Region) (without Description))

17 000

7691LQ

JlakTasHasa HegocTaTodHocTh (reH MCMG6) (Adult Lactase Deficiency (Gene
MCM®)

800

7779HH

HacnegcteeHHbI remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

1400

7802CY

AppeHoreHuTanbeHbI cuHapom (AIC). Nonck YacTbix MyTaL Wi B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freq. Mut.)

12 900

7821RH

Onpegenenne pesyc-gaktopa (Rh factor Definition)

11 000




7831HL

Tunupoaxue reHoB cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
DQA1, DQB1))

7700

7841A-

BapdapwuH: paclumpeHHas naHens Ansa nogdopa aosbl (reHst CYP2C9,
VKORC1, CYP4F2, GGCX) (Warfarin Dose Panel (Genes CYP2C9,
VKORC1, CYP4F2, GGCX))

9028

HACJIE[JCTBEHHbIE MOHOI'EHHbIE 3ABOJIEBAHUS1 U COCTOAHNA

126

OcHoBHble HacrneacTBeHHble 3abonesanus (reHsl CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

35 300

7010U(¢

Cungpom Kpurnepa-Hanspa (CKH, cemenHas xentyxa). lNouck myTtauuin B
reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

35 750

7012M§

Meprognyeckasn 6onesHb. MNMonck yacteix MyTaumi B reHe MEFV, 4. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

17 200

7107

ApTporpunos guctanbHbeli (cuHgpom Opumena-LLengoHa). MNMouck YacTbix
myTaumi B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3,
Freq. Mut.)

16 800

7108

AtenocTeoreHes (avcnnasus ge na Wanens). Mouck mytaummn B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2,
Mut.)

42 950

7109LE

ATtpodumsa 3puTensHoro Hepea Jlebepa. Nonck YacTbix MyTauui B
muToxoHapuansHon OHK, 12 4. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 12 Freq. Mut.)

23 950

7112

AxoHpgporeHes Tvn |. MNMouck myTtaumi B reHe SLC26A2, m. (Achondrogenesis,
Fraccaro Type, Gene SLC26A2, Mut.)

7113

AxpomaTtoncus. MNMouck mytauun B reHe CNGB3, m. (Achromatopsia 3, ACHM,
Gene CNGB3, Mut.)

7118

BynnesHbii anngepmonun3. MNonck myTtaummn 6e3 «ropsaymnx» y4acTkoB reHa
LAMB3, 6e3 «rops4.» yd. M. (Epidermolysis Bullosa, Gene LAMB3, without
Hot-Point Mut.)

7119

BenokapanodaumaneHbin cuHgpoM. NMounck myTtauun B reHe TBX1, m.
(Velocardiofacial Syndrome, Gene TBX1, Mut.)

7121

Mnepkepato3. Nonck myTaumn B reHe KRT9, m. (Epidermolytic
Hyperkeratosis, Gene KRT9, Mut.)

7122

Mneptpodunyeckas kapanommonatus. MNMomck mytaumm B reHe CAV3, M.
(Familial Hypertrophic Cardiomyopathy, Gene CAV3, Mut.)

7126

Mnogocdaremuyeckuin BUTaMnH D-pe3nUCTEHTHBIN paxuT (MOYEYHbIV
docdatHbI gruabeT). Nonck mytaumn B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

156 800

7127

Mmaykoma toBeHunbHas oTKpbIToyronbHas (cuHgpom Purepa). MNMouck myTauuin
B reHe CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG 1A, Gene
CYP1B1, Mut.)

29 250

7128

Odednunt KapHUTMHA CUCTEMHBIV NEPBUYHBLIN. [MonCK MyTaLmMi B reHe
SLC22A5, M. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

71450

7129

HOunacTtpodunyeckas gncnnasus. MNouck mytaumin B reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

42 950

7130

OvnataunonHas kapgnomuonatus (OKMI). Mounck mytaumn B rene SGCD, m.
(Cardiomyopathy Dilated, Gene SGCD, Mut.)

71311G

OvcTtanbHas cnvHanbHas aMmoTpodus BpOXAEHHasi C NapanMyomM
anadparmel. Mouck myTtaunin B reHe IGHMBP2, m. (Distal Spinal Muscular
Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

106 900

7132

[nctanbHas cnvHanbHas aMmoTpodus BpOXKAEHHAs HENPOrpeccupyoLwas.
Mouck MyTaumm B «ropsumx» y4actkax reHa TRPV4, «ropsy.» yd. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point
Mut.)

23 950

7133

MxTno3 BynbrapHbIi. Monck yacteix MyTauun B reHe FLG, 4. m (Ichthyosis
Vulgaris, Gene FLG, Freq. Mut.)

16 850

7140

KocTHas reteponnasus nporpeccupytoiias. lNMouck mytaumii B reHe GNAS, m.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

64 400

7141

KpaHnomeTtadmsapHasa gucnnasus. NMonck Mmytaumm B «ropsadmx» ydacTtkax
reHa ANKH, «rops4.» y4. M. (Craniometaphyseal Dysplasia, Gene ANKH,
Hot-Point Mut.)

16 850

7142

KpaHuomeTtadumsapHasa gucnnasus. lNMonck mytaumm reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

85700




7143

KpaHunocunHocToa. Mounck myTtaumin B reHe TWIST1, m. (Craniosynostosis Type

2, Gene TWIST1, Mut.) 24 850
7144  |IlunogucTtpodus BpoxaeHHasa reHepanm3oBaHHas. [Monck mytauui B reHe

BSCL2, m. (Congenital Generalized Lipodystrophy, CGL, Type 1, Gene

BSCL2, Mut.) 49 900
7145 |MetunrnytakoHoBas aumaypu4. MNMouck mytaunin B reHe OPA3, M.

(3-Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.) 18 850
7146 |MwukpodTaneMm nsonmpoBaHHbIi. Mouck myTauun B reHe GDF6, m.

(Microphthalmia Isolated 4, Gene GDF6, Mut.) 24 850
7147 |MwnoknoHundyeckas guctoHus. MNounck mytaumi B reHe SGCE, m. (Myoclonic

Dystonia, Gene SGCE, Mut.) 85 700
7148 |MwnotoHusa TomceHa-bekkepa. MNMouck yacTtbix myTaumii B reHe CLCN1, 4. m.

(Myotonia Congenita, Gene CLCN1, Freq. Mut.) 17 250
7149 |MunodubpunnsapHasa muonatus. MNMouck mytaumii B reHe CRYAB, m. (Myofibrillar

Myopathy, Gene CRYAB, Mut.)
7150 |MwnodubpunnsapHasa muonatusa, MYOT m. (Myofibrillar Myopathy, Gene MYOT,

Mut.)
7152  |MbiweyHasa guctpodunsa BpoXxxaeHHas Mepo3nH-3asnucumast. Nounck mytaumi B

«ropsumx» ydactkax reHa LAMA2, «ropsd.» y4d. M. (Merosin-Deficient

Congenital Muscular Dystrophy, Gene LAMA2, Hot-Point Mut.)
7154  |Mbiwe4vHas ancTtpodusa NoOACHOKOHEYHOCTHas. [lonck YyacTbix MyTaLumin B

reHax CAPN3, FKRP, ANO5, SGCA 20 050
7157  |Mbiwe4vHasa ancTpodusa NoACHOKOHeYHOCTHas. [Nonck myTaumin B reHe SGCA,

M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.) 42 900
7159  |Mbiwe4vHas anctpodusa noACHOKOHeYHOCTHas. [Nonck myTaumm B reHe SGCB,

M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.) 42 900
7163 |MbiweyHasa guctpodusa Imepu-Opendyca. MNounck mytaumi B reHe FHL1, m.

(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 57 250
7164 |HacnenctBeHHasi MOTOPHO-CEHCOPHas Heriponatus (bonesHb

LWapko-Mapu-Tyta) Tvn Il. Mouck myTtaunii B reHe FIG4, m.

(Charcot-Marie-Tooth Disease Type 2A1, Gene FIG4, Mut.)
7166 |HedpoTtuueckumit cuHgpom. Mownck mytaumm B reHe NPHS1, M. (Nephrotic

Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) 128 500
7167 |HedpoTtuueckun cungpom. Nonck mytaumm B reHe NPHS2, m. (Nephrotic

Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) 57 250
7168 |OcTeoneTpos peLeccuBHbI (MpamopHas 6onesHb kocten). Nonck myTauun B

reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene

TCIRG1, Mut.) 85 650
7169 |Mano4yko-kon6oukoBasa anctpodus. Momck mytauun B reHe RPGR, m.

(CORD, Gene RPGR, Mut.)
7175 |lMurmeHTHasa gereHepauma cetyatku. MNouck mytaumi B reHe RPGR, M.

(Retinitis Pigmentosa, Gene RPGR, Mut.)
7176 |lMukHogmsocTo3. Mounck myTauun B reHe CTSK, m. (Pyknodysostosis, PKND,

Gene CTSK, Mut.) 42 900
7178 |lMoyeyHasa agucnnasu4. MNMounck mytauuin B reHe UPK3A, m. (Renal

Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.) 42 900
7179 [MModveyHasn agmucnnasus. Mouck myTaumm B ak3oHax 10, 11, 13, 14, 15 reHa

RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene

RET, Mut.) 35750
7180 |lMporepusa XatynHcoHa-Mundopaa. MNMouck mytauun B reHe LMNA, m.

(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 71 550
7181 |lMceBpornnonapatunpeos. MNouck myTtaumii B reHe GNAS, m.

(Pseudohypoparathyroidism, Type IA, Gene GNAS, Mut.)
7182 |lNMceBpokcaHToMa anactudeckas. MNonck mytauun B reHe ABCC6, m.

(Pseudoxanthoma Elasticum, Gene ABCC6, Mut.) 199 600
7183 |lMceBpookcaHToMa anacTtuyeckas. Nonck yacTeix MyTaumin B reHe ABCCB, y. m.

(Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.) 12 000
7184 |lMcesponceBaormnonapatmpeoa. Monck mytaumm B reHe GNAS, M.

(Pseudopseudohypoparathyroidism, Gene GNAS, Mut.)
7185 [PetuHowwmsmuc. Mouck mytaumm B reHe RS1, m. (Retinoschisis 1 X-Linked

Juvenile, RS1, Gene RS1, Mut.) 42 900
7186 |CuHgpom TAR. MNouck mytaumii B reHe RBM8A, m.

(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene RBMB8A,

Mut.) 42 900




7187

Cungpom Anbctpoma. MNMounck myTtaunin B «ropaymx» yvactkax reHa ALMS1,
«ropsa4.» y4. M. (Alstrém syndrome, Gene ALMS1, Hot-Point Mut.)

23 850

7188

CwuHgpom Brnoxa-Cynbubeprepa (cemeriHaa doopma HegepxaHus NMrMeHTa).
Mowuck YacTtbix myTauni B reHe IKBKG, 4. m. (Bloch-Sulzberger Syndrome,
Familial Incontinentia Pigmenti, Gene IKBKG, Freq. Mut.)

