MpenckypaHT ycnyr

OCHOBHOW
Koa CTommocTb
Kog HMY HanmeHoBaHue ycnyru ycnyrm [MpnmevaHve
ycnyru (RUB)

01 Amb6ynamopHasl 2uHekonoaus
01/1 KoHcynbmayuu 2uHekosio2a
01/1/3 3aoyHbie KOHCynbmayuu
010202 |[B01.001.001.13 |Mpwuem (oCcMOTP, KOHCYNbTaLMS) Bpada-akyLlepa-ruHekonora nepBuYHbIN

3a04Has KOHCynbTauus 3 300
010245 |B01.001.001.029 |Mpuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHEKOnora NepBUYHbI

3ao4yHas KoHCynbTaumsi, cneumanmncT nNo Ta3oBbiM AUCHYHKUNSAM 3300
010203 |B01.001.002.13 |Mpwuem (oCcMOTP, KOHCYNbTaLMs) Bpada-akyLlepa-rmHeKkosiora NoBTOPHbIN

3a04Has KOHcynbTauus 3 300
010246 |B01.001.002.022 |Mpuem (OCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHEKONora NoBTOPHbLIN

3ao4yHas KoHCynbTaumsi, cneumanmncT no Ta3oBbIM AUCHYHKUNSM 3300
010271 |B01.001.001.043 |Mpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora nepBuYHas

3ao4Has KoHCynbTaumsi, OETCKUA TMHEKOSor 3300
010272 |B01.001.002.037 |Mpwuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora noBTopHas

3ao4Has KoOHCynbTaumsi, OETCKUA TMHEKOSor 3300
220115 |B01.001.001.31 |MNpwem (ocMOTp, KOHCYNbTaLMSA) -aKyLuepa-rMHeKonora NnepBUYHbIN

OHKOMMHEKONOr, 4.M.H./[MaBHbIN cneumManucT/pykoBoanTeNb OTAeNeHus,

3a04Has KOHCynbTauus 7 700
220116 |(B01.001.002.30 ([Mpuem (OCMOTpP, KOHCYNbTaLUWS) -aKyLlepa-rMHeKkonora nepBUYHbIN

OHKOrMHEKONOr, A4.M.H./MMaBHbIN creumManucT/pykoBoanTeNb OTAENeHNs,

3a04Has KOHCynbTauus 7 700
01/1/2 MueHue epaya
100811 |B01.001.001.007 [Mpuem (0CMOTP, KOHCYNbTaLWSA) -aKkyLlepa-rmHeKkosiora nepemuYHas

MHeHue Bpaya akyLuepa-rmHekonora 3360
100812 |B01.001.002.003 |Mpuem (0CMOTP, KOHCYNbTaLUWA) -aKkyLlepa-rmHekosiora NoBTopHas

MHeHue Bpaya akyLuepa-rmHekonora 3360
100813 |B01.001.001.008 [Mpuem (ocMOTp, KOHCYNbTaLWSA) -aKkyLlepa-rmHeKkosiora nepemuyHas

MHeHue Bpaya akyliepa-rmHekorsiora, BegyLuero cneymanmcra 4080
100814 |B01.001.002.004 |Mpuem (0CMOTP, KOHCYNbTaLWA) -aKkyLlepa-rmHeKkosiora NoBTopHas

MHeHue Bpaya akyluepa-rmHeKkorsiora, BegyLuero cneymanvcra 4080
100825 |B01.001.001.009 [Mpuem (ocMOTP, KOHCYNbTaLWSA) -aKyLlepa-rmHeKkosiora nepemuyHas

MHeHue Bpaya akyLuepa-rmHeKkorsiora, raBHOro cneynanicra 4 400
100826 |B01.001.002.005 |Mpuem (ocMOTp, KOHCYNbTaLWA) -aKkyLlepa-rmHekosiora NoBTopHas

MHeHue Bpaya akyLuepa-rmHeKkorsiora, raBHOro cneynanvicra 4 400
010243 |B01.001.001.028 |Mpnem (oCcMOTP, KOHCYNbTaLMA) -aKyLuepa-rMHeKonora NnepBUYHbIN

MHeHune Bpaya akyluepa-rmHekonora, cneumanucta no TasoBbiM AUCHYHKLUSAM 3360
010244 |B01.001.002.021 |lMpwem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora noBTOPHbIN

MHeHune Bpaya akyluepa-rmHekonora, cneumanucta no TasoBbiM AUCHYHKLUSAM 3360
010253 (B01.001.001.033 [lMpuem (OCMOTpP, KOHCYNbTaLUWs) -aKyLlepa-rMHeKkonora nepBUYHbIN

MHeHune Bpava akyluepa-ruHekonora, cneuymanvcra no TasosbiM

ONCYHKUMAM, O.M.H./IMaBHbIN cneunannct/pykoBogutenb oTaeneHuns 5280
010254 |B01.001.002.026 |lNpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora NoBTOPHbIN

MHeHune Bpaya akyluepa-ruHekonora, cneuvanvcra no TasosbiM

ANcYHKUMAM, 4.M.H./rNaBHbIA cneunanmcT/pykoBoguTens OTAeneHns 4 400
010251 (B01.001.001.032 ([Mpurem (OCMOTpP, KOHCYNbTaLUWS) -aKkyLlepa-rMHeKkonora nepBUYHbIN

MHeHune Bpava akyLuepa-ruHekonora, cneuymanicra no TasosbiM

ONCYHKUMAM, K.M.H./OoueHT/BegyLwmin cneunanmct 4 080
010252 |B01.001.002.025 |lNpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora noBTOPHbIN

MHeHune Bpaya akyluepa-ruHekonora, cneuvanvcra no TasosbiM

ONCYHKUMAM, K.M.H./OOLEHT/BeayLmnii cneunanmct 4080
010277 |B01.001.001.047 |Mpnem (oCMOTP, KOHCYNbTaLMSA) -aKyLuepa-rMHeKonora nepBuYHas

MHeHue geTckoro ruHekosiora 3360
010281 |[B01.001.001.049 [lMpuem (OCMOTpP, KOHCYNbTaLMS) -aKyLlepa-rmHeKkonora nepBuyHas

MHeHune getckoro ruHekonora, A4.M.H./rmaBHbI cneunanucT/pykoBoanTens

oTaeneHns 4 400
010279 |B01.001.001.048 |Mpuem (ocMOTp, KOHCYNbTaLMSI) -aKyLuepa-rMHeKonora nepBuyHas

MHeHue geTckoro ruHekonora, K.M.H./goueHT/BeayLimn cneumanuct 4080
010278 |B01.001.002.041 |Mpwuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHEKonora NnoBTopHas

MHeHne oeTckoro rmHekornora 3360
010282 |B01.001.002.043 |Mpwem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKkonora noBTopHas

MHeHune geTckoro ruHekonora, 4.M.H./rmaBHbI crneunanucT/pykoBognTens

oTaeneHus 4 400
010280 |B01.001.002.042 |lMpwem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKkonora noBTopHas

MHeHuMe aeTckoro ruHekonora, K.M.H./goueHT/BegyLmin cneumnanuet 4080




01/1/1

O4yHble KOHCy/nbmayuu

010101 |(B01.001.001 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-akyLlepa-rmHeKkonora nepBuUYHbIN 4200
010105 (B01.001.001.4 [Mprem (ocMOTp, KOHCYNbTaLUWS) Bpaya-aKyLlepa-rMHeKkonora nepBuYHbIn

0.M.H./rmaBHbIV cneunanuct/pykoBoamTenb OTAENeHNst 5500
010103 (B01.001.001.3 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-akyLlepa-rmHeKkonora nepBuYHbIn

K.M.H./goueHT/BegyLumi cneumanmct 5100
010241 |B01.001.001.027 |Mpuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHEKOnora NnepBUYHbIN

Cneumanuct no TasoBbIM ANCHYHKLNAM 4 200
010249 |B01.001.001.031 |Mpnem (ocMOTp, KOHCYNbTaLMA) -aKyLuepa-rMHeKonora NnepBUYHbIN

CneuuanucT no Ta3oBbIM ANCHYHKUUAM, O.M.H./IMaBHbIA

cneumanucT/pykoBogmTesnb OTAeNneHns 6 600
010247 |B01.001.001.030 |Mpwnem (ocmOTp, KOHCYNbTaLMA) -aKyLuepa-rMHeKonora NepBUYHbIN

Cneunanuct no Ta3oBbliM ANCHYHKUMAM, K.M.H./OOLEHT/BEAYLLMIA cCneumnanuct 5100
010102 |B01.001.002 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpada-akyLuepa-rmHeKkonora noBTOPHbIN 4200
010106 (B01.001.002.4 [Mprem (0CMOTp, KOHCYNbTaLUWs) Bpaya-akyLuepa-rmHeKkonora noBTOPHbIN

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENEeHNst 5500
010104 (B01.001.002.3 [Mprem (0CcMOTp, KOHCYNbTaLUWs) Bpaya-akyLuepa-rmHeKkonora noBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 5100
010242 |B01.001.002.020 |Mpwem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHEKONora NoBTOPHbLIN

Cneumanuct no TasoBbIM ANCHYHKLNAM 4 200
010250 |B01.001.002.024 |lMNpwem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora NnoBTOPHbIN

CneuuanucT no Ta3oBbIM ANCHYHKUUAM, O.M.H./IMaBHbIA

cneumanucT/pykoBoamTernb OTAeNneHns 5500
010248 |B01.001.002.023 |lNpuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKkonora noBTOPHbIN

Cneunanuct no Ta3oBbliM ANCHYHKUMAM, K.M.H./OOLEHT/BEeAyLLMIA cCneumnanuct 5100
0101011{MBB KoHcynbTauusi Bpada akyluepa-ruHekornora 4200
010265 |B01.001.001.040 |Mpwnem (ocMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora nepBuYHas

[eTcknii rmHekonor 4 200
010269 |B01.001.001.042 |Mpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora nepBuYHas

[eTckunii rmHeKkonor, 4.M.H./rmaBHbIA cneunanucT/pyKoBoaUTENb OTAENEeHNs 5500
010267 |B01.001.001.041 |Mpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora nepBuYHas

[eTckunii rMHeKonor, K.M.H./goueHT/BedyLwmi cneumanmct 5100
010266 |B01.001.002.034 |Mpwem (OCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKonora noBTopHas

[eTcknii rmHekonor 4 200
010270 |B01.001.002.036 |Mpuem (oCcMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeEKonora noBTopHas

[eTckunii rMHeKonor, 4.M.H./rmaBHbIA cneunanucT/pyKoBoaMTENb OTAENEHNs 5500
010268 |B01.001.002.035 |lMpuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeEKonora noBTopHas

[eTckunii rMHeKonor, K.M.H./goueHT/BedyLwmi cneumanmct 5100
010135 |[B01.001.002.2 [Mprem (0CMOTp, KOHCYNbTaLUMs) Bpada NOBTOPHbLIV

KpaTkas 2800
010222 |B01.001.001.001 |Mpnem (ocMOTp, KOHCYNbTaLMA) -aKyLuepa-rMHeKonora nepBuYHas

MpenBapuTenbHas KOHCYNbTaLUs akyllepa-rmHekorora no BEAeHU0

6epemeHHoCTH
010223 |(B01.001.001.002 [lMpuem (OCMOTpP, KOHCYNbTaLMS) -aKyLlepa-rmHeKkonora nepBuyHas

MpenBapuTenbHas KOHCYNbTaLUs akyllepa-rmHekornora no BEAeHU0

GepeMeHHOCTU, K.M.H./OOUEHT/BEQYLLMIA cneunanucTt
010224 |B01.001.001.003 |Mpnem (ocMOTp, KOHCYNbTaLMSA) -aKyLuepa-rMHeKonora nepBuYHas

MpenBapuTenbHas KOHCYNbTaLUs akyllepa-rmHekorora no BeAeHU0

6epemMeHHOCTU, A.M.H./TMaBHbIA CNeunanucT/pyKkoBoanTenb OTAENeHns
01/2 Manunynsiyuu
010146 |[A03.20.004 BarunHockonus 2600
010161 [A11.20.041 BBeaeHve akyLiepckoro pasrpyxatoLLero noaaepKmeatroLwero konbua

(neccapus) 2000
010143 |A11.20.014 BBegeHve BHyTpUMaTo4HOM cnupanu 6 400
010159 [A11.01.012 BBegeHne UCKyCCTBEHHbIX UMMNIAHTATOB B MATKME TKaHW 4 900
010139 |[A03.20.005 BynbBockonus 2200
010137 |A11.20.005 MonyyeHne BnaranuwHoOro Maska 600
010151 |A11.20.002 [MonyyeHne uepBMKanbLHOroO Maska 600
010162 |A05.30.001 KapawnoTtokorpadumsa nnoga 2900
010163 |A05.30.001.1 KapawnoTtokorpadumsa nnoga

[BOVHSA 3300
010138 |A03.20.001 Konbnockonus 3900
010147 |A11.20.003 Buoncus TkaHe maTku 4600
010171 |A11.20.006 Broncus oTBepcTusi 6apTonMHOBON Xenesbl (nocTaHoBKa word-katepepa) 24 300
010182 |[A11.20.014.2 BBegeHve BHyTpUMaTo4HOW cnupanu

KannnHa 20 800
010144 |A11.20.0141 MprMeHeHne BHYTpUMaTOYHOM cuctembl MupeHa 26 200
010175 |A11.01.002.001 |[MopkoxHOe BBEOEHME NEKAPCTBEHHbLIX NpenapaToB

MmnnaHoH 17 800
010212 |A25.20.004 .1 HasHayeHue nekapcTBeHHbIX NpenapaToB npu 6epeMeHHOCTH

MwusonpocTon 2000




010168 |[A25.20.004 HasHayeHue nekapcTBEHHbIX NpenapaToB nNpu 6epeMeHHOCTM

MwudenpuctoH/MusonpocTton 7 200
010158 |A11.20.011.002.1 |Broncus Wwenkn MaTku pagnoBOSIHOBas KOHYCOBUAHaS

2 KaTeropusi CroXxHocTu 17 300
010157 |A11.20.011.002 |Buvoncus Wenkn MaTkn pagnoBOSIHOBas KOHYCOBMAHaS

1 kaTeropms CNoXHoOCTU 17 300
010153 |[A16.20.036.003 [PagnoBonHoBasi Tepanusi LUENKN MaTKn 7 500
010155 |[A11.20.011.001.1 [Buoncus Wwenkn maTkn pagmoBoSIHOBast

1 kaTeropms CrnoXxHocTu 7 500
010156 |[A11.20.011.001.2 [Buoncus Wenkn MaTkn pagmoBoSiHOBast

2 KaTeropusi CroXXHocTu 13 800
010185 |A16.01.017.001.13YnaneHne nobpokavyecTBEHHbIX HOBOOBPA30BaHMI KOXM METOAOM

3MeKTpoKoarynaummn

rmHekonorus, 1 anemeHT 3400
010140 |[A16.01.017.001.1 |YganeHue gobpokayecTBEHHbIX HOBOOOPA30BaHUA KOXWN METOLOM

anekTpokoarynaumm

rMHeKonorus, 2-5 anemMeHToB BKNIOYUTENBHO 5800
010141 |A16.01.017.001.2 |YoaneHue obpokavyecTBEHHbIX HOBOOBPA30BaHMIM KOXM METOLAOM

3MEeKTpoKoarynaumm

rMHekonorus, 6onee 5 anemeHToB 11 500
100164 |A16.30.069 CHATME nocneonepaLmnoHHbIX LWBOB (nuraTyp) 2 500
010148 |[A01.20.002 BusyanbHbIi OCMOTP HapYXHbIX MOMOBbLIX OPraHoB

TECT Ha noATeKaHne OKONMonmoAHbIX BO, 1400
010145 |A11.20.015 YaaneHue BHyTPMMaTOYHOWM cnvpanm 1900
010177 |[A16.20.059 YaaneHue MHOPOQHOro Tena m3 Brnaranvuia 2 500
010160 [A16.30.026 YpaneHne NnogkoXXHOro MMNnaHTaTa 3400
010142 |[A16.20.084 YaaneHue nonvna XXeHCKMX NonoBbIX OpraHoB 4 800
010149 |A01.20.002.1 BusyanbHbIi OCMOTP HapYXHbIX MOMOBbLIX OPraHoB

TECT AN ANarHoCTUKN NpexaeBpeMEHHbIX poaoB 2900
010150 |[A03.20.003.002 ([KoHTpacTHas axormcrepocanbnmHrockonus 7 800
01/3 lpozpammbl sedeHuss 6epemeHHocmu
010192 |A25.20.006.7 HasHayeHue neyebHO-0300POBUTENBHOMO peXxnMa npn 6epeMeHHOCTH

[lononHutenbHas KOHCynbTaLusi Bpaya-crneumanucta B pamkax nporpamMmmbl

BB 2300
01/4 lpozpamMMbI u akyuu
0101781 AKLIMA KapaunoTokorpadusi (MHoronnogHas 6epeMeHHOCTb) MUHYC 25%
0101791 AKLINA KapaunoTokorpadust MuHyc 25%.
990004 AKUWMA Y3U Ha npueme y akyLuepa-ruHekonora
A010406 KomnnekcHbI Yekan "lNpodunaktuka paka Lenkn maTkm" 9100
010410 MHekonoruyecknin Yyekan 17 500
A011110 Komnnekc ons >keHwmH co ckngkon 25% (akums) 3975
010401 Mporpamma "YKeHckoe 3nopoBbe (6a3oBbin) ¢ Y3 MX" 11 200
010402 Mporpamma "»KeHckoe 3goposbe (6a308Bbin) ¢ Y3 OMT" 12 500
010403 [Mporpamma "KeHckoe 300poBbe (paclumpeHHasn)" 22 300
010404 Mporpamma "MogrotoBka k 6GepemeHHoCTH" 18 650
010409 MpodmnakTuka paka Wenkn MaTku 10 100
010407 Yekan nocnepogosbivi (LITE) 7 300
010408 Yekan nocnepogosbIvi (C aHanm3amu) 11 900
03 Am6ynamopHasi ypono2ausi, aHOposo2usi
03/1 KoHcynbmayuu yponoza
03/1/3 3ao4yHbie KOHCyIbmayuu
030316 |B01.053.001.011 |"Mpuem (oCMOTp, KOHCYMbTaUus) Bpaya-yporiora nepBuYHbI

K.M.H./0OUeHT/BegyLLmMi cneumanncT, 3a04Has KoHcynsraums” 4 400
030314 |B01.053.001.007 |Mpuem (oCcMOTP, KOHCYNbTaUMs) yponora- NepBUYHbIN

3a04Has KOHCynbTauus 3000
030315 |B01.053.002.010 |Mpwnem (ocMOTp, KOHCYNbTaLUMS) yponora- NOBTOPHbIN

3a04Has KOHCynbTauus 3000
03/1/2 MHeHue epaya
100845 |B01.053.001.001 |Mpuem (0CMOTP, KOHCYNbLTaLUWs) -yporiora NepBUYHbIN

MHeHune Bpava-ypornora 2700
100846 |B01.053.002.004 |Mpuem (OCMOTP, KOHCYMbTaLWSA) -yponora NoBTOPHbLIN

MHeHune Bpava-ypornora 2700
100847 |B01.053.001.016 |Mpuem (0CMOTp, KOHCYNbTaLUWs) -yporiora NepBUYHbIN

MHeHue Bpaya-yponora, BegyLiero cneumanucra 4 400
100848 |B01.053.002.005 |Mpuem (0CMOTP, KOHCYMbTaLWMSA) -yponora NoBTOPHbLIN

MHeHue Bpaya-yponora, BegyLiero cneumanucra 3520
03/1/1 OyHble KOHCynbmayuu
030117 |B01.027.001.2 Mpuem (0CcMOTP, KOHCYNbTaLWSA) -OHKOMNOra NepBUYHbLIN

OHKOYpOIo 4 400
030118 |[B01.027.002.2 Mpuem (0CMOTP, KOHCYNbTaLWS) ~-OHKOMNOra NOBTOPHbIN

OHKOYypono" 3900




030312

B01.053.001.010

[Mprem (oCMOTp, KOHCYNbTaLUWs) Bpaya-yponora nepBuYyHbIv

K.M.H./goueHT/BegyLumi cneumanmct 5500
030313 |B01.053.002.008 |Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada-yporora noBTOPHIN

K.M.H./goueHT/BegyLmi cneumanuct 4 400
030101 |[B01.053.001 Mpuem (0CcMOTP, KOHCYNbTaLMSA) Bpaya-yponora nepBuyHbIN 3900
030109 |B01.053.002 [Mprem (oCcMOTp, KOHCYNbTaLUMsI) Bpada-yporiora MOBTOPHbIWA 3 300
03/2 KoHcynbmauyuu yponoza-aHoposnoza
03/2/3 3aoyHbie KOHCynbmayuu
03/2/2 MueHue epaya
03/2/1 O4Hble KOHCYIbmMayuu
03/3 Manunynsyuu
030121 |A11.21.004 C6op cekpeTa npocTartbl 1300
030122 |A11.28.006.001 |MonyyeHune cockoba 13 ypeTphbl 600
03/4 lMpo2paMmMbI u akyuu
13 AHecme3suosioausi
13/2 KoHcynbmayuu aHecme3uoJsioza
13/2/3 3ao4yHble KOHCcybmayuu
13/2/2 MHeHue epaya
13/2/1 OyHble KOHCynbmayuu
130112 |B01.003.001 OcMOTp (KOHCynbTaums) Bpa4omM-aHeCTe3nonoromMm-peaHMmMaTonorom

NepBUYHbIN 3200
131 Yenyau
130136 |B01.003.004.009.4 ToTanbHas BHyTpMBeHHas aHecTeaus npu TBI 10 300
130134 |B01.003.004.001 [MecTtHasa aHecTe3uns 400
130130 |B01.003.004.009.4 ToTanbHasi BHyTpMBEHHAsi aHECTE3MS

1 vac 10 300
130145 |B01.003.004.009.( ToTanbHasi BHyTpMBEHHAsi aHECTE3MS

2-011 4Yac 1 Kaxabln nocnegyrowmmn 4 500
130131 |B01.003.004.009.3 ToTanbHasi BHyTpMBeHHas aHecTe3ns (8o 30 MUHYT, BKIoYas oCMOTP

Bpava-aHecTe3uonora ans Manbix onepaumn) 6 400
16 BakyuHauusi
16/1 Ycnyeau eakyuHayuu
160131 |B04.014.004.29 |BakumHauusi

NPOTUB KNeLeBoro aHuedanuTa KynestypansHas odvweHHasa (3HueBup) 1700
160132 |B04.014.004.30 (BakuwuHa

NPOTUB KNELLEeBOro sHuedanuta KynstypanbHasa ounweHHas [aetun] (SHueBup

Heo) 1700
160114 |B04.014.004.14 |BakumHauus

npoTMB KOpW (BakuuHa KopeBas KyneTypHas xwusas (1 gosa/0,5 mn)) 1300
160161 |B04.014.004.032 |BakunHauus

AN NpomnakTUKn MEeHNHIOKOKKOBbIX Hdbekuuin ceporpynn A, C, W, Y,

nonvcaxapvgHas, koHbtormposaHHasi (MeHKsagdw) 7 500
160102 |B04.014.004.2 BakuunHaums

ot BMNY (Fapgacwn) 19 200
160125 |B04.014.004.24 |BakuuHaums ot BIMY (Liepsapukc) 12 000
160103 |B04.014.004.3 BakumHaums

ot renatuta B (PereBak) 1500
160104 |B04.014.004.4 BakumHaums

ot renatuta A (XaBpukc) 3000
160136 |B04.014.004.34 |BakumHauus

ot rpunna (MHdniosak) 1400
160105 |B04.014.004.5 BakumHaums

ot rpunna (YNsTpuKc KBagpw) 1300
160144 |B04.014.004.005 |BakuuHauwms

ot rpunna (®no-M TETPA) 1300
160126 |B04.014.004.25 |BakumHauus

ot rpunna (®nto-M) 1300
160106 |B04.014.004.6 BakumHaums

OT KneLeBoro sHuedanuta (BakumHa Knew-3-Bak) 1700
160127 |B04.014.004.26 |BakumHauus

OT KneLeBoro 3Huedanurta (BakumHa Knew-3-Bak), aetn 1700
160107 |B04.014.004.7 "BakuymHauus

OT Kokntowa, andrepuu, ctonbHska (Agacens) " 5000
160108 |B04.014.004.8 BakunHauus

OT KopW, kpacHyxu, napotuta (MMR-II) 2400
160109 |B04.014.004.9 BakunHauus

OT MEHMWHIOKOKKOBOM uHdekummn (MeHakTpa) 7 500
160128 |B04.014.004.27 |BakuunHauus

OT NHEBMOKOKKOBOW uHdekummn (BakunHa "MpeseHap 13") 4 000
160129 |B04.014.004.28 |BakuuHauwus ot nonuomumenuta (buBak nonvo, opansHas) 1200
160117 |B04.014.004.17 |BakumHauus

NpoTuB poTaBMpyCcHOW UHekummn (PotaTek) 5000




160115 |B04.014.004.15 |BakuuHauus

NpoTMB BETPSAHOM OCHbI

(BapuBakc) 5700
160110 |B04.014.004.10 |BakumHauus

NpoTMB BETpsAHOW ocnbl (Bapunpukc) 7700
160118 |B04.014.004.18 |BakumHauus

npoTMB BMpYCcHOro renatuta A [geTu] (XaBpukc) 2900
160119 |B04.014.004.19 |BakumHauus

npoTMB BMpPYCHOro renatuta A [geTu] (XaBpukc) 1500
160120 |B04.014.004.20 |BakumHauus

npotus audrepum n ctonbHska (AOC-M-aHaTOKCKH) 600
160121 |B04.014.004.21 |BakumHauus

npotuB audrepum, ctonbHska, koknowa (NHdaHprKe) 1800
160116 |B04.014.004.16 |BakunHauus

npoTuB andTepum, cTonbHska, KoKmoLwa, nonmommnenuTe, reMounbHON

nHpekumm (MeHTakcnm) 4 300
160122 |B04.014.004.22 |BakuuHauus

NpoTMB KOKIoLWa, AudTepun, cTonbHsika, nonuomuenuTa (BakuuHa

WHdpaHpuke Mekca) 4900
160153 |B04.014.004.015 |BakumHauus

NpOTMB KOpW, KpacHyxu, napotuta (Baktpusup) 3900
160158 |B04.014.004.025 |BakunHauus

NpOTUB KOPK, NapoTuTa 1 KpacHyxu xmBas atteHympoBaHHas (Tpusang), 1

no3a/0.5 mn 3300
160111 |B04.014.004.13 |BakuuHauus

NpPOTMB KpacHyxu (BakumHa NPOTUB KPaCHyXu KyneTypHas xusas (1 gosa/0,5

mI)) 700
160133 |B04.014.004.31 |BakumHauusi NnpoTUB NHEBMOKOKKOBOMN MHGeKLUMKn (BakumHa MNMHeBmoBakc 23) 4900
160159 |B04.014.004.027 |BakunHauusi

NpOTUB NMHEBMOKOKKOBOWN nHdekLun (MHemoTtekc) 2800
160123 |B04.014.004.23 |BakuuHauus

npoTtvB nonvomuenuta (Monumunekc) 4 400
160150 |B04.014.004.010 |BakunHauusi

npoTue nonvomuenuta (MonnosakCwuH) 2600
160124 |A12.26.002 OuvaroBas npoba ¢ Ty6epKynMHOM 3500
160130 |A12.26.002 OuvaroBas npob6a ¢ TyGepKynMHoM) 1300
12 racmpoaHmepousiozusi, npokmosio2usi
12/1 racmpoaHmepoJsiozusi
12/11 KoHcynbmayuu 2acmpoaHmepoJsioza
12/1/1/3 3aoyHbie KOHCybmayuu
120179 |B01.004.001.5 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpada-racTpo3HTeposiora NepBnYHbIN

3ao4Has KoHcynbTauus 3900
120181 |B01.004.001.6 [Mprem (0CMOTp, KOHCYNLTaLUWS) -raCTPOIHTEPOSIOra NEPBUYHBIN.

3ao4yHas KoHcynbTaums, 4.M.H./rmaBHbIA cneunannct/pykoBoguTenb

otdeneHvs 3aouyHasi KOHCYNbTaLMs racTpoaHTeporiora (NepBuYHas),

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENeHNst 5000
120180 |B01.004.002.5 [Mprem (0CMOTp, KOHCYNbTaLWs) Bpaya-raCTpo3HTEPOsiora NOBTOPHbIN

3ao4Has KoHcynbTauus 3900
120182 |B01.004.002.6 [Mprem (0CMOTp, KOHCYNbTaLUMS) -raCTPO3HTEPOIOra NOBTOPHbIN.

3ao4yHas KoHcynbTaums, 4.M.H./rmaBHbIA cneunannct/pykoBoguTenb

otAeneHvs 3aouyHasi KOHCYnbTaLMs racTpo3HTeporora (MoBTOpPHas),

0.M.H./rmaBHbIV cneunanuct/pykoBoamTenb OTAENeHNst 5000
12/1/1/2 MueHue epaya
100801 |B01.004.001.007 |Mpuem (ocMOTP, KOHCYNbTaUMs) -racTPO3HTEpPOiora NepBUYHbLIN

MHeHue Bpaya-racTpoaHTeporsiora 3520
100802 |B01.004.002.005 |Mpuem (0CMOTP, KOHCYMbTaLWSA) -racTPOIHTEPOOra NOBTOPHLIN

MHeHue Bpaya-racTpoaHTeporiora 3520
100866 |B01.004.001.008 |Mpuem (ocMOTp, KOHCYNbLTaUMs) -racTPO3HTEpPOIora NePBUYHbLIN

MHeHune Bpava-racTpoaHTeporora, K.M.H./goueHT/BeayLuuii cneunanmct 4 000
100867 |B01.004.002.007 |Mpuem (0CMOTP, KOHCYMbTaLWSA) -racTPOIHTEPOOra NOBTOPHLIN

MHeHuWe Bpayva-racTpoaHTeporora, K.M.H./goueHT/BeayLunii cneunanmct 4 000
1211111 O4Hble KOHCYIbmayuu
A120188 [MepBUYHBIA NpMem racTpodHTeposiora No Bonpocam avetonornm (2 yaca)
A120109 Akums! Mpuem ractpoaHTeponora + Y3W GptoLHoM NonocTm
120107 |B01.004.001 Mpuem (0CMOTP, KOHCYNbTaLWSA) Bpaya-racTpo3HTEeponora nepBuYHbIv 4 400
120109 |B01.004.001.1 Mpuem (ocMOTp, KOHCYNbTaLWS) -raCTPO3IHTEPONOra NEPBUYHbIN.

O.M.H./IMaBHbIN cneumManuct/pykoBoavTens oTaeneHuns 5500
120108 |B01.004.002 [Mpuem (ocMOTP, KOHCYNbTaLWSA) BpadYa-racTpoaHTEPOsIora NOBTOPHbLIN 4 400
120110 |B01.004.002.1 [Mprem (0CMOTp, KOHCYNbTaLUMS) -raCTPO3HTEPOSIOra NOBTOPHbIN.

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENeHNst 5500
120114 |B01.004.001.4 [Mprem (oCcMOTp, KOHCYNbETaLUMs) Bpaya-racTpo3HTeposiora NepBuYHbIN

K.M.H./goueHT/BegyLumi cneumanmct 5000




120115

B01.004.002.4

Mpuem (0CMOTP, KOHCYNLTaLWs) Bpada-racTpoaHTEPOIIora NOBTOPHbI

K.M.H./goueHT/BegyLmi cneumanmct 5000
120195 |A23.30.051 CocTaBneHne MeHo JUEeTUYECKOro NMTaHns

KoHcynbTauusi cneumanucta no pauMoHanbHOMY NUTaHUI0 18 700
120188 |B01.004.001.11 |[MepBUYHbIN NpYeM racTpodHTEpOora No Bonpocam avetonornm (2 vyaca) 5500
120189 |B01.004.002.11 |[NoBTOpHbLIM NpMeM racTpoaHTeposora no Bonpocam avetornorun (1 yac) 3900
12/1/2 Manunynsyuu
12/2 lpokmonoaus
12/2/1 KoHcynbmayuu npokmosnoza
12/2/1/3 3aoyHbie KOHCynbmMayuu
12/2/1/2 MueHue epaya
12/2111 O4Hble KOHCYIbmMayuu
12/2/2 Manunynsyuu
23 Femamosnoeus
231 KoHcynbmayuu 2cemamonoza
23/1/3 3aoyHbie KOHCynbmayuu
100182 |B01.005.001.2 [Mprem (oCcMOTp, KOHCYNbETaLUMs) Bpada-remaTtonora nepBuYyHbIN

3a04Has KoHCynbTauus 3500
100359 |B01.005.001.003 |Mpuem (0CMOTP, KOHCYNbTaLMA) Bpaya-remaTtornora nepBuYHbI

3a04Has KOHCynbTauus, 4.M.H./fMaBHbIN crneumanucT/pykoBoguTenb oTAeneHuns 12 000
100184 |B01.005.001.3 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpadya-remaTtonora nepBuYyHbIN

3a04Has KOHCynbTaums, K.M.H./AOLeHT/BeayLmun cneumannct 5000
100183 |B01.005.002.2 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpadya-remaTtornora NoBTOPHbIN

3a04Has KOHCynbTauus 3500
100360 |B01.005.002.002 |Mpuem (0CMOTP, KOHCYNbLTaLUNs) Bpaya-remartonora noBTOPHbIN

3a04Has KOHCynbTauus, 4.M.H./fMaBHbIN crneumManucT/pykoBoguTenb oTAeneHus 10 000
100185 |B01.005.002.3 [Mprem (ocmOTp, KOHCYNbTaLUWs) Bpadya-remaTtonora NoBTOPHbIN

3a04Has KOHCynbTaums, K.M.H./AOLeHT/BegyLun cneumannct 4 500
23/1/2 MueHue epaya
100827 |B01.005.001.005 |[Mpuem (oCMOTp, KOHCYNbTaLUWSA) -remaTonora nepBUYHbINA

MHeHue Bpaya-remaTornora 3520
100828 |B01.005.002.004 [MMpuem (0CMOTP, KOHCYNbTaLWS) -remaTonora NOBTOPHbLIN

MHeHue Bpaya-remaTornora 2960
100889 |B01.005.001.006 |[Mpuem (0CMOTp, KOHCYNbTaLUWA) -remaTonora nepBUYHbIN

MHeHue Bpaya-remaTornora, K.M.H./0oueHT/BegyLumii cneunanmct 4 000
100890 |B01.005.002.005 |MMpuem (0CMOTP, KOHCYMbTaLWS) -remaTonora NoBTOPHbLIN

MHeHue Bpaya-remaTornora, K.M.H./4oueHT/BeayLumii cneunanmct 3600
2311 O4Hble KOHCYIbmayuu
100115 |B01.005.001 Mpuem (0CMOTP, KOHCYNbTaLUWSA) Bpaya-remaTtornora nepBuYHbIn 4 400
100113 |B01.005.001.1 Mpuem (0CcMOTP, KOHCYNbTaLWS) Bpaya-remaTtornora nepBuYHbIn

K.M.H./OouUeHT/BegyLmn cneumannct 5000
100116 |B01.005.002 [Mprem (ocmoTp, KOHCYNbTaLUWs) Bpadya-remaTtonora NoBTOPHbIN 3700
100114 |B01.005.002.1 [Mprem (ocmOTp, KOHCYNbTaLUWs) Bpadya-remaTornora NoBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 4 500
9500 eHemu4eckue uccrnedosaHusi
9502 Medukan NeHomukc
9502/3 Kapbep ckpuHuHe
C-10 A27.05.034 MceneposaHme HocutenbctBa CMA (MLPA) OnpegeneHune konuyectea Konumn

9k30HOB 7 1 8 reHoB SMN1 1 SMN2, OTBETCTBEHHbIX 3@ CMMHANbHYHO

MblweyHyto atpocduio (CMA) 14 200
C-9 KAPBLEP CKPUHWHI (CKPUHWHF Ha HOCUTENLCTBO FrEHETUYECKNX

3aboneBaHuit), 1 yenosek 44 600
C-9.1 KAPBLEP CKPUHWHI (CKPUHWHF Ha HOCUTENLCTBO FrEHETUYECKNX

3aboneBaHwuit), 2 Yyenoseka 89 000
C-94 A27.05.036.003 |Kapbep-CKPUHUHI Ha HOCMTENBLCTBO MOHOrEHHbIX 3abonesanuin "Ontuma" 110

reHoB. flononHutensHo: CMA, MbiweyHasa anctpodums AroweHHa/bekkepa:

NOWCK KPYNHbIX geneunn un gynnukauun B reHe DMD (Tonbko xeH.), llomkas

X-xpomocoma (Y >KEHLLH) 66 700
C-9.5 A27.05.036.004 |Kapbep-CKpUHUHI HAa HOCMTENBCTBO MOHOIEHHBIX 3abonesanui "Ontuma2"110

reHoB, B Tom uucne: CMA,

MbiweyHasa anctpodumsa OioweHHa/bekkepa: MOUCK KPYyNHbIX Aeneuun n

aynnukaumn B reHe DMD (Tonbko xeH.), JTomkasa X-xpomocoma (y KEeHLUUH) 123 400
C-9.6 A27.05.036.005 |Kapbep-CKpUHUHI HAa HOCUTENBCTBO MOHOTEHHbIX 3abonesaHui "Mpemuym"”

4614 reHos. JononHuteneHo: CMA, MbiweyvHasa auctpodus

[ioweHHa/bekkepa: NOMCK KpyNHbIX Aeneuvn n gynnukauuin B reHe DMD

(TonbKo XeH.), llomkas X-xpoMocoma (Y XKEHLLMH) 84 000
C-9.7 A27.05.036.006 |Kapbep-CKpUHUHI HAa HOCUTENBCTBO MOHOTEHHbIX 3abonesaHui "Mpemmnym2"

4614 reHos. JononHuteneHo: CMA, MbiweyvHasa auctpodus

[ioweHHa/bekkepa: NOMCK KpyNHbIX Aeneuvn n gynnukauuin B reHe DMD

(TonbKo XeH.), llomkas X-xpoMocoma (Y XKEHLLMH) 155 900
C-9.2 A27.05.063 Kapbep-CKpMHUHT Ha HOCUTENBLCTBO Hanbornee pacnpoCTpPaHEHHbIX

MOHOreHHbIX 3abonesaHun "CtaHpgapT” 30 500




C-9.3

A27.05.063.001

Kapbep-CKpMHUHT Ha HOCUTENBLCTBO Hanbornee pacnpoCTpPaHEHHbIX
MOHOreHHbIX 3abonesanuii "CtaHgapt2"

59 900

9502/1

HUINT

C-3

C-3

HEMHBAS3WBHbLIW MPEHATANBHBLIN TECT LifeCodexx Ha onpegenexHve
Hanunumnsa y nnoga Tpucomun no 21 xpomocome (cuHgpom [dayHa) +
onpegeneHve nona

29600

BPEMEHHO He
npegocraensem

c4

c4

HEWMHBA3VIBHbIV NMPEHATANBbHBIN TECT LifeCodexx Ha onpenenexve
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cvHapombl dayHa,
Martay, SaBapaca), + onpefeneHve nona (Ans AByniogHON 6epemMeHHOCTH)

49100

BPEMEHHO He
npegocrasnsem

C-5

C-5

HEWMHBA3VIBHbIV NMPEHATAINbHBIN TECT LifeCodexx Ha onpenenexue
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cvHapombl dayHa,
Maray, daBapaca)+ YMCnoBble HapyLLIEHUS NMOMNIOBLIX XPOMOCOM U
onpegaeneHue nona

49 100

BPEMEHHO He
npegocrasngem

C-7.2

A27.20.001

HEWMHBA3VIBHbIV NMPEHATANbHBLIA TECT VERACITY Ha onpeaenexve
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cvHapombl dayHa,
Matay, SaBapaca) + aHeynnomanm NonoBbIX XpOMOCoM X, Y + onpegeneHvne
nona

42 000

BPEMEHHO He
npegocrasnsem

C-7.3

A27.20.001

HEWMHBA3VIBHbIV NMPEHATANbHBLIA TECT VERACITY Ha onpeaenexve
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHapombl dayHa,
Matay, SaBapaca) + Mukpoaeneuun (NOTepu y4acTkoB XPOMOCOM) +
aHeynnouanmn nonoBbIX XpoMocoMm X, Y + onpegeneHve nona

45 200

BPEMEHHO He
npegocrasnsem

C-71

A27.20.001

HEMHBA3VBHbLIN NPEHATANBHBIN TECT VERACITY Ha onpefeneHue
Hannumsa y nnoga Tpucomun no 21, 13 n 18 xpomocome (cuHapomsl [ayHa,
Matay, SaBapaca) + onpeaenexve nona

34 700

BPEMEHHO He
npegocraensem

C-7

A27.20.001

HEWMHBA3VIBHbIV NMPEHATANbHBLIN TECT VERACITY Ha onpeaenexve
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cvHapombl dayHa,
Martay, SaBapaca)

34 700

BPEMEHHO He
npegocrasnsem

C-74

A27.20.001

HEVHBAS3VIBHBIV MPEHATAIBHbBIN TECT VERAgene Ha onpeaeneHue
Hannumsa y nnoga Tpucomun no 21, 13 n 18 xpomocome (cuHapomsl [ayHa,
Matay, SaBapaca) + MOHOreHHble 3aboneBaHnsa + Mukpoaeneuun (notepu
Yy4acTKOB XPOMOCOM) + aHeynrnonamm nosioBbIX XxpoMocom X, Y + onpegeneHve
nona

64 100

BPEMEHHO He
npegocraensem

C-8.4

A27.20.001

HEMHBA3VBHbIN NMPEHATANbHBIA TECT MGIEASY 5 Ha Bce XpOMOCOMBI,
BKNntoyas aHeynnovaun (CuHgpom TepHepa, cuHgpom KnanHdenstepa,
Tpucomus X, CuHgpom Akobca, Cungpom XXYY) + onpegenexve nona

46 200

C-8

A27.20.001

HEMHBA3VBHbLIN NMPEHATANBHBIN TECT MGIEASY 1 Ha onpeaeneHmne
Hannuunsa y nnoga Tpucomum no 21 xpomocome (cuHgpom [dayHa) +
onpegeneHve nona

23 600

C-8.2

A27.20.001

HEWMHBA3VIBHbIV MPEHATANBbHBLIN TECT MGIEASY 3 Ha onpeaeneHve
Hanuuus y nnoga Tpucomum no 21, 13 n 18 xpomocome (cvHapombl dayHa,
Matay, SaBapaca) +aHeynnovaun (CuHapom TepHepa, CMHAPOM
KnaiHdensrepa, Tpucomusa X, Cungpom Akobca, CuHgpom XXYY) +
onpegaeneHue nona

34 700

C-8.3

A27.20.001

HEWMHBA3VIBHbIV NMPEHATANBHbBIA TECT MGIEASY 4 Ha onpeaeneHve
Hanuuuns y nnoga Tpucomun no 22, 21, 18, 16, 13 n 9 xpomocome +
aHeynnougun (CnHgpom TepHepa, cuHapom KnavHdensrepa, Tpucomus X,
Cungpom Akobca, CuHgpom XXYY) + onpegenexue nona

41000

C-8.1

A27.20.001

HEMHBA3VBHbLIN NPEHATANBHBIN TECT MGIEASY 2 Ha onpeaeneHmne
Hannumsa y nnoga Tpucomun no 21, 13 n 18 xpomocome (cuHapomsl [ayHa,
Matay, SaBapaca) + onpeaenexve nona

29400

C-1.1

A27.20.001

Onpegenexve nona nnoga 97%

10 500

C-1.2

A27.20.001

Onpegenexve nona nnoga akcnepTHeln 99%

12 600

C-2

C-2

OMNPEOENEHUE PE3YC-®AKTOPA MJTIOLA no kpoBu matepu, Npy 4OCTaBke
KpoBu B nabopatopuio B TedeHue 48 yacos, ucnone3syetcs npobupka CPDA, 9
Mn

10 100

C-2.2

A27.20.001

OMNPEOENEHUE PE3YC-®AKTOPA MJTIOLA no kpoBu matepu, Npy 4OCTaBke
KpoBwW B nabopatoputo B TedeHne 7 oHen

13 100

9502/2

rnrr

P-5

P-5

MccnegoBaHne MonekynsipHOro kapMoTuna matepuana HepassuBatoLLencs
6epemeHHocTn metogom NGS

23700

P-9

P-9

KomnnekcHoe nccneposanue MNIT-M u MIT-A, 1 am6puroH

48 700

P-4

A10.20.001

Onpeaenexve nnovaHocTn ambpmnoHa metogom STR-npodmnmposarus, 1
3MOpUOH

11 600

P-6

P-6

MI'T pesyc chakTopa aMbproHa, 3a 1 aMBPMOH

23 200

P-7,3

P-7,3

M T-M moHoreHHoro cemeriHoro 3abonesaHus (AONONHUTENbHOE
uccnegosaHue Ha aHeynouamm no xpomocomam 13,18,21,X,Y, metogom Ko
MLP), 1 am6proH

23700

P-8

P-8

MIT-M cratyc MOHOreHHoro 3aboneBaHus, 1 aMGproH

21400

P-7.2

P-7.2

[NoaroToBUTENbBHLIN 3Tan - JONOMHUTENbHbLINA YY4aCTHUK

14 900

P-7

P-7

MoaroToBUTENbHBIN 3Tan (AUMarHo3 yCTaHOBMEH, FEHOTUMN U3BECTEH):
pa3paboTka nHAMBMAOYanbHON TECT-CUCTEMbI (3aKa3 MapkepoB, aHanus
WHOPMATUBHOCTU AN CEMbM, UCCIegoBaHWe MyTauuin 3aboneBaHns) ogHO
3aboneBaHne B ceMbe

83 100




P-7,1 P-7,1 [MogroToBuTEnbHLIM 3Tan (QUarHo3 yCTaHOBMEH, FEHOTUN U3BECTEH):

pa3paboTka nHaMBMAOYyanbHON TECT-CUCTEMbI (3aKka3 MapkepoB, aHanm3

NHpOPMaTUBHOCTU AN CEMbM, UCCNEAOBaHMe MyTauuii 3abonesaHust) ABa

3aboneBaHus B cembe 90 800
P-2 P-2 MonHoreHomHasn amnnudmkaumnsa JHK obpasua buonornyeckoro matepuana 19 000
P-10 P-10 [MonHoe cekBeHMpoOBaHWe ak3oma 83 100
P-1 P-1 [NpenmnnaHTauMoHHOEe reHeTU4EeCcKoe TeCTUPOBaHME Ha aHeynnonanuu

metogom NGS (4ns nauneHToB ¢ HOpMarsbHbIM KapUOTUIMOM KPOBW) MOKPbITUE

1 MnH 39 200
P-1.1 P-1.1 [MpeumnnaHTauMoHHOE reHeTuYeckoe TeCTUPOBaHME CTPYKTYPHOMN

XpomMocoMmHon nepecTponku metogom NGS (4nsa naumeHToB co

cbanaHcnpoBaHHBIMU XPOMOCOMHbBIMU NEPECTPONKaMM) NOKPbITUE 1 MITH. 39 200
P-11 P-11 CekseHupoBaHue no CaHrepy (1 myTaums) 24 900
P-12 P-12 CekBeHupoBaHue no CaHrepy (2 mytauum) 32700
P-13 P-13 CekseHunpoBaHue no CaHrepy (3 myTaumu) 42 200
14 Hepmamonozusi, kocmemousio2us
14/1 Hepmamonozus
14111 KoHncynbmauyuu depmamorioza
14/1/1/3 3ao4yHbie KOHCyIbmayuu
140147 |B01.027.001.3 Mpuem (ocMOTp, KOHCYNbTaLWSA) -OHKOMNora nepemMYHas

3ao4yHast KOHCynbTauus 3900
140148 |B01.027.002.3 "Mpnem (0CMOTP, KOHCYNbTaLUMS) ~-OHKOMOra NOBTOPHbIN

3ao4yHas koHcynsTauns" 3900
14/1/1/2 MHeHue epaya
100815 |B01.008.001.001 |Mpuem (0OCMOTP, KOHCYNbTaLWSA) -AePMaTOBEHEPONOra NEPBUYHBIN

MHeHue Bpaya-gepmaronora 2100
100816 |B01.008.002.001 |Mpuem (0CMOTP, KOHCYNbLTaLUNS) -AePMaTOBEHEPOSIOra NOBTOPHBLIN

MHeHue Bpaya-gepmaronora 2100
14/1/1/1 OyHble KOHCynbmayuu
450521 Akumsa! KoHcynerauusa Bpada-gepmaronora 1700
140103 |B01.008.001 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-4epMaToBeHeposiora nepBrYHbIN 3000
140104 |B01.008.002 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-gepmMaToBeHeposiora NOBTOPHbIN 3 000
140149 |B01.008.001.4 [Mprem (OCMOTp, KOHCYNbTaLUWs) Bpadya-gepmaTtoBeHeposiora nepBuYHbIN

Tpuxonor 3 000
140431 |B01.008.001.019 [Mpuem (0CMOTp, KOHCYNbTALWSA) -AepPMaTOBEHEPONOra NEPBUYHBIA TPUXOSIOT,

0.M.H./rmaBHbIN cneumanuct/pykoBoavTens oTaeneHns 5800
140150 |B01.008.002.4 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-gepmMaToBeHeposiora NOBTOPHbIN

Tpuxonor 3 000
140432 |B01.008.002.012 |Mpuem (0CMOTp, KOHCYNbLTaUMs) -AepPMaTOBEHEPOIOra NOBTOPHbIN TPUXOSIOT,

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENeHNst 5800
140101 |B01.027.001 Mpuem (0CMOTP, KOHCYNbTaLWS) Bpaya-OHKoNora nepBuYHbIN 5000
140102 |B01.027.002 [Mprem (0CMOTp, KOHCYNbTaLUWs) Bpaya-oOHKOMOra NOBTOPHbIN 4 400
140204 |B01.008.001.2 [Mprem (oCcMOTp, KOHCYNbTaUMs) -4epMaToBeHeponora NepBnYHbIN

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENeHNst 5800
140205 |B01.008.002.2 [Mprem (OCMOTp, KOHCYNbTaLUWS) -0epMaToBEHEPOsIora NOBTOPHbIN

0.M.H./rmaBHbIV cneunanuct/pykoBoanTenb OTAENeHNst 5800
140122 |B01.008.001.1 [Mprem (oCcMOTp, KOHCYNbTaLUWs) BpadYa-gepmatoBeHeposiora NepBuYHbIN,

K.M.H./goueHT/BegyLumi cneumanmct 4700
140123 |B01.008.002.1 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-gepmMaToBeHeposiora NoOBTOPHbIN,

K.M.H./goueHT/BegyLumi cneumanmct 3700
14/1/2 Manunynsyuu
140157 |B01.003.004.004.1AnnnukaumMoHHas aHecTe3us 800
140153 |A11.01.001 Broncusa koxu

(naHy-6rnoncus) 8 800
140199 |A11.01.001.6 Buoncusa koxmu

(naH4-6roncms), obnacTb reHnTanmin 5100
140154 |A11.01.001.1 Buoncusa koxmu

(wewB-6moncus) 6 600
140203 [A11.01.001.10 Buoncusa koxmu

(wens-6uoncus), obnacTe Nuua, reHMTanum, BOSIOCMCTas YacTb ronoBbI 4200
140155 |A11.01.001.2 Buoncusa koxmu

(9KCcuM3nOoHHas Groncus) 16 500
140200 |A11.01.001.7 Buoncus koxmu

C HanoXeHneM LuBa 11 000
140202 |A11.01.001.9 Buoncusa koxu

C HanoxeHunem LBa (0bnacTtb reHnTanui) 8100
140201 |A11.01.001.8 Buoncusa koxu

C HanoXeHueM LWBa (obnacTb nuua, BornocucTas 4acTb rofioBbl) 7 500
140105 |A03.01.001 OCMOTp KOXM Nog yBenu4eHnem (4epMaTocKkonums) 3500
140158 |B01.003.004.005.4NHpunbTpaumoHHas aHecTeanst

B [lepMaToBeHeponornm 900




140160

A11.01.010.6

MHBbeKUMOHHOE BBeAeHME NeKapCTBEHHbIX NMPenapaToB B o4ar NopaxeHus
KOXM

MHBbEeKUMOHHOE neveHne rHe3gHom anonewun B Kypce (GunpomeTa CycneH3uns
1 mn)

5500

140146

A11.01.010

MHBbeKUMoHHOEe rneveHne rHesgHomn anoneummn B kypce (QunpocnaH pacteop 1
M)

5500

140145

A11.01.010.001

MHBbeKUuMoHHoe neveHne kennongHbix pyouos (pactsop 1 mn)

7 200

140118

A16.01.023.4

McceyeHmne pybLoB KOXM
0o 20 cm

12 400

140196

A16.01.028

YaaneHne mo3onu

3200

140125

A11.02.002.23

BHyTpuMbILLEYHOE BBEeAEHME NEKAPCTBEHHbIX NpenapaTos
Jleyenne runeprugposa npenapatom Penatokc 100 EQ

27 400

140144

A03.01.001.1

OCMOTp KOXW NoJ, yBENu4eHneM (gepmaTockonus)
TPYXOCKONUSA

3 500

140126

A16.01.017.001.14

YnaneHue gobpokayecTBeHHbIX HOBOOBPA30BaHMIM KOXM METOLAOM
anekTpokoarynaumm
YoaneHue BMpYCHbIX KOHAMNOM (MaxoBas 30Ha) 1ea.

2800

140127

A16.01.017.001.14

YnaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXW METOL0M
3MEeKTpoKoarynaumm
YaaneHune BUpPYCHbIX Nanuinom (nuuo) 1ea.

1400

140128

A16.01.017.001.16

YnaneHue gobpokayecTBeHHbIX HOBOOGPa3oBaHMIA KOXWU METOAOM
aneKkTpokoarynsaumm
YoaneHue BMpycHbIX nanunmnom (naxosas 3oHa) 1ea.

1700

140129

A16.01.017.001.171

YnaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXWU METOL0M
3MEeKTpoKoarynaumm
YaaneHue BUpycHbIX Nanunnom (Tynosuwie) 1eq.

1100

140130

A16.01.017.001.18

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIM KOXM METOLOM
anekTpokoarynaumm
YnaneHue gobpokayecTBeHHOro o6bemMHOro obpasosaHust 6onee 1 cm

4400

140132

A16.01.017.001.2(¢

YpaneHve 8o6pokavecTBEHHbIX HOBOOBPA30BaHWIi KOXM METOAOM
anekTpokoarynaumum
YpaneHve 0o6pokayecTBEHHBIX HEBYCOB (BOSIOCUCTast YacTb rofoBkl) 1es.

4 200

140165

A16.01.017.001.54

YnaneHue obpokavyecTBEHHbIX HOBOOOPA30BaHMUIM KOXM METOLAOM
aneKkTpokoarynsauum

YnaneHue obpokavyecTBEHHbIX HEBYCOB (MU0 M BOMIOCUCTas YacTb rofnoBbl),
00 5 Mm

4 200

140166

A16.01.017.001.54

YnaneHue obpokavyecTBEHHbIX HOBOOOPA30BaHMUIM KOXM METOAOM
aneKkTpokoarynsauum

YnaneHue gobpokavyecTBEHHbIX HEBYCOB (MU0 M BOMIOCUCTas YacTb romnoBbl),
cBbile 5 Mm

5100

140131

A16.01.017.001.19

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIN KOXM METOLOM
anekTpokoarynaumm
YoaneHne gobpokavyecTBeHHbIX HEBYCOB (Muo) 1ea.

2800

140184

A16.01.017.001.5§

YnaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXW METOLO0M
3MeKTpoKoarynaumm
YnaneHue obpokavyecTBEHHbIX HEBYCOB (061acTb BEK U reHUTanuni)

6 900

140182

A16.01.017.001.56

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIN KOXM METOLOM
anekTpokoarynaumm
YoaneHue gobpokavyecTBeHHbIX HEBYCOB (TYNOBULLE Y KOHEYHOCTM), 4O 5 MM

3 300

140183

A16.01.017.001.57

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIM KOXM METOLAOM
anekTpokoarynaumm

YoaneHue gobpokavyecTBeHHbIX HEBYCOB (TYMOBULLE Y KOHEYHOCTM), CBbILLE 5
MM

4200

140133

A16.01.017.001.21

YnaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXW METOL,0M
3MEeKTpOKoarynaummn
YnaneHue nobpokavyecTBEHHbIX HEBYCOB (TynoBuLLe) 1ea.

2800

140140

A16.01.017.001.3(

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIN KOXM METOLOM
anekTpokoarynauun YoaneHue obpokayecTBEHHbIX HEBYCOB (Tynosuile),
1en. (npun yganeHun 3 1 6onee wT)

2300

140185

A16.01.017.001.59

YnaneHue ,D,OGpOKaLIeCTBeHHbIX HOB006p63OBaHVIl7I KOXn MeTogom
ANEeKTpokoarynaumm
YnaneHue ,D,OGpOKaLIeCTBeHHbIX HEBYCOB CBblILLE 10 Mm

6 300

140193

A16.01.017.001.61

YnaneHue obpokayecTBEHHbIX HOBOOBPA30BaHMIN KOXM METOLOM
3nekTpokoarynaumm
YnaneHue kepatonanuniomMbl B 06nactu Bek

4400

140191

A16.01.017.001.64

YnaneHue ,D,OGpOKaLIeCTBeHHbIX HOB006p63OBaHVIl7I KOXn MeTogom
ANEeKTpokoarynaumm
YnaneHue KepartonanuniomMbl 40 5 Mm

2500

140192

A16.01.017.001.66

YaaneHne gobpokayecTBEHHbIX HOBOOOPa3oBaHMIA KOXXM METOLO0M
aneKkTpokoarynauum
YaaneHue kepatonanunnombl CBbllle 5 MM

3700

140195

A16.01.017.001.69

YnaneHue fobpokayecTBEHHbIX HOBOOOPA30BaHUIA KOXW METOL,O0M
3MeKTpoKoarynaumm
YnaneHue kcaHtenasmbl (5-10 mm)

6 300




140194

A16.01.017.001.68

YnaneHue obpokayecTBeHHbIX HOBOOBPA30BaHMIM KOXM METOLOM
anekTpokoarynaumm

YpaneHue kcaHTenasmbl MeHee 5 MM 3700
140113 |A16.01.018.1 YnaneHue obpokavyecTBEHHbIX HOBOOBPA30BaHMIM NOAKOXHO-KMPOBOM

KreT4yaTkm

1 kaTeropms CNoXHOCTU 22 000
140114 |A16.01.018.2 YnaneHne gobpokayecTBEHHbIX HOBOOOPa3oBaHWIA NOLKOXKHO-KMPOBOW

KrneTtyaTkm

2 KaTeropusi CroXXHocTu 33000
140138 |A16.01.017.001.26YnaneHne nobpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXN METOAOM

aneKkTpokoarynauum

YoaneHue nanunnom, remaHrnom (Tynoswuwe), 1 ea. (npu yganeHun ot 11 go

15 wr) 800
140139 |A16.01.017.001.2%YganeHve nanmnnom, reMaHrmom (TynosuLLe), LeHa 3a 1ed. (npy yaaneHun ot

16 go 30 wr) 700
140137 |A16.01.017.001.29YnaneHne nobpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXN METOAOM

aneKkTpokoarynauum

YoaneHue nanunnom, remaHrnom (Tynoswuwe), 1 eq. (npu yaanexsun ot 5 go 10

) 800
140188 |A16.01.017.001.64YoaneHue no6GpokayecTBEHHbIX HOBOOOPA30BaHWUIA KOXN METOLOM

ANeKTpoKoarynsumm

YpaneHne nanunmnomMbl BeKa Ha HOXKe 2 500
140135 |A16.01.017.001.23 YoaneHvne obpokadyecTBEHHbIX HOBOOOPa3oBaHMIN KOXN METOLOM

aneKkTpokoarynauum

YoaneHue cebopeliHbix KepaToMm (BorocucTas YacTb ronosbl) 1ea. 3500
140198 |A16.01.017.001.71YnaneHne no6pokayecTBEHHbIX HOBOOOPA30BaHWUIA KOXN METOLOM

ANeKTpoKoarynsyumm

YnaneHue cebopeliHbix kepaToM (Borocuctast 4acTb ronosebl), 6onee 1,5 cm 3700
140134 |A16.01.017.001.24YnaneHne obpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXN METOAOM

aneKkTpokoarynauum

YoaneHue ceboperHbix kepaToM (n1uo) 1ea. 2 500
140136 |A16.01.017.001.24YnaneHne no6GpokayecTBEHHbIX HOBOOOPA30BaHWUIA KOXN METOLOM

ANeKTpoKoarynsumm

YnaneHue cebopeliHbix kepaToMm (TynosuLle) 1ea. 2500
140141 |A16.01.017.001.29YnaneHune cebopeiHbix kepaTtom (Tyrnosulle) Ao 1 cM, ueHa 3a 1ea. (npu

yoanexHun 3 n 6onee ) 2100
140197 |A16.01.017.001.7(YnaneHne nobpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXN METOAOM

aneKkTpokoarynauum

YnaneHue cebopeliHbix kepatom, bonee 1,5 cm 3200
140189 |A16.01.017.001.63 YoaneHue no6pokayecTBEHHbIX HOBOOOPA30BaHWUIA KOXN METOLOM

ANeKTpoKoarynsumm

YnaneHue pmbpoanutenvasnsHoro nonuna 2 500
140190 |A16.01.017.001.64YnaneHne nobpokavyecTBEHHbIX HOBOOOPaA30BaHMI KOXN METOLOM

aneKkTpokoarynauum

YoaneHue pmbpoanutenmanbHoro nonuna (naxosasi obnactb) 3200
140186 |A16.01.017.001.6(YoaneHue nobGpokavecTBEHHbIX HOBOOOPA30BaHWUIA KOXN METOLOM

ANeKTpoKoarynsumm

YaaneHue 4yeppu aHrmombl MeHee 5 MM 2800
140187 |A16.01.017.001.61YnaneHne nobpokavyecTBEHHbIX HOBOOOPa30BaHMI KOXN METOAOM

aneKkTpokoarynauum

YaaneHue Yyeppu aHrMombl CBbile 5 MM 2 500
14/2 Kocmemounozus
14/211 KoHcynbmayuu kocmemoJio2a
14/2/1/3 3aoyHbie KOHCynbmayuu
14/2/1/2 MueHue epaya
14/2/111 O4Hble KOHCYIbmayuu
140209 |B01.008.003 Mpuem (0cMOTP, KOHCYNbTaLWS) Bpaya-KOCMETONOra NepBUYHbIN 3200
14/2/2 Manunynsiyuu
A140103 BBegeHve UCKyCCTBEHHbIX HAMOMHUTENEN B MSITKME TKaHU C LENbio KoppekLumum

¢opMbl

BBeneHne npenaparta penaTokc 4760
A140101 BBegeHve UcKyCCTBEHHbIX HaMONMHUTENEN B MSArKME TKaHU C Lenbio Koppekumum

dopmbl

BBegeHve npenapata penaTokc 9520
A140102 BBegeHve UCKyCCTBEHHbIX HAMOMHUTENEN B MSATKME TKaHU C LENbio KoppekLunm

dopMbl

BBeneHne npenapata penaTokc 7 140
A140104 BBegeHve UCKyCCTBEHHbIX HaMONMHUTENEN B MSArKME TKaHU C Lenbio Koppekumum

dopmbl

BBegeHve npenaparta penaTokc 4760
140252 |A11.01.003.018 |BHyTpUKOXHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaToB

BeegeHve npenapata Hair X Peptide 1,3 mn 7 400
140251 |A11.01.003.017 |BHYTpUKOXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

BeegeHve npenapata Hair X vita line E 2,5 mn 4 400




140250

A11.01.003.016

BHyTpukoxHOEe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
Beegenuve npenapata Hair X vita line E 4 mn

5600

140238

A11.01.003.004

BHyTpukoxHOe BBeAeHve nekapCcTBEHHbIX NpenapaToB
BeegeHuve npenaparta Jalupro

12 400

140239

A11.01.003.005

BHyTpukoxHOEe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
Beegenve npenapata Jalupro HMW 2,5

19 400

140240

A11.01.003.006

BHyTpukoxHOEe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
BeegeHve npenapata Meso-Wharton 1,5

19 400

140241

A11.01.003.007

BHyTpukoxHOEe BBeAeHVe nekapCTBEHHbIX NpenapaToB
BeeneHve npenapata Meso-Xanthin 1,5

19 400

140245

A11.01.003.011

BHyTpukoxHOe BBeAeHve nekapCTBEHHbIX NpenapaToB
Beegenuve npenapata NCTF 135 HA 3 mn

11 100

140257

A11.01.003.023

BHyTpukoxHOEe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
Beegenve npenapata Nithya 5 mn

23700

140244

A11.01.003.010

BHyTpukoxHOe BBeAeHve nekapCcTBEHHbIX NpenapaToB
Beegenve npenapata Profhilo 2 mn

23700

140258

A11.01.003.024

BHyTpukoxHOEe BBeAeHVe nekapCTBEHHbIX NpenapaToB
BeegeHve npenapata Radiess 1,5 mn

26 700

140242

A11.01.003.008

BHyTpukoxHOe BBeAeHve nekapCTBEHHbIX NpenapaToB
BeeneHve npenapata Revi Strong 1 mn

16 800

140243

A11.01.003.009

BHyTpukoxHOe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
BeegeHve npenapata Revi Strong 2 mn

23100

140231

A11.01.013.022

BeeneHve NCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunmn

dopMbl
BeepneHve npenapata Revitacare Cytocare S line 3 mn

19 400

140259

A11.01.003.025

BHyTprKoXXHOE BBegeHWe NeKapCTBEHHbIX NpenapaTos
BBepneHve npenapata Sculptra

49 700

140230

A11.01.013.021

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
Beenenve npenapata Viscoderm Hydrobooster 1,1 mn

19 900

140260

A11.01.003.026

BHyTpukoxHOEe BBeAeHVe nekapCcTBEHHbIX NpenapaToB
BeeneHne npenapata Ycellbio 1 npobupka (PRP-Tepanusi)

13 800

140236

A11.01.003.002

BHyTpukoxHOe BBeAeHve nekapCcTBEHHbIX NpenapaToB
Beenenve npenapata Buckogepm 1,6% 1,5 mn

10 000

140247

A11.01.003.013

BHyTpukoxHOEe BBeAeHVe nekapCTBEHHbIX NpenapaToB
Beegenve npenapata Buckogepm CkuHko 2,5 mn

5100

140246

A11.01.003.012

BHyTpukoxHOe BBeAeHve nekapCcTBEHHbIX NpenapaToB
BeegeHve npenapata Buckogepm CkuHko 5 mn

8 500

140249

A11.01.003.015

BHyTpukoxHOEe BBeAeHVe nekapCTBEHHbIX NpenapaToB
Beenenve npenapata Buckogepm CkuHko E 2,5 mn

6 300

140248

A11.01.003.014

BHyTpukoxHOe BBeAeHve nekapCcTBEHHbIX NpenapaToB
Beegenve npenapata Buckogepm CkuHko E 5 mn

10 300

140234

A11.01.013.025

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

dopMbl
BeeneHve npenapata gucnopT 1 eamHuua

200

140255

A11.01.003.021

BHyTpUukoXHOE BBeAEHWE NekapCTBEHHbIX NpenapaTos
BeepneHve npenapata Konnoct 15% 1 mn

19 900

140253

A11.01.003.019

BHYTpVKOXXHOE BBEOEHME NEKapCTBEHHbIX NpenapaTos
BeepneHuve npenapata Konnoct 7% 0,5 mn

11 200

140254

A11.01.003.020

BHYTpVKOXXHOE BBEOAEHME NEKapCTBEHHbIX NpenapaTos
BeepneHve npenapata Konnoct 7% 1,5 mn

15 300

140256

A11.01.003.022

BHyTprKoXXHOE BBegeHME NeKapCTBEHHbIX NpenapaTos
BBeneHune npenapara Konnoct mukpo 5 mn

17 500

140233

A11.01.013.024

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KOoppeKunmn

dopmbl
BBepneHwve npenaparta kceomuH 1 eguHuua

300

140237

A11.01.003.003

BHyTpukoxHOEe BBeAeHVe nekapCTBEHHbIX NpenapaToB
Beenenve npenapata MHA 10 3 mn

11 100

140232

A11.01.013.023

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

dopMbl
BBeneHve npenapata Ha OCHOBE NONMMOIoYHOM kncnotbl Aesthefill

53 500

140235

A11.01.013.026

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
BBepneHwve npenapata penaTtokc 1 eguHuua

300

140228

A11.01.013.019

BBefeHne NCKYCCTBEHHbIX HAMOMHUTENEN B MATKUE TKaHW C LIENbI KOPPEKLMN
dopmbl

KoHTypHasi nnactuka B KOMMIEKCHOWN KOPPEKLMM HECKOMbKUX 30H NpenapaTomM
Platinum 2 mn

31800

140229

A11.01.013.020

BBefeHne NCKYCCTBEHHbIX HAMOMHUTENEN B MATKUE TKaHW C LIENbI KOPPEKLMN
dopmbl

KoHTypHasi nnactuka B KOMMIEKCHON KOPPEKLMM HECKOMbKUX 30H NpenapaTomM
Platinum 3 mn

44 200




140221

A11.01.013.012

BeeneHve NCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

dopMbl
KoHTypHas nnactuka npenapatom Art filler fine lines 1 mn

18 700

140223

A11.01.013.014

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Art filler lips 1 mn

22 400

140222

A11.01.013.013

BeeneHve NCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lenbio KoppeKuunmn

dopMbl
KoHTypHas nnactuka npenapatom Art filler universal 1,2 mn

23100

140224

A11.01.013.015

BeeneHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Art filler volume 1,2 mn

25500

140216

A11.01.013.007

BeeneHve NCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

dopMbl
KoHTypHas nnactuka npenapatom Belotero Balance 1 mn

19 900

140332

A11.01.013.036

BeeneHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Belotero Intense 1 mn

19 800

140333

A11.01.013.037

BeeneHve NCKYCCTBEHHbIX HanonHUTenewn B MArkue TKaHu C Lernbio KoppeKuunmn

¢opMbl
KoHTypHas nnactuka npenapatom Belotero Intense Lidocaine 1 mn

19 800

140217

A11.01.013.008

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Belotero Lips Contour 0,6

13 600

140218

A11.01.013.009

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lenbio KoppeKunn

dopMbl
KoHTypHas nnactuka npenapatom Belotero Lips Shape 0,6

14 900

140219

A11.01.013.010

BeeneHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Belotero Soft

17 600

140213

A11.01.013.004

BeeneHve NUCKYCCTBEHHbIX HanonHWTenewn B MArkue TKaHu C Lernbio KoppeKunn

¢opMbl
KoHTypHas nnactuka npenapatom Juvederm Retouch 0,55 mn

14 500

140211

A11.01.013.002

BeeneHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnactuka npenapatom Juvederm Ultra 3 1 mn

21800

140210

A11.01.013.001

BeeneHve NCKYCCTBEHHbIX HanonHWTenewn B MArkue TKaHu C Lernbio KoppeKunn

¢opMbl
KoHTypHas nnactuka npenapatom Juvederm Ultra smile 0,55 mn

14 300

140214

A11.01.013.005

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapaTtom Juvederm Volbella 1 mn

24 300

140212

A11.01.013.003

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

¢opMbl
KoHTypHas nnactuka npenapatom Juvederm Volift 1 mn

24 300

140215

A11.01.013.006

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Juvederm Voluma 1 mn

25900

140227

A11.01.013.018

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

¢opMbl
KoHTypHas nnactuka npenapatom Platium Bronze 1 mn

13 800

140225

A11.01.013.016

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapatom Platium Gold 1 mn

18 000

140226

A11.01.013.017

BeeneHve NUCKYCCTBEHHbIX HanonHWUTenewn B MArkue TKaHu C Lernbio KoppeKunn

¢opMbl
KoHTypHas nnactuka npenapatom Platium Silver 1 mn

16 800

140220

A11.01.013.011

BeegeHve NCKYCCTBEHHbIX HanonHUTENEN B MArKMe TKaHW C Lenbto KOoppeKunmn

dopmbl
KoHTypHasa nnacTtuka npenapaTtom Restylane Lift 1 mn

25500

140287

A16.01.024.005

[epmaTtonornyecknin NUANHI
JleyeHne 3aboneBaHnii KOXu MMHAanbHbIM NunuHrom MAHOEJTAK

3 900

140284

A16.01.024.002

[OepmaTonornyeckun nnnmnHr
NeveHue 3abonesaHui KoM xummyeckum nunuHrom [PKECHEPA
MOBEPXHOCTHbIN (JESSNER Peel)

5500

140309

A11.01.003.035

BHYTpVKOXXHOE BBEOEHME NEKapCTBEHHbIX NpenapaTos
Buopesutanusauus Bellarti Lift, 1 mn

11 000

140310

A11.01.003.036

BHYTpVKOXXHOE BBEOEHME NEKapCTBEHHbIX NpenapaTos
BuopesuTtanusauus Bellarti Lift, 2 mn

22000

140311

A11.01.003.037

BHYTpurKOXHOE BBEAEHME NEeKapCTBEHHbIX NpenapaTos
Buopesutanusauus F-hair

5000

14/3

lpoepammMbl u akyuu

141102

B01.008.001

Komnnekc "KoHcynsrauns Bpava-gepmMarornora u Tpuxonora nepsuyHas”

8 300

141103

Komnnekc "lNepBrnyHasa TpMXOCKONUS + UHBEKLMOHHOE NeYeHne rHe3gHom
anoneuwnu B3pocnble (QunpocnaH pacteop 1 mn)"

5500




24 JlabopamopHsbie uccnedoeaHusi
24/47 'bY3 HUN-KBbB Ne1 (2.KpacHodap)
A09.05.0 MccnepoBaHme ypoBHs anbga-heTonpoTenHa u XOpUMOHNYECKOro

roHagoTPOMMHa B CbIBOPOTKE KPOBM (ABOMHAA MeTka) metogom NPnA (ans

npeHaTanbHOW ANarHOCTUKN HapyLUeHWe pa3BUTUA Nnoga) 2 550
A09.05.0 MccnenoBaHve ypOBHSI XOPUOHUYECKOTO rOHAA0TPOMNMHA B CbIBOPOTKE KPOBMU

nMmMyHodnyopecueHTHbIM MeTogom (ABTOOENOUA B-XITY) 1850
A12.05.1 OnpepgeneHune nnasmeHHoro daktopa A (PAPP-A) B CbiIBOPOTKE KPOBU

nMmMmyHodnyopecueHTHbIM MmeTogom (ABTOOEN®UNA PAPP-A) 2750
24/27 FEMOTECT
dT-P000 18.yNTO
1.42. Ca++, Na+, K+(komnnekc ) 700
6.8. D-gumep 1450
2.36. B-Xr4 550
157.0. ApeHosupyc (Adenovirus, gnapenHbli CUHAPOM), aHTUIEHHbI TeCT 1450
1.3.1. AnbByMUH 250
1.36.1. Bunupy6uH Henpamon (Bunupy6ux npamon, bunnupy6ux obwuin) 450
1.36. Bunnpy6uH Henpsimon (Bunupy6uH npsimoni, Bunnupy6uH obLuin) 450
27.108. Broxumusa (6asosas) 2000
27.4. FTEMOCTA3NOIPAMMA (Koarynorpamma) 1550
27.1. locnuTanbHbIN KOMMNEKC 2 300
27.99.1. 3[00POBbIV PEBEHOK (BeHo3Hasi kpoeb) MK 1000
27.99.2. 3[0POBbIV PEBEHOK (kanunnspHas kposb) MK 1000
2.20. KopTtunaon 550
158.0. Kpuntocnopugun napeym (Cryptosporidium parvum, gnapenHbii CUHAPOM),

aHTUreHHbIN TecT 1550
159.0. Jlambnuu (Giardia liamblia, gnaperiHbin CMHOPOM), aHTUTEHHbBIN TECT 1200
175.0. OGHapyXeHne poTaBUpPyCOB N aAEHOBUPYCOB, aHTUMEHHbIN TECT 1450
3.1.1. O6wmn aHanua kposu 6e3 nenkounTapHon popmynbl (BEHO3HasA KPOBb) 300
3.2.1. OGN aHanM3 KPOBU C NeNKoLMTapHON hopMyrnoi (BEHO3Hasi KPOBb) 700
3.8.1. OnpeaeneHve NpoLEHTHOrO CoaepXaHnsi MOHOHYKeapoB B KPOBW (BEH.