8 700

7189

CwuHapom boysHa-KoHpaam (BKC, uepebporenatopeHarnbHbIA CUHOPOM).
Mownck myTtaumn B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.)

28 650

7190

CwuHopom Ban gep Byaa. MNMouck mytaumi B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.)

64 350

7192

CwuHapom epmaHcku-lNygnaka (AnbOUHU3M rNaso-KOXHbIN C
remMopparnyeckum anaTe3oM 1 MUrMeHTaumen peTuKyno-aHaoTeNnnanbHbIX
knetok). Mounck YacTbix myTaumi B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

16 800

7193

CwuHgpom Ou Oxopoxu. MNonck mytaumn B reHe TBX1, m. (Di George
Syndrome, DGS, Gene TBX1, Mut.)

7194

CwuHapom XKy6epa (CXK). AHanus yncna konuit reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.)

28 500

7195

CwuHopom KapneHTepa (akpouedanononMcuHaakTunms BToporo tuna). Nowmck
myTaumn B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

49 900

7196

Cunpgpom KaptareHepa (Tpnaga KaptareHepa, cungpom 3usepTa). Nounck
MyTauun B «ropsumnx» ydactkax reHos DNAI1 n DNAHS, «ropsy.» yy. m.
(Kartagener Syndrome, Genes DNAI1, DNAHS5, Hot-Point Mut.)

7197

CnHopom KaptareHepa (Tpuaga KaptareHepa, cungpom 3useprta). MNouck
myTaumn B reHe DNAI1, m. (Kartagener Syndrome, Gene DNAI1, Mut.)

7198

Cungpom Knunnena-denna (CMHAPOM KOPOTKOW wwen). MNonck mytauun B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

24 850

7199

CwuHgpom Koctenno. Nouck myTtaumi B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

12 000

7202

Cungpom Koddpuna-JToypu (CKI). MNMouck mytaumin B reHe RPS6KA3, m.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

156 800

7203

Cungpom JiogxmHa-®puHca. Mounck YacTbix MyTauuin B reHe MED12, 4. m.
(Lujan-Fryns Syndrome, LFS, Gene MED12, Freq. Mut.)

7204

Cungpom Makneopga. Mownck mytaumm B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.)

28 650

7208

CwuHgpom MapdpaHa. MNouck myTaumi B «ropsiumx» yyactkax reHa FBN1,
«ropsa4.» yd. M. (Marfan Syndrome, Gene FBN1, Hot-Point Mut.)

7209

CwuHagpom MapdaHa. Mouck myTaumin 6e3 «ropsumx» yyactkoB reHa FBN1, 6e3
«ropsa4.» y4. M. (Marfan Syndrome, Gene FBN1, without Hot-Point Mut.)

7210

CwuHgpom MapdpaHa. MNouck myTtaumii B reHe FBN1, m. (Marfan Syndrome,
Gene FBN1, Mut.)

7213

CuHapoMm HorTen-HagKoneHHuKa (octeoHmxogucnnasms). lNomck mytauun B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.)

49 900

7214

CuHgpom Onuua-Kaseoxwua. MNMouck Yactbix mytaumi B reHe MED12, u. m.
(Opiz-Kaveggia Syndrome, OKS, Gene MED12, Freq. Mut.)

7215

CwuHgpom Ocnepa-PaHato-Bebepa (HacneacTBeHHasi remopparnyeckas
TeneaHrnakTasus). MNMouck mytauun B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

64 350

7217

CvHgpom nogkoneHHoro ntepurnyma. Nomck mytauui B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

64 350

7218ME

Cungpowm PetTa. MNownck mytaumin B reHe MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.)

35 750

7219

CwuHgpom Cetpe-YotseHa. Nonck myTtaumi B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

24 850

7220

Cungpom Cunbaepa. MNouck mytaumii B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.)

49 900

7221

CwuHgpom CumncoHa-lonabu-bemens. MNonck myTtaumi B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

57 250

7222

CwuHapom yanuHeHHoro uHTepeana QT. MNMouck myTtauni B reHe CAV3, m.
(Long QT Syndrome, LQTS, LQT, Gene CAV3, Mut.)

7223

CwuHgpom LBaxmana-[arimoHga. MNMouck myTtaunii B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

35750




7224

Cungpowm LLBaxmaHa-danmonga. Monck yactbix MyTauun B reHe SBDS1, 4. M.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

12 000

7225

CwuHgpom winpokoro Bogonposoga npenasepus SLC26A4 m. (Large Vestibular
Aqueduct Syndrome, LVAS, Gene SLC26A4, Mut.)

7226

CkanynonepoHearnbHasa muonatus. Nonck mytaumii B reHe FHL1, m.
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

57 250

7228

CnuHanbHasa amunoTtpodus tunsl |, 11, 1, 1V. Mouck myTauun B reHe SMN1, M.
(Tonbko nNpu Hann4uu ogHou konuwm reHa) (Spinal Muscular Atrophy, SMA,
Type |, II, 1, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

57 250

7229

CnnHanbHasa ammoTpodus, X-cuenneHHas. NMonck MyTauumn B «ropsvmx»
yyactkax reHa UBA1, «ropsiy.» yd. M. (Spinal Muscular Atrophy, SMA,
X-Linked, Gene UBA1, Hot-Point Mut.)

7230

CnoHamnokocTanbHbIN An3ocToa. [Nonck myTauuin B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

49 900

7232

CnongunoanudusapHaga gucnnasua (C3[). Mownck mytauun B reHe Col2A1, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene Col2A1, Mut.)

7233

TopcuonHas guctonus, TOR1A m. (Torsion Dystonia, Gene TOR1A, Mut.)

7234

TopcuoHHasa guctoHus. MNMouck mytauun B reHe GCH1, m. (Torsion Dystonia,
Gene GCH1, Mut.)

7235

TopcuoHHasa anctoHus. MNonck mytaumn B reHe PRRT2, m. (Torsion Dystonia,
Gene PRRT2, Mut. )

7237

TopcroHHasa guctoHus. MNMouck mytauun B reHe SPR, m. (Torsion Dystonia,
Gene SPR, Mut. )

7238

TpombouutoneHns BpoxaeHHas. Nonck myTtauuin B reHe MPL, m. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

57 250

7240

®dubpogncnnasmsa occmduumpyoLas nporpeccupytowast. NMonck mytaumin B
«rops4dmnx» yyactkax reHa ACVR1, «ropsa4.» yd. M. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

28 650

7241

dubpoancnnasuns occuduuympyroLlasa nporpeccupyroas. Nonck mytaumm 6e3
«ropsumx» yvacTtkoB reHa ACVR1, 6e3 «ropsad.» yy. m. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

49 900

7244

XoHapoaucnnasns TodedHast KoHpagu-XioHepmaHa. Nonck mytaumi B reHe
EBP, M. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

28 650

7245

XoHpgpokanbunHo3. MNMouck mytaumii B reHe ANKH, m. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

85 650

7247

LleHTpoHykneapHas muonatus. lNMouck mytauuin B reHe DNM2, m.
(Centronuclear Myopathy, CNM, Gene DNM2, Mut.)

7248

OnudmsapHas gMcnnasnsi, MHoXeCcTBeHHas!. [Touck YacTbIx MyTaLui B reHe
COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

11 550

7249

SnndunsapHan gucnnasms, MHOXeCTBeHHas. [louck MmyTaunin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

42 950

7250

OpuTPOUNTO3 peLieCCHBHbIN (CEMENHAs HacNeACTBEHHAs NONULNTEMMS).
Mouck mytaumm B reHe VHL, M. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.)

24 850

7603S(

'Mnokanuemmyecknin nepmogmyecknin napanuy. Nomnck mytaumi B 9k3oHax 12,
18 n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12,
18, 19 Gene SCN4A, Mut.)

23 850

7604KH

Nxtnos bynnesHbin. Mouck mytaumm B reHe KRT2, m. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.)

49 900

7605M

MeBanoHoBas auungypus. MNonck mytaumm B reHe MVK, m. (Mevalonic Aciduria,
Gene MVK, Mut.)

71450

7606IT

Mblwe4vHasa guctpodusa BpoxaeHHas nHTerpuH A7 HeratusHas. Nonck
myTaumn B reHe ITGA7, m. (Congenital Muscular Dystrophy with Integrin
Alpha-7 Deficiency, Congenital Muscular Dystrophy with ITGA7-Deficiency,
Gene ITGA7, Mut.)

7608G[

HacnencrBeHHass MOTOPHO-CeHCcopHasi HeriponaTtus (bonesHb
LWapko-Mapu-Tyta) T1n I. Mounck YacTbix myTaumi B reHax SH3TC2, FIG4,
FGD4 n GDAP1, 4. m. (Charcot-Marie-Tooth Disease Type 1B, Gene GDAP1,
Freq. Mut.)

17 200

7609N[

HacnencrtBeHHas MOTOPHO-CEHCOpHas HeriponaTtus (bonesHo
LWapko-Mapu-TyTa) Tvn |. [Monck MyTaumim LbIraHCKOrO NPOUCXOXAEHUS B
reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth Disease Type 1B,
Genes NDRG1, SH3TC2, Mut.)

8 700




76100H

ATtpodumsa 3puTensHoro Hepea Jlebepa. Nonck YacTbix MyTauui B
muToxoHapuansHon HK, 3 4. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freq. Mut.)

8 750

7624SL

AkpogepmaTtut aHTeponaTtuyeckuii. MNonck mytauun B reHe SLC39A4, m.
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

57 300

7627S9

lNononpo3saHuedanu4a. MNMouck myTtaunin B reHe SHH, m. (Holoprosencephaly 3,
Gene SHH, Mut.)

7630GJ

Jlerikognctpodums runommenuHoas. lNonck mytaumn B reHe GJC2, m.
(Leukodystrophy Hypomyelinating 2, Gene GJC2, Mut.)

7631GJ

JInmbenema HacnencTeeHHas. MNouck myTtaumin B reHe GJC2, M. (Hereditary
Lymphedema Type 1C, Gene GJC2, Mut.)

7636SH

Monupaktunus. MNMouck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH,
Mut.)

16 800

7638TH

TpuxoprHodganaHreansHbIn cuHapoMm. MNMouck mytauun B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

71450

7639PH

XopuonganeHas guctpodus. MNMouck mytaumii B reHe PRPH2, m. (Choroidal
Dystrophy, Gene PRPH2, Mut.)