KpoBb) (HasHa4aTb BmecTe ¢ "OAK") 300
3.8.2. OnpeaenexHve NpoLEHTHOrO cogepXaHns MOHOHYKNeapoB B KPOBU

(kanunnspHasi KpoBb) (Ha3HavyaTb BmecTe ¢ "OAK") 300
3.71. MoacueT TpombounToB No MeToay POHMO (BEH. KPOBb) (Ha3Ha4YaTb BMECTE C

"OAK") 350
143.0. MoceB Ha remocunbHyo nHdekumo (Haemophilus influenzae) 1550
156.0. PotaBupyc (Rotavirus, anapenHbiin CMHAPOM), aHTUrEHHbIV TECT 1450
162.0. CrtpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbIN TeCT 1200
161.0. CTtpenTtokokka rp.B (Streptococcus agalactiae), aHTUreHHbIn Tect 1300
160.0. TokcuH A (Clostridium difficile, nceBgomembpaHHbI KONWUT), aHTUTEHHbIN TECT 1450
186.0. TokcuH A n B (Clostridium difficile, nceBgomembpaHHbI KONWUT),aHTUTEHHbIN

Tect 2000
27.5. LLintoBnaHas xenesa (CKPUHMHT) 3 300
24/45 reHomeo
1892 A10.20.001.007 |AHanu3 peuentmBHOCTU dHAomeTpus "ERT-Tect” 60 500
0016 A27.20.001.005.00HUMNT Panorama (Natera, CLUA), "6a3oBas naHenb 22q" 40 000
1947 B03.032.002.011 [lMonHoe cekBeHNpOBaHWE 3K30Ma NpeHaTanbHoe 56 100
0589 B03.032.002.001 [XpOMOCOMHbIN MUKPOMATPUYHbIVA aHanNM3 npeHaTasnbHbIn 23100
24/9 UHBUTPO
OBC64M «bonu B cyctasax: ckpuHuHr (Arthralgia: screening tests)» 7 250
1603 1,25(0OH)2D3 — 1,25-gurngpokcnsutammy D3 2 350
6830M6 Alternaria alternata (m6) IgE, ImmunoCAP 1150
6846M22 Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2600
6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1150
6833M5 Candida albicans (m5) IgE, ImmunoCAP 1150
6834M2 Cladosporium herbarum (m2) IgE, ImmunoCAP 1150
6863M22 Malassezia spp. (m227) IgE, ImmunoCAP 1150
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1150
6802PH Phadiatop ImmunoCAP, IgE 1950
6801PI Phadiatop Infant ImmunoCAP, IgE 3050
1647 ST2 pacTtBopumbin (soluble ST2, sST2) 4150
66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoC

AP) 1000
66605 ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoC

AP) 1000
404 AOeHOBMPYC pecnMpaTopHbIN, BbISIBIIEHNE aHTUreHa B pecrnupaTopHOM TpakTe,

ummyHoxpomatorpadus (Adenovirus, respiratory infection, One step rapid

immunochromotographic assay, antigen) 1400
9021 AJIJIEPIOJIOMYECKUE UCCIIEQOBAHUA (OnpedeneHue cneyuguyeckux IgE)




1308ISA(

Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip

ImmunoCAP ISAC, 112 allergic components) 51 800
677 AHnaHac, IgE (Pineapple, IgE, F210) 700
998 AnenbcuH, IgE (Orange, IgE, F33) 700
611 Apaxwuc, IgE (Peanut, IgE, F13) 700
676 BanaH, IgE (Banana, IgE, F92) 700
673 BapaHuHa, IgE (Lamb, IgE, F88) 700
657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 700
649 Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 700
661 BonHucTeii nonyran, nepo, IgE (Budgerigar Feathers, IgE, E78) 700
645 loBsiguHa, IgE (Beef, IgE, F27) 700
636 penndpyrT, IgE (Grapefruit, IgE, F209) 700
641 IpevHeBas myka, IgE (Buckwheat, IgE, F11) 700
631 LOomawHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 700
650 KaseuH, IgE (Casein, IgE, F78) 700
642 Kanycrta kouyaHHas, IgE (Cabbage, IgE, F216) 700
646 Kaptodens, IgE (Potato, IgE, F35) 700
654 Kusw, IgE (Kiwi Fruit, IgE, F84) 700
622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,

D2) 700
621 Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides

pteronyssinus, IgE, D1) 700
634 Kny6Huka, IgE (Strawberry, IgE, F44) 700
608 Koposbe monoko, IgE (Milk, IgE, F2) 700
605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 700
614 Kpabsl, IgE (Crab, IgE, F23) 700
615 Kpesetku, IgE (Shrimp, IgE, F24) 700
651 KypuHoe msico, IgE (Chicken Meat, IgE, F83) 700
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 700
628 Jlatekc, IgE (Latex, 1gG, K82) 700
635 JlumonH, IgE (Lemon, IgE, F208) 700
675 Mawro, IgE (Mango, IgE, F91) 700
617 MopkoBb, IgE (Carrot, IgE, F31) 700
660 Mopckas cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, EB) 700
648 OBcsiHaa myka, IgE (Oat, IgE, F7) 700
662 Os.ua, anutenun, IgE (Sheep Epithelium, IgE, E81) 700
670 MaHenb negunatpuyeckas, IgE (Pediatric Panel, IgE) 6 050
669 Manenb nuweBble anneprexsbl, IgE (Food Allergy Panel, IgE) 6 050
665 MaHenb pasHble annepresl, IgE (Panel Different Allergens, IgE) 6 050
666 Manenb pecnupatopHble annepreHsl, IgE (Respiratory Panel, IgE) 6 050
632 Mekapckue apoxcku, IgE (Baker’s Yeast, IgE, F45) 700
674 Mepcuk, IgE (Peach, IgE, F95) 700
655 MueHble apoxoku, IgE (Brewer’s Yeast, IgE, F403) 850
627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 700
625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 700
626 Mnecenb Candida albicans, IgE (Candida albicans, IgE, M5) 700
624 Mnecenb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 700
623 Mnecenb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 700
659 MonkiHb ropbkas, IgE (Wormwood, IgE, W5) 700
658 MonbiHb 06GbIkHOBEHHas, Nbinbua, IgE (Mugwort, IgE, W6) 700
647 Mpoco, IgE (Common Millet, IgE, F55) 700
610 MwenwnyHasa myka, IgE (Wheat, IgE, F4) 700
652 Puc, IgE (Rice, IgE, F9) 700
644 CeuHuHa, IgE (Pork, IgE, F26) 700
619 Cenbgepen, IgE (Celery, IgE, F85) 700
603 CwMecb annepreHoB AepeBbEB: 0MbXa, NneluHa obblikHoBEHHas!, 1Ba, bepesa,

ny6, IgE (TP (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,

Birch, Oak, IgE)* 1550
1070 CMecb annepreHoB AOMALLHWX FPbI3YyHOB: SNUTENWUIA MOPCKON CBUHKM,

ANUTENWI KPONUKa, aNUTENun Xomsika, Kpbica, Mbiwb, IgE (EP70 (E6, E82,

E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

Hamster Epithelium, Rat, Mouse, IgE)* 1550
602 Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)* 1550
604 Cmecb annepreHoB COpPHOW TpaBbl: amMbpo3ns NONbIHHONMUCTHAs, NOMbIHb

06bIKHOBEHHAs!, MOAOPOXHUK, Mapb Benas, YepTononox pycckui, IgE (WP1

(W1, We, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 1700




600

CwMecb annepreHoB TpaBbl: exa COopHasi, OBCSIHHMLA FTyroBasi, POXb
MHOTONeTHAs, TUModeeBka, MaTnuk nyroesown, IgE (GP1 (G3, G4, G5, G6, G8),
Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,

Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 1550
601 CMecb annepreHoB TPaBbl: KONIOCOK AYLUMCTbIN, POXXb MHOTOMNETHSIS,

TUMOEEBKA, POXKb KYNbTUBMPOBaHHasA, ByxapHuk wepctucTeii, IgE (GP3 (G1,

G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye Grass,

Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* 1550
637 Cwmecb NuULLEBLIX annepreHoB 1: anenbcuH, 6aHaH, sénoko, nepcuk, Ige (FP15

(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)* 1550
638 CmMecb NULLEBLIX annepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84,

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1550
639 CwmMecb NuLLEeBbIX annepreHoB 3: CBUHMHA, KypUHOE MSCO, FOBSIANHA,

6apanuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, IgE)* 1550
606 Cobaka, IgE (Dog Epithelium, IgE, E2) 700
612 Coesble 606bl1, IgE (Soybean, IgE, F14) 700
620 TapakaH, IgE (Cockroach, IgE, 16) 700
656 TumodbeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 700
616 Tomarsl, IgE (Tomato, IgE, F25) 700
640 Tonons, IgE (Cottonwood, IgE, T14) 700
609 Tpecka, IgE (Codfish, IgE, F3) 700
643 TeikBa, IgE (Pumpkin, IgE, F225) 700
613 dyHayk, IgE (Hazelnut, IgE, F17) 700
633 LWokonaga, IgE (Chocolate, IgE, F105) 700
653 Aénoko, IgE (Apple, IgE, F49) 700
607 Anunbin 6enok, IgE (Egg White, IgE, F1) 700
618 Anunbin xxenTok, IgE (Egg Yolk, IgE, F75) 700
9022 AJIIEPIrOJIOrMYECKUE UCCJIIEQOBAHMA (OnpedeneHue cneyuguveckux IgG)
6672 AHaHac, IgG (Pineapple, IgG, F210) 850
6667 AnenbcuH, IgG (Orange, 1gG, F33) 850
6645 Apaxwuc, 1gG (Peanut, IgG, F13) 850
6671 BanaH, IgG (Banana, IgG, F92) 850
6668 BapaHuHa, 1gG (Lamb, IgG, F88) 850
6601 Beta-naktornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) 850
6654 loBaguHa (F27), annepreH-cneumnduyeckme IgG (Beef, 1gG, F27) 850
6666 Ipenndpyt (F209), annepreH-cneuundudeckme IgG (Grapefruit, IgG, F209) 850
6644 peuHeBas myka (F11), annepreH-cneumnduyeckume IgG (Buckwheat, 1gG, F11) 850
6635 LomawHsas neinb/Greer (H1), anneprex-cneundgunyeckme IgG (House Dust —

Greer, IgG, H1) 850
6602 KasewuH (F78), annepreH-cneundudeckue IgG (Casein, IgG, F78)) 850
6649 Kanycta ko4aHHas (F216), annepreH-cneundudeckue IgG (Cabbage, 1gG,

F216) 850
6657 Kaptodens (F35), anneprex-cneundumyeckme 1gG (Potato, 1gG, F35) 850
6608 Kusu (F84), annepreHn-cneumndudeckme IgG (Kiwi Fruit, IgG, F84) 850
6633 Knew, Dermatophagoides farinae (D2), annepreH-cneumnduyeckme IgG

(Dermatophagoides farinae, IgG, D2) 850
6634 Knew, Dermatophagoides microceras (D3), anneprex-cneundunyeckue 1gG

(Dermatophagoides microceras, 19G, D3) 850
6632 Knew, Dermatophagoides pteronyssinus (D1), anneprex-cneundunyeckue 1gG

(Dermatophagoides pteronyssinus, 1gG, D1) 850
6659 Kny6Huka (F44), annepren-cneuundudeckue IgG (Strawberry, 1gG, F44) 850
6648 Koposbe monoko (F2), annepren-cneuundudeckue 1gG (Milk, IgG, F2) 850
6638 Kowka, anutenuii (E1), annepreH-cneundudeckue IgG (Cat

Dander-Epithelium, IgG, E1) 850
6652 KpeseTkn (F24), annepren-cneundudeckue IgG (Shrimp, 1gG, F24) 850
6603 KypuHoe msaco (F83), anneprex-cneunduyeckue IgG (Chicken Meat, 1gG, F83) 850
6609 JlumoH (F208), annepren-cneundudeckne IgG (Lemon, I1gG, F208) 850
6670 Matro (F91), annepreH-cneumdudeckue IgG (Mango, IgG, F91) 850
6656 Mopkosb (F31), annepren-cneundudeckne IgG (Carrot, 19G, F31) 850
6661 OBcsiHaa myka (F7), annepren-cneundunyeckue IgG (Oat, IgG, F7) 850
ALL OnpepgeneHune cneumduyeckmx ummyHornobynuHos knacca G (IgG) k

nuwesbIM annepreHam (Basic Food Profile, I1gG) 23 450
6664 Mekapckue apoxckun (F45), annepreH-cneundumdeckne IgG (Baker’s Yeast, IgG,

F45) 850
6669 Mepcuk (F95), annepren-cneundudeckne IgG (Peach, IgG, F95) 850
6610 MueHble apoxokn (F403), annepreH-cneumduyeckme IgG (Brewer’s Yeast, 19G,

F403) 850
6618 MneceHb Alternaria tenuis (M6), annepren-cneuunduyeckume IgG (Alternaria

tenuis, 19G, M6) 850




6615

Mnecenb Cladosporium herbarum (M2), anneprex-cneumdunyeckme 1gG

(Cladosporium herbarum, IgG, M2) 850
6614 MneceHb Penicillium notatum (M1), annepreH-cneundunyeckne IgG

(Penicillium notatum, 1gG, M1) 850
6660 Mpoco (F55), annepren-cneundunyeckue IgG (Common Millet, IgG, F55) 850
6658 MuwenunyHasn myka (F4), annepren-cneuyndudeckue IgG (Wheat, I1gG, F4) 850
6605 Puc (F9), annepreH-cneunduyeckme IgG (Rice, 1gG, F9) 850
6653 CeuHuHa (F26), annepreH-cneumnduyeckme IgG (Pork, 19G, F26) 850
6619 Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1IgG)* 1550
6612 Cwmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, sénoko, nepcuk, IgG (FP15

(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgG)* 1550
6611 Cmecb NULLEBBIX anmepreHoB 2: KMBKU, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84,

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)* 1800
6613 CwmMecb NuLLEeBbIX annepreHoB 3: CBUHMHA, KypuUHOE MSCO, TOBSIANHA,

6apanuHa, 1gG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

Meat, Lamb, 1gG)* 1550
6639 Cobaka, anutenun (E2), annepreH-cneumnduyeckme IgG (Dog Epithelium, IgG,

E2) 850
6646 Coesble 606b1 (F14), annepren-cneuundudeckme IgG (Soybean, IgG, F14) 850
6607 Tomartbl (F25), annepreH-cneundumyeckue IgG (Tomato, I1gG, F25) 850
6655 Tpecka (F3), annepreHn-cneuududeckue IgG (Codfish, IgG, F3) 850
6650 TeikBa (F225), annepreH-cneumndudeckme IgG (Pumpkin, 1gG, F225) 850
6647 dyHayk (F17), annepren-cneuudpudeckue IgG (Hazelnut, IgG, F17) 850
6665 LLokonag (F105), annepreH-cneundudeckue IgG (Chocolate, IgG, F105) 850
6606 Aénoko (F49), annepreH-cneundmdeckme IgG (Apple, I1gG, F49) 850
6643 Anunbin 6enok (F1), annepreH-cneundudeckme IgG (Egg White, IgG, F1) 850
6662 Anunbin xxenTtok (F75), anneprex-cneundmnyeckne 1gG (Egg Yolk, 1gG, F75) 850
6806F76 Anbda-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP 1150
6814W23 AMOBpo3us Bbicokasi, nonbliHoNuUcTHasi, nAmb a1 (w230) IgE, ImmunoCAP 2600
7653 Ananu3 mytauui B reHe BRAF (V600E) (MNUP, kay) 11 900
7654 Ananuna nepectpoek 1 xpomocomsl (FISH, konny.) 19 600
6903F21( AnaHac (f210) IgE, ImmunoCAP 1150
1412 AHTU-Xa akTneHocTb, ME/Mn (TenapuH, koHUeHTpaums, ME/mn), Anti-Xa activit

y, lU/ml (Heparin concentration, 1U/ml) 1 800
1584AN AHTUHerpoHanbHble aHTuTena, IlgG, metoq HenpsiMon

nmmyHodnyopecueHummn (Neuronal antibodies, IgG, Indirect

immunofluorescence (IIF)) 4 850
202CMX Antutena k GAD (rmytamataekap6okeunase), IgG, nuksop (Anti-GAD

(glutamic acid decarboxylase), IgG, CSF) 3 050
1581CMX AHTuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNMEKCa KanmeBblX KaHanos),

IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF) 8 800
1581CB AnTutena k LGI1 n CASPR2 (koMNOHEHTbI KOMMNMeKca KanmeBblX KaHanos),

IgG, cbiBopoTka kposu (VGKC-associated proteins LGI1 and CASPR2

antibodies, serum) 8 800
954CMXK Antutena k NMDA rnytamaTtHomy peuenTopy, IgG, onpegeneHune B nMkeope

(aHTM-NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 4 400
299 AHTUTEna Kk aHTureHam Kutarickon asyyctkm Clonorchis sinensis IgG 1550
297 AHTUTENa K aHTureHam Hemartog poga Anisakis 1gG 1150
1664 AHTuTENa K BUpycy nonuomuenuta 1-ro n 3-ro Tunos (Anti-Poliovirus serotypes

1, 3, IgG) 2 350
1665 AHTUTEna k remodunbHON nanoyke Tnna b, IgG (AHTMTena knacca IgG k

nonupubosnnpubutondgocdary) (polyribosylribitolphosphate, PRP)

(Haemophilus influenzae tuna b (HiB), anti-PRP Haemophilus influenzae b

IgG) 2900
1586ADN AntuTena k ocJHK B cbiBOpOTKE KPOBU, MOATBEPXKAAOLLUNA TECT C

ucnons3oBaHuem cybctpara Crithidia luciliae, IgG, meTogom Henpsimon

nmmyHodrntoopecueHumu (Crithidia luciliae indirect fluorescent test (CLIFT)) 1800
1641 AHTuTEna k kopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 3660T1T 1400
1585MUS AHTUTENA K MblLLEYHO-CNELMPNYECKON TUPO3nNHKMHa3e (aHTM-MuSK) B

cbiBOpoTKe kpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody) 7 800
1582CB AHTWTENa K HeMpOHarnbHbLIM peuenTopam u cuHanTuyeckum 6enkam (NMDA-,

LGI1, CASPR2, AMPA1-, AMPA2-, GABAB1-) 19 600
1582 AHTWTENa K peuenTopamM u cuHanTnyecknm 6enkam HevipoHoB (NMDA-, LGI1-,

CASPR2-, AMPA1-, AMPA2-, GABAB1-) 19 750
1190 AnTuTena knacca IgG k Borrelia burgdorferi, BbisiBnsemble MeTO4OM

nMmMyHo6noTTuHra (anti-Borrelia burgdorferi IgG, Immunoblot) 3150
1379 AHTuTena knacca IgG k rmaBHoMy 6enky HapyHow MmembparHbl MOMP n

AHTuTena knacca IlgG Pgp3 (MembpaHoaccoLMMpoBaHHbI MNasMuaHbIA

6enok) Chlamydia trachomatis 850
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AHnTuTena knacca IgA k Mycoplasma pneumoniae (M. pneumoniae Antibodies,
IgA, Mycoplasma pneumoniae Specific IgA, Anti-Mycoplasma pneumoniae

IgA) 1000
6882F33 AnenbcuH (f33) IgE, ImmunoCAP 1150
6859F 357 Apaxwc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2600
6860F427 Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 2600
6872F13 Apaxuc (f13) IgE, ImmunoCAP 1150
6856F427 Apaxwuc, rAra h 1 (f422) IgE, ImmunoCAP 2600
6857F42] Apaxuc, rAra h 2 (4f23) IgE, ImmunoCAP 2600
6858F424 Apaxwuc, rAra h 3 (f424) IgE, ImmunoCAP 2600
66606 Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoC

AP) 1000
66638 BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, Imm

unoCAP) 1000
6877F92 BanaH (f92) IgE, ImmunoCAP 1150
6901F88 BapaHuHa (f88) IgE, ImmunoCAP 1150
OBC114 BenkoBas aveta 4 000
6809T3 Bepesa (13) IgE, ImmunoCAP 1150
68107214 Bepesa 6opogasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2 600
68117221 Bepesa 6opopasyatas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 2600
1615 BeTta-kapoTuH 3450
6808F77 Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 1150
534 BuoncunHaga gnarHoctruka gepmartosoB - Moponormyeckoe nccnegoBaHmne

6uonTaToB B Lenax AnarHOCTUKMN 3aboneBaHnii Koxu (kpome

HoBoobpa3soBaHuin). (Pathology of skin biopsyes) 3150
9004 BUOXUMUYECKUE UCCJIIELJOBAHUST KPOBU
928 25-OH BuTaMuH D o6wmin (25-OH Vitamin D Total, 25(OH)D,

25-Hydroxycalciferol) 2500
204 N-TepMuHanbHbIA NponenTua npokonnareHa 1 o6wmin (Procollagen Type 1

N-terminal Propeptide, P1NP, Total) 2 250
8 AnaHvHamuHoTpaHcdepasa (AnAT, AJlT, rmyTammnHo-NMpoBUHOrpagHas

TpaHcamwuHasa, ['TIT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic

Transaminase, SGPT ) 350
1" A09.05.045 Anbda-amunnasa (o-amunasa, guactasa) (Alpha-Amilase, a-Amylase) 450
12 A09.05.180 Anbda-ammnnasa naHkpeatumdeckas (P-usocdepmeHT amunasbl) (Pancreatic

a-Amylase) 450
1500 AHTUOKCMAAHTHBIN cTaTyc (O6LLMIN aHTUOKCMAAHTHEIN cTaTyc) (Total

Antioxidant Status, TAS ) 8 000
220 AnonunonpotenH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 700
219 AnonunonpotenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1, Apo A1) 850
9 AcnaptatamuHoTpaHcdepasa (AcAT, ACT, rmyTaMmyHo-LLaBENeBOYKCYCHast

TpaHcamuHasa, WUT) (Aspartateaminotransferase, AST, Serum

Glutamicoxaloacetic Transaminase, SGOT ) 350
29 A09.05.014 Benkosble dpakuun (Serum Protein Electrophoresis, SPE, SPEP)* 600
1552 Benok BeHc-[I)koHCa B MOYe, CKPUHUHT C NPUMEHEHNEM UMMYHOUKCaLnn n

KonunyectBeHHoe onpegeneHue (Bence-Jones Protein, Urine, Immunofixation,

Quantification ) 3150
1553 Benok BeHc-[xxoHca B MoYe: UMMyHOUKCaUUS, KONMYeCTBEHHOE

onpeaeneHune, TMNpoBaHue kanna, nsméaa (Bence-Jones Protein, Urine,

Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification ) 4 950
13 A09.05.021 Bunnpy6uH o6wmn (Bilirubin Total) 350
14 A09.05.022.001 |Bununpy6uH npsmon (bunmpybuH KoHbIOIIMPOBaHHbLIN, cBA3aHHbIN) (Direct

Bilirubin, DBIL, Conjugated Bilirubin ) 350
15 A09.05.044 Famma-rnytamuntpaHcnentugasa ([T T, rmyTamuntpaHcnentugasa)

(Gamma-Glutamyl Transferase, GGT) 350
216 lactpuH (Gastrin) 1150
FACTP lactponaxens (GastroPanel) 5500
18 A09.05.083 MmukunposaHHbI remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 1000
16 A09.05.023 mioko3a (Glucose) 350
7T [MOKO30-TONEpPaHTHbIN TECT C ONpeaerieHneMm rmoKo3bl B BEHO3HOW KPOBU

HaToLLaK 1 nocne Harpy3ku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test,

OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous

Blood) 1700
Trc [MoKO30-TONEpaHTHbIN TECT C onpeaeneHmem rmkosbl n C-nentuga B

BEHO3HOW KPOBM HATOLLaK M nocne Harpy3ku yepes 2 yaca (2-Hour Oral

Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration (Fasting

and 2 Hours after Load), Venous Blood) 2 350
[TB-C [nioko30TONEepaHTHbLIN TECT Npy GepeMEHHOCTH (Nna3Ma KpoBW)

(nepopanbHbIn rnoko3oTonepaHTHbIn TecT, [T, O TT) Oral Glucose

Tolerance Test, Plasma, OGTT, Pregnancy 1850
153 lomouuctenH (Homocysteine) 2050
147 OesokcunupugnHonuH (OMNMNO) B moye (Deoxypyridinolinein, DPD, Urine) 2 050




1512BILH XKenuHble kucnotol (Bile Acids) 4 000
40CKDER Kny6oukoBas dpunstpauus, pacdet no copmyne CKD-EPI — kpeaTuHuH

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 350
1526 Kny6oukoBas dpunstpaums, pacdet no copmyne CKD-EPI — umctatnH C

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 1250
22 A09.05.020 Kpeatunuh (Creatinine) 350
19 A09.05.043 KpeatuHkuHasa (KpeatuHdocdokuHasa, KK, KPK) (Creatine Kinase, CK,

Creatine Phosphokinase, CPK) 450
20 A09.05.177 KpeatuHkuHasa-MB (KpeatuHdocdokmHasa-MB, KK-MB, KOK-MB) (Creatine

Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 600
215 Jlaktar (Lactate) 1000
24 A09.05.039 JlaktatgerngporeHasa (J14I, L-naktat, HA+O«kcugopeaykrasa) (Lactate

Dehydrogenase, LDH) 350
25 A09.05.039.001 |J14r-1 (JlaktatgerngporeHasa-1, 1-n nsodepmeHt J14r,

anbda-rngpokcnbyTupatgerngporeHasa) (Lactate Dehydrogenase, Isoforms 1,

Lactic Acid Dehydrogenase, LDH1, Alpha-Hydroxybutyrate Dehydrogenase,

Alpha-HBDH) 450
23 A09.05.173 Jlvunasa (Tpuaumnrmuueponaumnrugpona3sa) (Lipase) 450
1071 JlunonpotewH (a), J11N (a) (Lipoprotein (a), Lp (a)) 1400
4050 M-rpagneHT, CKpUHUHL. OnekTpodopes CbIBOPOTKU KPOBU, UMMYHOMKCaums ¢

nonvBarneHTHOWM aHTUCLIBOPOTKOM, KONnYecTBeHHasi oueHka M-6enka (6e3

TunupoBanus) (M-Gradient, Screening. Serum Protein Electrophoresis

(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-Protein

(without Typing)) 3 600
4051 M-rpagneHT, TunMpoBaHune. AnekTpodopes CbIBOPOTKN KPOBMU,

UMMYHOMMKCaALMS C NaHenblo aHTUCLIBOPOTOK (pa3gensHo K IgG, IgA, IgM,

kanna, nambaa), konnyecteeHHas oueHka M-6enka (M-Gradient, Typing.

Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,

IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 6 500
27 A09.05.018 MoueBas kucnota (Uric Acid) 350
26 A09.05.017 MouesuHa (Urea) 350
28 A09.05.010 O6wwmin 6enok (Protein Total) 350
146 OcteokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla

Protein, BGP) 1150
294 MencuHoreH | (Pepsinogen [) 1550
295 MencuHoreH Il (Pepsinogen 1) 1550
2111 MencuHoreHbl | 1 |l ¢ pacyeTtom cooTHoweHnust (MencuHoreH I/MencuHoreH )

(Pepsinogen I/Pepsinogen Il, PG1/PG2) 3 050
203 C-koHueBble Tenonentuabl konnarexa | Tuna (6era-CrossLaps,

C-TepmuHaneHbi Tenonentug, CT) (Carboxyterminal Cross-linking

Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,

Beta-Cross Laps, 3-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1

Collagen, CT, b-CTx Serum) 1550
1540 CsobogHble nerkve ueny MMMyHornobynnHoB kanna u naméga B moye (Urine

immunoglobulin free light chains (FLC) kappa and lambda) 2250
1539 CobogHble nerkve uenv MMMyHornobynnHoB Kanna v namMbaa CbIBOPOTKM C

pacyeTom uHAeKca kanna/namoaa 3150
978 CtumynsaumoHHas npoba — MactpuH-17 (cTuMmynupoBaHHbIn) (Gastrin-17

Stimulation Test, Gastrin-17, G-17) 1 800
30 Tpurnunuepuabl (TI) (Triglycerides) 350
35 docparasa kucnas (KP) (Acid Phosphatase, ACP) 450
36 docarasa wenoyHas (LLP) (Alkaline Phosphatase, ALP) 350
17 A09.05.102 ®pykTo3amuH (Fructosamine) 1250
32 XonectepuH JMNBI (XonectepnH NMNONPOTEMHOB BbICOKON NnoTHocTK, JIMBI,

a-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol) 450
33 XonectepuH JIMHI (XonectepyH NMNonpoTenHoB HU3KOM nnoTHocTy, JIMHI,

B-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* 450
218 XonectepuH JIMOHTI (XonecTtepnH NMNONPOTENHOB OYEHb HU3KOWM MNOTHOCTH,

JINOHIN) (Very Low-Density Lipoprotein Cholesterol, VLDL Cholesterol) 600
31 XonectepuH obwuii (XonectepuH) (Cholesterol Total) 350
34 XonuHacTepasa (S-lceBgoxonmHacTepasa, xonmHacTepasa ll, S-X3,

auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 450
1525 Lincratnu C (Cystatin C) 1150
1551 OnekTpochopes 6enkoB Moyn, onpeaeneHve Tuna npotenHypum (Urine Protein

Electrophoresis) 2500
9005 BUOXUMUYECKUE NUCCIIEOBAHUST KPOBU (npodomxkeHue)
1280 CA-242 (YrneBoaHbIi aHTureH 242, onyxonesbli Mapkep CA-242)

(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1400
166 CA-72-4 (YrneBopHbIi aHTureH 72-4) (Carbohydrate Antigen CA-72-4, Cancer

Antigen CA-72-4) 1550
1281 HE4 (Benok 4 anuguaummnca venoseka) (Human Epididymis Protein 4, HE4) 2050
1296 SCC (AHTUreH NNOCKoKNeTo4HOM KapuuHombl) (Squamous Cell Carcinoma

Antigen, SCCA, SCCAg) 1700
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UBC (AHTWreH paka MOYeBOro ny3blpsi, UCCnegoBaHne pacTBOPUMbIX
parmeHToB LuTOoKepaTnHoB 8 1 18 B Mouye) (Urine Bladder Cancer Antigen,

Urine Bladder Cancer, UBC) 3050
1317B12 AKTVBHbIV BUTaMuH B12 (FonotpaHckobanamuH, Active-B12,

Holotranscobalamin) 2050
1200A1A] Anbda-1-aHTutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT,

AAT, Concentration) 2 050
832A1A Anbda-1-aHTutpuncuH (A1AT), dpeHoTunuposaxme (Alpha-1-Antitrypsin, A1AT,

AAT, Phenotyping) 4 000
1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) 700
92 Anbda-etonpotenH (API) (a-Fetoprotein, AFP) 1000
42 AnTtuctpentonuanH-O (ACJ1-O, ACIO) (Antistreptolysin-O, ASO) 600
1198 Benok S100 (S100 Protein) 4 000
225 Beta-2-mukpornobynuH (B-2-mukpornobynuH) B mode (Beta-2-Microglobulin,

Urine) 1550
208 Beta-2-mukpornobynuH (B-2-MukpornobynuH) B CbIBOPOTKE KPOBU

(Beta-2-Microglobulin, BMG, Serum ) 1550
117 ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) 1150
841 lanTornobuH (Haptoglobin) 1000
48 >Kene3so (Fe) B cbiBopoTke kposu (Iron (Fe), Serum) 350
39 Kanun/Hatpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium,

CI-/Chloride, Serum) 700
165 Kanbuwnit noHnsunposaHHbIi (Ca2+, cBob6oaHbI kanbumit) (lonized Calcium, epemertio He

Free Calcium) 600 npeaocTaBnsiem
37 Kanbuwnin obwwn (Ca) (Calcium Total) 350
171 KanbumTtoHuH (Calcitonin) 1550
49 JlaTeHTHas (HeHacbIWEeHHas ) )kene3ocssA3biBatoLLast COCOBHOCTb CbIBOPOTKM

kposu (JXKCC, HXCC) (Unsaturated Iron Binding Capacity, UIBC) 450
40 Marnun (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 350
21 A09.05.006 Mworno6uH (Myoglobin) 850
1631 HaTtpuitypetuyeckoro ropmoHa (B-tvna) N-koHueon nponentug (NT-proBNP,

N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide) 4150
209 HenpoHcneunduyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 2 050
OBC69 OHKOpUWCK MYXCKOW: NpeacTaTensHas xenesa (Male oncologic risk: prostate) 1800
2113 OueHka 3goposbs npoctatsl (MCA o6w., NCA cB., -2proPSA, phi) 4 400
ROMA1 OueHka pucka paka anyHukos no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeTta pucka anuTenuanbHOro paka

SWNYHKKOB) (ANS XeHWwuH go MmeHonaysbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (Before Menopause)) 3150
ROMA2 OueHka pucka paka anyHukos no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeTta pucka anutenuansbHOro paka

SNYHKKOB) (ANs XeHwuH nocne meHonayssbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (After Menopause)) 3150
103 MCA obwuin (MpocTtaTnyeckunii cneunduyecknini aHTUreH ooLLInIA)

(Prostate-Specific Antigen Total, PSA Total) 850
141 PakoBo-ambpuoHanbHbI aHTureH (POA, KapunmHOIMOpPUOHANbHbIN aHTUIEeH)

(Carcinoembryonic Antigen, CEA) 1150
44 PesmatongHbin paktop (P®) (Rheumatoid Factor, RF) 600
43 C-peaktuBHbin 6enok (CPB) (C-Reactive Protein, CRP) 600
143 CA-125 (YmeBogHbin anTureH 125) (Carbohydrate Antigen CA-125, Cancer

Antigen CA-125) 1150
142 CA-15-3 (YrneBogHbivi aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer

Antigen CA-15-3) 1150
144 CA-19-9 (YrneBogHbivi aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer

Antigen-Gl) 1150
50 TpaHcdeppuH (CugepodunuH) (Transferrin) 700
157 TponoHuH-1 (Troponin-1) 1000
838 Yrnesoa-gedumuuntHeln TpaHcdeppuH (YOT) (Carbohydrate-Deficient

Trancferrin, CDT) 4 550
839 YrneBoa-aeduunTHbIN TpaHcdeppuH ¢ anektpodoperpammon (YOT)

(Carbohydrate-Deficient Transferrin with results on an electrophoregram

(CDT)) 4 850
51 ®epputuH (Ferritin) 850
118 donueas kncnota (Folic Acid) 1550
41 doccop HeopraHudeckun (P) (Phosphorus (P)) 350
946 XpomorpanuH A (Chromogranin A, CgA) 8 000
840 Llepynonna3smuH (Ceruloplasmin) 1000
167 LintokepatmHoBbin oparmeHT (Cyfra 21-1, doparmeHT umtokepatmHa 19)

(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble

Fragments, Cyfra 21-1) 1550
OBbC154 Buoxmnmusa kposu: 6a30BbIV Npodunb 2 050
77710 BokoBon ammnotpoduyeckuin cknepos (BAC), SOD1, m. 9900




77706 BokoBor ammnoTtpoduyeckuii ckrnepos, C9orf72, y.m. 6 150
77800 BonesHb Bexveta, TnMposaHne HLA B51 4 850
77701 BonesHb MapKkMHCOHA, KOMNMEKCHast AUarHOCTUKa, Y.M. 10 650
77715 BonesHb ®abpu, GLA, m. 13 550
66639 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, Im

munoCAP) 1000
6847E204 Bblumni cbiBOpOTOYHBIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 2600
OBC112 BeretapuaHubl 4 150
3215CJH Bupyc Varicella-Zoster, onpenenenvne OHK B cnitoHe (VaricellaZosterVirus, DN

A, saliva) 600
3215KOX Bupyc Varicella-Zoster, onpenenenne OHK B cockobe anutenmanbHbIX KNEToK

koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 600
3215POT] Bupyc Varicella-Zoster, onpegenenne HK B cockobe anutenmanbHbIX KNEToK

cnuancton potornoTkm (Varicella Zoster Virus, DNA, scrape of faucial epithelial

cells) 600
3215CB Bupyc Varicella-Zoster, onpenenenne OHK B cuiBopoTke kposu (Varicella Zoste

rVirus, DNA, serum) 600
3102 Bupyc nmmyHogedmumuta yenoseka Tvna 1, kayectseHHoe onpegenexHne PHK

(Human immunodeficiency virus, quality, RNA) B cbiIBOpoTKe KpoBu 3850
3511 Bupyc SnwrenHa-bapp, onpegenexue OHK B cbiBopoTke kposu (EBV DNA,

Serum)* 600
1616 ButamuH 25(0OH)D2 1 25(0OH)D3, pasgenbHoe onpeaeneHune

(BOXKX-MC/MC) 6 500
1605 ButamuH B6, nupuaokcanb-5-cocdar, nnasma (Vitamin B6,

Pyridoxal-5-Phosphate, PLP) 3450
931 ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum) 3450
1604 ButamuH B1 (TniamuH) 3450
1609 ButamuH B2 (pubodpnasuH) 3450
1610 ButamuH B3 — HUkoTMHamug, nnasma (Butammd PP, HuauuH, Vitamin B3 —

Nicotinamide, Niacinamide, plasma) 3450
1608 ButamuH B5 (naHTOTEHOBas kucnota) 3450
1611 ButamuH B7, H (6uoTtuH) 3450
932 ButamuH E B cbiBopoTKe (anbga-Tokodepon) (Vitamin E, alpha-Tocopherol,

Serum) 3450
877 Butamun K1 B cbiBopoTke (cpunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 3450
1606 Butamun C (ackopbrHoBasi kucnora) 3450
66633 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 1000
1829 BopopacTteopumMbie BUTAMUHbI 20 800
1643 BbicokovyBcTBUTENBHBIN C-peakTuBHbIN 6enok (kapgmo) 850
9027 TEHETUYECKUE NPEQPACIIOJIOXKEHHOCTHU
76011 N-auetuntpacdepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT2)) 8 550
7802CYI AppeHoreHuntansHbii cuHapom (AlC). Mounck YacTbIx MyTaumin B reHe

CYP210HB, 9 u. M. (Congenital Adrenal Hyperplasia (CAH), Gene

CYP210HB, 9 Freq. Mut.) 11 400
129N ApTepuanbHas runepTteH3us, nonHas naHerns (reHsl ACE, AGT, NOS3)

(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) 4 550
129IM/B3J ApTepuanbHas runepteHaus, nonHasa nadens (reHbl ACE, AGT, NOS3) (6e3

onucaHus pesynsratoB Bpavyom-reHeTukom) (Arterial Hypertension: Full Panel

(Genes ACE, AGT, NOS3) (without Description)) 4150
76111 ApTepuanbHas runepTeHsusi, CBs3aHHas ¢ HapyLLeHusiMM B paboTte

aHpgotenuansHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial

NO-Synthase Disturbance (Gene NOS3)) 1800
761163 ApTepuanbHas runepTeHsusi, CBs3aHHas ¢ HapyLLeHusiMM B paboTte

aHpoTenuanbHo NO-cuHTasbl (reH NOS3) (6e3 onucaHust pedynsraToB

BpavoM-reHeTukom) (Arterial Hypertension, Endothelial NO-Synthase

Disturbance (Gene NOS3) (without Description)) 1700
121rn ApTepuanbHas runepTeH3us, CBA3aHHas C HapyLeHUsM1 B

peHuHaHrnoTeHanHosou cucteme (reHol ACE, AGT) (Arterial Hypertension,

Renin-Angiotensin System Disorder (Genes ACE, AGT)) 3050
1211 T/BY ApTepuranbHas runepTeH3usi, CBA3aHHas C HapyLeHUsMM1 B

peHuHaHrmoTeHanHosou cucteme (reHsl ACE, AGT) (6e3 onucaHus

pe3ynsratoB BpadoMm-reHeTukoMm) (Arterial Hypertension, Renin-Angiotensin

System Disorder (Genes ACE, AGT) (without Description)) 2 800
7259BET, Beta-agpeHobnokatopsl. [eH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic

Blockers. Gene CYP2D6) 11 700
7641B-AH BonesHb Anburerimepa (reH ApoE) (Alzheimer's Disease (Gene ApoE)) 2900
117N BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease

(Genes DLG5, NOD2, OCTN1, OCTN2)) 10 300
137N Bo3HMKHOBEHME M30MMPOBaHHbLIX MOPOKOB pa3BnTuA y nnoga (reHsl MTHFR,

MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR)) 2 500
1371M/B3 Bo3HVKHOBEHME M30NMPOBaHHbIX NOPOKOB pa3BuTUA y nnoda (reHsl MTHFR,

MTRR, MTR) (6e3 onucaHus pesynsraTtoB Bpavyom-reHeTnkom) (Isolated

Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description)) 2250




146rm

leHeTuueckune akTopbl Myxckoro 6ecnnoams (reHsl AR, CFTR; AZF-pervioH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

20700

139rn

lecTo3bl 1 peTonnaueHTapHas HegocTaTodHOCTb (reHbl ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT,
MTHFR, MTRR, MTR, F2, F5))

11 850

139IT1/B3

lecTo3bl 1 peTonnaueHTapHas HegocTaTodHOCTb (reHbl ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (6e3 onucaHus pe3ynsraTtoB BpayoM-reHeTUKOM)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR,
MTR, F2, F5) (without Description))

10 400

7601C-N

mapanasunH n npokamHamug. MeHeTnyeckme Mapkepbl NOBbILLEHHOMO pUcka
pasBuTVSA BONYaHOYHONOAOGHOrO CMHAPOMA M renaToTOKCUYHOCTM NpU Npueme
KapAuoTpOMHbIX NpenapaTos: ruapanasvHa v npokavHamuga. OnpegeneHve
Hanuuus nonumopduamos reHa N-aueTtunTtpaHcdepasbl 2 (Hydralazine and
Procainamide. Genetic Markers of Increased Risk of Lupus-Like Syndrome
and Hepatoto

8 550

122rm

lwneparperauus TpombouuToB (reHbl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

3 050

122IT/B3

Mwneparperauusi TpombounToB (reHbl ITGA2, GP1BA) (6e3 onucaHus
pesynbraToB Bpadom-reHeTukom) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

2800

138IM

wnepromoumnctenHemus (reisl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

8 350

138IT1/B3

MwnepromouuctenHemums (reisl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynsratoB BpayoM-reHeTukoM) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

2250

119

myTaTtnoHTpaHcdepasbl (reHbl GSTT1, GSTM1, GSTP)
(Glutathionetransferases (Genes GSTT1, GSTM1, GSTP))

8 550

100rm

XKeHckoe 6ecnnogue n ocnoxHeHve 6epeMmeHHocTu (reHsl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA II; kapuotun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA IlI; Karyotype))

28 650

1041

3poposebi 06pa3 xu3Hu (reHol ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2) (Healthy Lifestyle (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1, GSTM1,
GSTP1, NAT2, ITGBS3, ITGA2, GP1BA, FGB, UGT1A1, DAT, OPRM1, ANKK1,
ALDH2, ADH2))

43 950

1441

MBC, nudapkt munokapaa (reHbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE,
AGT, NOS3, ApoE))

10 050

1441T1/B3

MBC, nudapkt munokapaa (reHbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(6e3 onucaHus pesynbTaToB BpadoM-reHeTnkom) (Ischemic Heart Disease,
Myocardial Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)
(without Description))

9700

7601B-N/

M3oHnasua. NeHeTnyeckne Mapkepbl MOBLILLEHHOTO pUCKa pasBUTUS
NOSIMHEBPUTOB NPU NpUeMe M30HWa3naa, CBA3aHHbIX C HapyLUEHWEM ero
meTabonuama. OnpefeneHne Hanuums NOIMMopdU3MoB reHa
N-auetuntpaHcdepasbl 2 (reH NAT2) (Isoniazidum. Genetic Markers of
Increased Risk of Development of Polyneuritis in Taking Isoniazidum and
Isoniazid-Related Violation of Metabol

8 600

142rmn

MHrnéutopsl AMN®, dnysacTtaTuH, 6nokatopsbl peuentopos ATII.
MporHosupoBaHue HedpponpoTEKTUBHOMO achchekTa nHrméutTopos AP npu
HegnabeTnyeckmx 3aboneBaHusix. leHeTnYeckme mapkepbl 3hHEKTUBHOCTH
aTeHorona npv apTepuanbHoOW rMnepTeH3nn ¢ runeptpoduen nesoro
Xenyaoyka unu Tepanuu donyBactaTMHOM MpU MLLeMUYeckon 6onesHu cepaua.
Onpepenexne HanMuusi NONMMOPU3MOB reH

4 550

143rn

Mwemwnuecknin uHcynet (reHbl ITGB3, ITGA2, GP1BA, FGB) (Ischemic Stroke
(Genes ITGB3, ITGA2, GP1BA, FGB))

7 700

143IT/B3

Nwemunueckuin nHcynet (reHbl ITGB3, ITGA2, GP1BA, FGB) (6e3 onucanus
pe3ynsratoB BpadoMm-reHeTukoMm) (Ischemic Stroke (Genes ITGB3, ITGA2,
GP1BA, FGB) (without Description))

6 800

7691LCI

JlaktasHas HegocTaTodHocTb (reH MCMG6) (Adult Lactase Deficiency (Gene
MCM®6)

700

7261D-C

JlosapTaH/upbecapTaH. leHeTn4Yecknin Mapkep pyUcka HapyLleHui
MeTabonuama 6rnokaTtopoB peLenTopoB aHrMoTeH3uHa |l: nosapraHa u
upbecapTaHa no Tuny ocnabneHus 1 yCUneHus x ruroTeH3UBHOIO AEUCTBUS,
COOTBETCTBEHHO. OnpeaeneHne Hanuums NonMmMopdu3MoB reHa LuToxpoma
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptor

3 850

7260

Mapkep pa3BuTusi Ph’-HeratuBHbIX XpPOHUYECKUX MUENonponudgepaTMBHbIX
3abonesanuii (XMIM3): Konn4ecTBEHHOE OnpeaeneHne COOTHOLLIEHNS
HOpPMarnbHOro 1 MyTaHTHoro annenen 617V/617F rena JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): quantification of
wild-type and mutant allelic ratio of gene JAK2 617V/617F)

10 600




148IM

MeToTpekcar. _'eHeTu4eckne Mapkepbl MOBLILLEHHOTO pUCKa pasBUTUS
noBoYHBIX peakuuii Npy Npueme meToTpekcaTa Ha hoHe NeveHns
peBmaTtougHoro apTputa. MetoTtpekcar: HapyLleHne Mmetabonmama honveBon
kucnoTbl. Onpepenexne HanMuusi NONIMMopdrU3MoB reHoB hepMeHTOB
peakuun donatHoro umkna (Methotrexatum. Genetic Markers of Increased
Risk of Development of Adverse Reac

8 650

1071n

Myxckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))

33 650

7252AZF

HapyweHnusa cnepmartoreHesa, 6 mapképoB (Mukpogeneuun nokyca AZF)
(Spermatogenesis disorders (6 AZF))

3750

725263

HapyweHnusi cnepmatoreHesa, 6 mapképoB (Mukpogeneumm nokyca AZF) (6e3
OMUCaHNs pe3ynsTaToB reHETUKOM)

2900

76611

HapyweHnusa cnepmaroreHesa: nonHas naHens (AZF-pervon) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

16 850

766163

HapyweHnusi cnepmaroreHesa: nonHas naHens (AZF-pernoH) (6e3 onucaHus
pe3ynsTatoB BpayoM-reHeTukoMm) (Impairment of Spermatogenesis: Full Panel
(AZF-Region) (without Description))

15 050

116

HacnepcteeHHas npeapacnonoXeHHOCTb k caxapHomy anabety 1-ro Tmna no
TpeM rnokycam reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes),
HLA Class Il (Genes DRB1, DQA1, DQB1))

6 800

701511

HacnepcteeHHasi NpegpacnonoXeHHOCTb K LENWMakum no fokycam reHoB
cuctembl HLA Il knacca (DQA1, DQB1)

6 800

15411

HacneacteeHHble cnydan BRCA-accoumMnMpoBaHHOMO paka y My>X4uH: pak
rpygaHon, NomxenynoyHon, npeacTaTenbHON xenes, pak auyek (reHsl BRCA1,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

3 850

1541T1/B3

HacnepcteeHHble crnydan BRCA-accoummpoBaHHOIO paka y My>4mH: pak
rpyaHON, NogXenyaoyHoW, NpeacTaTenbHow xenes, pak amdek (reHsl BRCA1,
BRCAZ2) (6e3 onucaHusi pesynsratoB Bpadom-reHeTukom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCA2) (without Description))

3 450

124rn

HacnepnctBeHHble criyyan paka MONMOYHOW enesbl U/MNn SUYHKUKOB (reHsbl
BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

3 850

1241T1/B3

HacnepnctBeHHble cryyan paka MONMOYHOW enesbl U/Mnu SIYHKKOB (reHsbl
BRCA1, BRCA2) (6e3 onncaHus pesynsratoB BpadoM-reHeTukom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description))

3 450

12441M

HacneacteeHHble cnyvan paka MOnoYHON xenesbl n/unmn anyHmkos BRCAT,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

12 600

7779HFE

HacnepacteeHHbI remoxpomaros, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

1250

1351

HeobxoamMmocTb 3awuTbl kKoxu npu 3arape (reHbl GSTT1, GSTM1, GSTP1,
NAT2) (Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1, GSTP1,
NAT2))

12 750

135IT1/B3

HeobxoamMmocTb 3awuThl kKoxu npu 3arape (reHbl GSTT1, GSTM1, GSTP1,
NAT2) (6e3 onvcaHus pesynsratoB Bpayom-reHeTukom) (Tanning Risks:
Protection of Skin (Genes GSTT1, GSTM1, GSTP1, NAT2) (without
Description))

11 400

7261C-C

HecTtepovaHble npoTMBOBOCNanNuUTenNbHbIe Npenapartbl. [eHeTuveckuii mapkep
MOBbILLEHHOrO p1CKa pasBuTUS NOBOYHBIX peakuuii B hopme XKenyaodHbIX
KpoBoTeyeHuii npu npueme HIMBIM (MbynpodeH, TeHOKCUKaM, HanpPOKCEH, HO
He AvknodeHak) No TUMy BO3HUKHOBEHMSI XKeNyAOYHbIX KPOBOTEYEHWIA,
CBSI3aHHbIX C HapyLleHneM ux Mmetabonuama. OnpegeneHve Hanuums
nonmmopuramoB reHa yutoxpoma CYP2

3 850

120rn

O6meH donmesoit kncnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

2500

120r1/B63

O6meH dponmesowt knucnotbl (reHel MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynsratoB BpadoMm-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

2250

113

OHkonoruyeckue 3abonesaHus y xeHwuH (revsl MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1) (Cancer in
Women (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2,
BRCA1, BRCA2, CHEK2, NBS1))

31800

112

OHkonoruyeckme 3abonesanust y myx4uH (reHsl MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, AR) (Cancer in Men (Genes MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, AR))

22 550

1281

OHkonoruyeckue 3aboneBaHus, CBA3aHHblE C TOKCMHAMM OKpY>KatoLen cpeapl
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (Cancer Associated with Environmental
Toxins (Genes GSTT1, GSTM1, GSTP1, NAT2))

11 400

1181

OnacHocTb Npy NpremMe oparnbHbIX KOHTpauenTuBoB (reHbl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5))

1800




118IM/B3

OnacHocTb Npy Npreme oparbHbIX KOHTpaLenTuBoB (reHbl F2, F5) (6e3
onucaHus pesynsratos Bpadom-reHeTukom) (Risk of Oral Contraceptives, OCs
(Genes F2, F5) (without Description))

1700

7207TP®

Onpegenexuve reHoTuna pesyc-daktopa (RH factor Genotype)

16 150

720763

OnpepeneHne reHotnna pesyc-caktopa (6e3 onvcaHns pesynLTaToB
BpavoM-reHeTukoMm) (Genotype of RH factor Definition (without Description))

14 400

7821RH

OnpepgeneHue pesyc-daktopa (Rh factor Definition)

9750

1531

Octeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (Osteoporosis:
Full Panel (Genes CALCR, COL1A1, VDR))

4 950

153IT1/B3

OcTteonopos: nonHas naHens (reHbl CALCR, COL1A1, VDR) (6e3 onncaHus
pesyneratoB Bpadom-reHetukom) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

4 550

7014A-VI

Octeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D
Receptor (VDR) (Gene VDR))

1800

701463

Octeonopos: peuentop ButamuHa D (reH VDR) (6e3 onucaHusi pesynsratos
BpayoMm-reHeTmkoMm) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR)
(without Description))

1700

115

OcTteonopos: cokpalueHHasa naHenb (reHsl CALCR, COL1A1) (Osteoporosis:
Abridged Panel (Genes CALCR, COL1A1))

4 550

115M/B3

OcTteonopos: cokpalleHHas naHenb (reHbl CALCR, COL1A1) (6e3 onncaHus
pesynbraToB Bpadom-reHeTnkom) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1A1) (without Description))

4000

145IM

OueHKa pUCKOB, CBA3AHHbIX C MHTEHCMBHOW (N3NYECKON Harpy3kon (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA, FGB) (Higher Physical Activity: Risk Assessment (Genes ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

23 650

145IT1/B3

OueHka pUCKoB, CBA3aHHbIX C MHTEHCMBHOW PM3NYECKOW Harpy3Kom (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA, FGB) (6e3 onncanus pesynsratoB BpadoM-reHeTukom) (Higher
Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (without Description))

21250

133IM

MeHnunnnamuH. MNeHeTuyeckne hakTopbl YCUNEHNSA KIMHUYECKON

3 PEKTUBHOCTU NPU NPUMEHEHUN NEHULMMNNAMUHA Ha (POHe nevyeHmns
peBmatougHoro aptputa. OnpegeneHve Hannyns NOAMMOpPU3MOB reHa
Mi0-1-rnyTaTnoH-S-tpaHcdepasbl (reH GSTM1) (Penicillamine. Genetic
Factors of Enhance Clinical Effectiveness in Use of Penicillamine in Treatment
of Rheumatoid Arthritis. Dete

8 550

110Mn

MoarotoBska k onepaumu (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for
Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

3 600

110rM/63

Moarotoeka k onepaumu (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucanus
pesynbraToB Bpadom-reHetukom) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

3 350

101K

MonHoe reHeTuyeckoe obcnegoBaHue Ans xeHwwH (reHsl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR; kapuotun) (Genetic
Testing for Women (Genes ACE, AG

112 400

101IMM

MonHoe reHeTuyeckoe obcnegoBaHue Anst MyxunH (reHsl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR, CFTR;
AZF-pernoH; kapnoTun) (Genetic Testing fo

127 400

103rmK

MonHoe reHeTuyeckoe o6cnenoBaHne pebeHka (geBouka) (reHbl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,
POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR; kapuoTun)
(Genetic Testing: Girl (reHbl ACE,

112 400

103rMMm

MonHoe reHeTuyeckoe obcnegosaHne peberka (Manbumk) (reHsl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,
POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR, CFTR;
AZF-pervoH; kapmotun) (Genetic Tes

127 400

102rmmK

MonHoe reHeTuyeckoe obcnegoBaHne CynpyXeckomn napbl ((KEeHLUMHA) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2, DLGS5,
NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR,;
kapuotun) (Genetic Testing for Coup

112 400




102rmm

MonHoe reHeTu4yeckoe obcnenoBaHNe CynpyXeckorn napbl (Myx4mHa) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2, DLGS5,
NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2, VDR, AR,
CFTR; AZF-pervoH; kapuotun) (Ge

127 400

140rn

MprBbIYHOE HeBbIHALLMBaHNE BepeMeHHOCTH, B T. 4. CKITOHHOCTb Kk TpoMbBo3am
npu 6epeMeHHOCTM: paclumpeHHas naHens (reHsl MTHFR, MTRR, MTR, F2,
F5) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5))

6 500

140rT1/B3

MprBbIYHOE HeBbIHALLUMBAHNE 6EPEeMEHHOCTH, B T. 4. CKITOHHOCTb K TpombBo3am
npu 6epeMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR, MTRR, MTR, F2,
F5) (6e3 onucaHus pesynsTaTtoB Bpavyom-reHeTnkom) (Habitual Miscarriage,
Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,
MTR, F2, F5) (without Description))

4 950

1361

[Mprem xapeHbIX 1 KOMYeHbIX NPOAYKTOB U PUCK pa3BuTus paka (reHbl GSTT1,
GSTM1, GSTP1, NAT2) (Intake of Grilled and Smoked Foods and Cancer Risk
(Genes GSTT1, GSTM1, GSTP1, NAT2))

18 650

136I /B3

[Mprem xapeHbIX 1 KONYeHbIX NPOAYKTOB U PUCK pa3BuTus paka (reHol GSTT1,
GSTM1, GSTP1, NAT2) (6e3 onucaHusi pe3yrsTaTtoB Bpa4yoM-reHETUKOM)
(Intake of Grilled and Smoked Foods and Cancer Risk (Genes GSTT1,
GSTM1, GSTP1, NAT2) (without Description))

16 700

19rm

PaclwunpeHHoe nccnegoBaHmne reHoB cucTeMbl remocTasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1))

7 150

19IT/B3

PaclumpeHHoe nccnegoBaHmne reHoB cMCTeMbI remocTasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onncaxus
pe3ynsratoB BpayoMm-reHeTukoMm) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(without Description))

5600

3314GR

Pesyc-caktop nnoga. BeisisneHne reHa RHD nnoga B kposu matepu (RHD
gene of the fetus in the mother's blood)

5250

1341

Puck pa3sutus paka npu kypeHum (reHsl GSTT1, GSTM1, GSTP1, NAT2)
(Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2))

12 750

134IT1/B3

Pwuck pa3sutust paka npu kypeHum (reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3
onuncaHus pesyneratoB BpadoM-reHeTukoMm) (Risk of Cancer in Smoking
(Genes GSTT1, GSTM1, GSTP1, NAT2) (without Description))

11 400

7004MRI

CeMelHbI MeaynnsApHbIA pak LWMTOBUAHOM xenesbl (3k3oHbl 10, 11, 13, 14, 15
reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene
RET))

31650

11Mrn

CeppaeyHo-cocyauncTble 3abonesaHus (reHbl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-Vascular
Diseases (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
ITGB3, ITGA2, GP1BA, FGB))

21250

7006A2|

CrHOPOM MHOXECTBEHHOW 3HAOKPUHHON Heomnnasun 2A Tuna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

14 850

7005B2I

CrHOPOM MHOXECTBEHHOW 3HAOKPUHHON Heonnasun 2B tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

7 700

131M

CKNOHHOCTb Kk TpoMB03aM Npu 6epeMeHHOCTU: MUHUMarbHas NaHernb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

1800

131IM1/B3

CKINOHHOCTb K TpomMb03am Npu 6epeMeHHOCTU: MUHUMarnbHas NnaHenb (reHbl
F2, F5) (6e3 onncaHusa pesynsratoB BpadoM-reHeTukom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

1700

7601A-N/

CynbaHunamugpl (cynbdacanasuH). _eHeTnyeckme mapkepbl NOBbILIEHHOMO
pvicka pa3BuTMS NOBGOYHBIX peakuuii B hopme Ancnencuin n xenyaoqHbIxX
KPOBOTEYEHWI Npu NpuemMe cynbdacanasuHa, CBA3aHHbIX C HapyLUeHNeM ero
meTabonuama. OnpefeneHne Hanuums NOIMMopdU3MoB reHa
N-auetuntpaHcdepasbl 2 (Sulfonamides (Sulfasalazine). Genetic Markers of
Increased Risk of Adverse Rea

8 550

7261B-C

CynbgoHMNIMOYEBMHA 1 €€ MPOM3BOAHbLIE: _XIOpnponamua, TonasaMmua,
rmmbexknamug v Tonbytammg,. FeHeTUYecKnin Mapkep pucka pasBuTus
HexenaTtenbHbIX NeKapCTBEHHbIX peakuuid Mo TUNy rmnornukeMuy npy npueme
nepoparnbHbIX CaxapOCHMKaKLWMX CPeACTB, CBA3AHHbIX C HApYLLUEHUEM KX
meTabonuama. OnpefeneHne HanuyMs NONMMOpPMU3MOB reHa LiMToxpoma
CYP2C9 (Sulfonylurea and Derivat

3 850

7831HL

TunuposaHwue reHoB cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
DQA1, DQB1))

6 800

1141

Tpom6o3bl: paclumpeHHasi naHens (reHsl F2, F5, MTHFR, MTRR, MTR)

6 050

114M/63

Tpomb6o3bl: pacwmpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynsratoB Bpadyom-reHeTukom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

4 950

12311

Tpom6o3bl: cokpalleHHasi naHenb (reHbl F2, F5)

4 300




123IM/B3

Tpomb6o3bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onncaHnsa pesynsratos
BpayoM-reHeTmkoM) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

3 350

141rn

TpomBoTMYECKME OCMOXHEHMS NPU CTUMYNALMK OBYNsAUMK (reHbl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

1 800

141IT1/B3

TpomMBOTMYECKME OCMOXHEHMS NPU CTUMYNALMK OBYNsiLuMK (reHbl F2, F5) (6e3
onuncaHus pesynsratoB BpadoM-reHeTukoMm) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

1700

72011

TpombGouuTapHsbIi peuentop cdubpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

2250

720163

TpombouuTapHbIn peuentop cdubpuHoreHa (reH ITGB3) (6e3 onvcaHus
pe3ynsTatoB BpadoMm-reHeTukoMm) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description))

2050

12511

®ubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3 050

125IT1/B3

®dubpuHoreH (reH FGB) (6e3 onncaHusa pesynsraTtoB BpaYoOM-reHETUKOM)
(Fibrinogen (Gene FGB) (without Description))

3150

108Im

Xouy cTaTb MaMoW: ocnoxHeHust 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

20 150

108IT1/B3

Xouy cTaTb MaMoW: ocnoxHeHust 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onvncaHus pe3ynsratos
Bpayom-reHeTmkoM) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

17 450

7261CYI

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

3 850

7259

Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

11 650

105IM

A 3popos (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-pernoH) (I'm Healthy (for
Men) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-Region))

46 700

106

A 3poposa (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm Healthy (for Women)
(Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1,
GSTP1, NAT2, BRCA1, BRCA2, UGT1A1))

40 650

77707

[eHTUHrToHoNnopobHoe 3abonesaHue, Tmn 2, JPH3, y.m.

5400

77709

[eHTUHrToHonogobHoe 3abonesaHne, Tun 4 TBP, y.m.

4 550

77702

leHTUHITOHONOAO6HbIE 3a60neBaHusl, KOMMNEKCHAA AMArHOCTMKA, Y.M.

11 950

1566

lencuagnn 25 (6uoaktusHein) (Hepcidin 25, bioactive)

10 200

9024

TMCTOJIOMMYECKWUE UCCJIEJOBAHUA

51121rxX

HER2/neu akcnpeccusi, HER2-cTatyc, MMMyHOrMCTOXMMUYECKOe
uccneposaxue, VMX (6nomartepuan UKCUpoBaHHbIN B hOpManmHOBOM
6ydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))

10 600

51131rX

HER2/neu akcnpeccus, HER2-cTatyc, MMMyHOrMCTOXMMUYECKOE
uccneposaxue, VIMX (buomatepman, hmMKCUpoBaHHbIN B NapadHOBOM Grioke)
(HER2/neu Expression, HER2 Status, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

10 600

52221IrX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXMMUYECKOE UCCIeA0BaHME: OLeHKa
nponudepaTnBHON akTMBHOCTM No akcnpeccum Ki-67 (buomatepuan,
drKcupoBaHHbI B napaduHosom bnoke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 550

5111UrX

Ki-67 (MIB-1) akcnpeccusi, UIMMYHOIMCTOXMMNYECKOE UCCneqoBaHMe: OLeHKa
nponudepaTnBHON akTMBHOCTM No akcnpeccum Ki-67 (buomatepuarn,
hMKCUpPOBaHHbIV B hopmanmHoBom bydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Formalin Buffer))

8 550

524

[acTpuT, accounmpoBaHHbIn ¢ Helicobacter pylori (ructonormndeckuin npocuns)
(Helicobacter pylori Associated Gastritis)

5600

511

cTonornyeckoe nccnegoeaHve GUONCUIAHOrO MaTepuana v matepuwana,
MOSTyYEHHOrO NPU XMPYPruyecknx BMeLlaTenbCTBax( 9HA0CKONMYECKOro
maTepuvana; TKaHel )XeHCKOW NMOSIOBOM CUCTEMbI; KOXM,MSATKUX TKaHeW;
KpOBETBOPHOMN N NMMEONOHON TKaHEeN; KOCTHO-XPSILLEBOW TKaHW

3 050

516

mctoxnmmnyeckoe nccnegosarve Helicobacter pylori (cnusb) (Helicobacter
pylori, Mucus, Histochemical Study)

3 050

51151rX

MMMyHorMcToxmmmuyeckas AuarHocTmka XpoHUYeCcKoro aHAoMeTpuTa —
BbIsIBNEHME nnasmatuyeckmx knetok (CD138) (buomatepuan, uUKCMpOBaHHbI
B napacduHosom brnoke) (Chronic Endometritis, Identification of Plasma Cells
CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))

8 350

51141rX

MNMMyHOrMcToxummyeckasi AMarHocTvka XpoHU4eCcKkoro aHAoMeTpuTa —
BbIsiBNeHWe nnas3matuyeckmx knetok (CD138) (buomatepunan, UKCMPOBaHHbI
B chopmanmHoBoMm Bydepe) (Chronic Endometritis, Identification of Plasma
Cells CD138, Immunohistochemical Diagnosis (Fixed Biomaterial in Formalin
Buffer))

8 350




PLWM-I

VIMMYHOIMCTOXMMUWYECKWI CKPUHUHT paKka LUeKu MaTku — UCCreaoBaHve ABYX
MapKepoB Ans paHHel ANarHOCTUKU ANCMNAa3nu C BbICOKOW CTEMNeHbIo pucka
o3nokadecteneHus: p16INK4a + Ki-67 (6uomatepuan, UKCMpOBaHHbIV B
opmanmHoBoMm Bydepe) (Cervical Cancer — Study of Two Markers for Early
Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistoche

13 150

PWM-B

VIMMYHOIMCTOXMMUWYECKWI CKPUHUHT paKka LUeKu MaTku — UCCreaoBaHve ABYX
MapKepoB Ans paHHel ANarHOCTUKU ANCMNAa3nu C BbICOKOW CTEMNeHbIo pucka
o3nokadecteneHus: p16INK4a + Ki-67 (6uomatepwuan, UKCMpOBaHHbIV B
napadgwuHoBom 6noke) (Cervical Cancer — Study of Two Markers for Early
Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemi

13 150

51201rX

MmmyHormuctoxummnyeckoe (UIMX) nccneposaHve: gmarHocTvka ructoreHesa
MeTacTasoB NPV HeyCTaHOBMEHHOM MEPBUYHOM ovare (CnekTp MapkepoB Ans
BbISIBNEHWS TKAHEBOW NPUHaAnNexHocTn) (buomarepman, 3akntoYeHHbIN B
napaduHoBbIi 6rok) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Tissue Embedded in Paraffin Block))

34 500

5121UrX

MmmyHormnctoxummndeckoe (UIMX) nccnegoBaHne: gnarHoCTuKa ructoreHesa
MeTacTa3oB MNPV HeyCTaHOBMEHHOM MEPBUYHOM o4are (CNekTp MapkepoB Ans
BbISIBMEHWS TKAHEBOW NPUHaANEXHOCTH) (BuomaTepman, (UKCMPOBaHHbIV B
dopmanmHoBoM Bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))

34 500

51181rX

MmmyHormnctoxummnyeckoe (UIMX) uccnegosaHve: guarHoctuka
numdonponudepaTuBHbIx 3abonesannin (bruomatepumarn, 3akniOYEHHbI B
napaduHoBbIi 6rnok) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

34 500

51191rX

MmmyHormnctoxummnyeckoe (UIMX) uccnegosaHve: guarHoctuka
numdonponudepaTnBHbIX 3aboneBaHunin (bruomatepuan, PUKCUPOBaHHBLIN B
hopmanmHoBoM Bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))

34 500

51161rX

MIMMyHOrMCTOXMMMUYECKOE UCCNEAOBaHME Mapkepa paHHeN AUarHoCTUKN
OMcnnasum ¢ BbICOKOKM CTEMEeHbIo pucka o3nokadvecTenenns: p16INK4a
(buomatepuman, dukcMpoBaHHbI B chopmanmHoBoM bydepe) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

7 450

5117UMX

MMMyHorMcToxnMmuyeckoe nccnegoBaHve Mapkepa paHHen AMarHoCTUKK
OMcnnasum ¢ BbICOKOM CTENEeHbIo pucka o3nokadvecTenenus: p16INK4a
(6uomatepwman, doukcmpoBaHHbI B napaduHoBom bnoke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

7 450

5110 B01.030.001.010

KoHcynbTaums rotoBbIx rmcTonornyeckux npenaparos (1 crekno + 1 6rok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

1800

530FISH

OnpepgeneHne HER2 ctartyca onyxonu MetogoM UMMYHOMITyopecLEeHTHOM
rmbpuamsauum in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

34 400

PMXX-B

Pak MonouHom xenesbl — KOMNIEKCHbIN MIMMYHOTMCTOXMMUYECKMIN NPOUIb
(6uomatepwman, doukcmpoBaHHbI B napaduHoBom bnoke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

26 150

PMX-I

Pak MonoyHown xenesbl — KOMMMAEKCHbIN UMMYHOMMCTOXUMUYECKUIA NPOunIb
(buomatepuman, dpukcmpoBaHHbI B hopmanmHoBoM bydepe) (Breast Cancer,
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

26 150

532X

Pak npegcratensHon xenesbl — KOMMEKCHOE UMMYHOTMCTOXMMUYECKOE
nccnegoBaHue ¢ OLEHKOW akcnpeccuu: anbda-metunauyun-KoA-pauemasbl
(P504S, AMACR), uMTokepaTMHOB BbICOKOrO MOMeKynsipHoro Beca (34RE12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34RE12), p

18 550

533UMX

Pak npegcratensHon xenesbl — KOMMNEKCHOE UMMYHOTMCTOXMMUYECKOE
nccnegoBaHue C OLEHKOW akcnpeccuu: anba-metunauyun-KoA-pauemasbl
(P504S, AMACR), uMToKepaTMHOB BbICOKOrO MOMeKynsipHoro Beca (34RE12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34RE12), p

18 550

525

PeuenTopbl k acTporeHam v NporecTepoHy, UMMYHOTMCTOXMMUYECKOE
nccnegosaHue (Estrogen and Progesterone Receptors, Immunohistochemical
Study)

10 750

5251

PeuenTopbl k acTporeHam v NporecTepoHy, UMMYHOTMCTOXMMUYECKOe
uccnegosaHue (bromatepuan, pUKCUpPOBaHHLIN B NapadMHOBOM GroKe)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

10 750

6878F27

loBsiguHa (f27) IgE, ImmunoCAP

1150

403

[oHopes, BbiiBNeHWe aHTureHa, ummyHoxpomartorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1400

66630

lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)

1000

6900F 204

IpenndpyT (f209) IgE, ImmunoCAP

1150

6886F 11

peunxa (f11), IgE, ImmunoCAP

1150




66643

Mpn6bI (WwamnuHboHI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus horten

sis, IgE, ImmunoCAP) 1000
66634 Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) 1000
77797 Oednuut anbda-1-aHtutpuncuHa, SERPINA1, y.m. 4150

JANATHOCTUKA AYTONMMYHHbIX 3ABOJIEBAHUM (kpome neakux u cepdua,
9019 mpom6oyumoneHuti)
953 AHTVHelpoHanbHble aHTUTeNna knacca IgG (nanH-6not: Hu (ANNAT1), Yo-1

(PCA1), CV2, Ma2, Ri (ANNA2), amcuduann) (Anti-Neuronal Antibodies,

Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin)) 8 550
827 AHTVHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 ka), SS-A

(52 kOa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,

Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), nmmyHobnot (ANA: Anti-Sm,

RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,

CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,

Immunoblotting) 5250
1267 AHTUHYKNeapHbIn dakTop, HEp-2 cybetpat (AH®, TTpbl, aHTUHYKNeapHble

aHTUTENa METOAOM HENPSIMON MMMYHOMMIOOPECLEHLMN HA NpenapaTax

HEp-2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,

Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers) 1950
224 AHTuTEna aHTUcnepmarnbHble B cnepMme (Anti-Spermatozoa Antibodies, ASA,

Semen) 2250
223 AHTWTENa aHTMCNepMarnbHbIe B CbIBOPOTKe KpoBu (Anti-Spermatozoa

Antibodies, ASA, Serum) 1700
1286 AHTWTENa K aHTUreHam KneTok nogxenynoyHon xenesol GAD/IA-2, cymmapHo

(Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and

Insulinoma Antigen 2 (Tyrosine Phosphatase, 1A2, ICA-512) Autoantibodies,

Total) 2600
803 AHTUTEna K aueTunxonuHosomy peuentopy (AxP, guarHocTuka mmacteHum),

cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total) 8 600
1532AIA AHTUTENa K aumHapHbIM KneTkam nogKenygovHown xenesol, IgG un IgA

CYMMapHO (aHTUTena K 3k30KPUHHOW YacTu NOMKeNyAoYHON Xenesbl,

Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB) 1800
1538 AHTUTENa K MmenvHy 1gG, metoa HenpsAMon MMMyHOdNoOpPeCcLEeHLMN

(Anti-myelin antibody, 1gG, IF) 2 250
1291 AHTUTENA K CTEpOMANPOAYLIMPYIOLLMM KIeTKam penpoayKTUBHbIX TKaHen

(Reproductive tissue steroid-producing cells Antibodies) 4 550
1285 AHTUTENA K TUpo3uHdocdaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2

Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies) 2600
1204 AHTUTENa K LUKNNYECKOMY LUMTPYNnnHMpoBaHHomMy nentugy (ALLIT)

(Anti-Cyclic Citrullinated Peptide, anti-CCP) 2 250
968 AHnTuTena knacca IgA k kapgnonunuHy (Anticardiolipin IgA, aCL IgA) 1250
837 AnTuTena knacca IgG k C1q daktopy komnnemeHta (Anti-Complement 1q

Antibodies, Anti-C1q, 1gG) 1950
1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG) 1950
1289 AHnTuTena knacca IgG k acmanornnkonpoTeMHOBOMY peLenTopy

(aHTM-ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor,

Anti-ASGPR, IgG) 2 600
807 AHnTuTena knacca IgG k 6azanbHon MmembpaHe kny6o4koB novek (aHTu-bMK)

(Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) 2600
809 AHnTuTena knacca IgG k 6a3anbHo membpaHe koxu (Basement Membrane

Zone Antibodies, BMZ, 1gG ) 3350
1330 AnTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous

Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG) 3600
1331 AnTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous

Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG) 3600
201 AHnTuTena knacca IgG k 6eta-knetkam nogxenygoyHon xenesol (Anti-Islet Cell

Antibodies, Islet Cell Autoantibodies, ICA) 2 350
817 AHnTuTena knacca IgG k BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic Factor,

IFAD, Intrinsic Factor Antibodies, 1gG) 2 350
202 AHnTuTena knacca IgG k rmytamatgekapbokcunase (aHTu-GAD) (Anti-GAD

Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG) 2 600
126 AnTuTena knacca IgG k gsycnupansHow HatusHon OHK (aHTn-gcOHK IgG,

aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG) 1000
270 AHTuTena knacca IgG k geammnamMpoBaHHbIM NeNTUAaM rmuagvHa

(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG) 1250
1298 AHTuTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 3 600
1299 AnTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 3600
813 AnTuTena knacca IgG k gecmocomam anngepmumca (Desmoglein Antibodies,

Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 1gG) 3600
200 AHTuTena knacca IgG k nHcynuny (Insulin Autoantibodies, 1AA, IgG) 1150
969 AnTuTena knacca IgG k kapamonunuHy (Anticardiolipin 1gG, aCL I1gG) 1400
965 AHTuTena knacca IgG k kepatuHy (AHTMKepaTuHoBble aHTuTena, AKA,

AHTudmnarrpmHoBble aHTutena, A®A) (Anti-Keratin Antibodies, AKA,

Anti-Filaggrin Antibodies, AFA, 1gG) 3450




823

AHTuTena knacca IgG k mvenonepokcmaase (aHTu-MPO) (Myeloperoxidase
Antibody, MPO)

1950

1332

AHTUTEna knacca IgG k moguumnupoBaHHOMY LIUTPYNAMHUPOBAHHOMY
BUMeHTUHY (aHTU-MLIB) (Anti-Mutated Citrullinated Vimentin Antibodies,
Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies,

IgG)

2250

956

AHTUTEna knacca IgG k Hykneocomam (aHTUagepHbIe aHTUTENa), CKPUHWHT
(Anti-Nuclear Antibodies, ANA, IgG, Screening)

1950

955

AHTuTena knacca IgG k nporenHase-3 (aHTM-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1950

1335

AHTuTEna knacca IgG k caxapomuuetam (auarHoctuka 6onesHu KpoHa)
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG )

1800

937

AHTuTena knacca IgG k ckeneTtHbiM Mbiwuam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, IgG)

1950

1283

AHTuTena knacca IgG k TkaHeBomn TpaHcrnotamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, I1gG)

1700

970

AHTUTEna knacca IgG k umtonnasme Hentpodumnos (AHLIA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gG)

2050

825

AHTuTena knacca IgG k akcTparmpyemomy HykneapHomy aHTtureHy (QHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,
Anti-RNP)

1950

997

AHTuTEna knacca IgM k kapguonunuHy (Anticardiolipin IgM, aCL IgM)

1950

271

AHTUTEna knacca IgA k JeammanpoBaHHbIM NeNTUAaM rmuaguHa
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA)

1250

1336

AHTUTEnNa knacca IgA k caxapomuuetam (auarHoctuka 6onesHn KpoHa)
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA)

1800

1282

AHTUTEna knacca IgA k TkaHeBomn TpaHcrnotamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1700

1337

AHTUTEna knacca IgA k uutonnasme Hentpodpunos (AHUA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, IgA)

1800

810

AHTUTEnNa knacca IgA K aHAOMM3NIO (aHTUIHOOMU3UIHBIE aHTuTena, ASMA)
(Anti-Endomysial Antibodies, Anti-EMA, 1gA)

1800

1342

AHnTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

1950

1530BKK

AHnTuTena knaccos IgA 1 IgG k 6okanoBUAHbLIM KNeTkam KULLEYHUKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

1800

971

AHnTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, IgG, Total)

1950

972

AHnTuTena knaccos IgA 1 IgG Kk 3HOOMM3NIO (AHTUAHAOMU3MIHBLIE aHTUTENA,
ABMA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)

1950

954

AHTuTena knaccos IgA, 1gG, IgM k NMDA (N-meTtun-D-acnaprar)
rnyTamaTHomy peuentopy, cymmapHo (N-Methyl-D-Aspartate Receptor
Antibodies, IgA, 1gG, IgM, Total)

6 600

936

AHnTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHO (amMarHoctuka
HemnpoonTtukommnenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, I1gG, IgM, Total)

4 300

806

AHTuTena knaccos IgA, 1gG, IgM k rmagkon myckynatype, cymMmmapHo (Smooth
Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG,
IgM, Total)

2250

819

AHnTuTena knaccos IgA, IgG, IgM k Mukpocomam nevenu u noyek (aHTU-LKM),
cymmapHo (Antibodies to Liver/Kidney Microsome, aLKM, LKM, IgA, IgG, IgM,
Total)

2500

804

AHTUTEna knaccos IgA, 1gG, IgM k mutoxoHApuAM (AHTUMUTOXOHAPUAnNbHbIE
aHTutena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, IgG,
IgM, Total)

2250

805

AHnTuTena knaccos IgA, IgG, IgM k napueTtanbHbIM KneTkam xenyaka (AMNKXK),
cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies,
APCA, IgA, IgG, IgM, Total)

2 350

967

AHnTuTena knaccos IgA, IgM, 1gG k kapanonunuHy, ckpuHuHr (Cardiolipin
Antibodies IgA, IgM, 1gG, aCL, Screening)

1800

1287

AHTUTEna knaccos IgA, IgM, 1gG k cTepoManpoayLmMpyOLWMM KreTkam
HagnoyveyHuka (ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCADb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1950

1290

AHTUTEna knaccos IgA, IgM, IgG k cTeponanpoayumpyoLLnM KrneTkam snyka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell
Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
Testis, IgA, IgM, IgG, Total)

2600

1209

AHTUTEna knaccos IgA, IgM, IgG K TkaHu AnYHMKa (aHTMoBapuanbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

2250

1531AAL

AHTuTena knaccos IgG u IgA k GP2 aHTUreHy LeHTpoaunHapHbIX KNEeToK
nogxenygodHon xenesbl (Anti-GP2)

3 050

938

AHTuTena knaccos IgG v IgM k raHrnmosmaam (namH-6not: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatnab!),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,
Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

8 550




1340

AnTuTena knaccos IgG u IgM k docdaTnamncepmH-NnpoTpoMOMHOBOMY
komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies,
Anti-PS/PT, I1gG, IgM, Total)

2050

966/74

AnTuTena knaccos IgG n IgM k ocdatnamncepury (Anti-Phosphatidylserine,
IgG, IgM)

2800

1284

AHnTuTena knaccos IgG, IgA, IgM k 6eTa-2-rmmkonpoteunHy 1, cymmapHoO
(Anti-B2-Glycoprotein 1 Antibodies, anti-B2-GP1, 1gG, IgA, IgM, Total)

1950

812

AHnTuTena knaccos IgG, IgA, IgM k knetkam cocyaumctoro aHaotenusa (HUVEC),
cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)

2600

822

AHTuTena knaccos IgG, IgA, IgM k peuenTopy docdonunassl A2 (PLA2R),
cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA,
IgM, Total)

4000

137/138

AHTuTena knaccos IgM un IgG k dpocconunuaam (Anti-Phospholipid Antibodies,
APA, IgM, 1gG)

1250

4064

AHTUOCHONMNNAHBIN CUHAPOM, Pa3BEPHYTOE CEPOrorMyeckoe
uccnegosaHue (AH®; AT k kapguonununy, 19G, IgM; AT K
6eTa-2-rnukonpotenHy 1)

6 600

125

AHTUAOepHble aHTuTena (AAA, aHTUHyKNeapHble aHTUTena), CKPUHUHD
(Anti-Nuclear Antibodies, ANA, Screening)

850

4062

AT k kapgnonununy, IgG, IgM

3 050

944

[narHocTka ayTOMMMYHHOTO naHkpeatuTa u apyrux 1lgG4-accounmpoBaHHbIX
3abonesaHui (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related
Diseases)

2600

4067

[narHocTtrka ayTOMMMYHHOIO MOpaxXeHusi Moyek (aHTUHyKNeapHbIn dakTop
(AH®), AT k 6asanbHol MeMbpaHe kny6o4koB novek, AT K uutonnasme
HevTpocunos (AHLUA/pPANCA, cANCA), IgG)

6 150

4066

[wnarHocTuka BbicTponporpeccupytoLlero rnomepynoHedputa (AT k
6aszanbHon MeMbpaHe knybo4kos noyek, AT K uuTonnasme HemTpodunos
(AHLIA/pANCA, cANCA), IgG)

4400

4063

[wnarHocTuka BTOpMYHOro aHTudocchonunugHoro cuHgpoma (AH®, AT k
kapguonununy, IgG, IgM)

4 950

4065

[wnarHocTvka rpaHynemMaTo3HbIX BacKynuToB (aHTUHyKNeapHbi daktop (AHD),
AT k untonnasme HewTpodunos (AHLUA/pANCA, cANCA), IgG)

3750

4061

OunddepeHumanbHasa anarHoctvka CKB v apyrnx peBmaTnyeckux
3abonesaHuii (AT K HyKneocoMam, aHTUHyKneapHbin dakTop (AH®D))

3 600

1537

KomnnekcHoe vccnefoBaHue AN UCMONb30BaHWS B AUArHOCTUKe
paccesiHHOTo cKnepos3a: onpeaeneHve onuroknoHansHoro IgG (nukeop,
CbIBOPOTKA) U CBOBOAHbIX NErkvx Lenen MMMyHOrnobynmHoB (JIMKBOP)

8 650

808

Kpucrannbl B Maske CMHOBMaNbHOM XMOKOCTU (MOHOYpaT HaTpus,
nupodocdat kanbums) (Synovial Fluid Smear, Crystals)

2600

939

Mwo3unT-cneuundunyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl
100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

6 050

1334

MonekynsapHo-reHeTnyeckoe uccrnegosanve HLA-B27 (Molecular Genetic
Testing HLA-B27)

2600

4049

OnuroknoHanbHbIM IgG B NukBOpe (LepebpocnuHanbHOM XMOKOCTH)
cbiBopoTke kpou (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

6 600

1536

OnuromepHsbI MaTpuKCHbIN 6enok xpswa (Human Cartilage Oligomeric
Protein, COMP)

4000

826

MaHenb aHTWHYKNeapHbIX aHTUTEN NpY CKNepoAepMuUm (pasaensHoe onvcaHne
aHTuTen k aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dubpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nMmmyHo6noT (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, dnbpunnapuH, NOR90, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR

6 600

821

MaHenb aHTUTEN K aHTUreHaM aHTUHENTPOMUIbHBIX aHTUTeN (NaHenb
aHTureHoB AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG,
Panel)

5 050

1288

MaHenb aHTUTEN KNacca IgG npu ayToMMMYyHHbIX 3aboneBaHusix nevenun (AT k
aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/Ro-52), ummyHo6noT (Autoimmune Disease Liver Panel: AMA-M2, M2-3E
(BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, IgG,
Immunoblotting)

5400

4054

Mpodunb «uarHoctuka bynnesHbix gepMaTo3oB (AT k AecMocomam
anugepmuca, AT k 6asansHo membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
basal membrane))

6 600

4069

Mpodwmnb «CuctemHas kpacHasi BonyaHka (CKB), MOHUTOPUHI aKTUBHOCTU
(antn-gc-OHK 1gG, C3, C4 koMmnoHeHTbI komnnemeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
IgG, C3 and C4 complement components) )

2050

1333

PesmatongHbin paktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

1950

1541

CobogHble nerkve ueny MMMyHornobynnHoB Kanna v nambaa B nukesope
(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains)

2600

4055

CepoamnarHoctmka ayToMMMYHHOIO racTputa 1 nepHUUno3Hon aHemum (AT kK
napuertanbHbiM KneTkam xenyaka; AT K BHyTpeHHemy dakTopy Kactna)

4400




4056

CepOﬂ,Mal’HOCTVIKa 6onesHu KpOHa n HeCI'IeLl,VI(*)M‘-ieCKOFO A3BEHHOIo Konuta

(HAK) (AHUA/pANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA) 7150
4060 CuctemHas kpacHas BonyaHka, obcnegosaHue (AT k Hykneocomam, AT K

kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTUHYKNeapHbIn dakTop

(AH®D)) 6 700
4059 CkpuHUHT 6onesHen coegnHuTenbHon TkaHu (AT k QHA, aHTUHYKNeapHbI

daktop (AH®D)) 3600
4058 Llennakus, ceponoruyeckas gnarHoctuka (AT k aHgomumsuio, IgA; AT k

TKaHeBOW TpaHcrnyTaMmuHase, IgA, 1gG; IgA obLw.) 5500
4057 Llenunakus, ceponormnyecknin CKpUHUHE (AT k aHgomusmio, IgA; AT K

JeamuanpoBaHHbIM nentTuaam rmuvaguHa, 1gG; IgA obu.) 3350

JANACHOCTUKA AYTOUMMYHHbIX 3AE0JIEBAHWUU (nezkue u cepdue,
9020 mpom6oyumoneHuu)
844 AKTVBHOCTb @aHTMOTEeH3UH-NpeBpaLlatoliero epmeHTa (Ald) cbiBOPOTKM

kpoBu (Angiotensin Converting Enzyme, ACE, Serum) 3750
815 AHnTuTena knacca IgG k cepgeyvHon myckynatype (Muokapay),

aHTMMMoKapgmaneHble aHTuTena (Anti-Heart Antibodies, 1gG) 2050
973 AHTuTena knacca k IgG Tpombouuntam, Henpsimol TecT (Platelet Antibodies

IgG, Indirect) 4 400
4068 BocnanutenbHble Muokapamonatum (AT k MutoxoHgpuam (AMA), AT k

cepaeyHon myckynartype) 4150
923 HeonTtepuH (HI) B cbiBopoTke kpoeu (Neopterin, Serum) 2600
9012 ANATHOCTUKA UHOEKLIMOHHbBIX 3ABOJIEBAHUN (adeHosupyc-2epnec)
243 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 1000
244 AnTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 1000
1191 AHnTuTena knacca IgM k Borrelia burgdorferi, BbisiBnsgemble metogom

BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 2250
73 HBs-aHTureH Bupyca renatuta B (HBs-aHTUreH, NnOBEpXHOCTHbIN aHTUrEH

BMpyca renatuTa B, «aBcTpanuickun» aHTureH), kadectBeHHbI TecT (HBsAg,

Hepatitis B Surface Antigen, Qualitative) 600
87 HBs-aHTureH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHBbIN aHTUIeH

BMpYyca renatunta B, «aBcTpanuMmckuin»y aHTUreH), KoNMYeCTBEHHbIA TeCT

(HBsAg, Hepatitis B Surface Antigen, Quantitative) 2250
74 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 850
78 AnTuTena k HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsADb) 1000
77 AHTuTena k HBe-aHtureny Bupyca renatmuta B (Anti-HBe, HBeAb) 850
68 Antutena k BUY 1 n 2 n anturen BUY 1 1 2 (HIV Ag/Ab Combo) 600
1637 AHTuTENa Kk kopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), 1gG,

0660TT (Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott) 1400
1641/37 AHTUTEna k KopoHaBupycy SARS-CoV-2, IgM n IgG (Abbott) 2800
242 AHnTuTena knacca IgA k ageHosupycy (Anti-Adenovirus IgA) 1150
241 AHTuTena knacca IgG k ageHosupycy (Anti-Adenovirus IgG) 1150
237 AnTuTena knacca IgG k aHtureHam ackapug (Anti-Ascaris lumbricoides IgG) 1150
1143 AHnTuTena knacca IgG k aHTureHam Bupyca renatuta C, BobisiBnsemble

MeTo4oM MMMyHobnotTuHra (Anti-HCV IgG, Immunoblot) 8 250
256 AHnTuTena knacca IgG k BUpyCy BETPSAHOW OCMbl M OMOSIChIBAIOLLEro NuLwas

(Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG) 1250
228 AnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG) 1400
71 AnTuTena knacca IgG k Bupycy renatuta A (Anti-HAV 1gG) 850
122 AnTuTena knacca IgG k Bupycy npocrtoro repneca 1 n 2 tunos (Anti-HSV-1, 2

1gG) 850
1222 AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 1gG) 1150
1223 AnTuTena knacca IgG k Bupycy npocrtoro repneca 2 tuna (Anti-HSV-2 IgG) 1000
276 AHTUTena knacca IgG k repnecsupycy Yenoseka 6 Tuna (Anti-HHV-6 IgG) 1000
277 AnTuTena knacca IgG k repnecsupycy 4Yenoseka 8 Tuna (Anti-HHV-8 1gG) 1150
4AVHSV AHTuTena knacca IgG, onpegeneHne aBnaHOCTM K BUPYCy NpocToro repneca 1

n 2 Tunos (Anti-HSV-1, 2 1gG, Avidity) 1250
76 AHnTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM

Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 1150
257 AHTuTEna knacca IgM K BUpycCy BETPSIHOM OCMbl 1 ONOSACHIBAIOLLErO NuLias

(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1250
1268 AnTuTena knacca IgM k supycy renatuta D (Anti-HDV IgM) 1250
227 AHnTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1400
72 AnTuTena knacca IgM k supycy renatuta A (Anti-HAV IgM) 1250
123 AHTUTEna knacca IgM k Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2

IgM) 850
75 AHnTuTena knaccos IgM un IgG k HB-core aHTureHy Bupyca renatuta B,

cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen; HBcADb,

Total, HBV Core Total Antibodies (IgG + IgM)) 850
1269 AHnTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total

(IgG + IgM)) 1250




79

AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total
(I9G + IgM))*

850

396YPO

Baktepounabl, onpegenexHne OHK B cockobe anutenuarnbHbIX KNeTok
yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)*

450

3112CNH

Boppenwuu, onpegenexne JHK B cuHoBuansHow xugkoctu (Borrelia
burgdorferi, DNA, Synovial Fluid)*

700

3112CMM

Boppenwuu, onpegenenve OHK B cnmHHOMO3roBown xugkocTu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

700

319CB

Bupyc renatuta B, onpegenerve [JHK B cbiBOpOTKE KPOBW, Ka4eCTBEHHOE
(HBV DNA, Serum, Qualitative)*

700

320CB

Bupyc renatuta B, onpegenerve [JHK B cbiBOpOTKE KPOBU, KONUYECTBEHHOE
(HBV DNA, Serum, Quantitative)*

5800

325CB

Bupyc renatuta D, onpeageneHne PHK B cbiBopoTke kposu (HDV RNA,
Serum)*

1150

326CB

Bupyc renatuta G, onpegenexne PHK B cbiBopoTtke kposu (HGV RNA,
Serum)*

1150

328CB

Bupyc renatuta A, onpegenerve PHK B cbiBopoTke kposu (HAV RNA, Serum)*

1000

323C-Mn

Bupyc renatuta C (CITO), onpegenenvne PHK B nna3me kposw,
konunyecteeHHoe (HCV RNA, Plasma, Quantitative)*

33 900

3500CB

Bupyc renatuta C (BI'C), ynetpadyscTButensHoe onpegenexdne PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

5 050

324

Bupyc renatuta C, konuyectBeHHoe onpegenexHne PHK Bupyca u
reHoTunuposaxue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

6 150

323Mn

Bupyc renatuta C, onpegenenvne PHK B nna3me kpoBu, KonuyecTBeHHoe
(HCV RNA, Plasma, Quantitative)*

16 850

324Mn

Bupyc renatuta C, onpegenenune PHK B nnasme, reHoTMnnpoBaHue ¢
cy6tunamum (tunel 1 (cy6tunsl 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

1550

350CB

Bupyc renatuta C, onpegenexne PHK B cbiBopoTke kpoBu metogom IMLIP,
konunyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

5400

321CB

Bupyc renatuta C, onpegenexune PHK B CbiIBOpOTKE KPOBM, KA4ECTBEHHOE
(HCV RNA, Serum, Qualitative)*

1150

1688

Bupyc renatuta C: reHoTunuposaHue no reHotunam 1-6 (BI'C, onpegenexve
reHotmnoB 1-6, HCV Genotyping)

3750

312C-YP

Bupyc nanvnnomel YenoBeka BbICOKOTO OHKOFEHHOTO pucka, onpegeneHve
OHK 16 n 18 Tnos + KBM B cockobe anuTenunarnbHbIX KIeToK
yporenuTaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

600

313C-YP

Bupyc nanunmombl YenoBeka BbICOKOTO OHKOFEHHOTO pUcka, reHoTMNMpoBaHue
OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cockobe anuTenuanbHblX KNeTok yporeHutansHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68))

1250

311c-pot

Buvipyc nanunnomel YenoBeka BbICOKOTO OHKOrEHHOTO pUcka, CKpUHWHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenune AHK B cockobe anutenuanbHbix kneTtok potornoTtku (HPV DNA,
Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

600

311c-ypo

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOrE€HHOrO pucka, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepenexune [IHK B cockobe anuTenuanbHbIX KNeToK yporeHUTanbHoro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

600

311c-npk

Bupyc nanvMnnombl YenoBeka BbICOKOTO OHKOFEHHOTO PUCKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenenune OHK B cockobe anutenvarnbHbIX KNETOK CIIM3UCTON NPsiMOW
kmwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

600

399C-npy

Bupyc nanvnnombl YenoBeka H13KOro OHKOreHHOro pucka, onpegenexve JHK
3 Tunos: 6, 11, 44 + KBM B cockobe anutenunarnbHbiX KNETOK CrU3NCTON
npsimon knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44))

600

399C-YP

Bupyc nannnnombl Yenoseka HU3KOro OHKOreHHoro pucka, onpeaenexune AHK
3 Tunos: 6, 11, 44 + KBM B cockobe anuTenuanbHbIX KNETOK YypOreHUTanbHoro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

600

399C-por]

Buvipyc nanunnomel YenoBeka HU3KOro OHKOTeHHOro pucka, onpefenexnne AHK
3 TunoB: 6, 11, 44 B cockobe anutenuarnbHbIX KneTok potornoTkn (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

600

377C-YP

Bupyc nannnnomel Yenoseka, onpegenexune AHK 15 tunos: 6, 11, 16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 68 + KBM B cockobe anuTenmanbHbIX KNETOK
yporenuTaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 15
Types (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68) Screening )

1550




391C-YP

Bupyc nanunnomsbl Yenoseka, onpegenenve OHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHblX KNeTok yporeHutansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,

51, 52, 53, 56, 58, 59, 66, 68, 73, 82)) 4000
374C-YP Bupyc nannnnomel Yenoseka, onpegenexve OHK 4 tunos: 6, 11, 16, 18 + KBM

B COCKOGE anuTenuanbHblX KNeTok yporeHutansHoro Tpakta (HPV DNA,

Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening ) 1000
363011 BWY-1, onpegenenne PHK B nna3me kposu (HIV RNA, Plasma)* 20 800
305mou lapaHepenna, onpegenenne JHK B moye (Gardnerella vaginalis, DNA, Urine)* 450
305¢cn lapaHepenna, onpegenenne JHK B cekpete npoctathl, agkynate (Gardnerella

vaginalis, DNA, Prostatic Fluid, Semen)* 450
305ypo lapaHepenna, onpegenernne JHK B cockobe anuTenuanbHbIX KIeTok

yporeHuTansHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital

Epithelial Cells)* 450
309p lepnecsupyc 1 1 2 Tnnos, onpegenexne AHK B BeHo3HOM kpoBu (HSV-1, 2

DNA, Blood)* 700
3090kp lepnecsupyc 1 n 2 Tunoe., onpeaenexve [JHK B BEHO3HOW KPOBU, TUNMPOBaHUE

(HSV-1, 2 DNA, Blood, Typing)* 1000
309BnT lepnecsupyc 1 1 2 Trnos, onpegenexHne AHK B Bbinote (HSV-1, 2 DNA,

Exudate)* 600
3090BenT lepnecsupyc 1 1 2 Tnnos, onpegenexne AHK B BbinoTe, TnuposaHue (HSV-1,

2 DNA, Exudate, Typing)* 700
309mou lepnecsupyc 1 n 2 Tunos., onpegenexve OHK B moye (HSV-1, 2 DNA, Urine)* 600
3090mou lepnecsupyc 1 n 2 Tunos., onpegenexve JHK B moye, Tunuposanune (HSV-1, 2

DNA, Urine, Typing)* 700
309cn lepnecsupyc 1 n 2 Tunos., onpegenexve JHK B cekpeTe npocTarhl, 3sKynate

(HSV-1, 2 DNA, Prostatic Fluid, Semen)* 600
3090cn lepnecsupyc 1 n 2 Tunos., onpegenexve HK B cekpeTe npocTarthl, asKynare,

TunupoBaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* 700
309cnH lepnecsupyc 1 u 2 Tunos, onpeaenexve OHK B critoHe (HSV-1, 2 DNA,

Saliva)* 600
3090cnH lepnecsupyc 1 n 2 Tunos., onpegenexve OHK B cnioHe, TnuposaHue (HSV-1,

2 DNA, Saliva, Typing)* 700
309kox lepneceupyc 1 1 2 Trnos, onpeaenexdne JHK B cockobe anuTenunanbHbixX

knetok koxun (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)* 600
3090kox lepneceupyc 1 n 2 Tunoe., onpegenexve HK B cockobe anutennanbHbix

KrneTok Koxu, TunupoaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,

Typing)* 700
309rn3 lepneceupyc 1 n 2 Tunoe., onpegenexve HK B cockobe anutennanbHbix

Knetok KoHbloHKTMBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )* 600
3090rn3 lepneceupyc 1 1 2 Trnos, onpeaenexdne JHK B cockobe anuTenunanbHbixX

KNEeTOK KOHbIOHKTMBBI, TunMpoBaHune (HSV-1, 2 DNA, Scrape of Conjunctiva

Epithelial Cells, Typing)* 700
309port lepneceupyc 1 1 2 Trnos, onpeaenexdne JHK B cockobe anuTenunanbHbixX

knetok potornotkm (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)* 600
3090pot lepneceupyc 1 n 2 Tunoe., onpegenexve HK B cockobe anutennanbHbix

KrneTok potornotku, TunuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial

Cells, Typing)* 700
309H0cC lepneceupyc 1 n 2 Tuno., onpegenexve HK B cockobe anutennanbHbix

knetok cnuanctomn Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)* 600
3090H0C lepneceupyc 1 1 2 Trnos, onpeaenexdne JHK B cockobe anuTenunanbHbixX

KNeToK cnmancTomn Hoca, TunmposaHune (HSV-1, 2 DNA, Scrape of Nasal

Epithelial Cells, Typing)* 700
309ypo lepneceupyc 1 n 2 Tunos., onpegenexve HK B cockobe anutennanbHbix

KrneTok yporeHutansHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital

Epithelial Cells)* 600
3090ypo lepneceupyc 1 1 2 Trnos, onpeaenexdne JHK B cockobe anuTenunanbHbix

KNETOK yporeHnTansHoro Tpakra, TunumposaHue (HSV-1, 2 DNA, Scrape of

Urogenital Epithelial Cells, Typing)* 700
309cmx lepnecsupyc 1 n 2 Tunos., onpegenexve [JHK B CNIMHHOMO3roBOW XMAKOCTH

(HSV-1, 2 DNA, Cerebrospinal Fluid)* 600
3090cmx lepnecsupyc 1 n 2 Tunos., onpeaenexve JHK B CNIMHHOMO3roBOW XMAKOCTH,

TunupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 700
309cB lepnecsupyc 1 n 2 Tunos., onpeaenexve OHK B cbiBopoTke kposu (HSV-1, 2

DNA, Serum)* 700
3090cs lepnecsupyc 1 n 2 Tunos., onpeaenexve JHK B cbiBOpOTKE KPOBW,

TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)* 1000
352kp lepnecsupyc 6 Tvna, onpeaenexve OHK B BeHo3HoW kpoBu (HHV-6 DNA,

Blood)* 700
352BnT lepnecsupyc 6 Tnna, onpegenexune OHK B Beinote (HHV-6 DNA, Exudate)* 450
352mou lepnecsupyc 6 Tvna, onpeaenexve OHK B moye (HHV-6 DNA, Urine)* 450
352cn lepneceupyc 6 Tnna, onpegenexne [JHK B cekpeTte npocTaThl, 38KynsaTe

(HHV-6 DNA, Prostatic Fluid, Semen)* 450




352cnH lepnecsupyc 6 Tnna, onpegenexune AHK B cntoHe (HHV-6 DNA, Saliva)® 450
352pot lepneceupyc 6 Tvna, onpeaenenne [JHK B cockobe anuTenuanbHbIX KIeTok

potornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 450
352H0cC lepneceupyc 6 Tvna, onpeaenenvne [HK B cockobe anuTenuanbHbIX KIeTok

cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 450
352ypo lepneceupyc 6 Tvna, onpeaenenune [HK B cockobe anuTenuanbHbIX KIeTok

yporenuTtanbHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 450
352cmx lepnecsupyc 6 Tnna, onpegenexne AHK B cnnHHoMosrosom xuakoctu (HHV-6

DNA, Cerebrospinal Fluid)* 450
352ce lepnecsupyc 6 Tnna, onpegenexne OHK B cbiBopoTke kposu (HHV-6 DNA,

Serum)* 700
2447 WHTepnenknH-28B (UJ1-28B), reHoTunmMpoBaHune (MccnegoBaHme reHeTUHECKNX

MapKepoB, onpeaensowmnx 3PheKTUBHOCTb NEYEHNST XPOHUYECKOrO renaruta

C nHTepdepoHom n pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping

(Study of Genetic Markers Determining Effectiveness of Treatment of Chronic

Hepatitis C in Interferon and Ribavirin)) 1250
6616 MneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckme IgG

(Aspergillus fumigatus, 1gG, M3) 850
9013 JANATHOCTUKA MHOEKLJNOHHbBIX 3AE0JIEBAHWUU (20HOpesi-onucmopxo3s)
247 AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1400
245 AnTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 1550
254 AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 1250
182 AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae 1gG) 1000
246 AnTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 1550
181 AHnTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM) 1000
181/82 AnTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM, 1gG) 1 800
3250YPO AHgpodnop CkpwvH, uccrnegoBaHne MUKPOdnopbl YpOreHMTanbHOro Tpakta

MY>K4YMH B cOCKODEe anuTenuanbHbIX KNETOK ypOreHUTanbHoro TpakTta

(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s

urogenital tract microbiocenosis in the epithelial scrapes from the balanus,

urethra) 3 050
3150YPO| AHgpodnop, nccnegosaHme MUKPOopbl YPOreHUTarnbHOro TpakTa MyX4YvH B

cockobe anuTenuanbHbIX KIIETOK YPOreHUTanbLHoro TpakTta

(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital tract

microbiocenosis in the epithelial scrapes from the balanus, urethra) 4 300
260 AnTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 1150
238 AHnTuTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgA) 850
180 AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 850
239 AHTUTEna knacca IgG k aHtureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica 1gG) 850
1142 AHTuTena knacca IgG k aHTUreHam BUpyca KpacHyxu, BbisIBNsieMble METOAOM

nmmyHo6nottuHra (Anti-Rubella IgG, Immunoblot ) 8 350
235 AHTuTEna knacca IgG k aHTureHam guseHTepuitHon amebbl (Anti-Entamoeba

histolytica IgG) 1150
230 AnTuTena knacca IgG k aHTureHam onmctopxuca (Anti-Opisthorchis felineus

IgG) 1400
267 AHTuTEna knacca IgG k Bupycy knewieBoro aHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgG) 850
2500 AnTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG) 1400
84 AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG) 700
3AVRUB AHTUTEna knacca IgG K BUpycy KpacHyxu, onpegerneHve aBugHoCcTu

(Anti-Rubella 1gG, Avidity) 1700
855 AnTuTena knacca IgG k audrepuintHomy anatokcuHy (Anti-Diphtheria Toxoid

IgG) 1400
268 AHTUTEna knacca IgM k Bupycy knewesoro aHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgM) 1150
179 AnTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 850
251 AHTUTEna knacca IgM k Bupycy kopu (Anti-Measles IgM) 1250
85 AHnTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 850
234 AHnTuTena knaccos IgM, 1gG, IgA k aHTUreHam NSMGAMN, CyMMapHO

(Anti-Giardia lamblia IgM, 1gG, IgA, Total) 850
179/80 AnTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma

hominis IgM, 1gG) 1700
3022 BaktepuanbHbin BarnHos (Bacterial Vaginosis, BV) 2 500
338CB Bupyc kpacHyxu, onpeaenerve [JHK B ceiBopoTke kpoBu (Rubella Virus, DNA,

Serum)* 1000




3025

BobisiBneHne sosdyautenewn UMMM (4 + KBM): onpegenenve JHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, OHK yenoseka (Identification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,

Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA ) 1700
383 BoisiBnenune so3dyautenen UMMM (7 + KBM), cockob anuTenuanbHbiX KNeTok

yporenuTaneHoro Tpakta (Identification of Sexually Transmitted Infections (STI)

Pathogens, Scrape of Urogenital Epithelial Cells)* 2500
306mou4 loHokokk, onpegenexune HK B moye (Neisseria gonorrhoeae, DNA, Urine)* 450
306cn loHokokk, onpegenexune OHK B cekpeTe npocTarthl, askynsTe (Neisseria

gonorrhoeae, DNA, Prostatic Fluid, Semen)* 450
306¢cuH loHokokk, onpegenexune OHK B cuHoBranbHom xuakoctun (Neisseria

gonorrhoeae, DNA, Synovial Fluid)* 700
306rn3 [oHokokk, onpeaenexve [JHK B cockobe anutenuanbHbIX KNETOK KOHbIOHKTUBBI

(Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )* 450
306poTt [oHokokk, onpeaenexve [HK B cockobe anutenuanbHbIX KNETOK pOTOrOTKN

(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)* 450
306npk loHokokk, onpegenexne OHK B cockoGe anuTenuanbHbiX KNETOK CrN3nMCTON

npsimon kuwkn (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial

Cells)* 450
306ypo loHokokk, onpeaenexve HK B cockobe anutennanbHbIX KNETok

yporeHuTanesHoro TpakTta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital

Epithelial Cells)* 450
OBC90 locnutaneHeii: BUY, cudmnunce, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 2800
3020 MHBUO®IIOP - komnnekcHoe nccnegoBaHme MUKporiopbl YporeHnTanbHoro

TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of

Urogenital Tract (UGT)) 4700
3026 MHBUO®JIOP — ycnoBHO-naTtoreHHble MUKOMNasMbl YenoBeka

(yporeHuTanbHbin ckpuHuHr) (INBIOFLOR - Mycoplasma, Urogenital

Screening) 850
372 MccnepoBaHue 6uoueHo3a yporeHnTanbHoro Tpakta. ®emodpriop 16.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 3 850
386 MccnepoBaHue 6uoLeHo3a yporeHnTanbHoro Tpakta. Pemodnop 8.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) 2 350
240 WMcecneposaHme Ha Hanunuue knewwa gemogekc (Demodex folliculorum,

Demodex brevis) 600
344BnT Kanaunaa, onpegenenve HK B Bbinote (Candida albicans, DNA, Exudate)* 450
344mou4 Kananpa, onpegenenune JHK B moye (Candida albicans, DNA, Urine)* 450
344cn Kananpa, onpegenenune [JHK B cekpeTe npocrtatel, askynsaTte (Candida

albicans, DNA, Prostatic Fluid, Semen)* 450
344cnH Kanaunaa, onpegenenve OHK B cntone (Candida albicans, DNA, Saliva)* 450
344kox Kananaa, onpepenenne [JHK B cockobe anuTenmanbHbIX KNETOK KOXW

(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 450
344pot Kananaa, onpepenenune [JHK B cockobe anuTenmanbHbIX KNeTOK pOTOroTKM

(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 450
344npk Kananaa, onpepenenne [JHK B cockobe anuTenmanbHbIX KNETOK CIIM3NCTON

npsmon kuwkm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)* 450
344ypo Kangunaa, onpepenenve OHK B cockobe anutenuanbHbIX KNeTok

yporeHnuTaneHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

Epithelial Cells)* 450
3023 Kananpos, ckpuHuHr (Candidiasis, Screening ) 600
3021 Kananpos, ckpuHuHr u TunuposaHue (Candidiasis, Screening and Typing) 1550
3024 Kananpos, tunmposaHue (Candidiasis, Typing) 1150
345YPO JlaktobakTepun, onpenenenne OHK B cockobe anutenmarnbHbIX KNETOK

yporeHnuTanbHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital

Epithelial Cells)* 450
3114moM Jluctepum, onpegenenve [JHK B moye (Listeria monocytogenes, DNA, Urine)* 450
3114nn Jluctepum, onpegenerve JHK B nnasme kposu (Listeria monocytogenes, DNA,

Plasma)* 450
3114cuH Jluctepum, onpegenerve JHK B cuHoBuanbHow xugkoctu (Listeria

monocytogenes, DNA, Synovial Fluid)* 700
3114pot Jlnctepun, onpepenenne [JHK B cockobe anuTenmanbHbIX KNETOK pOTOrNOTKM

(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)* 450
3114Hoc Jlnuctepun, onpegenenne [JHK B cockobe anmTenmanbHbIX KNETOK CIN3UCTON

Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)* 450
3114cmx Jluctepum, onpegenerne JHK B cnuHHOMO3roBow xugkoctu (Listeria

monocytogenes, DNA, Cerebrospinal Fluid)* 450
308MOY Mwukonnasma (Mycoplasma genitalium), onpegenexve JHK B moue

(Mycoplasma genitalium, DNA, Urine)* 450
308cn Mwukonnasma (Mycoplasma genitalium), onpegenernve HK B cekpete

npoctarthbl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)* 450




308ypo

Mwukonnasma (Mycoplasma genitalium), onpegenexne JHK B cockobe
anuTenuanbHbIX KNEToK yporeHutaneHoro Tpakta (Mycoplasma genitalium,

DNA, Scrape of Urogenital Epithelial Cells)* 450
302MO4 Mwukonnasma (Mycoplasma hominis), onpegenexune JHK B moye (Mycoplasma

hominis, DNA, Urine)* 450
302Cn Mwukonnasma (Mycoplasma hominis), onpegenexue JHK B cekpeTe npocTarsl,

askynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* 450
302YPO Mwukonnasma (Mycoplasma hominis), onpegenexue JHK B cockobe

anuTenuanbHbIX KNeTok yporeHntanesHoro Tpakta (Mycoplasma hominis, DNA,

Scrape of Urogenital Epithelial Cells)* 450
347mK Mwukonnasma (Mycoplasma pneumoniae), onpegenenvne JHK B mokpoTte

(Mycoplasma pneumoniae, DNA, Sputum)* 1000
347nn Mwukonnasma (Mycoplasma pneumoniae), onpegenenune [JHK B nnasme kposu

(Mycoplasma pneumoniae, DNA, Plasma)* 700
347cnH Mwukonnasma (Mycoplasma pneumoniae), onpegenenvne JHK B critoHe

(Mycoplasma pneumoniae, DNA, Saliva)* 450
347pot Mwukonnasma (Mycoplasma pneumoniae), onpegenenune OHK B cockobe

anuTenuanbHbix KNeTok potornoTtku (Mycoplasma pneumoniae, DNA, Scrape

of Faucial Epithelial Cells)* 450
1277KOX Mwukpockonus n noces Ha napasuTapHble rpubbl (koxa) (Parasitic Fungi,

Microscopy and Culture (skin)) 2600
1277HOT Mwukpockonusa 1 noces Ha napasuTapHble rpubbl (Hortu) (Parasitic Fungi,

Microscopy and Culture (nails)) 2600
397YPO Mo6unyHkyc, onpegenexdue JHK B cockobe anuTenuanbHbiX KNeTok

yporeHnuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital

Epithelial Cells) 450
995KOXK MapasuTtapHble rpubbl, MMKpOCKONMYeckoe nccrnegosaHune npob koxu (Fungal

Infections of Skin) 1400
995HOI MapasutapHble rpubbl, MUKPOCKONUYECKOoe nccrieqoBaHne npob Horren

(Fungal Infections of Nails) 1400
6617 Mnecexb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 850
462 Moces Ha knoctpuaum (Clostridium difficile, nceBaoMemM6paHo3HbIN KonUT)

(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility

Testing) 2050
437YIMNM [MoceB Ha NaTOreHHy 1 YCNOBHO-NATOreHHY MUKPOMNopy kuwevHuka (Stool

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,

Bacteria Identification) 1950
437YTIM- [MoceB Ha NaTOreHHy 1 YCOBHO-NATOrEeHHY MUKPOMIOPY KULLEYHNKA C

onpeaeneHnemM 4yBCTBUTENbHOCTM K aHTUMMUKPOGHbLIM npenapatam (Stool

Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.

Bacteria Identification and Antibiotic Susceptibility Testing) 2250
437YTIM- [MoceB Ha NaTOreHHy 1 YCOBHO-NATOrEeHHY MUKPOMIOPY KULLEYHNKA C

onpeaeneHnemM 4yBCTBUTENBHOCTM K aHTUMWKPOGHbLIM Npenaparam 1

6aktepunodaram (Stool Culture with Bacteria Identification and

Antibiotic+Bacteriophage Susceptibility Testing) 2 350
280 PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 700
281 PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) 700
282 PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) 700
286 PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 700
284 PTTIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3, IHA) 700
285 PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, IHA) 700
380 CKPUHWHT MUKpOnopbl yporeHuTanbHoro Tpakta. demodnop CKpuH.