7643

Cungpom MapTuHa-benn (cuHgpom nomkon X xpomocomsl) (Martin-Bell
Syndrome (Fragile X Mental Retardation Syndrome))

6 850

7701XI

MbiwevHasa guctpodusa OioweHHa-bekkepa. JlanoHusauusa X-xpomMocoMmbl y
aesouek (Duchenne Muscular Dystrophy, X-Lyonization, Girls)

13 500

7703FL

CwuHapom Bepta-Xora-[btoba (BX[). Mounck myTtaumii B reHe FLCN, m.
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

85 650

7705TN

AyTOMMMYHHbIM NnMmdonponudepaTnBHbIn cMHAPOM. [Nonck MyTaumin B
«ropa4mx» yyacTtkax reHa TNFRSF6, «ropsd.» y4. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

12 050

7706TN

AyTOMMMYHHbIV nnmdonponudepaTnBHbIN CMHAPOM. MMoMCK MyTauuin B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

57 300

7709BH

BonesHb becta. Nownck Bcex n3BecTHbIX MyTaumn B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

71 550

7710CA

BbonesHb Nnepnoanyecknx MbllleyHbIX cna3moB. Mouck myTtaumn B reHe CAV3,
M. (Rippling Muscle Disease, Gene CAV3, Mut.)

7711AD

leneodusnyeckas gucnnasms. NMonck mytaumn B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

128 500

7714Cq

Oucnnasua KHucra. MNMownck mytauun B reHe Col2A1, m. (Kniest Dysplasia,
Gene Col2A1, Mut.)

7716BT

M3onunpoBaHHbI Aeduumut ropMoHa pocTa ¢ runoraMmarnodynuHeMmnen.
Mouck mytaumm B rere BTK, m. (Hypogammaglobulinemia and Isolated
Growth Hormone Deficiency, Fleisher Syndrome, Gene BTK, Mut.)

7717TM9

KpaHuocunHocToa. MNMonck mytauun B reHe MSX2, m. (Craniosynostosis Type 2,
Gene MSX2, Mut.)

18 850

7718LA

J1apuHro-oHMX0-KyTaHHbIN cuHApPOM. [lonck myTaumi B 3k3oHe 39 reHa
LAMAS, m. (Laryngoonychocutaneous Syndrome, Laryngo-Onycho-Cutaneous
Syndrome, Exon 39 Gene LAMAS3, Mut.)

23 950

7719FL

Jinmpenema. Mounck mytauun B reHe FLT4, m. (Lymphedema, Gene FLT4,
Mut.)

185 400

7720LM

MaHanbynoakpanbHas gucnnasus ¢ nunoguctpoduen. MNMouck mytauum B
ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
LMNA, Mut.)

12 000

7722SH

MuvonaTusa ¢ gucnponopumen TUMOB MbILLEYHbIX BOMOKOH. Mouck MyTauuii B
reHe SEPN1, m. (Congenital Fiber Type Disproportion, CFTD, Gene SEPN1,
Mut.)

7725C1

HacnenctBeHHbIN aHrmoHeBpoTudeckun otek. Mouck mytauun B reHe C1NH,
M. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

49 900

7727HH

MepBuyHas runepTpodmyeckas octecapTponatus (MaxmgepMonepmnocTos).
Mownck myTtaumn B reHe HPGD, M. (Hypertrophic Osteoarthropathy, Primary,
Autosomal Recessive, 1, Gene HPGD, Mut.)

49 900

7728BN

MepBunyHas neroyHas runepteHsus. MNovck mytauun B reHe BMPR2, m.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

106 900

7729CA

MoBbIWEHHBIN YpOoBEHb KpeaTUHOCHOKMHA3bl B CbIBOPOTKE KPOoBW. [Nounck
myTaumn B reHe CAV3, M. (Creatine Phosphokinase Elevated, Serum, Gene
CAV3, Mut.)

7730G1

Monunaaktunus. Mouck mytaunn B reHe GLI3, m. (Polydactyly, Gene GLI3,
Mut.)

128 500




7733Cl

Cungpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.)

85 650

7734B(

CwnHgpom BbepHcTaga (cMHOPOM KypyaBbix Bonoc). [lonck mytaumin B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

29 250

7736RE

Cunpgpom BepHepa (nporepua B3pocnbix). Monck mytaumii B reHe RECQL2, m.
(Werner Syndrome, Gene RECQL2, Mut.)

7737RA

Cungpom pucuennu. MNouck mytauui B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

35750

7738F(

Cunpgpowm [xekcoHa-Bericca. Monck mytaumn B ak3oHe 9 reHa FGFR2 n
ak3oHe 7AreHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

16 800

7739ER

CwuHgpom KokkenHa. MNouck myTtaumi B reHe ERCC6, m. (Cockayne Syndrome,
Gene ERCC6, Mut.)

156 800

7740PA

CuHgpom KkpaHunodhaumansHon GUCMOPPUN-TYrOyXOCTU-yrNbHAapHON Aesnaunm
kncten. MNMomnck myTtauuin B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.)

57 250

7742B(

CwuHapom Jes, 06ycnoBneHHbIN AeULnMTOM MUTOXOHAPMANbHOro KOMMekca
[ll. Mouck mytaumm B rene BCS1L, m. (Leigh Syndrome, Gene BCS1L, Mut.)

7743ZK

Cungpom MoyaT-BunbcoH. NMounck mytauun B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

106 900

7744G1

Cungpom Mannuctepa-Xonna. MNonck mytaumn B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

128 500

7745F(Q

Cungpowm lMNdpandpdepa. Monck mytaumii B ak3oHax 7, 9 reHa FGFR2 n ak3oHe
7AreHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A
Gene FGFR1, Mut.)

23 850

7747T(

CwuHgpom Tpuuepa-Konnunsa-®paHyeckettv (MaHanbyno-cavmansHbIn
ansocto3s). Mouck myTtauui B rene TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

156 800

7748FK

CwuHapom Yokepa-Bap0ypr (CYB). Nonck myTtaumii B reHe FKRP, m.
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

24 850

7749P(

CuHgpom Yokepa-Bap6ypr (CYB). Mouck mytaumi B reHe POMT1, m.
(Walker-Warburg Syndrome, WWS, Gene POMT1, Mut.)

7750CH

CwuHapom Ockobapa. Mouck myTtaumii B reHe CHRNG, M. (Escobar Syndrome,
Gene CHRNG, Mut.)

57 250

7751H(

Cunnonupaaktunus. MNouck myTtauuii B reHe HOXD13, m. (Synpolydactyly, Type
1, SPD1, Gene HOXD13, Mut.)

7757ER

LlepebpookynodaumockeneTHbli cuHapom. Mouck myTtauuin B reHe ERCCB, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCCG6, Mut.)

156 800

7758N[

OkccyaatmBHas BUTPEOXopeopeTuHanbHast guctpodus. MNouck myTtaumi B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

18 850

7759LP

Pabpgomunonus (mmnornobunypms). Mounck myTtaumii B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

156 800

7760F(Q

CwuHgpom Kpy3soHa ¢ YepHbIM akaHTo30M. [onck myTauun B ak3oHe 10 reHa
FGFR3, M. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene
FGFR3, Mut.)

12 000

77610H

ATpodmsa 3puTenbHOrO HepBa C ryXoTon. MoncK MyTaumim B «ropsaymx»
yyacTtkax reHa OPA1, «ropsa4.» y4. M. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA(1,
Hot-Point Mut.)

16 850

7762EL

BonesHb MpwnpyHra. MNowck mytaumn B reHe EDNRB, m. (Hirschprung
Disease, HSCR, Gene EDNRB, Mut.)

7763RE

BbonesHb MpwnpyHra. MNounck mytaumi B ak3oHax 10, 11, 13, 14, 15 reHa RET,
M. (Hirschprung Disease, HSCR, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

7764NT

BonesHb MpwnpyHra. MNownck mytaumn B reHe NTRK1, m. (Hirschprung
Disease, HSCR, Gene NTRK1, Mut.)

7765ZK

BbonesHb MpwnpyHra. MNonck mytaumi B reHe ZEB2, m. (Hirschprung Disease,
HSCR, Gene ZEB2, Mut.)

7766LA

BynnesHbin annaepmonus. Nonck MyTaumnin B «ropsvmx» yyacTkax reHa
LAMB3, «ropsy.» y4d. M. (Epidermolysis Bullosa, Gene LAMB3, Hot-Point Mut.)

77671T

Mwuonatusa BpoxaeHHas. Nouck mytaumi B reHe ITGA7, m. (Congenital
Muscular Dystrophy, CMD, Gene ITGA7, Mut.)

7768GJ

CuHgpom kepaTtuTa-uxtmosa-tyroyxoctu (KUO-cuHgpom). Monck mytaumm B
reHe GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome, KID Syndrome, Gene
GJB2, Mut.)

16 800




7770GH

Adrasus nepsuyHas nporpeccupytowas. lNMovck mytauun B reHe GRN, m.
(Aphasia Primary Progressive, Gene GRN, Mut.)

42 950

77711

CnunanbHasa amunotpodus tunel |, 11, 1, 1V. Mouck myTauun B reHe SMN1, M.
(Spinal Muscular Atrophy, SMA, Type |, II, lIl, IV, Gene SMN1)

TTT2VA

BokoBon amunoTpoduyeckmin cknepos. lNonck yactbix myTaummn B reHe VAPB,
4. M. (Amyotrophic Lateral Sclerosis, Gene VAPB, Freq. Mut.)

7775PT|

BonesHb KoyaeHa. Mouck mytaunii B reHe PTEN, m. (Cowden Syndrome 1,
Gene PTEN, Mut.)

64 400

7776PT

BbonesHb JlepmutT-Ayknoc. Mouck mytauun B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

64 400

7777TKRH

BynnesHbii anuaepmonus. MNonck mytauun B reHe KRT5, m. (Epidermolysis
Bullosa, Gene KRT5, Mut.)

7778M

Mnep-lgD cuHapom. Mounck myTtauun B reHe CD40LG, m. (Hyper-IlgD
Syndrome, Gene CD40LG, Mut.)

71450

77811

®eHunkeToHypus. MNMownck yacTeix MyTaumm B reHe PAH, 4. m. (Phenylketonuria,
PKU, Gene PAH, Freq. Mut.)

28 500

7783KH

Mnepkepatos. MNMounck mytauun B reHe KRT1, m. (Epidermolytic
Hyperkeratosis, Gene KRT1, Mut.)

7784HN

MomepyounTos novek rmnonnacTunyeckoro Tuna. lNomck mytauum B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF 1B, Mut.)

64 400

7785PH

Cungpom BpoxaeHHoW ueHTpanbHon runoseHTunauum (CBLM). Mounck yacTbix
myTaumin B reHe PHOX2B, 4. m. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

8 700

7786RN

XoHapoaucnnasnsa metadusapHas, Tun Mak-Kbtocuka. Nonck mytaumi B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP,
Mut.)

12 000

7787AT|

CnuHouepebennsipHas atakcus. MNMouck YyacTbix MyTaumii B reHe ATXNS, u. m.
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

8 700

7788AT|

CnuHouepebennsipHas atakcums. [Mouck yacTtbix MyTaumi B reHe ATXN7, 4. m.
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

8 700

7789VA

CnunHanbHasa ammoTpodus duHkens MNMouck mytauun B reHe VAPB, m (Spinal
Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Mut.)

77911

MykoBucumnaos. MNMonck yacteix mytaumi B reHe CFTR, 4. m. (Cystic Fibrosis,
Gene CFTR, Freq. Mut.)