(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel

Femoflor Screen)) 2900
3029 YCnoBHO-NaToreHHble MUKOMNNasMbl, MOHUTOPUHT 3¢hEKTUBHOCTU fIe4eHUs

(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of

Treatments) 600
3028 YCnoBHO-NaToreHHble MMKOMNNasMbl, MOHUTOPUHT 3pEKTUBHOCTN NIeHeHUs

(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of

Treatments) 600
3027 YCnoBHO-NaToreHHble MUKOMNNasMbl, MOHUTOPUHT 3¢hEKTUBHOCTU fIe4eHUs

(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring

of Treatments) 600

JANATHOCTUKA UHOEKLIMOHHbIX 3ABOJIEBAHUWN (ocmpbie
9014 KuweyYyHble-xesiukobakmep)
1303HEL 1303HEL "*C-ypeasHbin gbixatenbHbln TecT (*C-YAOT, 13C-Urea Breath test,

UBT). BrisBneHue uHdekunm Helicobacter pylori 3850
259 AHnTuTena knacca IgA k Helicobacter pylori, BoiiBnsemble MeTogom

ummyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot) 4 550
177 AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 1150
258 AHTuTena knacca IgG k Helicobacter pylori, BbisiBnsiemble MeTogom

nmmyHobnotTuHra (Anti-Helicobacter pylori IgG, Immunoblot) 4 550
133 AnTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 850




1205

AHTuTena knacca IgG k Treponema pallidum, BbisiBrisieMble METOAOM

nMmMyHo6noTTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 3 050
252 AHnTuTena knacca IgG k Bupycy anngemuyeckoro napotuta (Anti-Mumps IgG) 1250
248 AHnTuTena knacca IgG k pecnmpaTopHO-CUHUNTUANBHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgG) 1250
176 AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 1150
221 AnTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 1400
1206 AHnTuTena knacca IgM k Treponema pallidum, BbiiBNngemMble MeETO40M

nMmyHo6noTTuHra (Anti-Treponema pallidum IgM, Immunoblot ) 3050
253 AHTUTEna knacca IgM k Bupycy anmgemudeckoro napotuta (Anti-Mumps IgM) 1250
249 AHTUTEna knacca IgM k pecnmpaTtopHO-CUHLMTUANBbHOMY BUPYCY

(Anti-Respiratory Syncytial Virus (RSV) IgM) 1250
70 AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo

(Anti-Treponema pallidum IgM, 1gG, Total) 700
293 AnTuTena k Salmonella gr.E, PIIA (Salmonella gr.E Antibodies, IHA) 700
273 AHTuTena k Salmonella typhi, PTTA (Salmonella typhi Antibodies, IHA) 1000
265 AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum

IgA) 1150
261 AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis

IgG) 1150
264 AnTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum

IgG) 1150
1372 AHTUTena knacca IgG k aHTureHam ctpoHrunoungosa (Anti-Strongyloides

stercoralis 1gG) 1400
232 AnTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) 850
233 AnTuTena knacca IgG k aHTureHam TpuxmHenn (Anti-Trichinella IgG) 850
876 AnTuTena knacca IgG k ctonbHs4HOMy aHaTokcuHy (Anti-Tetanus toxoid 1gG) 1400
1208 AHnTuTena knacca IgG k T-numdpoTponHoMy Bupycy Yenoseka Tuna 1 un 2

TunoB (Anti-HTLV-1, 219G ) 1400
80 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 850
1AVTOX( AHTuTena knacca IgG k Toxoplasma gondii, onpegenexHne aBugHocTn

(Anti-Toxoplasma gondii IgG, Avidity) 1700
81 AHnTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 1000
1266 AnTuTena knaccos IgM, IgA, 1Ig9G k Mycobacterium tuberculosis, cymmapHo

(Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 2 800
346mou4 BbnegHas TpenoHema, onpegenenve JHK B modye (Treponema pallidum, DNA,

Urine)* 450
346014 BnegHas TpenoHema, onpegenenve JHK B otaensemom (Treponema pallidum,

DNA, Secretion)* 450
346¢n BbnegHas TpenoHema, onpegenenve AHK B cekpeTe npocTaThl, 3sKynaTe

(Treponema pallidum, DNA, Prostatic Fluid, Semen)* 450
346Kkox BbnegHasa TpenoHema, onpegenexune [AHK B cockobe anutenuanbHbIX KNeTok

koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 450
346rn3 BnenHas TpenoHema, onpepenenve [JHK B cockobe anuTenuanbHbIX KNeTok

KOoHBbIOHKTMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial

Cells )* 450
346pot BnepHas TpenoHema, onpepenexne IHK B cockobe anuTenuanbHbIX KNETOK

potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)* 450
346ypo BbnegHas TpenoHema, onpegenexune AHK B cockobe anutenuanbHbIX KNeTok

yporeHuTanbHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital

Epithelial Cells)* 450
346¢mx BbnenHas TpenoHema, onpegeneHve IHK B CNIMHHOMO3roBOW XXMAKOCTH

(Treponema pallidum, DNA, Cerebrospinal Fluid)* 450
346¢c8 BnegHas TpenoHema, onpegenenve [HK B cbiBopoTke kpoBu (Treponema

pallidum, DNA, Serum)* 700
341BnT Mukobaktepun Ty6epkynesa, onpegeneHue HK B Beinote (Mycobacterium

tuberculosis, DNA, Exudate)* 450
341MHC MwukobakTepun TyGepkynesa, onpegenerve JHK B MeHCTpyanbHOM KpoBu

(Mycobacterium tuberculosis, DNA, Menstrual Blood)* 450
341mK MwukobakTepun Ty6epkynesa, onpegenexHne JHK B mokpoTte (Mycobacterium

tuberculosis, DNA, Sputum)* 1 000
341mou MwukobakTepun Ty6epkynesa, onpegenerue [JHK B move (Mycobacterium

tuberculosis, DNA, Urine)* 450
341cn MwukobakTepun TyGepkynesa, onpegenerHne [JHK B cekpeTte npocrarsl,

askynaTe (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)* 450
341cuH MwukobakTepun Tybepkynesa, onpegenernme JHK B cMHOBManNbHOWM XNAKOCTU

(Mycobacterium tuberculosis, DNA, Synovial Fluid)* 700
341cmx MwukobakTepun Ty6epkynesa, onpegenerHue JHK B CMTMHHOMO3roBOW XXNAKOCTU

(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* 450
341ce MwukobakTepun Ty6epkynesa, onpegenexHne HK B cbiBOpOTKE KpOBM

(Mycobacterium tuberculosis, DNA, Serum)* 700




33121KA] OcTpble kuweyHsle nHdekumnn, MNLIP-CKpMHUHT BOCbMK BakTepuanbHbIX U

BMPYCHbIX BO30yauTenen ocTpbIX KULeYHbIX MHdeKuui B kane (Acute

Intestinal Infections, PCR, Fecal) 2 500
33122KA] OcTpble kuweyHble nHdekumn, MNMLIP-CKpUHUHT TPEX BMPYCHbIX BO3OyauUTENeNn,

kan (Acute Intestinal Infections, PCR, Fecal) 1950
33103MK [MHeBmokokk, onpeaenenve [HK B mokpoTe (Streptococcus pneumoniae, DNA) 1250
3310311 MHeBmokokk, onpeaenenve OHK B nna3me kposu (Streptococcus pneumoniae,

DNA) 1250
33103CI MHeBmokokk, onpegenerHne OHK B cnioHe (Streptococcus pneumoniae, DNA) 1250
33103PO MHeBMokokK, onpeaenerve [HK B cockobe anutenuanbHbIX KNeTok

poTornoTku (Streptococcus pneumoniae) 1250
457-MN [MoceB Ha naToreHHyto kuweyHyto cdnopy (Stool Culture (Salmonella spp.,

Shigella spp.). Bacteria Identification) 1250
457-A [MoceB Ha naToreHHyto KulieyHyto nopy, onpeaeneHme YyBCTBMTENbHOCTU K

aHTMMMUKPOOGHLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).

Bacteria Identification and Antibiotic Susceptibility Testing) 1700
457-0¢ [MoceB Ha NaTOreHHyo KULLEYHYIo nopy, onpeneneHme YyBCTBUTENbHOCTU K

aHTUMUKPOGHBLIM NpenapaTam u bakteprodaram (Stool Culture, Salmonella

spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and

Bacteriophage Efficiency Testing) 1950
470 MoceB otaensemoro potornoTku Ha 6opaeTtennsl (Bordetella

pertussis/parapertussis, kokniow/napakokntow) (Bordetella

pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification) 2500
288 PIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 700
289 PIMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 700
292 PIrA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 700
290 PIMIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 700
287 PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 700
283 PIIA ¢ cbinHOTMG03HBIM AnarHocTrkyMoMm pukketcun MNMposadeka (Rickettsia

prowazekii, IHA) 700
69 Cudpmnuc RPR — anTukapgunonunuHoBbin TecT (Syphilis RPR (Rapid Plasma

Reagins), Anticardiolipin Test) 600
348wmk CrtpenTtokokk, onpegenerve OHK B mokpoTe (Streptococcus spp., DNA,

Sputum)* 1400
348nn CrtpenTtokokk, onpegenerve [HK B nna3me kposu (Streptococcus spp., DNA,

Plasma)* 1000
348cnH CrtpenTokokk, onpegenenve IHK B cntoHe (Streptococcus spp., DNA, Saliva)* 700
348port CrtpenTokokk, onpegeneHve [IHK B cockobe anuTenuanbHbIX KNeTok

poTornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)* 700
335BnT Tokconnaawma, onpegenexve [HK B Beinote (Toxoplasma gondii, DNA,

Exudate)* 450
335¢cmx Tokconnaawma, onpegenerve JHK B cnmHHOMO3roBon xugkoctu (Toxoplasma

gondii, DNA, Cerebrospinal Fluid)* 450
335ce Tokconnaawma, onpegenexve HK B ceiBopoTke kpoBu (Toxoplasma gondii,

DNA, Serum)* 700
307mou4 Tpuxomonaga, onpegenenune OHK B moye (Trichomonas vaginalis, DNA,

Urine)* 450
307cn TpuxomoHaga, onpegeneHve OHK B cekpeTe npocTaTthl, 3sKynaTe

(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* 450
307ypo TpuxomoHaga, onpeaenexne OHK B cockobe anutenunanbHbIX KNETOK

yporeHuTanbHoro TpakTa (Trichomonas vaginalis, DNA, Scrape of Urogenital

Epithelial Cells)* 450
342MO4 Ypeannasma (Ureaplasma parvum), onpegenexune HK B mode (Ureaplasma

parvum, DNA, Urine)* 450
343moum Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHnve

[OHK B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)* 450
343cn Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve

OHK B cekpeTe npoctaThl, askynate (Ureaplasma urealyticum + Ureaplasma

parvum, DNA, Prostatic Fluid, Semen)* 450
343ypo Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve

OHK B cockobe anutenvanbHbIX KNETOK yporeHntansHoro Tpakta (Ureaplasma

urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial

Cells)* 450
303mom Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegenenve OHK B

moye (Ureaplasma urealyticum (T-960), DNA, Urine)* 450
303cn Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegenenve OHK B

cekpeTe npoctatbl, askynsaTte (Ureaplasma urealyticum (T-960), DNA, Prostatic

Fluid, Semen)* 450
303ypo Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegenenve OHK B

cockobe anuTenuanbHbiX KNEeTok yporeHutaneHoro TpakTa (Ureaplasma

urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)* 450
342cn Ypeannasma (Ureaplasma parvum), onpegenenune OHK B cekpeTe npocTaThl,

askynate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 450




342ypo

Ypeannasma (Ureaplasma parvum), onpegenenune OHK B cockobe
anuTenuanbHblX KNEeTok yporeHutansHoro Tpakta (Ureaplasma parvum, DNA,

Scrape of Urogenital Epithelial Cells)* 450
33111KAJ| OHTeposupycehl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 850
9015 JANATHOCTUKA MHOEKLJUOHHbBIX 3AB0JIEBAHNN (xnamuduu-3XuHOKOKKO3)
105 AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgA) 850
183 AnTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgA) 1150
106 AnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgG) 850
185 AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgG ) 1000
82 AHTUTena knacca IgG k uutomeranosupycy (Anti-CMV IgG) 700
2AVCMV AHTUTEna knacca IgG kK uMTomeranoBsumpycy, onpegeneHne aBuaHoCcTu

(Anti-CMV IgG, Avidity) 1950
188 AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgM) 850
184 AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgM) 1000
83 AHnTuTena knacca IgM k uutomeranosupycy (Anti-CMV IgM) 1000
105/6 AnTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo

(Anti-Chlamydia trachomatis IgA, 1gG) 1 800
229 AHTUTEna knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus 1gG) 1400
1495 AHTuTena knacca IgG k 6enky Tennosoro woka (BTL) Chlamydia trachomatis

(Anti-cHSP60 IgG) 1000
275 AnTuTena knacca IgG k kancugHoMy aHTUreHy Bupyca dnwtenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) I1gG ) 1000
255 AHTUTEna knacca IgG Kk paHHeMy aHTureHy Bupyca dnwTeriHa-bapp (Anti-EBV

Early Antigen (EA) IgG ) 1000
187 AHTUTEna knacca IgG k agepHOMy aHTUreHy Bupyca dnwternHa-bapp

(Anti-EBV Nuclear Antigen (EBNA) 1gG ) 850
186 AHnTuTena knacca IgM k KancugHomy aHTUreHy Bupyca JnwtenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgM ) 850
351kp Bupyc SnwTteriHa-bapp, onpegeneHune [HK B BeHo3HoM kposu (EBV DNA,

Blood)* 700
351BenT Bupyc OnwrtenHa-bapp, onpegenexne OHK B Beinote (EBV DNA, Exudate)* 450
351movM Bupyc OnwtenHa-bapp, onpegenenne [JHK B moye (EBV DNA, Urine)* 450
351cn Bupyc OnwtenHa-bapp, onpegenenune JHK B cekpeTe npocTathl, asKynsaTe

(EBV DNA, Prostatic Fluid, Semen)* 450
351cnH Bupyc OnwrtenHa-bapp, onpegenexne AHK B cnitoHe (EBV DNA, Saliva)* 450
351pot Bupyc OnwrtenHa-bapp, onpegenexHue OHK B cockobe anuTenunanbHbiX KNeTok

potornotkn (EBV DNA, Scrape of Faucial Epithelial Cells)* 450
351H0C Bupyc OnwrtenHa-bapp, onpegenexHue OHK B cockobe anuTenunanbHbiX KNEeTok

cnuancton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)* 450
351ypo Bupyc OnwrtenHa-bapp, onpegenexHue OHK B cockobe anuTenunanbHbiX KNETok

yporeHuTanesHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)* 450
351cmx Bupyc SnwrtenHa-bapp, onpegenexHve JHK B CNTMHHOMO3roBOW XUAKOCTH

(EBV DNA, Cerebrospinal Fluid)* 450
351ce Bupyc SnwrtenHa-bapp, onpegenexune OHK B cbiBopoTke kposu (EBV DNA,

Serum)* 700
3158XEN Xenvkobaktep nunopu, onpegenexdne JHK B 6uonTtaTte cnvancTon xenyaka

w/vnn aBeHaguatmnepcTHon kuwkn (Helicobacter pylori, DNA, Bioptates of

Gastric Mucosa and/or Duodenum, PCR) 1000
349mk Xnamuaumsa (Chlamydia pneumoniae), onpeaenenve HK B mokpoTte

(Chlamydophila pneumoniae, DNA, Sputum)* 1400
349nn Xnamuausa (Chlamydia pneumoniae), onpeaenexve OHK B nna3me kposu

(Chlamydophila pneumoniae, DNA, Plasma)* 1000
349cnH Xnamnausa (Chlamydia pneumoniae), onpegenexve OHK B cnioHe

(Chlamydophila pneumoniae, DNA, Saliva)* 700
349pot Xnamugmsa (Chlamydia pneumoniae), onpegenexue OHK B cockobe

anuTenuanbHbix kKnetok potornotku (Chlamydophila pneumoniae, DNA,

Scrape of Faucial Epithelial Cells)* 700
301BenT Xnamuamsa (Chlamydia trachomatis), onpegenenve AHK B Bbinote (Chlamydia

trachomatis, DNA, Exudate)* 450
301mom Xnamuamsa (Chlamydia trachomatis), onpegenenve OHK B mode (Chlamydia

trachomatis, DNA, Urine)* 450
301cn Xnamunamsa (Chlamydia trachomatis), onpegenenve AHK B cekperte npoctarthl,

askynate (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* 450
301cuH Xnamuamsa (Chlamydia trachomatis), onpegenenve OHK B cuHoBmansHom

xwugkoctn (Chlamydia trachomatis, DNA, Synovial Fluid)* 700




3013

Xnamugmsa (Chlamydia trachomatis), onpegenenve OHK B cockobe
anuTenuanbHblX KNeTok KoHbIoHKTMBLI (Chlamydia trachomatis, DNA, Scrape

of Conjunctiva Epithelial Cells )* 450
301pot Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cockobe

anuTenuanbHbIX Knetok potornoTkn (Chlamydia trachomatis, DNA, Scrape of

Faucial Epithelial Cells)* 450
301npk Xnamugmsa (Chlamydia trachomatis), onpegenenve OHK B cockobe

anuTenuanbHbIX KNEToK cnmancTon npsamon kuwkm (Chlamydia trachomatis,

DNA, Scrape of Rectal Epithelial Cells)* 450
301ypo Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cockobe

anuTenuanbHbIX KNeTok yporeHntanesHoro Tpakta (Chlamydia trachomatis,

DNA, Scrape of Urogenital Epithelial Cells)* 450
301cmx Xnamuaumsa (Chlamydia trachomatis), onpegenenne HK B cnmHHOMO3rosomn

xunakoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)* 450
310kp Lintomeranosupyc, onpegenenve AHK B BeHosHow kposu (CMV DNA, Blood)* 700
3108enT Lintomeranosupyc, onpegenexune [HK B Beinote (CMV DNA, Exudate)* 450
310mou4 Lintomeranosupyc, onpegenenve OHK B moye (CMV DNA, Urine)* 450
310cn Lintomeranosupyc, onpeaenenve IHK B cekpeTe npoctathl, askynate (CMV

DNA, Prostatic Fluid, Semen)* 450
310cnH Lintomeranosupyc, onpegenexune OHK B cntoHe (CMV DNA, Saliva)* 450
310kox Lintomeranosupyc, onpegenenve OHK B cockobe anutenmanbHbIX KNETOK

koxun (CMV DNA, Scrape of Skin Epithelial Cells)* 450
3103 Lintomeranosupyc, onpegenenve OHK B cockobe anutenmanbHbIX KNeETok

koHbloHKTMBBI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 450
310port Lintomeranosupyc, onpegenenve IHK B cockobe anutenmanbHbIX KNeETokK

potornoTtkm (CMV DNA, Scrape of Faucial Epithelial Cells)* 450
310H0C Lintomeranosupyc, onpegenenve OHK B cockobe anutenmanbHbIX KNeEToK

cnusucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 450
310ypo Lintomeranosupyc, onpeaenenve HK B cockobe anuTenmanbHbIX KNeTok

yporenuTanbHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* 450
310cmx Lintomeranosupyc, onpegenexue AHK B cnmHHOMO3roBou xugkoctn (CMV

DNA, Cerebrospinal Fluid)* 450
310cB Lintomeranosupyc, onpegenexune [HK B ceiBopoTke kposu (CMV DNA,

Serum)* 700
456 [OuncbakTepros KnLevHnka
456-0 [ncbakTepunos K1LEeYHMKa C onpeaeneHmem YyBCTBUTENbHOCTU K

OakTepuocharam
535 OnddepeHumanbHas gMarHocTMka MenaHoMbl, UMMYHOTMCTOXMMUYECKOoe

(UrX) nccnegosaxune, oueHka akcnpeccum S-100, Melan A (MART-1), HMB-45,

SOX-10 (IHC verification of malignant melanoma using assessment of the

expression S-100, Melan A (MART-1), HMB-45, SOX-10) 28 550
536 OunddepeHumanbHas gvarHocTMka MenaHoMbl, UMMYHOTMCTOXMMUYECKOoe

(UrX) nccnepgosaxmne, oueHka akcnpeccum S-100, Melan A (MART-1), HMB-45,

SOX-10 (IHC verification of malignant melanoma using assessment of the

expression S-100, Melan A (MART-1), HMB-45, SOX-10) 28 550
3319 OudpdepeHumnpoBaHHoe BoisieneHne HK Bordetella species: Bordetella pertus

sis (Bo3byauTenb kokntowa) n Bordetella bronchiseptica (Bo3byanTtens 6poHxo

cenTnKo3a) B cockobe anutenmnanbHbIX KNETOK CIIM3NCTON POTOMMOTKN UMK H

ocornotku (Differentiated detection of DNA Bordetella spp.: Bordetella pertussi

s (pertussis pathogen) and Bordetella bronchiseptica (bron 700
6819H1 [omawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP 1150
6825H2 LomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1150
6879F45 Opoxokm nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1150
OBC155 E>xxerogHas npodwmnaktunka 1250
1587 YKunpHble kucnoTel, npodune: omera-3, -6, -9, nnasma (Fatty acids panel,

omega-3, -6, -9, plasma) 13 200
1827 Knpo- n BogopactBopumMble BUTAMUHbI 32 050
1828 KnpopacTtsopumble BUTaMUHbI 11 300
6890F44 3emnsHuka (f44) IgE, ImmunoCAP 1150
9002 UMMYHOIEMATOJIOIMnsl
15RH Rh (C, E, c, e) Kell-deHotunuposaHue (Rh C (E, c, e) Kell-Phenotyping) 1000
140 AnnovMMyHHble aHTUTeNa, BKkModas aHtutena k Rh-aHtureny (Anti Rh) 750
93 I'pynna kposu (Blood Group, ABO) 450
94 Pe3syc-npuHagnexHocTtb (pesyc-daktop) (Rh-factor, Rh) 450
537 MMmyHornctoxummnyeckoe nccnegosanue (1 mapkep): yTodHsiowee

UIMX-ncenepoBaHue ¢ ncnonb3oBaHneM 1 aHTuTena (Mapkepa) 2 500
9017 NUMMYHOJIO MYECKUE NCCJIELQOBAHUS
4193 CD4+ T-numdoumnTbl, % 1 abcontoTHoe konmyecTBo (T-xennepbl, CD4+

T-cells, Percent and Absolute) 2 350
1311 AkTnBupoBaHHble numdountsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated

Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 1950
4194 B-numdounTtbl, % 1 abcontotHoe konmyecTtso (CD19+ numdountsl, B-cells,

Percent and Absolute) 2 350
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MMMyHornobynuHel knacca E (o6wuii IgE, ummyHorno6ynuH E o6wyuin)

(Immunoglobulin E Total, IgE Total) 1000
47 MmmyHornobynuHel knacca G (Immunoglobulin G, 1IgG) 450
45 MmMyHornobynuHel knacca A (Immunoglobulin A, IgA) 450
46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 450
192 MmmyHonornyeckoe obcnegosaHue pacwmpeHHoe (Immunological Survey

Extended) 9 650
191 MmmyHonornyeckoe obcnegosaHune ckpuHuHrosoe (Immunological Survey,

Screening) 5500
836 MHrnéutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 3150
213 Wutepnenkux-10 (UJ1-10) (Interleukin 10, IL-10) 3150
210 WuTtepnenkmn-163 (UJ1-1B) (Interleukin 1 Beta, IL-1) 3150
21 WHtepnenkux-6 (MUI1-6) (Interleukin 6, IL-6) 3150
212 WHTtepnenknn-8 (MU1-8) (Interleukin 8, IL-8) 3150
193 KomnoHeHTbl cuctembl komnnemeHta C3, C4 (Complement components C3,

C4) 1250
1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement Component C3) 600
1316C4 C4 KomnoHeHT cuctembl komnnemeHTta (Complement Component C4) 600
1535 CucTema KomnneMeHTa: KOMBUMHUPOBaHHAs OLeHKa PYHKLUUM KIacCu4eckoro,

anbTepHaTUBHOIO W NNEKTMHOBOIO NyTen akTuBauun metogom VIOA

(Functionality Test of Complement: Classical, Alternative and Lectin Pathways,

ELISA) 5400
1534 Cuctema KoMmnnemMeHTa: oueHka (PyHKUMoHaneHow akTnsHocth (CH50)

(Functionality Test of Complement (CH50)) 2 250
1312 Cnoco6HocTb numdounToB K akTuaumm (Lymphocyte Activation Ability) 5600
1310 daroumTapHasa akTMBHOCTb nerkounToB (Phagocytic Activity of Leucocytes) 1250
214 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-q,

Cachectin) 3150
4192 ®eHoTMNMpOBaHNe NMMAOUMTOB (OCHOBHbIE cybnonynsauun) — CD3, CD4,

CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,

CD16, CD56) 5600
1235 Linpkynupytowme nmmyHHble komnnekcsl (LMK) o6wme (Circulating Immune

Complexes (CIC) Total) 1950
948 D03nHOMUIBHBIN KaTUOHHBIN 6enok (Eosinophil Cationic Protein, ECP) 1400
3033 MHBmnodnop CkpuH. CKpUHMHIOBOE UCCneqoBaHne MUKpodnopbl

yporeHuTaneHoro TpakTa 2500
3032 MHBNODJTOP-3KCIEPT. PaclumpeHHoe nccnefoBaHne MUKpognopsl

yporeHuTaneHoro TpakTa 2900
9018 UHTEP®EPOHOBbINA CTATYC
1050 AMUKCHH (Amixin) 850
1055 lanasuT (Galavit) 850
1064 M3onpuHo3uH (Isoprinosine) 850
1057 MmmyHan (Immunal) 850
1059 MmmyHomake (Immunomax) 850
1066 MmyHopuke (Imunorix) 850
1058 MmyHodpaH (Imunofan) 850
1044 WHrapoH (Ingaron) 850
1043 MccneposaHme nHtepdepoHoBoro cratyca (Study of Interferon Status) 4000
1051 Karouen (Kagocel) 850
1060 Jlukonug (Licopid) 850
1052 Heosup (Neovir) 850
1148 Manasup (Panavir) 850
1061 Monnokcnaonun (Polyoxidonium) 850
1047 PeadepoH (Reaferonum) 850
1062 TaktusuH (Tactivinum) 850
1063 TumoreH (Thymogen) 850
1054 Linknodgepon (Cycloferonum) 850
489 MudntoeHua A+bB (Influenza A+B, rpyunn), aHTUreHHbIN TecT
7312 WccneposaHuve kapuotuna (KonvuecTBeHHblE U CTPYKTYpHbIE aHOManmm

XPOMOCOM) C 06513aTeNbHOM Bbl4aqeln kapuorpammel 10 200
9011 NCCIIE[JOBAHUS KAJIA
1533A1A] Anbda-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2600
159MPO AHnanu3 kana Ha npocteiwmne (PRO Stool) 850
159Ar AHanu3 kana Ha anua renbmmnHToB (arua rmuctos) (PRO Stool, Helminth

Eggs) 850
240 MccnegoBaHue kana Ha CKpbITYH kpoBb, 6eH3nanHosas npoba (Occult Blood

Feces Analysis) 450
16010CT] MccnegoBaHne Ha aHTepobuos (arua octpuuy), wnatens (Enterobiasis,

Spatula) 450
1338 KanbnpoTtekTuH cekanbHbin (Fecal Calprotectin) 3 850
158 Konporpamma (Koprogramma, Stool) 850
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CkpblTas KpOBb B Karne (KonopeKTtarbHble KPOBOTEYEHUST), KONTMYECTBEHHbIV
nmmyHoxummdeckuii metog FOB Gold (Quantitative Immunochemical Fecal

Occult Blood, Test FOB Gold) 1150
236 CopepxaHune yrneBogoB B kKane (peayuupytoLlme BellecTsa B kane) (Stool

Sugars, Reducing Substances, Fecal) 1000
162 Onactasa 1 (31), naHkpeaTndeckas anacra3a 1 (Elastase 1, E1) 4150
9010 NCCIIEfQOBAHUSA MO4YU
9950 «BpegHble npvBbIYkMY» (AHaNM3 MOYM Ha HUKOTWH, NCUXOTPOMHbIE U

HapKoTUYecKne BelLecTBa, NCMXOaKTUBHbIE NEKapCTBEHHbIE NMpenaparhbl

(HMKOTWH; NCUXOTPOMHbIE N HAPKOTUYECKME BELLECTBa, NCUXOaKTUBHbIE

nekapcTBeHHble npenaparthbl) (Pernicious Habits: Nicotine, Drugs,

Psychostimulants and Psychotropic Substances, Urine)* 5400
95110 AnbOyMUH, pa3oBas NopLMsa MOUM (C KpeaTUHWHOM U pacyeToM

anbbymuH/KpeaTuHNH oTHoLeHwns) (Albumin, random urine, with creatinine and

albumin/creatinine ratio calculation, UACR) 850
95 AnbByMuH, cyTouHasi moya (Albumin, 24-Hour urine) 600
108 AMunasa B MOYe CYyTOYHOW UM MOPLMOHHON 3a M3MepeHHoe Bpemsi

(Anbtha-amnnasa, anactasa mouun) (Amylase, 24-Hour or Timed Urine) 450
116 AHanma moum obwmin (AHanM3 Mo4m OBLLMIA C MUKPOCKONME Ocaaka)

(Complete Urinalysis, Microscopic Examination) 450
1565IN0K AHanm3 xmmmn4yeckoro coctaea noyeyHblx kamHern (Compositional Analysis of

Kidney Stones) 5650
898 Bapbutypatbl B Moye (Barbiturates, Urine)* 1800
97110 Benok, pasoBasi nopumsa Moun (C KpeaTUHUHOM U pacyeTom

HOpPManu3oBaHHOrO No KpeaTuHWHy nokasartens) (Protein, random urine, with

creatinine and protein/creatinine ratio calculation) 450
109 mioko3a, cytouHas moya (Glucose, 24-Hour urine) 350
272 WcecneposaHme moun no metogy HeunnopeHko (Nechiporenko’s Urine Test) 450
114 Kanun (K), Hatpwuii (Na), cytouHast moda (Potasium (K), Sodium (Na), 24-Hour

urine) 350
113 Kanbuwnn (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 450
401 Kanbuwnin mouu, kadyecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch Urine

Calcium Test) 350
110113 Kanbumn, pasoBas nopums Moyn (C KpeaTMHUHOM U pac4eToM

Kanbuun/kpeaTtuHmH oTHowweHus) (Calcium, random urine, with creatinine and

calcium/creatinine ratio calculation) 350
1265 KamHu noyeyHble, aHanus (Kidney Stone Analysis) 5800
902 KaHHabuHounab! (MapuxyaHa) B modve (Cannabinoids (Marijuana), Urine)* 1800
110 KpeaTuHuH, cytouHasa moya (Creatinine, 24-Hour urine) 350
1318110 Marnun, pasosasi nopums Moun (C KpeaTUHUHOM M pacyeTom

MarHum/kpeaTMHuH oTHoweHus) (Magnesium, random urine, with creatinine

and magnesium/creatinine ratio calculation) 850
1318 Marnui, cytouHas mova (cyTouHasi akckpeumst), (Magnesium, 24 h urine

excretion) 600
112110 MoueBas kucnota, pasoBas NOpLMsS MOYN, C KPEATUHMHOM N pac4yeToM

HOPMarnu30BaHHOIO NO KPeaTUHWHY NOK-1s1 450
112 MoueBas knucnota, cytouHasa mova (Uric Acid, 24-Hour urine) 350
1M1 MoueBuHa, cytouHas mova (Urea, 24-Hour urine) 350
JiIMC HapKkoTMKM 1 NCUXOTPONHbIE BELLECTBA — CKPUHUHT (KOMMIEKCHbIN aHanms

MOYM Ha onuaTbl, aMmpeTaMnH, MeTaMETaMUH, KOKauH, kKaHHaBUHoMAb! 1 UX

meTtabonutsl) (Drugs and Psychotropic Substances Screening: Opiates,

Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid

Metabolites, Urine) 5050
97 O6wwmn 6enok, cytouHas moya (Protein Total, 24-Hour urine) 350
1458110 Okcanathbl, pa3oBasi NOPLUMS MO4M (C KpeaTUHUHOM U pacyeToM

HOpMarn130BaHHOrO Mo KpeaTuHuHy nokasartens) (Oxalates, random urine, with

creatinine and oxalate/creatinine ratio calculation) 2250
1458 Okcanarthbl, cyTodHasa moya (Oxalates, 24-Hour urine) 2 050
925 Onwnatbl (MopdumH/repounH) B mode (Opiates (Morphine/Heroin), Urine)* 1 800
OBC111 OueHka pucka kamHeobpa3oBaHUs - NMMTOrEeHHble cybCcTaHLMM MoYK, pasoBas

nopums Moum (Kanbumin, MarHun, docdop, okcanatbl, MOvYeBas KMCoTa,

KpeaTUHUH pa3oBOW MOPLMM MOYU, C PACHETOM HOPMAnU30BaHHbIX MO

KpeaTvHWHY nokasartenemn) 6 250
OBC110 OueHka pucka kKaMHeobpa3oBaHUs - NMUTOreHHbIE CYyOCTaHLMN MOYK, CYyTOYHas

MouYa (KanbLumn, mariun, docdop, okcanaTbl, MOYeBas KUCIOTa, KpeaTUHUH

CYTOYHOWM MOYM C pacyeToOM CyTOYHOWN IKCKpeLuun) 3750
96 Mpob6a Pebepra (KnupeHc sHAOreHHOro KpeaTuHUHA, CKOPOCTb KIy6o4KoBoM

dunerpaumu) (Glomerular Filtration Rate, GFR)* 450
115 ®ocop (P), cytouHasa moya (Phosphorus (P), 24-Hour urine) 450
115110 dochop, pasosas NopUUsS MOUM (C KPeaTUHUHOM M pac4eToMm

HOPManu3oBaHHOrO No KpeaTuHWHy nokasarens) (Phosphorus, random urine,

with creatinine and phosphorus/creatinine ratio calculation) 600
982 OtaHon (ankoronb) B Moye (Ethanol (Alcohol) Urine)* 1 800




6807F78 KasewuH, monoko (nBos d8) (f87) IgE, ImmunoCAP 1150
6870F93 Kakao (f93) IgE, ImmunoCAP 1150
402 Kamnunnobaktep, anapenHbii CUHAPOM, BbISIBIIiEHWE aHTUreHa B Kane,

ummyHoxpomatorpadusa (Campylobacter spp., One step rapid

immunochromotographic assay, antigen, stool) 1700
6895F214 KanycTa 6enokovaHHas (f216) IgE, ImmunoCAP 1150
7313 Kapuotun nnoga (abopTHbIi MaTepuan) 20 450
6853F354 Kapn, napsans6ymuH, rCyp c 1 (f355) IgE, ImmunoCAP 2600
6887F35 Kaptodensb (f35) IgE, ImmunoCAP 1150
6898F84 Kusu (f84) IgE, ImmunoCAP 1150
6818D2 Knew, gomawHen neinm / D. farina (d2) IgE, ImmunoCAP 1150
6817D1 Knew nomawHen nbinn / D. pteronyssinus (d1) IgE, ImmunoCAP 1150
6908171 Komap (i71) IgE, ImmunoCAP 1150
7649 KomnnekcHasa anarHocTvka HacnegcTBEHHOW rmnepxonectepmHeMum 8 350
9031 KOMITJIEKCHBIE MPOIrPAMMbI O5CJ/IEQOBAHUMU (Mpogpunu) (Profiles)
CIOPT1 Supersport ba3zoBbin 4150
ClnoPT2 Supersport OnTuMarnbHbIN 6 500
CIloPT3 Supersport MpogBuHYTbIN 11 300
ObC84 TORCH-unHdekummn (ToRCH-Infections) 6 250
OBC95 VIP-o6cneposanune gns xeHwmH (VIP-Survey for Women) 29 650
OBC96 VIP-o6cnegosanue ansa myxuvH (VIP-Survey for Men) 28 050
OBC98 Anneprusa Ha XMBOTHbIX, Nbifb, NneceHb (Allergy to Animals, Dust, Mold) 9 850
OBC99 Anneprus Ha nuwesble npogykTbl (Food Allergy) 13900
OBC100 Anneprusa Ha nneceHb (Mold Allergy) 3 600
OBC101 Anneprus Ha pacteHus (Plant Allergy ) 7 450
OBC45 (1 AHanuabl gnsa getckoro caga v wkonel (Testing for Kindergarten and School) 2900
OBC55 AHTUochonunuaHbii cuHapom (APC), nabopaTopHble KpUTeEpPUn

(Antiphospholipid Syndrome, APS) 6 150
OBC85 BepemeHnHocTb: | TpumecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13

Weeks) ) 14 900
OBbC86 BepemeHHocTb: || TpumecTp (14-28 Hepenu) (Pregnancy: Second Trimester

(14-28 Weeks)) 1550
OBbC87 BepemeHHocTb: Il TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester

(29-30 Weeks) ) 7 250
OBC74 Broxumusa kposu: MuHMManbHbIM Npodune (Serum Biochemistry: Minimum) 4150
OBC73 Broxumusa kposu: paclumpeHHbin npodunb (Serum Biochemistry: Extended

Profile) 6 550
OBC63 Bonu B cycTaBax: pacwmpeHHoe obecnegosanmne (Joint Pain: Extended Survey) 11 900
OBbC64 Bonu B cyctaBax: ckpuHuHr (Joint Pain: Screening) 3050
OBC77 locnutanusaums B TepanesTMyeckuin ctaumoHap (Hospitalization in

Therapeutic Hospital) 6 600
OBC78 locnutanusaums B xupyprudeckuin ctaumnoHap (Hospitalization in Surgical

Hospital) 9200
OBC106 locnutanusaums B XMpypruveckuin ctaumoHap: paclumnpeHHoe obcnegosaHne

(Hospitalization in Surgical Hospital: Extended Survey) 12 850
OBC67 [nabeT: ayToummyHHble mapkepbl (Diabetes: Autoimmune Markers) 6 050
OBbC68 OwnarHocTtuka aHemun (Diagnosis of Anemia) 5600
OBC71 [uarHocTtunka octeonopo3sa (Diagnosis of Osteoporosis) 4 850
OBbC62 [wvarHocTvka Lenvakum: HenepeHocumocTb b6enka 3nakos (rmtoteHa) (Coeliac

Disease: Gluten Intolerance ) 9650
OBbC46 ExerogHoe npodunaktuyeckoe obenegosarme (nocne 40 net) (Annual

Check-Up after 40 Years of Age) 8 350
OBC80 XKeHcknin ropMoHanbHbIM Npoduib: AMCHYHKUMSA ANYHUKOB, HAPYLUEHWS

MeHCTpyanbHoro umkna (Female Hormonal Profile: Ovarian Dysfunction,

Menstrual Irregularities) 7150
OBC79 3[0poB Thbl — 300pOBa CTPaHa: eXerofHoe npodunakTndeckoe obcnegoBaHne

(no 40 net) (Healthy You - Healthy Country: Annual Check-Up up to 40 Years

of Age) 6 750
OBC89 3poposeit pebeHok: ans getet ot 0 oo 14 net (Healthy Child: for Children

from O to 14 Years) 1150
OBC105 MccnegosaHne komnnekcHoe «Cekc B 6onbLiom ropoge: 12 uHdekumi + KBM