21900

7T792VA

CnunHanbHasa ammoTpodums drHkens. MNMounck YyacTbix MyTauuin B reHe VAPB, u.
M. (Spinal Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB,
Freq. Mut.)

7794Cl

CwuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.)

85 650

7796PT

CwuHapom baHasiH-Pannu-Pyeanb6aka. MNonck mytauun B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

64 350

7797Cl

CemenHbI xonogoson aytosocnanutensHein cnHapom NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

85 650

7798RE

CeMmenHbI MegynnsipHbIA pak WMTOBUAHOW Xenesbl. [Monck myTauun B
3k3oHax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.)

16 800

7799TN

CewmeliHas nepuoamnyeckast nuxopagka. Nouck mytauun B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,
Mut.)

42 900

7803AH

AbunoTpodus cetyatkm, TN PpanyeckeTTn (bonesHb LWTaprapgra 1-ro Tuna).
Mownck yacTtbix myTauun B reHe ABCA4, 4. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

20 050

7804TY

AnbbrHU3M rmasokoxHbiv TN 1A. MNounck myTauuin B reHe TYR, M. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.)

35 800

7806FB

ApaxHoOaKTUNNAa KOHTpaKTypHasa BpoxaeHHas. Monck mytaumn B reHe FBN2,
M. (Contractural Congenital Arachnodactyly, CCA, Gene FBN2, Mut.)

7808FR

Atakcus dpugpenixa. MNonck yacteix MyTauun B reHe FXN, 4. m. (Friedrich
Ataxia, Gene FXN, Freq. Mut.)

12 250

7809F(Q

AxoHgponna3sung. MNMouck YyacTtbix myTaumi B reHe FGFRS3, 4. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

20 050

7810AT|

Bbones3Hb BunbcoHa-KoHoBanosa. Nownck yacTbix MyTauun B reHe ATP7B, 4. m.
(Wilson Disease, Gene ATP7B, Freq. Mut.)

17 250




7812PA

BbonesHb MNannepeopaeHa-LUnatua. MNMouck YacTtbix myTaumi B reHe PANK2, u.
M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq.
Mut.)

12 050

7813PH

BbonesHb MNepctmaHHa-WTpeyccnepa-LenHkepa. MNonck mytaumm B reHe
PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

24 850

7814PH

BonesHb KpenTudensaTra-Akoba. Mouck myTtaumii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

24 850

7815H[

Xopes 'eHTnHIrToHa. Mounck YacTbix MmyTauun B reHe 1T15, 4. m. (Chorea
Huntington, Gene IT15, Freq. Mut.)

8 700

7816N[

Bones3Hnb Hoppu. Mouck mytauuin B reHe NDP, M. (Norrie Disease, Gene NDP,
Mut.)

18 850

7817C§

BonesHb YHdeppuxTa-JlyHadopra. Mouck Yactbix myTauun B reHe CSTB, u. m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Freq. Mut.)

8 750

7818CY

BonesHb YHdeppuxTa-Jlynadopra. Mouck mytauuin B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Mut.)

23 950

7819AH

BonesHb WTaprapaTa. Mounck yactbix MyTauuin B reHe ABCA4, 4. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq.
Mut.)

20 050

7820R(

Bpaxugaktunua tun B1. MNMownck mytauun B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)

23 950

7822B

lemodounus. Monck mytaumi B reHe dpaktopa IX npu remocdounum B, m.
(Hemophilia B, Gene Factor IX, Mut.)

49 900

7823C[

Mnep-IgM cuHapom. Mownck mytauun B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

35 750

7824TN

MunepTtpoduyeckasa kapgnommonatus. lNMouck mytaumii B reHe TNNT2, m.
(Familial Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.)

85 650

7825CY

Mmaykoma BpoxaeHHas. Monck myTtaumin B reHe CYP1B1, m. (Primary
Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.)

29 250

7828DH

OvnataumnonHas kapgnomuonatus (OKMI). Mounck mytaumn B reHe DES, m.
(Cardiomyopathy Dilated, Gene DES, Mut.)

7829T(Q

VxTno3 namennsapHbeli. lNonck Bcex 3BeCTHbIX MyTauun B reHe TGM1, m.
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,
Gene TGM1, Mut.)

71 550

7834LM

JInnoanctpodumsa cemenHas YactTudHas. Nonck mytaumi B «ropsumx
yyacTtkax» reHa LMNA, «rops4.» yy. m. (Familial Partial Lipodystrophy 2, FPLD
2, Gene LMNA, Hot-Point Mut.)

23 950

7835LM

JInnoguctpodusa cemerHasa YactudHas. Monck mytaumm reHa LMNA, m.
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

71 550

7836DI

MetremornobuHemunsi, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3,
Freq. Mut.)

8 700

7837ZN

MwuoTtoHuyeckasa auctpodus. MNMounck yacTbix MyTaumin B reHe ZNF9, 4. m.
(Myotonic Dystrophy 2, Gene ZNF9, Freq. Mut.)

7838DN

MwuoTtoHuyeckasa guctpodus. MNounck YacTelx MyTaum B reHe DMPK, 4. m.
(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

8 750

7839DFH

MwuogpunbpunnsipHas gecMnH-3aBucumast mmonatumsi. NMonck mytauuii B reHe
DES, m. (Myofibrillar Myopathy, Gene DES, Mut.)

7842FK

MebiwevHasa guctpodusa BpoxaeHHas. Nouck mytaumi B reHe FKRP, M.
(Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

24 850

7843FK

MbliweyHasa guctpodusa BpoxaeHHas. lNonck yacteix MyTaumn B reHe FKRP,
4. M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

13 150

7844FK

Mbliwe4vHasa guctpodusa nosicHokoHewHocTHas. MNonck mytaumii B reHe FKRP,
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

24 850

7846SH

HapyweHusa getepmuHauunm nona. AHanms Hannuusa reHa SRY, m. (Disorders
Sex Determination, Analysis Gene SRY, Mut.)

8 700

7847AL

HesapaweHune pogHuykos. MNMounck mytaumm B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

28 650

7848MJ

HesapauleHne pogHuykoB. Nouck mytaumi B reHe MSX2, m. (Parietal
Foramina, PFM, Gene MSX2, Mut.)

7849NH

HedpoHodTua. MNMouck mytaumii B reHe NPHP1, m. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

28 500

7850CH

Mano4yko-konboukoBas auctpodus. Mounck mytauuin B reHe CRX, m. (CORD,
Gene CRX, Mut.)




7851ME

Mepuoanyeckas 6onesHb. MNonck mytaumin B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

71450

7853RH

MurmeHTHasa gereHepaumsa cetyatku. MNonck myTaumm B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

35750

7857HY

CeHcopHas nonuHenponatus, WNK1 m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene WNK1, Mut.)

7858N(

CeHcopHas nonuHernponatus, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

28 650

7859F(

Cunpgpom Aapckora-CkoTTa (dhauunoreHmtansHaga aucnnasuns). Nouck mytaumi
B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,
Faciogenital Dysplasia, Gene FGD1, Mut.)

104 650

7860C(

MceBpgoaxoHaponnasus. MNMouck yacTteix myTaumii B reHe COMP, y. m.
(Pseudoachondroplasia, Gene COMP, Freq. Mut.)

11 550

7861K(

Cungpom AHgepceHa. NMouck myTtauuin B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

29 250

7862F(

CwuHgpom Anepa (akpouedanocmHaaktmunus). Monck YacTbiX MyTaLuin B reHe
FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

17 200

7863PH

Cunpgpom Aprta. NMounck mytauun B reHe PRPS1, m. (Art's Syndrome, Gene
PRPS1, Mut.)

49 900

7864TA

CwuHgpom Bapra. NMouck mytaumi B reHe TAZ, m. (Barth Syndrome, Gene TAZ,
Mut.)

42 900

7866PA

CwuHapom BaapaeHnbypra. Movck mytauuin B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

57 250

7867EL

CwuHgpom BaappeH6ypra-Llaxa. Mouck mytauuin B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

49 900

7868Wi1

Cungpom Buckotta-Ongpuda (CBO). MNMouck myTtaumin B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

49 900

7869Gl

CwuHgpom Mpenra (cemenHbin runeptenopuam). MNouck myTtaumii B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.)

128 500

7870

Cungpom ESC (cuHgpom MNonbgmana-®aspa). MNouck mytaumii B reHe NR2E3,
M. (Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome, Gene NR2E3,
Mut.)

42 900

7872NH

Cungpom HunmereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.)

8 700

7874TH

Cungpowm Mannuctepa. MNouck mytaumii B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

49 900

7875SH

CvHOpOM pUrMaHOro No3BoHOYHKKa (cuHapom Mepwa-Bonstmana). Mouck
myTauun B reHe SEPN1, m. (Stiff-Man Syndrome, SMS, Moersch-Woltmann
Syndrome, Stiff-Trunk Syndrome, Gene SEPN1, Mut.)

7876KT

MaxnoHnxusa BpoxaeHHas. MNounck mytaumii B reHe KTR6B, M. (Pachyonychia
Congenita 2, PC2, Gene KTR6B, Mut.)

7877DH

Cungpom Cwmuta-Nllemnu-Onunua (CI1OC). Mouck mytauui B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

64 350

7878Cq

Cungpom Ctuknepa, tvn . Nouck mytaumn B reHe Col2A1, m. (Stickler
Syndrome, Type 1, Gene Col2A1, Mut.)

7879AR

CwuHgpom TecTukynspHon coemmuHusauum (CTO, cungpom Moppuca). MNownck
myTaumn B reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.)

71450

7880TH

Cungpom Xonta-Opama (cuHgpom pyka-cepgue). lNonck mytauun B reHe
TBX5, M. (Holt-Oram Syndrome, Gene TBX5, Mut.)

7881RH

Anemunsa Janvonaa-bnekdeHa. Monck mytauun B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

35 800

7882R(

Ckonwnos ¢ napanunyom B3opa. MNMounck myTtauuin B reHe ROBO3, m. (Horizontal
Gaze Palsy with Progressive Scoliosis, HGPPS, Gene ROBO3, Mut.)

7883GJ

OkTogepmanbHas rmgpotudeckas ancnnasus. MNouck mytaumi B reHe GJBG,
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

18 850

7885PH

daTtanbHas cemenHasa HCOMHuUS. MNMounck mytauun B reHe PRNP, m. (Fatal
Familial Insomnia, FFI, Gene PRNP, Mut.)

24 850

7888PA

®ennnketoHypus. MNonck mytaumm B reHe PAH, m. (Phenylketonuria, PKU,
Gene PAH, Mut.)

85 650

7889CH

Xopouaepemus. MNouck mytaumn B reHe CHM, m. (Choroideremia, CHM, Gene
CHM, Mut.)

106 900

7890CY

XpoHuueckas rpaHynemarosHas 6onesHb. lNMouck mytauuii B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

85 650




7891BT

X-cuenneHHasa arammarnobynmHemus. Nonck mytaumn B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

128 500

7894FR

X-cuenneHHbIn MOTOPHbIN HUcTarM. Nouck myTtaunin B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

85 650

7895EX

OK30CTO3bl MHOXECTBEHHbIE. [onck mytaumii B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

106 900

7896EX

OK30CTO3bl MHOXECTBEHHbIe. [lonck myTauun B reHe EXT1, m. (Multiple
Exostoses, Gene EXT1, Mut.)

85 650

7897EL

OKTogepmanbHas aHrngpoTmnyeckas gucnnasms. lNouck mytaumm B reHe EDA,
M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

57 250

7898S(

Mnepkanuemunyecknin nepuogmyecknin napanuy. lNomnck mytaumim B 9k30Hax
13 1 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13,
24 Gene SCN4A, Mut.)

26 100

7899GJ

Oputpokepatogepmus. MNMonck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

16 850

7900VH

OpuTPOUNTO3 peLieCCHBHbIN (CEMENHAs HacNeaCTBEHHASA MONULNTEMMS).
Mouck YacTtbix myTaumi B reHe VHL, 4. m. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.)

8 700

7901GJ

Oputpokepatogepmus. MNMonck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

18 850

7902PN

HacnencTtBeHHas HemponaTtusi ¢ NOABEPXKEHHOCTBLIO Napanuyy OT cOaBeHus.
Mouck mytaumm B reHe PMP22, m. (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Mut.)

29 250

7903SH

HapyweHusa getepmuHaumm nona. Nouck mytaumi reHa SRY, m. (Disorders
Sex Determination, Gene SRY, Mut.)

12 000

7904G4

HacnencrtBeHHas MOTOPHO-CEHCOpHas HeriponaTtus (bonesHb
LWapko-Mapu-Tyta) Tvn II. Mounck mytaunii B reHe GARS, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene GARS, Mut.)

7905FK

Atakcus Ppugperixa. MNouck myTtaumin B reHe FXN, m. (Friedrich Ataxia, Gene
FXN, Mut.)

35 800

7906FG

MmnoxoHgponna3sus. MNonck yacteix MyTaumn B reHe FGFR3, u. M.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

20 050

7908DI

Metremornobunemusi, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

57 250

7910EL

HenTtponeHus. MNouck mytauun B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

35750

7911PL

Cungpom 3nepca-Aanno, Tun VI. MNMounck yacTtbix myTaumi B reHe PLOD, 4. m.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

17 200

7913F(Q

CwuHgpom AHTnn-bukcnepa. Mouck myTauyun B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

12 000

7914UN

CemenHbIn remocpbaroumTapHbii IMMAgOrncTnounTos. Nonck Mmytaumim B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

128 500

7914UN

CewmeliHbI remodaroumnTapHbii IMMAOrMcTMouunTos. MNMounck YacTbix MyTauum
B reHe UNC13D, 4. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

8 700

79158T]

CemenHbIn remocpbaroumTapHbii IMMAgorncTnounTos. Nonck Mmytaumim B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)

85 650

7916PH

CewmeliHbI remodaroumnTapHbii IMMAOrMcTMouunTos. MNMouck mytauum B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

35750

7917ST

CemenHbIn remocpbaroumTapHbii IMMAQOrncTnounTos. Nonck Mmytaumim B reHe
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

23 850

7918PN

HacnenctBeHHas MOTOPHO-CEHCOpHas HeriponaTtusa (bonesHo
LWapko-Mapu-Tyta) Tvn I. MNonck myTtauun B reHe PMP22, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

29 250

79210N

OunataunoHHas kapguomuonatus (OKMIT). NMouck myTaumin B reHe amepuHa
npw X-cuenneHHon opme, M. (Cardiomyopathy Dilated, X-Linked Gene
Emerine, Mut.)

7922L\M

OvnataunoHHas kapgnomuonatus (OKMIM). Mounck mytaumin B reHe LMNA, m.
(Cardiomyopathy Dilated, Gene LMNA, Mut.)

7923TA

OunataunoHHas kapguomuonatms (OKMIT). Mouck myTtaumin B reHe TAZ, m.
(Cardiomyopathy Dilated, Gene TAZ, Mut.)

7924EY

OvnataunonHas kapgnomuonatus (OKMIM). Mouck mytaumin B reHe EYA4, m.
(Cardiomyopathy Dilated, Gene EYA4, Mut.)




7925TN

OunataunonHas kapguomuonatus (OKMIT). Mouck myTtaunin B reHe TNNTZ2, m.
(Cardiomyopathy Dilated, Gene TNNTZ2, Mut.)

7926FK

OvnataunonHas kapgnomuonatus (OKMI). Mounck mytaumn B reHe FKTN, m.
(Cardiomyopathy Dilated, Gene FKTN, Mut.)

7927BS

HOuctanbHasa motopHasa HenponaTtusa Tun V. MNouck myTtaumin B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

49 900

7928G4

OunctanbHast MoTopHaga Henponatusa Tun V. Mouck myTauun B reHe GARS, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene GARS, Mut.)

7934FK

MbiweyHasa guctpodus, Tmn dykyama. Monck mytaumm B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

85 650

7935

MeiweyvHas auctpodusa Smepu-Aperndyca. NMomck myTauun B reHe amMepuHa
npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked
Gene Emerine, Mut.)

24 850

7936TH

Hannam MULIBRAY. MNouck mytaumii B reHe TRIM37, m.
(Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.)

16 800

7937PN

HacnenctBeHHas MOTOPHO-CEHCOpHas Heriponatus (bonesHo
LWapko-Mapu-TyTa) Tvn |. lNMouck gynnukaumm Ha xpomocome 17 B obnactu
reHa PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Duplication on
Chromosome 17 Gene PMP22, Mut.)

8 700

7938E(

HacnencrBeHHass MOTOPHO-CeHCcopHasi HeriponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun I. Mounck myTtauun B reHe EGR2, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

28 650

7939LIT

HacnenctBeHHas MOTOPHO-CEHCOpHas Heriponatusa (bonesHo
LWapko-Mapu-Tyta) Tvn |. MNonck myTauun B reHe LITAF, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene LITAF, Mut.)

7940P(Q

HacnencrBeHHass MOTOPHO-CeHCOpHasi HeriponaTtus (bonesHb
LWapko-Mapu-Tyta) Tun I. NMounck myTtauun B reHe PO, m. (Charcot-Marie-Tooth
Disease Type 1B, Gene PO, Mut.)

28 650

7941GJ

HacnencrtBeHHas MOTOPHO-CEHCOpHas HeriponaTtusa (bonesHo
LWapko-Mapwu-Tyta) Tvn I. MNouck myTtauun B reHe GJB1, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

16 800

7942PH

HacnencrBeHHass MOTOPHO-CeHCcopHasi HeriponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun I. NMounck myTtauun B reHe PRPS1, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene PRPS1, Mut.)

7943YA

HacnenctBeHHas MOTOPHO-CEHCOpHas HeriponaTtusa (bonesHo
LWapko-Mapu-Tyta) Tvn I. MNouck myTtauuin B reHe YARS, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene YARS, Mut.)

7944MH

HacnencrBeHHass MOTOPHO-CeHCcopHasi HeriponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun Il. NMouck YacTbix myTaumi B reHe MFN2, 4. m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. Mut.)

8 700

7946MF

HacnencrtBeHHas MOTOPHO-CEHCOpHas Heriponatus (bonesHo
LWapko-Mapu-Tyta) Tvn Il. Mounck mytaunii B reHe MFN2, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Mut.)

7947HY

HacnencrBeHHass MOTOPHO-CeHCcopHasi HeriponaTtus (bonesHb
LWapko-Mapu-Tyta) Tun Il. MNMounck myTtauun B reHe HSPB1, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene HSPB1, Freq. Mut.)

7948LM

HacnencrtBeHHas MOTOPHO-CEHCOpHas Heriponatusa (bonesHb
LWapko-Mapu-Tyta) Tvn II. Mounck myTauuin B reHe LMNA, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene LMNA, Mut.)

7949G[

HacnencrBeHHass MOTOPHO-CeHCOpHasi HeriponaTtus (bonesHb
LWapko-Mapu-Tyta) Tun Il. Mounck myTtauun B reHe GDAP, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

42 900

7950NEH

HacnencrtBeHHas MOTOPHO-CEHCOpHas HeriponaTtusa (bonesHb
LWapko-Mapu-Tyta) Tvn Il. Mounck mytauuii B reHe NEFL, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

42 900

7951DN

HacnencrBeHHass MOTOPHO-CeHCOpHasi HeriponaTtus (bonesHb
Wapko-Mapu-Tyta) Tun Il. NMouck myTtaumin B reHe DNM2, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene DNM2, Mut.)

7952PN

HacnencTtBeHHas HemponaTtusi ¢ NOABEPXKEHHOCTBLIO Napanuyy OT cOaBeHus.
Ananus yucna konun reHa PMP22 (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation)

27 750

7953DH

HenpoceHcopHasi HecMHOpoMarnbHasi TyroyxocTb. lNonck YacTton geneunn B
nokyce reHa DFNB1, m. (Deafness Autosomal Recessive 1, Frequent
Deletions Locus Gene DFNB1, Mut.)




7954GJ

HenpoceHcopHasi HecvHapoMarbHas TYroyxocTb. IMouck MyTauuii B reHe
GJB3, m. (Deafness Autosomal Recessive 1, DFNB1A, Gene GJB3, Mut.)

7955G

HenpoceHcopHasa HecnHapoMarbHas Tyroyxoctb. [ouck mytauui B reHe
GJB6, m. (Deafness Autosomal Recessive 1, DFNB1A, Gene GJB6, Mut.)

7957RA

OkynocdpapuHreansHas MbiweyHas guctpodus. MNMomck YacTbIx MyTaumin B
reHe RABPN1, 4. m. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene
RABPN1, Freq. Mut.)

8 700

7958T(Q

OcTeoneTpos peLieccuBHbiv (MpamopHas 6onesHb kocten). [Nonck YacTbix
myTaumn B reHe TCIRG1, u. m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRGH1, Freq. Mut.)

8 700

7959PK

MonukncTo3 Novek peueccuBHbIn. MOMCK MyTauuin B «ropaynx» ydactkax reHa
PKHD1, «rops4.» y4. M. (Polycystic Kidney Disease Autosomal Recessive,
Gene PKHD1, Hot-Point Mut.)

7964F(

CwuHgpom KpysoHa. MNouck myTaumn B ak3oHax 7 n 9 reHa FGFR2, m. (Crouzon
Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

16 800

7965TA

Cungpom HekomnakTHoro nesoro xenyaodka (HMIDK, cungpom HM JDK,
rybuatbin mmokapg). MNMonck mytaumii B reHe TAZ, m. (Left Ventricular
Non-Compaction, LVNC, Gene TAZ, Mut.)

42 900

7968K(

CwuHgpom yanuHeHHoro nHTepeana QT. MNMouck myTtaumii B reHe KCNJ2, m.
(Long QT Syndrome, LQTS, LQT, Gene KCNJ2, Mut.)