(yporeHuTanbHbI cockob)» (Comprehensive Study «Sex in City: 12 Infections

(Urogenital Scraping)») 4 950
OBC92 MccnepoBaHue komnnekcHoe «Cekc B 6onbLuom ropoge: 14 uHdekumi +

Masok Ha mukpodnopy» (Comprehensive Study «Sex in City: 14 Infections +

Smear on Flora») 7 600
OBC91 MccnepoBaHue komnnekcHoe «Cekc B 6onbLiom ropoae: 6 nHopekumn (aHanma

kpoBwu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)») 6 050
OBC93 McenepoBaHme komnnekcHoe «Cekc B 6onbLioM ropoge: 8 uHdekumii + Masok

Ha mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on

Flora») 4 850
OBC65 KoHTponb anabeTta: pacwmpeHHii (Diabetes Control: Extended) 6 050




OBbC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1250
OBC53 JIunuaHein npodpune: pacwmpenHbin (Lipid Profile: Extended ) 4700
OBbC54 JIunnaHein npodumne: ckpuHuHr (Lipid Profile: Screening) 1400
OBC56 O6cnenoBaHve neyveHn: pacumperHoe (Survey of Liver: Extended ) 5400
OBC57 O6cnenoBaHve nedeHn: ckpuHUHr (Survey of Liver: Screening) 1700
OBC60 O6cnenoBaHve noyek: paclumpeHHoe (Survey of Kidneys: Extended ) 3750
OBC61 O6cnenosaHne noyek: ckpuHuHT (Survey of Kidneys: Screening) 1 800
OBC70 OHKopuckK xeHckun: werika matkn (Women's Oncorisk: Cervix ) 3 600
OBbC97 OP3, OPBW (Hacmopk, kawenb, 6onb B ropne) (Acute Respiratory Infections,

ARI: Runny Nose, Cough, Sore Throat) 12750
OBbC82 OueHka aHgporeHHoro cratyca (Assessment of Androgen Status) 3050
OBC47 OueHka MMMYHHOTO oTBeTa K AeTckum nHdekuusam (Pediatric Infections:

Immune Response) 9 300
OBC108 Mepen avetoi: gononHutensHoe obcnegosaHune (Survey Before Diet:

Additional ) 9900
OBC107 Mepen anetoit: MuHumansHoe obcnenosaHmne (Survey Before Diet: Minimum ) 3150
OBbC88 MnaHvpoBaHne 6epeMeHHOCTU: ANArHOCTUKa yPOreHUTarnbHbIX MHAeKL i

(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 4150
OBbCY% Mpo6nemsbl Beca (nepBuyHoe obcriefoBaHmne 300pOBbs MALMEHTOB C

HapyweHuamn Beca) (Weight Problems: Primary Survey) 5950
OBC81 Mpobnembl HeBbIHALLMBAHUS: ayTOMMMYHHBIN npodunb (Miscarriage:

Autoimmune Profile) 7 050
2019 Mporpamma cKpuHUWHra paka wenku matkn — onpegenerve JHK BMNY un

LMTONOrMYeckoe uccrenoBaHme cockoba Leku MaTku 1 LepBUKanbHOTO

KaHana MeTogoM >KUAKOCTHOW LMTOonornm 3750
OBC51 MpodunakTmka 3abonesaHnit cepgua n CoCy4oB U UX OCIIOXKHEHNI

(Preventing Heart and Blood Vessel Diseases ) 5050
OBC59 CKPWHUHI @ayTOMMMYHHOrO nopaxeHus nedeHn (Autoimmune Liver Disease:

Screening) 10 600
1CTC CTteatoCkpuH (SteatoScreen) 9100
206M dubpoMakc (FibroMax) 23 650
OM-P dubpoMakc (FibroMax) 20 950
30T ®dubpoTecT (FibroTest) 18 200
OT-P dubpoTecT (FibroTest) 16 050
OBbC83 Xouy cTaTb MaMoW: KoMniekcHoe obcrneaoBaHve Npy NNaHNpPoBaHUK

6epemeHHocTu (Want to Become a Mother: Pregnancy Planning,

Comprehensive Survey) 14 650
OBC75 LLinToBnaHas xenesa: pacwumpeHHoe obcnegosaHue (Thyroid Gland: Extended

Survey) 3600
OBC76 LLintoBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2 250
6850F 327 KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP 1150
66627 Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) 1000
6841E94 Kowka, rFel d1 (e94) IgE, ImmunoCAP 2600
6842E22 KoLuka, cblBOPOTOUHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 2600
6902F23 Kpab (f23) IgE, ImmunoCAP 1150
OBC118 Kpacota 3gopoBon koxu (Healthy skin beauty) 3750
6894F24 KpeBetka ceBepHas (f24) IgE, ImmunoCAP 1150
6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 1150
CIKA1 JlabopatopHas gnarHocTvka runepaHgporeHeMmnm 4 350
270 JlabopaTtopHoe uccnegosaHue knewa ans soisssneHns OHK so3dyamTens Nan

m-Boppenuosa (Borrelia burgdorferi, DNA) 1150
MC JlabopatopHble MccrneaoBaHus: 1700
6917K82 Jlatekc (k82) IgE, ImmunoCAP 1150
405 JlernoHenna, BbISiBNEHNE aHTUreHa B MoYe, MMMYHOXpomaTtorpadusi

(Legionella pneumophila, One step rapid immunochromotographic assay,

antigen, urinae) 2 350
9009 JIEKAPCTBEHHbIA MOHUTOPUHI
91 Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 4000
917 JlamoTtpumxuH (Lamotrigine) 5500
1271 JleBetunpavetam (Levetiracetam, Keppra®) 5500
1353 Takponumyc (Agsarpad, lNporpad, MNpoTtonuk, Takpocen) (FK506, Advagraf,

Prograf, Protopic, Tacrosel) 2 350
89 ®enunTounH (dndennH, OunantuH) (Phenytoin) 1950
88 deHobapbuTtan (JllommnHan) (Phenobarbitalum) 4 000
274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1550
6851K20 JInsoumm anua, nGal d4 (k208) IgE, ImmunoCAP 1150
6889F 204 JlumoH (f208) IgE, ImmunoCAP 1150
OBbC127 JiunugHein npodpune: pacwmpeHHbIn He HaTowak (Lipid Profile: Extended ) 4 300
OBbC128 JIunnaHeIn npodunb: CKPUHUHE He HaTowak (Lipid Profile: Screening) 1250




410 Jluctepuu, BbiSiBNeHMe aHTUreHa B Kane, MMyHoxpomatorpadus (Listeria

monocytogenes, One step rapid immunochromotographic assay, antigen,

stool) 1250
66607 Jlowaab, nepxotsb (€3) IgE, ImmunoCAP 1000
66640 Jlyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, InmunoCAP) 1000
66635 Manuna (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP

) 1000
6921F9 Matro (fE, ImmunoCAP 1150
66636 MangapuH (f302) IgE, ImmunoCAP 1000
1649 Mapkepbl pucka npeaknamncuu: sFit-1, PIGF, cootHoweHune sFIt-1/PIGF 9650
66602 Még (f247) IgE, ImmunoCAP 1000
1645 MenaTtoHuH 4 000
1771 MeTabonunTbl 3CTPOreHoB M NPOrecTepoHa, CyToyHast Mova 8 550
918 MeTaHedpuHbl hpakLMOHNpoBaHHbIE CBOGOAHBIE, CYTOYHas Moya 2600
9016 MUKPOBWOJIOMMYECKUE UCCIIEOBAHUA
486 Toxin A Clostridium difficile, nceBaomembpaHo3HbIA KONMUT, aHTUrEHHbIN TeCT

(Toxin A Clostridium difficile. One Step Rapid Immunochromotographic Assay)
481 ApneHosupyc (Adenovirus), AnapenHbli CUHAPOM, aHTUIEHHbIA TeCT

(Adenovirus. One Step Rapid Immunochromotographic Assay) 1550
447 WccnepoBaHve Ha 6roLeHo3 Bnaranuila, onpegeneHme YyBCTBUTENBHOCTY K

AHTUMUKPOGHBLIM M aHTUMUKOTUYECKMM NpenapaTtam (C MUKPOCKOMUeEN

HaTVBHOrO Npenapara, okpalueHHoro rno Mpamy) (Vaginal Biocenosis:

Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))* 2500
485 MccnepoBsaHue Ha kuweyHyto nanoyky (Escherichia coli 0157:H7,

3LLEepPUXMN03), AnapemnHblii CUHAPOM, aHTUreHHbI TecT (Escherichia coli

0157:H7. One Step Rapid Immunochromotographic Assay) 1550
482 Kpuntocnopugun napeym (Cryptosporidium parvum), guapemnHbin CUHOPOM,

aHTureHHbIn TecT (Cryptosporidium parvum. One Step Rapid

Immunochromotographic Assay) 1400
483 Jlambnun (Giardia liamblia), anapenHbii cuHapoMm, aHTUreHHbln TecT (Giardia

liamblia. One Step Rapid Immunochromotographic Assay) 1550
445 Mwukpockonuyeckoe (6akTeproCKONUYECKOE) NccregoBaHNe maska,

okpaweHHoro no pamy (Gram Stain. Bacterioscopic Examination of Smear) 700
453 [MoceB rmHekonornyeckoro marepuarna Ha nuctepum (Listeria monocytogenes,

nuctepnos) (Listeria monocytogenes Culture. Bacteria Identification) 1150
464-1 MoceBs rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria

Identification) 1150
464-A [Moces rpygHoro monoka Ha MUKpodnopy, onpeaeneHne YyBCTBUTENbHOCTH K

aHTMMKUKPOOHbIM NpenapaTtam (Breast Milk Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1400
464-0 [MoceB rpygHoOro mosmoka Ha MMKpodnopy, onpeaeneHne YyBCTBUTENBHOCTH K

aHTMMUKPOOHBLIM Npenapatam un 6aktepunodaram (Breast Milk Culture. Bacteria

Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)* 1700
464-P [Moces rpygHoro monoka Ha MUKpodnopy, onpeaeneHne YyBCTBUTENbHOCTH K

pacLUMpeHHOMY CNeKTpy aHTUMMKPOGHbIX NpenapaTtoB (Breast Milk Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* 3150
475-A [Moces xenum Ha Myukpodnopy, onpeaeneHne YyBCTBMTENbHOCTU K

aHTMMUKPOOHLIM NpenapaTtam (Bile Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1700
475-P [Moces xen4um Ha Myukpodnopy, onpeaeneHne YyBCTBUTENbLHOCTU K

pacLUMpeHHOMY CNeKTpy aHTUMKKPOOHBIX NpenapaTtos (Bile Culture. Bacteria

Identification, Antibiotic Susceptibility, Enlarged Testing)* 3450
460 Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcnHnos, onpegeneHune

YYBCTBUTENBLHOCTU K aHTUMUKPOOHBIM Npenapatam (Yersinia enterocolitica,

Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing) 2 050
461 Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp.,

Stool Culture. Bacterial Identification) 2 050
472-A [MoceB MOKPOTLI 1 TpaxeoBbpoHXMarnbHbIX CMbIBOB Ha MUKPOIIOPY,

onpegeneHe YyBCTBUTENbHOCTU K aHTMMUKPOGHBLIM NpenapaTtam 1

MuKpockonven maska (Sputum and Tracheobronchial washings Culture.

Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)* 1700
472-P [MoceB MOKPOTLI 1 TpaxeoOpPOHXMAnNbHBIX CMbIBOB HA MUKPOIiopy,

onpeaeneHne YyBCTBUTENBHOCTM K paclUMPEHHOMY CMEKTPY aHTUMMUKPOOBHbIX

npenapaToB U MUkpockonuern maska (Sputum and Tracheobronchial washings

Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing,

Microscopy)* 3350
441-A [MoceB Moun Ha MUKpodropy, onpeaeneHne YyBCTBUTENBHOCTU K

aHTMMKUKPOOHLIM NpenapaTtam (Urine Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1250
441-¢ [NoceB Mouun Ha Mukpodpriopy, onpegeneHme 4yBCTBUTENBHOCTU K

aHTMMMUKPOOHbLIM Npenapatam un 6aktepunodaram (Urine Culture. Bacteria

Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)* 1550




441-P

MoceB MouM Ha MUKpOGopy, onpeaeneHne YyBCTBUTENbHOCTU K
pacLuMpeHHOMY CnekTpy aHTUMMKPOGHBLIX npenapaTtos (Urine Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

3 050

452

MoceB Ha aHaapoGHy0 MUKPOMIOpPY, OnNpeaeneHne YyBCTBUTENBHOCTM K
aHTMMKUKPOGHLIM NpenapaTtam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

2050

466-A

MoceB Ha GeTa-reMonUTMYECKMin CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpefeneHue 4yBCTBUTENBHOCTY K
aHTMMKUKPOOHLIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1400

454-N

MoceB Ha GeTa-remonUTMYECKMI CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

1150

454-A

MoceB Ha GeTa-reMmonUTMYECKMI CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpegeneHue 4yBCTBUTENbHOCTU K
aHTMMKKPOOHBLIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1550

449

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegeneHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1000

469

Moces Ha gudteputo (Corynebacterium diphtheriae Culture)

1150

442

Moces Ha gpoxokenogobHble rpubel (pogos Candida, Cryptococcus) ¢
onpegeneHnem YyBCTBUTENbHOCTY K aHTUMUKOTUYECKMM npenapaTtam (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

1250

459-®

MoceB Ha 3onoTucTbI cTadmnokokk (Staphylococcus aureus, onpegeneHve
YyBCTBUTENMbLHOCTY K aHTUMUKPOOHLIM Npenapatam u 6akteprodaram
(Staphylococcus aureus Culture. Bacteria |dentification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

1700

459-M

MoceB Ha 3onoTucTbI cTadmnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1000

459-A

[MoceB Ha 3onoTuUCThIN cTadmnnokokk (Staphylococcus aureus), onpegeneHune
YYBCTBUTENMBHOCTU K aHTUMUKPOGHBLIM Npenapatam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1400

459-P

[MoceB Ha 3onoTuCThIN cTadmnnokokk (Staphylococcus aureus), onpegeneHune
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)

3150

468-M

[MoceB Ha 30MOTUCTBIN CTaUIOKOKK (METULMNNNH-PE3NCTEHTHBIW 30510TUCTbLIN
cradpmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification)

1150

468-A

[MoceB Ha 30N0TUCTLIV CTAUMOKOKK (METULMMSNH-PE3NCTEHTHbIV 30N0TUCTbIN
ctacmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YyBCTBUTENBLHOCTU K aHTUMUKPOOHbLIM Npenapatam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1400

468-0

[MoceB Ha 30N0TUCTLIV CTaUMOKOKK (METULNMINH-PE3NCTEHTHbIV 30M0TUCTBIN
cracmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YYBCTBUTENbHOCTU K aHTUMUKPOOHbLIM Npenapatam n 6aktepunodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency T

1700

468-P

[MoceB Ha 30N0TUCTLIV CTaUMOKOKK (METULMMSNH-PE3NCTEHTHbIV 30N0TUCTBIN
cracmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YyBCTBUTEMbLHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)

3150

458-A

Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepnxunos),
onpeaeneHne YyBCTBUTENBHOCTM K aHTUMMKPOOHBLIM npenapatam (Escherichia
coli O157:H7 Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1550

458-®

Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepnxmnos),
onpeneneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBLIM NpenapaTtam u
6aktepuodcaram (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1800

471

MoceB Ha MEHVHIOKOKKM, onpeernieHne YyBCTBUTENbHOCTUN K aHTUMUKPOGHBLIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1150

440/444

[Moces Ha mukonnasmy (Mycoplasma hominis) n ypeannasmsl (Ureaplasma
Spp.), onpefeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam
(Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2250




440

MoceB Ha MyKoNNa3Mbl, oNpeaeneHne YyBCTBUTENBHOCTU K @HTUMUKPOGHbLIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1250

446-A

MoceB Ha MMKPOMNOPY OTAENAEMOro NoSIOBbIX OPraHoB, onpeaeneHne
YYBCTBUTENBLHOCTU K aHTUMUKPOOHBIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1950

444

Moces Ha ypeanna3smsbl (Ureaplasma spp.), onpegeneHne 4yBCTBUTENBHOCTM K
aHTMMKKPOOHbIM NpenapaTtam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1150

467-A

[MoceB oTaensemoro BepxHuX AblxaTenbHbIX NyTen Ha MUKpodriopy,
onpeeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM npenapaTtam (ogHa
nokanu3aums) (Upper Respiratory Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1550

467-0

[MoceB oTaensemoro BepxHuX AblxaTenbHbIX NyTen Ha MUKpodriopy,
onpeaeneHne YyBCTBUTENBHOCTM K aHTUMMKPOOHBLIM Npenaparam 1
6aktepunodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1700

467-P

[MoceB oTaensemoro BepxHuX AblxaTenbHbIX NyTen Ha MUKpodriopy,
onpeaeneHne YyBCTBUTENMBHOCTMU K paclUMPEHHOMY CMEKTPY aHTUMMUKPOBHbIX
npenapatoB (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

3150

465-A

Moces otaensemoro rnas Ha MMKpodopy, onpeaeneHne YyBCTBUTENBLHOCTH K
aHTMMUKPOOHLIM NpenapaTtam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1950

465-¢

MoceB oTaensemMoro rrna3 Ha Mukpodnopy, onpeaeneHne YyBCTBUTENBHOCTY K
aHTMMMKPOOHbLIM NpenapaTtam u 6akTepunodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

2250

465-P

Moces otaensemoro rnas Ha MMKpodnopy, onpeaeneHme YyBCTBUTENBbHOCTH K
pacLUMpeHHOMY CNeKTPY aHTUMMKPOGHLIX NpenapaTtoB (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

3750

446-¢

MoceB oTAensieMoro NonoBbIX OPraHoB Ha MUKPOdIIopy, onpeaeneHve
YYBCTBUTEMBHOCTU K aHTUMUKPOOHBLIM Npenapatam u bakteprodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

2250

446-P

MoceB oTAensieMoro NonoBbIX OPraHoB Ha MUKPOdIIopy, onpeaeneHve
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

3750

473-A

[Noces otgenaemoro yiien Ha MuUkpodriopy, onpeaeneHme 4yBCTBUTENbHOCTU
K aHTMMKKPOOHBIM Npenapatam (Ear Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1950

473-0

Moces oTaensemoro yiein Ha MUKPOIIopy, ornpeaeneHne 4yBCTBUTENbHOCTM
K aHTMMWKPOOGHLIM Npenapatam u 6aktepuodaram (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

2250

473-P

[NoceB oTgenaemoro yiien Ha MUkpodriopy, onpeaeneHme 4yBCTBUTENbHOCTHU
K paclumpeHHOMyY CnekTpy aHTMMUKPOOHbIX Npenapatos (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

3750

477-A

MoceB NyHKLUMOHHOTO MaTeprana Ha MUKpodnopy, onpeaeneHue
YyBCTBUTENBLHOCTU K aHTUMUKPOGHBLIM npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1400

477-P

MoceB NyHKLUMOHHOTO MaTeprana Ha MUKpodnopy, onpeaeneHue
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

3150

474-A

MoceB paHeBOro OTAENSIEMOro U TKaHel Ha MUKpPOdoropy, onpeaeneHne
YYBCTBUTEMBHOCTY K aHTUMUKPOGHBLIM Npenaparam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1400

474-0

MoceB paHeBOro OTAENSIEMOro U TKaHel Ha MUKpOdropy, onpeaeneHne
YYBCTBUTEMBHOCTU K aHTUMUKPOOHBLIM Npenapatam u bakteprodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1700

474-P

MoceB paHeBOro OTAENSIEMOro U TKaHel Ha MUKpPOdropy, onpeaeneHne
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

3150

486/479

PaspenbHoe onpegenenne TokcuHa A n TokcmHa B Clostridium difficile B kane,
aHTureHHbIN TecT (Toxin A and B Clostridium difficile. One step rapid
immunochromotographic assay)

1800

463

Potasupyc (Rotavirus), avapenHbii CMHAPOM, aHTUreHHbIN TecT (Rotavirus
Direct Detection by Latex Agglutination)

1150

487

CTpenToKOKK rpynnbl A, aHTUreHHbIN TecT (OTAensiemMoe poTOrfoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)

1550

488

CTtpenTokokk rpynnel B, aHTureHHbIn TecT (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay)

1200




484

XenvkobakTtep nunopu (Helicobacter pylori), aHTureHHbI TecT (Helicobacter

pylori. One Step Rapid Immunochromotographic Assay) 1400

MUKPOJJIEMEHTbI (kpoeb, Mo4a) - kaxObIli donosiHumenbHbIl M3 u3 moao xe
9008 obpasua
9007 MUKPOJJIEMEHTbI (kpoeb, mo4a) - nepebili M3 ¢ npo6onodaomoekoli
881 AntomuHui (Al) B moue (Aluminum (Al), Urine) 1550
1033 Xeneso (Fe) B moye (Iron (Fe), Urine) 1550
1111 3onoto (Au) B cbiBOpoTKe kpoBu (Gold (Au), Serum) 1550
1479 Von (1) B moue (lodine (1), Urine) 1550
1491 Won B ceiBopoTke (lodine, serum) 1550
1112 Kagmun (Cd) B BeHo3Hom kposu (Cadmium (Cd), Blood) 1550
1040 Kagmun (Cd) B moye (Cadmium (Cd), Urine) 1550
874 Kagmun (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) 1550
1113 Ko6anet (Co) B BeHo3HoM kposu (Cobalt (Co), Blood) 1550
1034 Ko6anet (Co) B moye (Cobalt (Co), Urine) 1550
863 Ko6ankt (Co) B cbiBopoTke kpoBu (Cobalt (Co), Serum) 1550
814 Jlutun (Li) B cbiBOpOTKE KpOBUM (Lithium (Li), serum) 1 800
1115 Mapranev, (Mn) B BeHo3HOW kpoBu (Manganese (Mn), Blood) 1550
1032 MapraHey, (Mn) B moye (Manganese (Mn), Urine) 1550
892 Mapraney (Mn) B cbiBopoTke KpoBu (Manganese (Mn), Serum) 1550
1114 Megp (Cu) B BeHo3How kposu (Copper (Cu), Blood) 1550
889 Megb (Cu) B cyTouHon mo4e (Copper (Cu), 24-Hours Urine) 1550
888 Megp (Cu) B cbiBopoTke kposu (Copper (Cu), Serum ) 1550
1035 Meab, moua, pasosas nopuus (Copper, random urine; Cu) 1550
M33 MwukpoanemeHTbl B CbIBOPOTKE KPOBW M BEHO3HOW KPOBM: CKpUHUHT (Trace

Elements, Serum, Venous Blood: Screening) 4 950
873 MonubgeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 1550
1037 Mbiwbsk (As) B mode (Arsenic (As), Urine) 1550
883 Mbiwbsk (As) B ceiBopoTke kpoBu (Arsenic (As), Serum) 1550
1116 Hukenb (Ni) B BeHo3HOW kpoBwu (Nickel (Ni), Blood) 1550
894 Hukenb (Ni) B moue (Nickel (Ni), Urine) 1550
893 Hukenb (Ni) B ceiBopoTke kposu (Nickel (Ni), Serum) 1550
M31 OcHoBHble 3cceHUmarnbHble ()KM3HEHHO HeobXoaMMble) MUKPO3NEMEHTbI B

cbiBopoTKe kpoBu (Essential Vital Elements, Essential Trace Elements, Serum) 2 050
1141 P1yTb (Hg) B BeHo3HOM kposwu (Mercury (Hg), Blood) 1550
1042 PTyTb (Hg) B Mmoye (Mercury (Hg), Urine) 1550
878 CsuHey (Pb) B BeHo3How kposu (Lead (Pb), Blood) 1550
895 CeuHew (Pb) B moye (Lead (Pb), Urine) 1550
1038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1550
117 CeneH (Se) B BeHo3Hou kpoBw (Selenium (Se), Blood) 1550
869 CeneH (Se) B cbiBopoTKe kKpoBu (Selenium (Se), Serum) 1550
1074 Tannun (Tl) B moye (Thallium (TI), Urine) 1550
1118 Tannwui (Tl) B ceiBopoTKe Kposu (Thallium (TI), Serum) 1550
M32 TOKCMYHbIE MUKPO3NEMEHTI (TsKenble MeTanmnbl) B BeHO3HOM kpoBu (Toxic

Trace Elements, Toxic Heavy Metals, Venous Blood) 2 050
1119 LinHk (Zn) B BeHO3HOM kpoBm (Zinc (Zn), Blood) 1550
1036 LivHk (Zn) B Mmo4e (Zinc (Zn), Urine) 1550
868 LinHk (Zn) B cbiBOpOTKE KpoBwM (Zinc (Zn), Serum) 1550
M34 OcceHumanbHble ((KM3HEHHO HEOBXOAMMbIE) M TOKCUYHbIE MUKPOSNEMEHTHI B

moue (Essential Vital Elements, Toxic Trace Elements, Urine) 4150
9025 Mukpoanemenmei 8 eonocax (Microelements, Hair)
1004 AntomuHui (Al) B Bonocax (Aluminum (Al), Hair) 1550
1076 AntomuHuia (Al) B HorTsix (Aluminum (Al), Nails) 1550
1126 Bapwun (Ba) B Bonocax (Barium (Ba), Hair) 1550
1080 Bapuii (Ba) B Hortax (Barium (Ba), Nails) 1550
1127 Bepwnnun (Be) B Bonocax (Beryllium (Be), Hair) 1550
1081 Bepunnun (Be) B HorTax (Beryllium (Be), Nails) 1550
M310 BonbLuon ckpnHuHr anemeHTHoro coctasa Bonoc (Elemental Composition of

Hair: Screening ) 8 700
M313 BonbLuon ckprHUHI anemeHTHoro coctaea HorTen (Elemental Composition of

Nails: Screening ) 8 700
1001 Bop (B) B Bonocax (Boron (B), Hair) 1550
1079 Bop (B) B HorTsax (Boron (B), Nails) 1550
1138 Banagun (V) B Bonocax (Vanadium (V), Hair) 1550
1120 Banagun (V) B HorTax (Vanadium (V), Nails) 1550
1128 BucmyT (Bi) B BOnocax (Bismuth (Bi), Hair) 1550
1082 BucmyT (Bi) B HorTsix (Bismuth (Bi), Nails) 1550
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1550
1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1550




1129 lannun (Ga) B Bonocax (Gallium (Ga), Hair) 1550
1089 [annun (Ga) B HorTax (Gallium (Ga), Nails) 1550
1130 lepmanun (Ge) B Bonocax (Germanium (Ge), Hair) 1550
1090 lepmanun (Ge) B HorTsax (Germanium (Ge), Nails) 1550
1011 Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1550
1088 Kene3so (Fe) B HorTax (Iron (Fe), Nails) 1550
1125 3onoto (Au) B Bonocax (Gold (Au), Hair) 1550
1078 3onoto (Au) B HorTax (Gold (Au), Nails) 1550
1131 Won (1) B Bonocax (lodine (1), Hair) 1550
1092 Won (1) B HorTsix (lodine (1), Nails) 1550
1019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1550
1084 Kagmun (Cd) B Hortax (Cadmium (Cd), Nails) 1550
1006 Kanun (K) B Bonocax (Potassium (K), Hair) 1550
1093 Kanun (K) B HorTsix (Potassium (K), Nails) 1550
1007 Kanbuwmn (Ca) B Bonocax (Calcium (Ca), Hair) 1550
1083 Kanbumn (Ca) B HorTax (Calcium (Ca), Nails) 1550
1012 Ko6anet (Co) B Bonocax (Cobalt (Co), Hair) 1550
1085 KoBanet (Co) B Hortsix (Cobalt (Co), Nails) 1550
1005 Kpemnuii (Si) B Bonocax (Silica (Si) , Hair) 1550
1107 Kpemnui (Si) B HorTsix (Silica (Si), Nails) 1550
1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1550
1094 JlanTaH (La) B HorTax (Lantanum (La), Nails) 1550
1000 Jlutun (Li) B Bonocax (Lithium (Li), Hair) 1550
1095 Jlutun (Li) B HorTax (Lithium (Li), Nails) 1550
1003 Marnun (Mg) B Bonocax (Magnesium (Mg), Hair) 1550
1096 Maruun (Mg) B HorTax (Magnesium (Mg), Nails) 1550
1010 MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1550
1097 Mapraney, (Mn) B HorTsax (Manganese (Mn), Nails) 1550
1014 Megp (Cu) B Bonocax (Copper (Cu), Hair) 1550
1087 Megb (Cu) B HorTax (Copper (Cu), Nails) 1550
1018 MonubgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1550
1098 MonubgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1550
1016 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1550
1077 Mbiwbsk (As) B HorTax (Arsenic (As), Nails) 1550
1002 Hatpui (Na) B Bonocax (Sodium (Na), Hair) 1550
1099 Hatpwuii (Na) B HorTsix (Sodium (Na), Nails) 1550
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1550
1100 Hukenb (Ni) B Hortsx (Nickel (Ni), Nails) 1550
1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1550
1108 Onogo (Sn) B HorTax (Tin (Sn), Nails) 1550
1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) 1550
1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1550
1021 P1yTb (Hg) B BOnocax (Mercury (Hg), Hair) 1550
1091 PTyTb (Hg) B HOrTax (Mercury (Hg), Nails) 1550
1135 Py6uaun (Rb) B Bonocax (Rubidium 9Rb), Hair) 1550
1104 Py6uaun (Rb) B Hortsix (Rubidium (Rb), Nails) 1550
1022 CsuHey (Pb) B Bonocax (Lead (Pb), Hair) 1550
1102 CeuHew (Pb) B HorTsix (Lead (Pb), Nails) 1550
1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1550
1106 CeneH (Se) B HorTax (Selenium (Se), Nails) 1550
1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1550
1075 Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) 1550
1137 CtpoHuuii (Sr) B Bonocax (Strontium (Sr), Hair) 1550
1109 CTtpoHuui (Sr) B HorTsax (Strontium (Sr), Nails) 1550
1020 CypbmMma (Sb) B Bonocax (Antimony (Sb), Hair) 1550
1105 CypbMa (Sb) B HorTsix (Antimony (Sb), Nails) 1550
1008 Tannwui (Tl) B Bonocax (Thallium (TI), Hair) 1550
1110 Tannun (Tl) B HorTax (Thallium (TI), Nails) 1550
M39 TokcuyHble 1 acceHumanbHble MUKpoanemeHTbl B Bonocax (Toxic Trace

Elements, Essential Vital Elements, Hair) 4 950
M312 ToKCuYHbIE N 3CCeHUManbHble MUKPO3ANeMeHTbl B HOrTax (Toxic Trace

Elements, Essential Vital Elements, Nails) 4 950
M38 Tokcu4YHble MMKpO3anemeHThl B Bortocax (Toxic Trace Elements, Hair) 2600
M311 TokcunyHble MuKpoanemeHTbl B HOrTsax (Toxic Trace Elements, Nails) 2600
1133 ®ocop (P) B Bonocax (Phosphorus (P), Hair) 1550
1101 docoop (P) B HorTax (Phosphorus (P), Nails) 1550
1009 Xpowm (Cr) B Bonnocax (Chromium (Cr), Hair) 1550
1086 Xpom (Cr) B HorTsix (Chromium (Cr), Nails) 1550
1015 LinHk (Zn) B BOnocax (Zinc (Zn), Hair) 1550




1122 LIMHK (Zn) B HOrTAX (Zinc (Zn), Nails) 1550
1140 LinpkoHui (Zr) B Bonocax (Zirconium (Zr), Hair) 1550
1123 LinpkoHwuii (Zr) B HorTax (Zirconium (Zr), Nails) 1550
66631 MwHgans (f20) IgE, ImmunoCAP 1000
77705 MwuoTtoHuyeckasn guctpodms, Tmn 2, CNBP (ZNF9), y.m. 6 050
1376 MwutoTtaH, nna3ma kposu (Mitotane, o, p-DDD, plasma) 5250
77704 MuTOXoHApUanbHble 3aboneBaHusl, KOMNEKCHAA AMarHoCTMKa: MUTOXoHapMa

nbHaa OHK, 4y.m. 10 050
7650 MonekynsipHo-reHeTuyeckas guarHocTuka paka npegcrarernibHoM xenesbl 5250
7642 MonekynsapHbIA CKPUHWMHT HA MUKpoZeneuun/ MUKPOAYNnKaLmMm XpoMOCOM 10 750
66618 Monoko ko3be (f300) IgE, ImmunoCAP 1000
6805F2 Monoko koposbe (f2) IgE, ImmunoCAP 1150
6891F31 Mopkoeb (f31) IgE, ImmunoCAP 1150
6862E6 Mopckas ceuHka, anuTtenun (e6) IgE, ImmunoCAP 1150
7645 MyTtauwmm B reHe LDLR 11 850
7646 MyTaumm B reHe PCSK9 10 600
7652 MyTtaumm reHa NOTCH3 11 100
7644G1 MyTauwnm nekapcteeHHon pesucteHTHocTn NS3, NS5A n NS5B pervoHoB reHo

ma Bupyca renatuta C (gnsa reHotunos 1a, 1b) 11 650
7644G3 MyTtauwmm nekapcteeHHon pesucteHTHocTn NS3, NS5A n NS5B pervoHoB reHo

ma Bupyca renatuta C (ans reHotuna 3) 11 650
7647 MyTaumsa B reHe APOB100 4 300
6873F83 Msco kypuubl (f83) IgE, ImmunoCAP 1150

HACJIEQCTBEHHbIE BEOJIE3HU OBMEHA BELECTB Y HOBOPOXOEHHbIX /
9030 CKPUHUHI «MSTOYKA»
7061 B3»XX-MC-MC opraHuyeckmx Kucnor (cykumHunaueTtoH) (HPLC-MS/MS

Organic Acids (Succinylate)) 5950
HBO2 [asoBasi xpomaTtorpadust o6pasLoB Mouun (opraHudeckme aunaypun) (Gas

Chromatography of Urine (Organic Aciduria)) 13400
7060 OnpepgeneHne akTUBHOCTU BMOTUHMAA3bI (HE4OCTATOMHOCTb OMOTUHMAA3bI)

(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency)) 8 250
7057 MonHbii aHanua reHa FAH (TnuposuHemus Tun |) (FAH Gene (Tyrosinemia,

Type 1)) 80 950
7042 MonHbiIi aHanuna reHa GCDH (rnytaposas aunaypus tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 65 650
7055 MonHbih aHanna reHa OTC (HegoCTAaTOMHOCTb OPHUTUHTPaHckapbamunasbl)

(OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency)) 61 700
HBO1 CkpviHUHT HoBOopOoXAeHHbIX «[MATOYKA» (Newborn Screening "HEEL") 9650
7052 Yactasa mytaums B reHe ACADM (HegocTaToMHOCTb CpegHeLenoyeqHomn

gerngporeHasbl xupHbix kucnot MCAD) (ACADM Gene, Freq. Mut.

(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency)) 8 250
7040 Yacrtasa mytaums B reHe BD (HegocTtaTouHOCTb GnoTuHMaasel) (BD (Biotinidase

Deficiency) Gene, Freq. Mut.) 8 250
7041GCLC Yactasa mytaums B reHe GCDH (rnytapoas aumgypus tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1)) 8 250
7048 Yacras mytauusa B reHe HADHA (HegoCTaToOMHOCTb ANMHHOLIENOYEYHON

3-rugpokcnaumnn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain

3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency)) 8 250
7058 YactuyHbli aHanua reHa ASS (umTtpynnuHemus) (ASS Gene, Freq. Mut.

(Citrullinemia)) 15 500
7046 YactuyHbii aHanma reHa MUT (metunmanoHosas aumaypus) (MUT Gene,

Freq. Mut. (Methylmalonic Aciduria, MMA)) 34 800
7044 YacTble MyTaumm (NeriuuHos, 6onesHb «C 3anaxoM KNeHOBOro cupomna Movmny,

reHbl BCKDHA, BCKDHB) (BCKDHA and BCKDHB Genes, Freq. Mut. (Maple

Syrup Urine Disease, MSUD))
7056 YacTtble MmyTaumu B reHe FAH (TuposuHemus tun |) (FAH Gene, Freq. Mut.

(Tyrosinemia, Type 1)) 13 550
9028 HACJIE4CTBEHHbBIE MOHOIEHHbLIE 3AGOJIEBAHUST U COCTOSIHUS
7803ABC| AbunoTtpodums cetyatku, Tun PpaHvecketrtn (bonesHb WTaprapara 1-ro Tmna).

Mowuck vacTbix myTauuii B reHe ABCA4, 4. m. (Stargardt Disease 1, STGDA1,

Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.) 17 750
7624SLC AkpogepmaTtut aHTeponartuyeckuin. NMounck mytauuii B reHe SLC39A4, m.

(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) 50 700
7804TYR AnbbuHM3M rmasokoxHbI TN 1A. Mownck myTauui B reHe TYR, m. (Albinism

Oculocutaneous Type IA, Gene TYR, Mut.) 31700
7881RPS| AHemus [arimoHaa-bnekdeHa. Mouck myTtaumn B reHe RPS19, m.

(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) 31700
7107 ApTporpuno3s guctanbHbin (cuHgpom PpumeHa-LLengoHa). MNonck YacTbix

myTauun B reHe MYHS3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3,

Freq. Mut.) 14 850
7905FRD Atakcna ®pugpenxa. MNonck mytauun B reHe FXN, m. (Friedrich Ataxia, Gene

FXN, Mut.) 31700




7808FRD

Atakcna ®puapenxa. MNonck YacTbix myTaumi B reHe FXN, 4. M. (Friedrich
Ataxia, Gene FXN, Freq. Mut.)

10 850

7108

ATenocrteoreHes (aucnnasus ge nsa Wanens). MNovck myTauni B reHe
SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene SLC26A2,
Mut.)

38 000

7109LEI

ATpodms 3puTenbHoro Hepea JleGepa. MNMouck YacTbix MyTauui B
muToxoHgpuanbHon AHK, 12 4. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 12 Freq. Mut.)

21200

76100HK

ATpodums 3puTensHoro Hepsa Jlebepa. MNonck YacTbix MyTauuin B
mutoxoHgpuansHon OHK, 3 4. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freq. Mut.)

7 750

77610PA

ATpodusa 3pUTENBLHOrO HEpBa C rnyxoTon. Monck MyTauumn B «ropaumx»
yyacTtkax reHa OPA1, «rops4.» y4. M. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1,
Hot-Point Mut.)

14 900

7705TNF

AyTOMMMYHHbIV NuMdonponudepaTnBHbIA CUHAPOM. [Tonck MyTauui B
«ropsaumnx» ydactkax reHa TNFRSF6, «ropsid.» yy. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

10 650

7706 TNF

AyTOUMMYHHbIV NIMMdonponudepaTnBHbIN CUHAPOM. [ToMcK MyTauni B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

50 700

7770GRN

Adbasus nepsuyHas nporpeccupytowas. MNovck mytauuii B reHe GRN, M.
(Aphasia Primary Progressive, Gene GRN, Mut.)