7970S(

CwuHapom yanuHeHHoro nHTepsana QT. MNMouck mytaumii B reHe SCN4B, m.
(Long QT Syndrome, LQTS, LQT, Gene SCN4B, Mut.)

79720/

MeiweyvHas auctpodus OroweHHa/bekkepa. Movck geneuvn n gynnukaumn B
reHe gnucTpodumHa

39 300

7973VH

CwuHgpom Xunnensi-finnaay (Lepedpo-peTMHo-BUCLEPanbHbIA aHIMOMaTOo3).
Onpegenenne yncna konui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL,
Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number
Variation Gene VHL, Mut.)

27 750

7976AR

CnuHanbHo-6ynbbapHasa ammotpodusa KeHHeawn. MNonck yacTbix MyTaLmn B
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq.
Mut.)

8 700

797TAT]

CnuHouepebennsipHas aTakcus. Mouck YacTtbix MyTaumii B reHax ATXN1,
ATXN2, ATXN3, 4. M. (Spinocerebellar Ataxia, Genes ATXN1, ATXN2, ATXN3,
Freq. Mut.)

7978PH

CnoHrnocopmMHas aHuedanonaTms ¢ HEMPONCUXMYECKUMI NPOSIBIIEHNAMN.
Mounck mytauun B reHe PRNP, m. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

24 850

7979TR

CnongunoanndusapHas gucnnasuna (C3[). Mownck mytauun B reHe TRAPPC2,
M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

28 650

7980PH

CynepaktnBHocTb dhocchopubosmnnupodocdar cuHTeTasbl. [Nonck myTtaumi B
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity,
PRS Superactivity, Gene PRPS1, Mut.)

49 900

7981BI

X-cuenneHHbI numdonponudepaTMBHbIA CMHAPOM (6onesHb [JyHkaHa,
cuHgpom Myptuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

57 250

7982SH

X-cuenneHHbI numdonponudepaTMBHbIn cMHAPOM (6onesHb [yHkaHa,
cuHgpom MypTuneo). MNouck myTtauun B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

28 650

7983IL7

X-CLEeNMeHHbIN TSXKENbIN KOMOMHUPOBAHHbIN MMMYHoAeduunT. MNonck
mMyTaumi B reHe IL2RG, M. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

28 650

7984VH

CwuHgpom Xunnens-fiuHaay (uepebpo-peTMHo-BUCLepanbHbi aHIMOMaTo3).
Mownck mytauun B reHe VHL, M. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

24 850

7985AL

OpuTpoaepMums BpoXaeHHast MxTnosHas (HebynnesHas). MNonck MmyTauun B
reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene ALOXE3, Mut.)

106 900

7986TG

OpuTpoaepMus BpoxaeHHast uxtmosHas (HebynnesHas). MNovck mytaumn B
reHe TGM1, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.)

71 550

7987LQ

OpuTpoaepMums BpoXaeHHast MxTnosHas (HebynnesHas). MNonck myTauun B
reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene LOX12B, Mut.)

71 550

7989M

'vnep-lgD cuHapom. Nonck MyTauun B «ropaymx» yvactkax reHa MVK,
«ropsa4.» yd. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

16 800




7991CH

MukpodTansm ¢ katapaktoi. lNMonck mytauun B reHe CRYBA4, M.

(Microphthalmia with Cataract, Gene CRYBA4, Mut.) 42 950
7992NT BpoxaeHHas HeYyBCTBMTENBHOCTb K 60mnu ¢ aHruapo3om. [Nonck myTtaumi B

reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene

NTRK1, Mut.) 85 700
7993MY LleHTpoHykneapHas mmuonaTtud. MNMouck mytauuin B reHe MTM1, m.

(Centronuclear Myopathy, CNM, Gene MTM1, Mut.)
79941G|CnuHanbHag ammoTpodua ¢ napanuyom guadparmel. [llonck mytaumin B reHe

IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,

Gene IGHMBP2, Mut.) 106 900
7996AN CnnHanbHasa amuotpodmsa Tunel |, 11, 11, IV. Onpegenenune ymncna Konum reHa

(Spinal Muscular Atrophy, SMA, Type I, II, 1, IV, Copy Number Variation) 27 750
7997S(Hopmokanuemuyeckuii nepnogmyeckmn napanud. Nounck mytawumn B ak3oHe 13

reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A,

Mut.) 12 000
7998FL| NMHeBMOTOpaKC NEPBUYHbINA CMOHTaHHbIN. [Monck myTaumin B reHe FLCN, m.

(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 85 650
7999L M MbiweyvHas auctpodusa Smepu-Apendyca. Momck mytauuin B reHe LMNA, m.

(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 71450

HACJIE[JCTBEHHbIE BEOJIE3HU OBMEHA BELECTB Y HOBOPOXOEHHbIX /
9030 |(CKPUHUHI «[MATOYKA»
7040 ([Yacrtasa mytauus B reHe BD (HegoctatoyHocTb 6GuotnHmagassl) (BD

(Biotinidase Deficiency) Gene, Freq. Mut.) 9300
7041G(YacTasa mytaums B reHe GCDH (rnytaposas aumaypua tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1)) 9 300
7042 |MonHbii aHanuns reHa GCDH (rnytaposas auugypua tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 74 200
7043 |Yactble myTaumm B reHe CBS (romouunctuHypus) (CBS

(Cystathionine-Beta-Synthase) Gene, Freq. Mut. (Homocystinuria))
7044 |YacTble MyTauum (NenuuHo3, 6onesHb «C 3anaxoM KIeHOBOro cMpona Mouny,

reHsl BCKDHA, BCKDHB) (BCKDHA and BCKDHB Genes, Freq. Mut. (Maple

Syrup Urine Disease, MSUD))
7046 |YacTtuyHbin aHanma reHa MUT (MeTunmanoHoBas aungypus) (MUT Gene,

Freq. Mut. (Methylmalonic Aciduria, MMA)) 39 300
7048 |Yactas mytauusa B reHe HADHA (He4oCTaTOMHOCTb ANTMHHOLIENOYEYHOM

3-rugpokcunaumn-KoA-germgporenassl) (HADHA Gene, Freq. Mut. (Long-Chain

3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency)) 9 300
7052 |Yactasa mytaums B reHe ACADM (HegocTaTouHOCTb CpeaHeLeno4ye4Hom

aerngporeHasbl XupHblx kncnotr MCAD) (ACADM Gene, Freq. Mut.

(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency)) 9 300
7055 |lMonHbi aHanns reHa OTC (HeQoOCTaTOYHOCTb OPHUTUMHTPaHcKkapbammnasbl)

(OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency)) 69 700
7056 |Yactble myTauum B reHe FAH (TnposnHemus tun 1) (FAH Gene, Freq. Mut.

(Tyrosinemia, Type 1)) 15 300
7057 [MonHbin aHanus reHa FAH (TuposuHemus tun 1) (FAH Gene (Tyrosinemia,

Type 1)) 91 450
7058 |YacTtuuHbli aHanus reHa ASS (uutpynnuHemus) (ASS Gene, Freq. Mut.

(Citrullinemia)) 17 500
7060 [OnpegeneHve akTMBHOCTM BUOTMHUAA3bI (HEAOCTAaTOYHOCTb BUOTUHMAASBI)

(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency)) 9300
7061 |BOXKX-MC-MC opraHuyeckunx kncnot (cykumHunauetoH) (HPLC-MS/MS

Organic Acids (Succinylate)) 6 700
7062 |lomoreHTnsmMHoBas kmucnota (Homogentisic Acid)
7063 |N-auetunacnaptart (N-Acetylaspartate)
7064 |OpotoBas kucnota (Orotic Acid)
HBO1 |CkpuHuHr HoBopoxaeHHbIX «MATOYKA» (Newborn Screening "HEEL") 10 900
HBO2 |lasoBas xpomartorpadus obpasuoB Mouun (opraHmdeckue aumaypum) (Gas

Chromatography of Urine (Organic Aciduria)) 15150
9031 |(KOMI/IEKCHbIE NMPOIrPAMMbI OBCJIEQOBAHMUMU (Mpogbunu) (Profiles)
1CTC |CteatoCkpuH (SteatoScreen) 10 300
2019 [lNporpamma CKpUHWHra paka wewnku matku — onpeaenexdme OHK BMNY n

uuTOonorMyecKoe nccnegoBaHve cockoba LWenku MaTki U LepBrKanbHOro

KaHana MeTogoM >XUOKOCTHOW LUTONornm 4 250
20M |dPubpoMakc (FibroMax) 26 700




30T |PubpoTecT (FibroTest) 20 550
OBC10{Anneprus Ha nneceHb (Mold Allergy) 4 050
OBC10|Anneprusa Ha pacTteHus (Plant Allergy ) 8 400
OBC10{UccnenosaHne komnnekcHoe «Cekc B 6onbLuom ropoge: 12 nHdpekumii + KBM

(yporeHuTtanbHbIn cockob)» (Comprehensive Study «Sex in City: 12 Infections

(Urogenital Scraping)») 5600
OBC10{locnuTanusaumst B XMpypruyeckuin ctaumoHap: pacluMpeHHoe obcrnegoBaHne

(Hospitalization in Surgical Hospital: Extended Survey) 14 500
OBC10|Mepen aneton: muHumansHoe obcnepgosanue (Survey Before Diet: Minimum ) 3550
OBC10{Mepen aneton: gononHuTensHoe obcnenoBaHue (Survey Before Diet:

Additional ) 11 200
OBC45|AHanun3bl ansa getckoro caga u wkonsl (Testing for Kindergarten and School) 3300
OBC46|ExerogHoe npodunaktnyeckoe obcnegoanue (nocne 40 net) (Annual

Check-Up after 40 Years of Age) 9450
OBC47|0OueHka UMMYHHOrO OTBeTa K AeTckum nHdekumam (Pediatric Infections:

Immune Response) 10 500
OBC48|«Mos 3goposas HaHA» (My Healthy Nurse)

OBC51|lMpodmnakTuka 3abonesaHuii cepgua 1 CoOCyaoB U UX OCITOXKHEHMWI

(Preventing Heart and Blood Vessel Diseases ) 5700
OBC53|JIunngHeii npocuns: pacwmpeHHbin (Lipid Profile: Extended ) 5300
OBC54|NnnugHeii npocunb: ckpunuHr (Lipid Profile: Screening) 1600
OBC55|AHTUdoCchonmMnnaHbin curgpom (APC), nabopaTopHble KpUTEPUA

(Antiphospholipid Syndrome, APS) 6 950
OBC56(06cnenoBaHne neveHn: pacwmpeHHoe (Survey of Liver: Extended ) 6 100
OBC57|06cnenoBaHue nevenn: ckpuHUHT (Survey of Liver: Screening) 1900
OBC59| CKkpUHMHI ayTOMMMYHHOro nopaxeHus neveHun (Autoimmune Liver Disease:

Screening) 12 000
OBC60|0O6cnenoBaHne novek: pacumpeHHoe (Survey of Kidneys: Extended ) 4 250
OBC61|06cnenoBaHue novek: ckpuHuHr (Survey of Kidneys: Screening) 2050
OBC62|OunarHocTurka Lenuakimn: HenepeHocMMocTb Benka 3nakoB (rntoTeHa) (Coeliac

Disease: Gluten Intolerance ) 10 900
OBC63|bonu B cycTaBax: paclwmpeHHoe obcnegosaHue (Joint Pain: Extended Survey) 13 450
OBC64|bonun B cyctaBax: ckpuHuHr (Joint Pain: Screening) 3450
OBC65|KoHTponb avabeta: pacwmpeHHbin (Diabetes Control: Extended) 6 850
OBC66|KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1400
OBC67|Ounabet: aytoummyHHble Mapkepsbl (Diabetes: Autoimmune Markers) 6 850
OBC68|OunarHocTtuka aHemuin (Diagnosis of Anemia) 6 350
OBC70|OHkopwuck xeHckun: Wwenka matkmn (Women's Oncorisk: Cervix ) 4 050
OBC71|OunarHocTtuka octeonopo3sa (Diagnosis of Osteoporosis) 5500
OBC73|Bbuoxnmuns KpoBu: paclumpeHHbii npoduns (Serum Biochemistry: Extended

Profile) 7400
OBC74|Buoxumms kpoBu: MUHMManbHbIM Npodunb (Serum Biochemistry: Minimum) 4700
OBC75|WLntoBnaHas xenesa: pacwmpeHHoe obcnegosaHue (Thyroid Gland:

Extended Survey) 4 050
OBC76|WuntoBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2550
OBC77|lNocnutanusaums B TepaneBTudeckun ctaumoHap (Hospitalization in

Therapeutic Hospital) 7 450
OBC78|locnutanusaums B xmpyprudeckuin ctaumoHap (Hospitalization in Surgical

Hospital) 10 400
OBC79|3n0opoB Tbl — 340pOBa CTpaHa: exerogHoe npodunakTmyeckoe obcrnegoBaHmne

(8o 40 ner) (Healthy You — Healthy Country: Annual Check-Up up to 40 Years

of Age) 7 650
OBC80|>KeHckui ropMoHarbHbI Npothunb: ANCAHYHKUNA SUMHUKOB, HapyLUEHNS

MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,

Menstrual Irregularities) 8100
OBC81|lMpobnembl HeBbIHALLMBAHMSA: ayTOMMMYHHbIN npoduns (Miscarriage:

Autoimmune Profile) 7 950
OBC82|0OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 3450
OBC83|Xouy cTaTtb Mamow: komnnekcHoe obcneagoBaHyue Npy NIAaHNPOBaHMU

6epemeHHocTu (Want to Become a Mother: Pregnancy Planning,

Comprehensive Survey) 16 550
OBC84| TORCH-uHdekumn (TORCH-Infections) 7 050




OBC85

BepemeHHocTb: | TpumecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13

Weeks) ) 16 850
OBC86|bepemeHHocTb: Il TpumecTp (14-28 Hepenu) (Pregnancy: Second Trimester

(14-28 Weeks)) 1750
OBC87|bepemeHHocTb: Il TpumecTp (oT 29-30 Hegenb) (Pregnancy: Third Trimester

(29-30 Weeks) ) 8 200
OBC88|MnaHupoBaHne BepeMeHHOCTU: ANArHOCTUKA YpOreHTanbHbIX MHAEKLMIA

(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 4700
OBC89|3xopoBhLin pebeHok: ans aeten ot 0 go 14 net (Healthy Child: for Children

from 0 to 14 Years) 1300
OBC91|UccnenosaHne komnnekcHoe «Cekc B 6onbLuom ropoge: 6 uHdpekunn (aHanma

kposu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)») 6 850
OBC92|UccnenoBaHne komnnekcHoe «Cekc B 6bonbliom ropoge: 14 nHdekumin +

Ma3ok Ha mukpodriopy» (Comprehensive Study «Sex in City: 14 Infections +

Smear on Floray) 8 600
OBC93|UccnenosaHne komnnekcHoe «Cekc B bonbLuom ropoge: 8 uHdpekunii + masok

Ha mukpocdpriopy» (Comprehensive Study «Sex in City: 8 Infections + Smear

on Floray) 5500
OBC94|Mpobnembl Beca (NepBUYHOE 0OCNenoBaHNE 340POBbS NALMEHTOB C

HapyweHusamu Beca) (Weight Problems: Primary Survey) 6 700
OBC95|VIP-o6cneposaHve ans xexwuH (VIP-Survey for Women) 33 500
OBC96|VIP-o6cnenoBaHune ans myxuumH (VIP-Survey for Men) 31700
OBC97|0P3, OPBU (Hacmopk, Kallenes, 6onb B ropne) (Acute Respiratory Infections,

ARI: Runny Nose, Cough, Sore Throat) 14 400

OBC98|Anneprusa Ha XUBOTHbIX, Nblfb, NreceHb (Allergy to Animals, Dust, Mold) 11 150
OBC99|Anneprus Ha nuweBble NnpodykTbl (Food Allergy) 15700
CIMNOPT|Supersport basoBbin 4700
CIOPT|Supersport OnTumanbHbIN 7 350
CIMNOPT|Supersport MNpoaBuHyTbIN 12 750
®M-P [PubpoMakc (FibroMax) 23 650
®T-P |®dubpoTecT (FibroTest) 18 150
9032 |llpoyue ycnyau
9033 |(YUTOMEHETUYECKUE UCCJIEJOBAHMWA (Cytogenetic Examination)
7811 |UccneposaHue kapuoTuna 11 150
918 MeTaHedpuHbI hpakLMOHMPOBaHHbLIE CBODOAHbLIE, CYTOYHAs Mo4va 2 950
931 ButamuH A B ceiBopoTke (petunHon) (Vitamin A, Retinol, Serum) 3900
932 ButamuH E B cbiBOpoTKe (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol,

Serum) 3900
954CM]AntnTena k NMDA rnytamatHomy peuenTopy, IgG, onpegeneHue B nuksope

(anTn-NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 4 950
BINDR |Bunnpy6uH Henpsimon
MC JlabopaTtopHble uccrnenoBaHUS: 1900
OBC11]BeretapmaHubl 4700
OBC11{lMuTaHne, ucknioyawLLiee KpacHoe MACO 950
OBC114{BbenkoBas gneta 4 500
OBC11{Kpacota 3gopoBou koxu (Healthy skin beauty) 4 250
OBC11{CunbHble BoOnockl, kpenkue HortTn, 6apxatHas koxa (Strong hair and nails,

velvet skin) 6 700
OBC12(IMOAAIPA 1900
OBC12[MOArOTOBKA K BEPEMEHHOCTW: BA30BbIN 18 700
OBC12|NMOoAroToBKA K BEPEMEHHOCTW: OLUEHKA BUTAMUHHOIO CTATYCA 6 550
OBC12{MOArOTOBKA K BEPEMEHHOCTW: CKPbITbIN AE®ULNT XENESA 2800
OBC12{OueHka MeTabonuama KOCTHOW TKaHW U pucka OCTeonopo3a: pacLuMpeHHoe

obcnepoaHue (Metabolic bone and osteoporosis risk evaluation:

comprehensive examination) 6 200
OBC12{PeBmatoungHbint aptput (Rheumatoid arthritis) 2200
OBC12|NlunugHeii npocunb: pacwumpeHHbii He HaTowak (Lipid Profile: Extended ) 4 850
OBC12{IlnnuaHeii npodunb: cKpUHUHT He HaTowak (Lipid Profile: Screening) 1400
OBC12{Mpodune BeraHbl « MUHUMAnNBHBLIA» 12 900
OBC13{lMpodunb BeraHbl «basoBbIny 15 500
OBC13|lMpodune BeraHbl «PaclumpeHHbIn» 26 700
OBC13{MaHenb MNepBrYHbLI MMenodndpo3 28 950




OBC13{lMaHenb KpynHokneTovHasa numdoma 40 250
OBC13{Maxenk llumgoma 13 KNETOK MaHTUHON 30HbI 40 250
OBC13({MaHenb Jlnmdoma bepknta 40 250
OBC13|Maxene MMNep303MHOMUIbHBIN CUHAPOM 54 850
OBC13{MaHenb ®onnukynapHasa numdoma 40 250
OBC13{MaHenb MANT-numdoma 54 850
OBC14{MaHenb AcceHumanbHas TpoMmboLmTeEMUS 29 000
OBC14|MaHenb NcTuHHaA nonuumMtemus 30900
OBC14]MaHenb OuddpysHas B-kpynHokneTovHas numdoma 40 250
OBC14{Manene XpoHuyeckuin muenonenkos (Panel Chronic myelogenous leukemia,
CML) 19 950
OBC144Manenb OcTpble NMMdobNacTHbIE NENKo3bl 18 600
OBC15{Bbuoxnmuns kposu: 6a3oBbIV Npournb 2 300
OBC15]ExxerogHas npodunakTunka 1400
OBC64|«bonu B cyctasax: ckpuHuHr (Arthralgia: screening tests)» 8200
CIKA1|NabopaTtopHas anarHocTuka runepangporeHeMmnm 4 900
ClKA2|OueHka ropMoHansHOro cratyca npy HapyLLeHU MEHCTPpyanbHOro Limkna 3 300
9500 |lreHemuyeckue uccnedoeaHusi
9502 |Medukan NeHoMukc
OlNPELEJIEHUE BNOJIOTMYECKOIO POCTBA B CEMbE: OTLUOBCTBA U
9029 |MATEPUHCTBA
BP/00I| JononHuTenbHbIN y4acTHUK uccnegoBaHus (pebeHok unm matb unm orel)
(Additional research participant (child or mother or father)) 9 300
BP2/20|YcTaHoBneHne Gronornyeckoro poacTea Afis O4HOro U3 poauTenen npu
otcytcTBum apyroro (2 yen.) (Establishment of Biological Relationship for One
Parent in Absence of Another (2 Persons)) 26 250
BP2/5 |CpouHoe ycTaHoBneHne 61onornyeckoro poacTea Ansd 0gHoro u3 pogutenen
npu otcyTcTBUKM apyroro (2 ven.) (Urgent Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons)) 61 700
BP3/20|YcTaHoBneHne Gronornvyeckoro poacTea Afis O4HOro U3 poauTenen npu
6eccnopHom poacTee gpyroro (3 ven.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons)) 29 450
BP3/5 |CpouHoe ycTaHoBneHne 61onornyeckoro poacTea Ansd OgHoro U3 pogutenen
npu 6eccnopHom poacTee apyroro (3 yen.) (Urgent Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons)) 61 700
9502/1 |HUNT
C-1.1 |Onpegenexve nona nnoga 97% 10 500
C-1.2 |Onpegenexue nona nnoga akcnepTHbI 99% 12 600
C-2 OMNPEOENEHME PE3YC-OAKTOPA MNJIOOA no kpoBu matepw, npu AoCTaBke
KpoBu B nabopatopuio B TeueHne 48 yacos, ncnonb3yerca npobupka CPDA, 9
MIT 10 100
C-2.2 |OMNPEQOENEHUNE PE3YC-®AKTOPA MJTIOOA no kposu matepu, Npu OCTaBke
KpoBW B nnabopaTtoputo B Te4eHne 7 gHewn 13100
C-3 HEWHBA3VBHbIV MPEHATANbHBIV TECT LifeCodexx Ha onpeaeneHve
Hannumsa y nnoga Tpmucomun no 21 xpomocome (cuHapom [ayHa) + BpemeNHO Ho
onpegenexHune nona 29 600 npeaocTaBnsiem
C-4 HEWHBA3VBHbIV MPEHATAINBbHBLIV TECT LifeCodexx Ha onpeaenervie
Hanuunsa y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl [layHa,
Matay, OaBapaca), + onpegeneHue nona (Ans ABynogHon 6epeMeHHOCTH) 49 100 anZ?;f::fg';i.
C-5 HEWHBA3VBHbIV MPEHATANBbHBLIN TECT LifeCodexx Ha onpeaeneHve
Hanunuua y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHapomsl [dayHa,
Matay, OaBapAca)+ YMCnoBble HapyLLEeHWS NOMOBbIX XPOMOCOM U apemenHo He
onpepenexHne nomna 49 100 npegocTasnsiem
C-7 HEWMHBA3WBHbIN NPEHATATBHbLIN TECT VERACITY Ha onpeaeneHue
Hanuuns y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl [layHa,
Matay, OaBapaca) 34 700 anZZ“;f::,fg';i.
C-7.1 |HEMHBASWMBHbIN MPEHATATBHbLIV TECT VERACITY Ha onpeaeneHue
Hanunuua y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHapomsl [JayHa, apemenHo He
Matay, 3aBapaca) + onpegenexHve nona 34 700

npegocrasnsaem




C-7.2

HEWMHBA3WBHbIN NPEHATATBHbLIN TECT VERACITY Ha onpeaeneHue
Hanuuns y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl [layHa,
Matay, SaBapaca) + aHeynnovManm NonoBbIX XpoMocoM X, Y + onpegenexHue
nona

42 000

BPEMEHHO He
npefocTaBnsem

C-7.3

HEWHBA3VBHbIV MPEHATANBbHBLIN TECT VERACITY Ha onpenenexve
Hannuug y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHapomsbl [JayHa,
Matay, 3gBapAaca) + MuKkpogeneumm (NoTepm y4acTKOB XpOMOCOM) +
aHeynnonanm NonoBbIX XpOMOCcoM X, Y + onpegeneHune nomna

45 200

BPEMEHHO He
npegocrasnsem

C-74

HEWHBA3VBHbIV MPEHATAJBHBLIV TECT VERAgene Ha onpeaeneHune
Hanuuns y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl [layHa,
MaTay, 3aBapaca) + MOHoOreHHble 3aboneBaHust + Mukpogeneuun (notepm
y4aCTKOB XPOMOCOM) + aHeynnonanm nonoBbIX XpoMocom X, Y +
onpegeneHve nona

64 100

BPEMEHHO He
npefocTaBnsem

C-8

HEWHBA3VBHbIV MPEHATATNBbHBLIVA TECT MGIEASY 1 Ha onpeaeneHue
Hanunuua y nnoga Tpucomum no 21 xpomocome (cuHapom [ayHa) +
onpefeneHve nona

23 600

C-8.1

HEWMHBA3WBHbIN NMPEHATANBHLIN TECT MGIEASY 2 Ha onpeaeneHue
Hanuunsa y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl [layHa,
Matay, OaBapaca) + onpegenexHue nona

29 400

C-8.2

HEWHBA3VBHbIV MPEHATATNBbHBLIVA TECT MGIEASY 3 Ha onpeaeneHue
Hanunuua y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHapomsbl [dayHa,
Matay, SaBapaca) +aHeynnovaum (CuHgpom TepHepa, CUMHOPOM
KnanHdenstepa, Tpucomusa X, Cungpom Akobea, CuHgpom XXYY) +
onpegeneHve nona

34 700

C-8.3

HEWMHBA3WBHbIN NMPEHATANBHLIN TECT MGIEASY 4 Ha onpeaeneHue
Hanuunsa y nnoga Tpucomum no 22, 21, 18, 16, 13 n 9 xpomocome +
aHeynnongum (Cungpom TepHepa, cuHgpom KnanHdensrepa, Tpucomus X,
CwuHapom Akobeca, CuHgpom XXYY) + onpegeneHue nona

41 000

C-8.4

HEWHBA3VBHbIV MPEHATANBHBLIA TECT MGIEASY 5 Ha BCe XpOMOCOMBI,
Bkrntovas aHeynnoungum (CuHgpom TepHepa, cuHapom KnarHdenstepa,
Tpucomusa X, Cungpom Axkobeca, Cungpom XXYY) + onpegenexHve nona

46 200

9502/2

rnrr

P-1

MpeumnnaHTaunoHHOE reHeTMYeckoe TeCTUPOBaHUE Ha aHeynnovamm
metogom NGS (ons naumMeHTOB C HOpMarbHbIM KAPUOTUMOM KPOBU) NOKPbITUE
1 MIH

39 200

P-1.1

MperMnnaHTauMoHHOE reHEeTUYECKOE TECTUPOBaHNE CTPYKTYPHON
XpOMOCOMHoW nepectporkn metogom NGS (ana naumeHToB co
cbanaHcupoBaHHbIMU XPOMOCOMHBIMW NEPECTPONKAMM) NOKPbITUE 1 MITH.

39 200

P-10

MNonHoe CeKBeHnpoBaHMne 3Kk3aoma

83 100

P-11

CekBeHupoBaHue no CaHrepy (1 mytauus)

24 900

P-12

CekseHupoaHue no CaHrepy (2 myTauum)

32 700

P-13

CekBeHupoBaHume no CaHrepy (3 myTaumm)

42 200

MonHoreHomHas amnnudpmkauuna AHK obpasua 6uonormyeckoro marepuana

19 000

MccnenoBaHne MONeEKynsipHOro kKapuoTuna MaTepuana Hepa3BuBatoLLENCs
6epemeHHocTn meTogom NGS

23 700

MI'T pesyc pakTopa ambpuroHa, 3a 1 aMOp1oH

23 200

MoaroToBUTENbHbIN 3Tan - AOMNOMHUTENBHBIN y4acCTHUK

14 900

Onpepnenenne nnongHocTn ambprnoHa metogom STR-npocunuposaHus, 1
amMbproH

11 600

MoaroToBUTENbHLIN 3Tan (AUarHo3 yCTaHOBMEH, FeHOTUN U3BECTEH):
pa3paboTka MHAUBWUAYaNbHOWM TeCT-CUCTEMbI (3aKa3 MapKkepoB, aHanm3
MHDOPMATMBHOCTM ANsl CEMbM, UCCIefoBaHue MyTauuid 3abornesaHns) ogHo
3aboneBaHVe B CEMbe

83 100

P-7,1

[MogroToBMTENbHbLIN 3Tan (AMarHo3 YCTaHOBIEH, FEHOTUM U3BECTEH):
paspaboTka nHaAMBUAYyanbHOM TeCT-CUCTEMbI (3aKa3 MapKepoB, aHanm3
NMHOPMATMBHOCTM ANS CeMbW, UCCNeAOBaHMe MyTauun 3abonesaHnsi) ABa
3aborneBaHnst B cEMbe

90 800

P-7,3

MrT-M MoHOreHHoro cemeiiHoro 3aboneBaHus (4ONOSIHUTENBHOE
nccnegoBaHme Ha aHeynougmm no xpomocomam 13,18,21,X,Y, metogom Ko
MupP), 1 ambpuroH

23 700

P-8

MrT-M ctatyc moHoreHHoro 3abonesaHus, 1 aMBpHOH

21400

P-9

KomnnekcHoe uccnepoanue MNIT-M u MIFT-A, 1 amM6puoH

48 700

9502/3

Kapbep ckpuHuHe




Wccneposanune Hocutenbctea CMA (MLPA) OnpegeneHne konmyectsa KONun
3k30HOB 7 1 8 reHoB SMN1 1 SMN2, 0TBETCTBEHHbIX 3a CMUHANBHYIO
MblweyHyto atpocuto (CMA)

14 200

KAPBbEP CKPUHWHI (CKPYHUHI HAa HOCUTENbLCTBO rEHETUYECKNX
3abonesaHun), 1 yenosek

44 600

C-91

KAPBEP CKPUHWHI" (CKPUHWHT Ha HOCUTENbLCTBO FrEHETUYECKMX
3aboneBaHuit), 2 YenoBeka

89 000

C-9.2

Kapbep-CKpUHUHT Ha HOCUTENbLCTBO Hanbonee pacnpoCTPaHEHHbIX
MOHOreHHbIX 3aboneBaHunn "Ctangapt”

30 500

C-9.3

Kapbep-CKpUHMHI Ha HOCUTENbLCTBO Hanbornee pacnpocTpaHeHHbIX
MOHOreHHbIX 3aboneBaHun "CtaHgapt2"

59 900

C-94

Kapbep-CKpUHMHI Ha HOCUTENbLCTBO MOHOreHHbIX 3abonesaHun "Ontuma" 110
reHoB. [lononHutensHo: CMA, MbiweyHas guctpodusa OioweHHa/bekkepa:
MOMWCK KPYMHbIX Aeneuun n gynnukauun B reHe DMD (Tonbko xeH.), Jlomkas
X-xpomocoma (Y KEeHLUWH)

66 700

C-9.5

Kapbep-CKpUHMHI Ha HOCUMTENLCTBO MOHOMEHHbIX 3aboneBanuii "OnTuma2"110
reHoB, B Tom uncne: CMA,

MbliweyHasa guctpodusa [droweHHa/bekkepa: MOMCK KPYNHbIX Aeneuun u
aynnukaumin B reHe DMD (Tonbko xeH.), Jlomkasa X-xpomocoma (Y KeHLLMH)

123 400

C-9.6

Kapbep-CKpUHMHI Ha HOCMTENbLCTBO MOHOMEHHbIX 3abonesaHui "Mpemuym"
4614 reHoB. flononHutensHo: CMA, MbliweyHas guctpodus
OioweHHa/bekkepa: NOUCK KPYMHbIX Aeneuni n gynnukaumi B reHe DMD
(Tonbko xeH.), Nlomkas X-xpomocoma (Y >KEHLLWH)

84 000

C-9.7

Kapbep-CKpUHMHI Ha HOCUMTENLCTBO MOHOMEHHbIX 3aboneBanui "Mpemuym2"
4614 reHos. JononHutensHo: CMA, MblweyvHasa guctpodus
[ioweHHa/bekkepa: NOMCK KPYNHbIX Aeneunn n gynnukaumi B reHe DMD
(Tonbko XeH.), Jlomkas X-xpoMocoma (Y >KEHLLMH)

155 900

999999

Hon 6oHyc HanpasuTens

CornacoBaHo
[maBHbIN Bpa4