38 000

7809FGF|

AxoHgponna3aus. Mounck yacTbix MyTaumn B reHe FGFR3, u. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

17 750

7709BES

BonesHb Becta. Monck BCcex n3BecTHbIX MyTaumin B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

63 300

7810ATP

BonesHb BunbcoHa-KoHoBanosa. Nouck 4actbix myTauun B reHe ATP7B, 4. M.
(Wilson Disease, Gene ATP7B, Freq. Mut.)

15 250

7812PAN

BonesHb MannepsopaeHa-LUnartua. Mouck yacTeix MyTtauun B reHe PANK2, u.
M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq.
Mut.)

10 650

7813PRN

BonesHb NepctmaHHa-LWTpeyccnepa-LUenHkepa. MNonck myTtauuin B reHe
PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

22000

TT75PTE

BonesHb KoyaeHa. Mownck mytauun B rene PTEN, m. (Cowden Syndrome 1,
Gene PTEN, Mut.)

57 000

7814PRN

BonesHb Kpentudgensara-Akoba. Monck mytaunii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

22000

7T776PTE

BonesHb JlepmutT-Ayknoc. MNovck mytauni B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

57 000

7816NDP

BonesHb Hoppw. MNownck mytauuii B reHe NDP, m. (Norrie Disease, Gene NDP,
Mut.)

16 700

7818CST

BonesHb YHdeppuxTa-JlyHadopra. Mouck myTtauuii B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Mut.)

21200

7817CST

BonesHb YHpeppuxTta-JlyHgbopra. Mouck yacTeix myTauuii B reHe CSTB, 4. m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Freq. Mut.)

7 750

7819ABC

BonesHb WTaprapara. Mouck yacTeix myTauuii B reHe ABCA4, 4. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq.
Mut.)

17 750

7820ROR

Bpaxugaktunus Tun B1. MNownck mytaumi B reHe ROR2, m. (Brachydactyly Type
B1, Gene ROR2, Mut.)

21200

7992NTR

BpoxaeHHast HeuyBCTBUTENBHOCTL K 6onu ¢ aHrnaposom. Movck myTaumin B
reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene
NTRK1, Mut.)

75 850

7711ADA

leneodumsunyeckasa aucnnasms. MNMouck mytaumn B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

113 700

7822B

lemocpunus. MNownck myTauui B reHe daktopa IX npu remocunum B, m.
(Hemophilia B, Gene Factor IX, Mut.)

44 150

7989MVK

wnep-IgD cuHapom. Mounck myTaumim B «ropsdmx» y4actkax reHa MVK,
«ropsy.» y4. m. (Hyper-lgD Syndrome, Gene MVK, Hot-Point Mut.)

14 850

7778MVK

wnep-IgD cuHapom. Mouck myTtaumn B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

63 250

7823CD

wnep-IgM cunagpom. Mouck myTtaumn B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

31650

7898SCN

Mnepkanuemmyecknin nepnogmyeckuin napanmy. NMounck Mmytauun B ak3oHax 13
n 24 reHa SCN4A, M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24
Gene SCN4A, Mut.)

23100

7824TNN

wnepTtpodmyeckas kapamomuonatus. MNomck mytaumin B reHe TNNT2, m.
(Familial Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.)

75 800

7603SCN

mnokanuemnyeckuin nepuoanyeckun napanuy. lNMouck MyTtaumn B ak3oHax 12,
18 n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12,
18, 19 Gene SCN4A, Mut.)

21100




7126

Mwnodocatemmnyeckuii BUTaMuH D-pe3nCTEHTHBIV paxyT (NOYEYHbIN
docdaTHbI AgnabeT). Mouck mytauui B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

138 750

7906FGF|

mnoxongponnasus. Mouck YacTeix MyTauun B reHe FGFR3, 4. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

17 750

7825CYP

Mmaykoma BpoxaeHHas. Monuck myTtauuii B reHe CYP1B1, m. (Primary
Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.)

25900

7127

[maykoma toBeHunbHasa OTKpbITOyronbHas (cmHgpom Purepa). Nonck myTauui
B reHe CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG 1A, Gene
CYP1B1, Mut.)

25900

7784HNF]

MomepyouuTo3 noyek runonnacTuyeckoro Tuna. Mouck Mytauuii B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)

57 000

7128

[ednumnT KapHUTUHA CUCTEMHbIN NEPBUYHBLIN. [TOMCK MyTaumin B reHe
SLC22A5, M. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

63 250

7129

LOunactpodmyeckas gucnnasus. MNouck mytauui B reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

38 000

7927BSC

OuctanbHasa moTopHas Heviponatusi Tun V. Mouck myTtauuin B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

44 150

7132

[uctanbHasa cnuHanbHas aMmMoTpodus BPOXAEHHAs HenporpeccupyoLas.
Mouck myTauui B «ropsiumx» yyactkax reHa TRPV4, «ropsay.» y4y. M. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point
Mut.)

21200

71311GI

[vcTanbHas cnvHanbHas aMmoTpodus BPOXAEHHas C napanvMyom
aunadparmbl. Mounck myTtaumn B reHe IGHMBP2, m. (Distal Spinal Muscular
Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

94 600

7604KRT|

MxTno3 6ynnesHoiii. Mouck mytaumn B reHe KRT2, M. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.)

44 150

7133

MxTno3 BynbrapHbii. Mounck yactbix MyTaumn B reHe FLG, 4. m (Ichthyosis
Vulgaris, Gene FLG, Freq. Mut.)

14 900

7829TGM

MxTno3 namennsapHbli. MNonck Bcex M3BECTHbIX MyTauuii B reHe TGM1, m.
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,
Gene TGM1, Mut.)

63 300

7140

KocTHas reteponnasus nporpeccupytowas. MNovck mytaumin B reHe GNAS, M.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

57 000

7141

KpaHvnomeTtadumsapHasa ancnnasus. NMonck mytaumi B «ropsadmx» ydactkax
reHa ANKH, «ropsid.» yy. M. (Craniometaphyseal Dysplasia, Gene ANKH,
Hot-Point Mut.)

14 900

7142

KpaHvnomeTtadmsapHasa gucnnasus. lNMomck mytaumm reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

75 850

7717TMSX

KpaHnocunHocTtos. Monck mytauun B reHe MSX2, m. (Craniosynostosis Type 2,
Gene MSX2, Mut.)

16 700

7143

KpaHnocunHocTtoa. Monck mytauun B reHe TWIST1, m. (Craniosynostosis Type
2, Gene TWIST1, Mut.)

22000

7718LAM

JlapyHro-oHMXxo-KyTaHHbIA cuHapoM. Mouck myTtauuin B ak3oHe 39 reHa LAMAS3,
M. (Laryngoonychocutaneous Syndrome, Laryngo-Onycho-Cutaneous
Syndrome, Exon 39 Gene LAMA3, Mut.)

21200

7719FLT4

Jlumdpepema. Mounck mytaumn B reHe FLT4, m. (Lymphedema, Gene FLT4,
Mut.)

164 050

7144

Jlunoguctpodus BpoxkaeHHas reHepanmaoBaHHast. Mouck MyTaumi B reHe
BSCL2, m. (Congenital Generalized Lipodystrophy, CGL, Type 1, Gene
BSCL2, Mut.)

44 150

7834LMN

Jlunognctpodua cementHasa YacTnyHas. Mouck MyTaumin B «ropsaumnx yqacTkax»
reHa LMNA, «ropsy.» yy. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene
LMNA, Hot-Point Mut.)

21200

7835LMN

Jlunognctpodusa cemenHasn yactnyHas. MNMouck mytaumin reHa LMNA, m.
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

63 300

7720LMN

MaHngnbynoakpanbHasa gucnnasusi ¢ nunoguctpoduen. Monck mytauui B
ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
LMNA, Mut.)

10 600

7605MVK

MeanoHoBas aunaypus. MNouck mytaumn B reHe MVK, m. (Mevalonic Aciduria,
Gene MVK, Mut.)

63 250

7908DIAT

MeTtremornobuHemus, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

50 650

7836DIAT

MeTtremornobuHemus, CYB5R3 4.Mm. (Methemoglobinemia, Gene CYB5R3,
Freq. Mut.)

7 700

7145

MeTunrnytakoHoBas aungypus. Monck mytauuii B reHe OPA3, M.
(3-Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.)

16 700

7146

MwukpodTanbm nsonupoBaHHbii. Monck myTaumi B reHe GDF6, M.
(Microphthalmia Isolated 4, Gene GDF6, Mut.)

22000

7991CRY]

MwukpodTanbm ¢ katapakTon. Mouck myTtaumii B reHe CRYBA4, m.
(Microphthalmia with Cataract, Gene CRYBA4, Mut.)

38 000

7147

MuoknoHnyeckas guctonus. Mouck mytaumn B reHe SGCE, M. (Myoclonic
Dystonia, Gene SGCE, Mut.)

75 850




7838DMH

MwuoToHudeckas anctpodus. MNMonck yacTbix myTaunii B reHe DMPK, 4. M.
(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

7 750

7148

MwuoToHusa TomceHa-bekkepa. Mouck yacTeix myTauun B reHe CLCN1, 4. m.
(Myotonia Congenita, Gene CLCN1, Freq. Mut.)

15 250

77911

MykoBucuungos. MNMounck yacTtbix MyTaumn B reHe CFTR, u. m. (Cystic Fibrosis,
Gene CFTR, Freq. Mut.)

19 400

7842FKR

MbiweyHasa anctpodusa BpoxaeHHas. Mouck mytaumi B reHe FKRP, m.
(Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

22000

7843FKR

MbiweyHasa anctpodumsa BpoxaeHHas. [Movck yacTbix myTaumn B reHe FKRP, u.
M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

11 650

7701XI

MeiweyHasa anctpodusa OioweHHa-bekkepa. JlanoHnsaumsa X-xpoMocombl y
nesoyek (Duchenne Muscular Dystrophy, X-Lyonization, Girls)

11 950

79720110

MbiweyvHasa anctpodumsa OiowerHa/bekkepa. Mouck geneuni n gynnnkaumn B
reHe guctpocuHa

34 800

7844FKR

MbiweyHasa anctpodmsa NossCHOKOHeYHOCTHas. Mounck myTtaumi B reHe FKRP,
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

22000

7157

MbiweyHasa anctpodmsa noscHokoHeYHoCTHas. Mouck myTaumn B reHe SGCA,
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

37 950

7159

MbiweyHasa anctpodmsa noscHokoHeYHoCcTHas. Mouck myTaumn B reHe SGCB,
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

37 950

7154

MbieyHas aMcTpodus NOACHOKOHEYHOCTHASA. MONCK YacTbiX MyTaLuWi B reHax
CAPN3, FKRP, ANO5, SGCA

17 750

7163

MebiweyHasa anctpodma Amepu-Apendyca. MNounck mytaumn B reHe FHL1, m.
(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

50 650

7999LMN

Mbiweyvnasa anctpodua Smepu-Apendyca. MNonck mytauuin B reHe LMNA, m.
(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

63 250

7935

MbiweyHas guctpocus Amepu-Aperidyca. Monck myTauuii B reHe amepuHa
npu X-cuenneHHon dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked
Gene Emerine, Mut.)

22000

7934FKT

MbiweyHas guctpodus, Tun Pykysama. MNomck mytaumin B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

75 800

7936 TRIN

Hannam MULIBRAY. Mouck mytaumn B reHe TRIM37, m.
(Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.)

14 850

7846SRY]

HapyweHnus getepmuHaumm nona. AHanus Hanuuus reHa SRY, m. (Disorders
Sex Determination, Analysis Gene SRY, Mut.)

7 700

7903SRY]

HapyweHnus getepmuHaumm nona. Mouck mytauuii reHa SRY, m. (Disorders
Sex Determination, Gene SRY, Mut.)

10 600

7937PMH

HacneacteeHHas MOTOpHO-CEHCOpPHas HerponaTtus (bonesHb
LWapko-Mapu-TyTta) Tvn |. MNouck gynnukaumm Ha xpomocome 17 B obnactu
reHa PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Duplication on
Chromosome 17 Gene PMP22, Mut.)

7 700

7938EGR

HacnenctBeHHast MOTOpPHO-CEHCOpHas HerponaTus (bonesHb
LWapko-Mapu-TyTta) Tun I. MNMownck myTauui B reHe EGR2, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

25 350

7941GJB

HacneacteeHHas MOTOpHO-CEHCOpHas HerponaTtus (bonesHb
Lapko-Mapu-TyTta) Tvn I. Mouck mytaumn B reHe GJB1, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

14 850

7940P0

HacnenctBeHHast MOTOpPHO-CEHCOpHas HerponaTus (bonesHb
LWapko-Mapu-TyTta) Tun |. Mownck mytauni B reHe PO, m. (Charcot-Marie-Tooth
Disease Type 1B, Gene PO, Mut.)

25 350

7918PMH

HacneacteeHHas MOTOpHO-CEHCOpHas HerponaTtus (bonesHb
Lapko-Mapu-TyTa) Tvn |. Mouck mytaumn B reHe PMP22, m.
(Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

25900

7609NDR

HacneacteseHHas MOTOpHO-CEHCOpHas HerponaTtus (bonesHb
Lapko-Mapu-TyTta) Tvn |. [MoMck MyTaumMi LibIrAHCKOro NPOUCXOXAEHWS B
reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth Disease Type 1B,
Genes NDRG1, SH3TC2, Mut.)

7 700

7608GDA

HacneacteeHHas MOTOpPHO-CEHCOpHas HeriponaTtus (bonesHb
Lapko-Mapu-TyTta) Tvn I. Mouck YacTbix myTauuii B reHax SH3TC2, FIG4,
FGD4 n GDAP1, 4. M. (Charcot-Marie-Tooth Disease Type 1B, Gene GDAP1,
Freq. Mut.)

15 200

7949GDA

HacnenctBeHHast MOTOpPHO-CEHCOpHas HenponaTus (6onesHb
Wapko-Mapwu-Tyta) Tun |l. Mouck myTtaummn B reHe GDAP, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

37 950

7950NEF

HacneacteeHHas MOTOpHO-CEHCOpHas HerponaTtus (bonesHb
LWapko-Mapu-TyTta) Tvn Il. Mouck myTtaumnin B reHe NEFL, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

37 950

7944MFN

HacnenctBeHHast MOTOpPHO-CEHCOpHas HenponaTus (bonesHb
LWapko-Mapu-TyTa) Tun |l. Mounck yacTeix myTtauun B reHe MFN2, 4. m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. Mut.)

7 700

7952PMH

HacneacteeHHas HeliponaTtusi ¢ NOABEPXKEHHOCTbLIO Napanuyy oT cOaBMeHUs.
AHanu3 uncna konui reHa PMP22 (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation)

24 550




7902PMH

HacnepcteeHHas HelponaTusi ¢ NOABEPXKEHHOCTBIO Napanuyy oT CAABNEHUS.
Mouck myTtauun B reHe PMP22, m. (Hereditary Neuropathy with Liability to

Pressure Palsies, HNPP, Gene PMP22, Mut.) 25900
7725C1N HacneacteeHHbIM aHrMOHeBpOTMYeckmin oTek. MNonck myTaumn B reHe C1NH,

M. (Hereditary Angioedema Type |, Gene C1NH, Mut.) 44 150
7847ALX HesapavieHne pogHuykos. MNMonck myTauui B reHe ALX4, M. (Parietal

Foramina, PFM, Gene ALX4, Mut.) 25 350
7910ELA Hentponexus. Mouck mytauun B reHe ELA2, m. (Neutropenia Severe

Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) 31650
7849NPH HedpoHodTns. Momnck mytaumin B reHe NPHP1, m. (Nephronophthisis 1,

NPHP1, Gene NPHP1, Mut.) 25 200
7166 HedpoTtuueckunn cungpom. MNouck mytaumin B reHe NPHS1, m. (Nephrotic

Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) 113 700
7167 HedppoTtuueckuin cuHgpom. MNounck mytaumn B reHe NPHS2, m. (Nephrotic

Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) 50 650
7997SCN Hopmokannemuyeckun nepuoguyeckuin napanuy. Nounck mytauuin B ak3oHe 13

reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A,

Mut.) 10 600
7957RAB| OkynodapuHreanbHas MbieyHas guctpodus. Monck YacTblx MyTauuii B reHe

RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1,

Freq. Mut.) 7700
126171 OcHoBHble HacneacTBeHHble 3abonesanus (reHsl CFTR, GJB2, PAH, SMN)

(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) 31250
7168 OcTeoneTpos peLeccuBHbIn (MpamopHasi 6onesHs kocTen). Monck myTtauuii B

reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene

TCIRG1, Mut.) 75 800
7958TCIH OcTeoneTpos peLeccuBHbl (MpamopHasi 6onesHb kocTten). Monck YacTbix

myTauui B reHe TCIRG1, u. M. (Osteopetrosis Autosomal Recessive 1,

OPTB1, Gene TCIRG1, Freq. Mut.) 7 700
7727THPQ MepBnyHas runeptpodmyeckasn octeoapTponaTis (NaxmaepmMonepmocTos).

Mownck myTtaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,

Autosomal Recessive, 1, Gene HPGD, Mut.) 44 150
7728BMH MepBnyHas nerovHas runepteHaus. MNMouck mytaumm B reHe BMPR2, m.

(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) 94 600
7851MEH Mepnoanyeckasi 6onesHb. Monck mytauuii B reHe MEFV, M. (Familial

Mediterranean Fever, FMF, Gene MEFV, Mut.) 63 250
7012MEI Mepuoanyeckasi 6onesHb. MNMonck YacTbix MyTaumi B reHe MEFV, y. m.

(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 15 200
7853RP2 MurmeHTHas pgereHepauns cetyatku. Nonck mytauun B reHe RP2, m. (Retinitis

Pigmentosa, Gene RP2, Mut.) 31650
7176 MukHogm3ocTos. MNonck mytauun B reHe CTSK, M. (Pyknodysostosis, PKND,

Gene CTSK, Mut.) 37 950
7998FLC [MHeBMOTOpaKC NepBUYHBIN CNOHTaHHbIW. [Monck myTaumi B reHe FLCN, m.

(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 75 800
7730GLI3 Monugaktunus. MNownck mytauni B reHe GLI3, m. (Polydactyly, Gene GLI3,

Mut.) 113 700
7636SHH Monugaktunus. MNownck mytaumi B reHe SHH, m. (Polydactyly, Gene SHH,

Mut.) 14 850
7179 MoueyHas agucnnasus. Monck myTtauum B ak3oHax 10, 11, 13, 14, 15 reHa

RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET,

Mut.) 31650
7178 MoueyHas agucnnasus. Monck mytauuii B reHe UPK3A, M. (Renal

Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.) 37 950
7180 Mporepusa XatumHcoHa-Tundopaa. Mouck mytaumn B reHe LMNA, m.

(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 63 300
7860CON MceBpoaxoHgponnaaus. Mounck YacTbix MyTaumin B reHe COMP, 4. M.

(Pseudoachondroplasia, Gene COMP, Freq. Mut.) 10 200
7182 MceBpokcaHToma anactuyeckas. MNouck mytauuin B reHe ABCCB, m.

(Pseudoxanthoma Elasticum, Gene ABCC6, Mut.) 176 650
7183 MceBgokcaHTOMa anacTuyeckas. MNonck YacTbix MyTaumin B reHe ABCCB, 4. m.

(Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.) 10 600
7T759LPIN Pabpomuonus (MmornobuHypus). Monck mytaumii B reHe LPIN1, m.

(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.) 138 750
7185 PetnHowmanc. Mouck mytauuin B reHe RS1, m. (Retinoschisis 1 X-Linked

Juvenile, RS1, Gene RS1, Mut.) 37 950
7799TNF CewmeliHas nepuoguyeckas nuxopagka. Mouck mytaumn B reHe TNFRSFIA, m.

(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,

Mut.) 37 950
7916PRF| CewmeliHbIvi remodaroumTapHbli MM orncTmoumTos. Nonck mytauni B reHe

PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.) 31650
7917STX CewmeliHbIvi remodaroumTapHbli MM ornctTnoumTos. lNovck mytauni B reHe

STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.) 21100




7915STX

CemeliHbI remodaroumTapHbii IMMdorncTmoumTos. NMovck mytaunii B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)

75 800

7914UNQ

CewmeliHbIvi remodaroumTapHbli MM ornctTnoumTos. Novck mytauni B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

113 700

7914UNQ

CemelHbI remodbaroumTapHbin MMMAOrncTMoumTos. MNonck YacTbix MyTauui
B reHe UNC13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

7 700

7798RET

CemeliHbIi MegynnsipHbIA pak WUTOBUAHON xenesbl. Monck myTtaumn B
ak30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.)

14 850

7797CIAS

CewmeliHbIi xonogosow aytoBocnanutenbHbin cuHapoM NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

75 800

7858NGH

CeHcopHas nonuHenponatus, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

25 350

7733CIAS

CuHgpom CINCA, red NLRP3 m. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.)

75 800

7870

Cungpom ESC (cuHgpom MNonbamana-®aspa). Monck mytauuii B reHe NR2E3,
M. (Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome, Gene NR2E3,
Mut.)

37 950

7186

Cungpom TAR. Mownck myTauuii B reHe RBM8A, m. (Thrombocytopenia-Absent
Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

37 950

7859FGD

CwuHapom Aapckora-CkoTTa (daumoreHuTanbHas gucnnasus). lNMouck mytaummn
B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,
Faciogenital Dysplasia, Gene FGD1, Mut.)

92 600

7187

CuHagpom Anbctpoma. MNMouck MyTaumm B «ropsumnxy» yvactkax reHa ALMS1,
«ropsy.» yy. m. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

21100

7861KCN

CuHapom AHgepceHa. MNonck mytauun B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

25900

7913FGF

CuHapom AHTnn-bBukcnepa. Movck myTauni B 3k3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

10 600

7862FGF

CuHapom Anepa (akpouedanocmHgaktunus). Nonck YyacTblx MyTauui B reHe
FGFR2, 4. M. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

15 200

7863PRP

CwuHapom Apra. Mouck mytauun B reHe PRPS1, m. (Art's Syndrome, Gene
PRPS1, Mut.)

44 150

7796PTE

CuHpgpom baHnasH-Pannu-Pyeanbbaka. Movck mytaunii B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

56 950

7864TAZ

CwuHppom bapra. MNonck mytauun B reHe TAZ, m. (Barth Syndrome, Gene TAZ,
Mut.)

37 950

7703FLC

Cungpom bepta-Xora-Abtoba (BXA). Mouck myTtauun B reHe FLCN, m.
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

75 800

7188

Cungpom brnoxa-Cynbubeprepa (cemenHas chopma HeaepKaHns NUrMeHTa).
Mowuck vacTbix myTauui B reHe IKBKG, 4. m. (Bloch-Sulzberger Syndrome,
Familial Incontinentia Pigmenti, Gene IKBKG, Freq. Mut.)

7 700

7189

CuHgpom BoyaHa-KoHpagm (BKC, uepebporenatopeHanbHbIii CUHOPOM).
Mownck myTtaumni B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.)

25 350

7734BCS

CuHapom bbepHcTaga (cvHapoM KypyaBblx Boroc). Monck mytauun B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

25900

7867EDN

CuHgpom BaapaeH6ypra-Laxa. Mouck mytaumin B reHe EDNRB, M.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

44 150

7866PAX

CuHgpom BaapaeH6ypra. MNovck myTauumii B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

50 650

7190

CwuHapom BaH gep Byga. Movck myTtauwmii B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.)

56 950

7868WAS

CuHapom Buckotta-Ongpuya (CBO). MNownck mytauunm B reHe WAS, M.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

44 150

7785PHQ

CrHOpPOM BPOXAEHHOW LeHTpanbHom runoseHTunsumm (CBLIM). Mouck yacTbix
myTaumui B reHe PHOX2B, u. m. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

7 700

7192

Cungpom lMepmaHcku-Nyanaka (AnbOMHU3M rMa3o-KOXHbIN C
remopparMyeckumMm auaTtesoM 1 NUrMeHTaumnein peTukyno-sHaoTeNnnanbHbIX
knetok). MNounck yacTbix MyTaumn B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

14 850

7869GLI3

CuHgpowm peiira (cemeliHbin runeptenopuam). Monck myTtauuii B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.)

113 700

7737RAB

Cungpom Mpucuennu. Mounck mytaumn B reHe RAB27A, m. (Griscelli Syndrome,
Gene RAB27A, Mut.)

31650

7738FGF

CuHapom xekcoHa-Bencca. Mouck mytaumi B 3k3oHe 9 reHa FGFR2 n
ak3oHe 7AreHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

14 850




7194

CuHgpom XKy6epa (CXK). AHanna uncna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.)

25200

7195

CuHapom KapneHTepa (akpouedanononmcmHaaktunus stoporo tuna). Mouck
myTauun B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

44 150

7768GJB

CuHgpom kepaTtuTa-uxtmosa-tyroyxoctu (KUO-cuHgpom). Mouck mytaumn B
reHe GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome, KID Syndrome, Gene
GJB2, Mut.)

14 850

7198

CuHgpom Knunnens-®enns (CMHAPOM KOPOTKOM wwiewn). MNonck myTauni B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

22000

7739ERG

Cungpom KokkenHa. Mowuck mytauui B reHe ERCC6, m. (Cockayne Syndrome,
Gene ERCCG6, Mut.)

138 750

7199

Cungpom Koctenno. MNouck mytaumi B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

10 600

7202

Cungpom Koddpuna-Toypu (CKI). Mouck myTtauuii B reHe RPSBKA3, m.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

138 750

7740PAX

CuHapom KpaHuodaumanbHOM AUCMOpPUN-TYroyxoCTu-ynbHapHON AeBraLmnm
kucten. Monck mytauun B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.)

50 650

7010UGI

CuHapom Kpurnepa-Hamsapa (CKH, cemerHas xenTtyxa). lNMouck myTtaumn B
reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

31650

7760FGF

Cungpom KpysoHa ¢ YyepHblM akaHTo3oM. [Mouck myTtauuin B ak3oHe 10 reHa
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene
FGFRS3, Mut.)

10 600

7964FGF

Cungpom KpysoHa. MNounck myTaumi B ak3oHax 7 1 9 reHa FGFR2, m. (Crouzon
Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

14 850

7794CIAS

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.)

75 800

7204

CuHgpom Makneoga. Mownck myTtaumii B reHe XK, M. (McLeod Syndrome,
Gene XK, Mut.)

25 350

7643

CuHgpom MapTtuHa-benn (cuHgpom nomkon X xpomocomsl) (Martin-Bell
Syndrome (Fragile X Mental Retardation Syndrome))

6 050

7743ZEB

CuHgpom Moyat-BunbcoH. Mouck mytauun B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

94 600

7965TAZ

CuHapom HekomMnakTHoro nesoro xenygoyka (HMIDK, cuigpom HM JTXK,
rybyateinn mvokapa). Movck myTauumin B reHe TAZ, m. (Left Ventricular
Non-Compaction, LVNC, Gene TAZ, Mut.)

37 950

7872NBS

CwuHgpom HuiimereH, NBN 4u.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.)

7 700

7213

CvHOpOM HOrTen-HagKoneHHuka (octeoHmxogmcnnasus). MNMounck mytauui B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.)

44 150

7215

Cungpom Ocnepa-PaHato-Bebepa (HacneacTBeHHas remopparuyeckasi
TeneaHrnakraams). MNouck mytauun B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

56 950

7744GLI3

CwuHapom Mannuctepa-Xonna. Mouck myTtaumn B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

113 700

7874TBX

CwuHapom Mannuctepa. Mounck mytaumi B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

44 150

7217

CuHapom nogkoneHHoro ntepurmyma. MNMouck mytaumn B reHe IRF6, M.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

56 950

7T745FGF

CuHapom lMdanddepa. Mouck mytaumii B ak3oHax 7, 9 reHa FGFR2 n ak3oHe
7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A
Gene FGFR1, Mut.)

21100

7218MEI

CuHgpom Petta. Mouck myTtauuii B reHe MECP2, M. (Retts Syndrome, Gene
MECP2, Mut.)

31650

7219

Cungpom Cetpe-HoTtaeHa. MNownck mytauui B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

22000

7220

Cungpom Cunbeepa. Monck mytauuii B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.)

44 150

7221

CuHagpom CumncoHa-lonabu-bemens. Monck myTaunii B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

50 650

7877DHQ

Cungpom Cmuta-Nlemnu-Onuua (CNOC). Mouck mytaumn B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

56 950

7879AR

CuHgpom TecTukynsapHon demuHnsaumm (CTP, cungpom Moppuca). MNouck
myTauui B reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.)

63 250

7747TCO

Cungpom Tpuuepa-KonnuHsa-PpaHyeckeTTn (MaHAnBOYyno-caumnanbHbIn
ansoctos). MNounck mytaumn B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

138 750

7748FKR

Cungpom Yokepa-Bap6ypr (CYB). MNouck mytaumi B reHe FKRP, M.
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

22000




7973VHL

Cungpom Xunnens-JiuHgay (Lepebpo-peTnHo-BucLEeparbHbIA aHIMOMaTo3).
Onpepaenexune yncna konui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL,
Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number
Variation Gene VHL, Mut.)

24 550

7984VHL

Cungpom Xunnens-JiuHgay (uepebpo-peTnHo-BucLeparnbHbI aHIMOMaTo3).
Mouck myTtauui B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

22000

7223

CuHapom LLBaxmaHa-[davmoHga. Mouck myTaumn B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

31650

7224

CuHapowm LlBaxmaHa-[avimoHaa. Mouck YacTbix MyTauuin B reHe SBDS1, 4. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

10 600

7911PLO

CwuHapom Anepca-fanno, Tun VI. Mouck yacTtbix MyTaumin B reHe PLOD, 4. m.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

15 200

7750CHR

CuHgpom Jckobapa. MNouck mytaumi B reHe CHRNG, m. (Escobar Syndrome,
Gene CHRNG, Mut.)

50 650

7226

CkanynonepoHearnbHas muonatus. MNMouck mytauui B reHe FHL1, m.
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

50 650

7994IGH]

CnuHanbHasa ammoTpodumsa ¢ napanuyom guadparmel. Monck Mytaumn B reHe
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

94 600

7996AMU

CnuHanbHasa ammotpodmsa Tunel |, 11, [ll, 1V. OnpegeneHne yncna konui reHa
(Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Copy Number Variation)

24 550

7228

CnuHanbHas amuotpodus tunel |, 11, 11, IV. Monck myTtaunii B reHe SMN1, m.
(TOnbKO NpY HanM4MKn ogHoM konum reHa) (Spinal Muscular Atrophy, SMA, Type
I, 11, 1, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

50 650

7976ARI

CnuHanbHo-6ynbbapHas ammoTpodusi KeHHeam. MNounck YacTbix MyTauuin B
reHe AR, 4. m. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq.
Mut.)

7 700

7788ATX

CnnHouepebennsapHas atakcusi. Mouck YacTtbix myTauuii B reHe ATXN7, 4. m.
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

7 700

7787ATX

CnnHouepebennspHas atakcusi. Mouck YacTtblix myTauuii B reHe ATXNS, 4. m.
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

7 700

7978PRN

CnoHrnogopmMHas aHuedanonaTus ¢ HEMPONCUXUYECKMMMU NPOSIBITIEHNSIMMU.
Mouck myTtauui B reHe PRNP, M. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

22000

7230

CnoHamnokocTanbHbIn gu3ocTtos. Monck myTtauuii B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

44 150

7979TRA

CnoxgunoanuduraapHasa aucnnasusa (C3L0). Mouck myTtauuin B reHe TRAPPC2,
M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

25 350

7980PRP

CynepakTMBHOCTb (hoccopubosnnnupodocdat cuHTeTasbl. Monck myTtauuii B
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS
Superactivity, Gene PRPS1, Mut.)

44 150

7638TRP

TpuxopvHodanaHreansHbIi cuHapom. MNMouck mytauun B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

63 250

7238

TpombGouuToneHus BpoxaeHHas. Mouck myTtauuii B reHe MPL, m. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

50 650

7885PRN

datanbHasa cemenHasa MHcoMHuS. MNonck mytauui B reHe PRNP, m. (Fatal
Familial Insomnia, FFIl, Gene PRNP, Mut.)

22000

7888PAH

PeHnnketoHypws. Mounck mytaumi B reHe PAH, m. (Phenylketonuria, PKU,
Gene PAH, Mut.)

75 800

77811

PeHnnketoHypums. Mounck yacTtbix MyTauun B reHe PAH, 4. m. (Phenylketonuria,
PKU, Gene PAH, Freq. Mut.)

25200

7241

dubpoamcnnasns occucmumpytowas nporpeccupytowias. lNMouck mytauuin 6es
«ropsiumx» yyactkoB reHa ACVR1, 6e3 «ropsay.» yy. M. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

44 150

7240

$nbpoarcnnasus occuduLmpytoLas nporpeccupytowas. Movnck Mmytaunin B
«ropsaumnx» ydactkax reHa ACVR1, «ropsy.» yd. m. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

25 350

7891BTK

X-cuenneHHas arammarnobynmHemus. Mounck myTtauuii B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

113 700

7981BIR(

X-cuenneHHbIi numdonponudepaTuBHbIi cuHapom (bonesHb [dyHkaHa,
cuHgpom MNyptuneo), XIAP M. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

50 650

7982SH2

X-cuenneHHbI numdonponudepaTuBHbI cuHApoM (bonesHb [dyHkaHa,
cuHgpom MypTnnbo). Mouck myTtaumn B reHe SH2D1A, M. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

25 350

7894FRM

X-cuenneHHbI MOTOPHbIN HUcTarm. MNMouck mytauun B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

75 800

7983IL2R

X-CLenneHHbIN THXenbld KOMOMHUPOBaHHbIM UMMyHogeduunT. Mounck
myTauui B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

25 350

7786RMHR

XoHngpoavcnnasua metadmsapHas, Tun Mak-Ketocuka. MNMouck mytaumnm B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP,
Mut.)

10 600




7244

XoHapoancnnasus ToyevHas KoHpagun-XiwoHepmaHa. Nonck mytauumm B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

25 350

7245

XoHapokanbuuHos. Mouck mytauuin B reHe ANKH, m. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

75 800

7815HDI

Xopes [eHTuHrTOHa. MNounck YacTtbix MyTauui B reHe IT15, 4. m. (Chorea
Huntington, Gene 1T15, Freq. Mut.)

7 700

7889CHM

Xopougepemus. Nouck mytaumin B reHe CHM, m. (Choroideremia, CHM, Gene
CHM, Mut.)

94 600

7890CYB

XpoHuyeckas rpaHynemarosHasa 6onesHb. Monck mytauuii B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

75 800

7757ERG

LiepebpookynodaumnockeneTHblin cuHgpom. MNovck mytauuii B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

138 750

7896EXT

OK30CTO3bl MHOXECTBEHHbIE. [onck myTaumn B reHe EXT1, m. (Multiple
Exostoses, Gene EXT1, Mut.)

75 800

7895EXT,

OK30CTO3bl MHOXECTBEHHbIe. [Tonck myTaumn B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

94 600

7758NDP

OkccyaatuBHas BUTpeOoxopeopeTuHanbHas gnctpodus. MNMovck mytauni B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

16 700

7897EDA

OkTogepmManbHas aHrugpoTuydeckas aucnnasus. Mouck mytauunin B reHe EDA,
M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

50 650

7883GJB

OkTogepmManbHas rugpoTudeckas gucnnasus. MNMounck mytauuii B reHe GJB6, M.
(Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

16 700

7249

OnudusapHasa gucnnasms, MHoxecTBeHHas. [Nouck myTaumin B reHe SLC26A2,
M. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

38 000

7248

OnudusapHasa gucnnasms, MHOXeCTBeHHas. [1omck YacTbix MyTauuii B reHe
COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

10 200

7985AL0

OpuTpoaepmuns BpoxXaeHHast UXTUo3Has (HebynnesHas). Mouck myTtauuii B
reHe ALOXES3, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene ALOXES, Mut.)

94 600

7987LOX

Oputpogepmns BpOXAeHHas NXTUO3Has (HebynnesHas). Mouck myTtauui B
reHe LOX12B, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene LOX12B, Mut.)

63 300

7986TGM

OpuTpoaepmns BpoxXaeHHasi UXTMo3Has (HebynnesHas). Mouck myTtauuii B
reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.)

63 300

7901GJB

Oputpokepatogepmus. MNMouck mytauun B reHe GJB3, m. (Erythrokeratodermia,
Gene GJB3, Mut.)

16 700

7899GJB

Oputpokepatogepmus. MNMouck mytaumn B reHe GJB4, m. (Erythrokeratodermia,
Gene GJB4, Mut.)

14 900

7250

OpuUTPOLNTO3 peLecCrBHbLIN (CeMeriHas HacneaCTBEHHasA NnonuuuTeMust).
Mouck myTtauuin B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.)

22000

7900VHL

OpuTpouNTO3 peueccuBHbIv (CemeriHasa HacneacTBeHHas NonuuUUTeEMUS).
[Mownck yacTbix MyTaumn B reHe VHL, 4. M. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.)

7 700

77801

HeankoronbHblii xupoBow renatos, reH. PNPLA3, 4.m.

5400

7961GJB

HenpoceHcopHas HecnHapomarnbHas Tyroyxoctb Y. M. GJB2 (Neurosensory
nonsyndromal hearing loss, search for frequent mutations in the GJB2 gene)

9750

7963GJB

HenpoceHcopHas HecnHgpomarnbHas TyroyxocTb, reH GJB2(Neurosensory
nonsyndromal hearing loss, complete analysis of the GJB2 gene)

16 150

1830

HelpoTponHbie BUTaMuHbl

7 050

9001

OBLUEKITMHNYECKUE NCCIIEQOBAHUA KPOBU

1515

KnuHuyeckun aHanus kposu: obwmin aHanus, nenkocdpopmyna, CO3 (c
MUKPOCKOMMeE Maska KpoBu nNpu Hanudmm natonorunyeckux casuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of Pathologic Changes))

850

1555

KnuHuyeckun aHanus kposu: obwmin aHanus, nenkocdpopmyna, CO3 (c
obsi3aTenbHOM «py4HOM» MuKpockonuen maska kposu) (Clinical Blood Analysis:
General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic
Examination of Blood Smear))

1150

119

JlenkoumTapHasa dopmyna (audepeHunpoBaHHbIA NOACHET NENKOLNTOB,
nevikouMTOorpaMma) ¢ MMKPOCKONUEN Maska KpOoBM MNPy Hanuymm
natonornyeckux casuros (Leucocyte Formula (Differential White Blood Cell
Count) with Microscopic Examination of Blood Smear if Presence of Pathologic
Changes)*

350

911

JlenkoumTapHasa dopmyna (audepeHunpoBaHHbIA NOACHET NENKOLNTOB,
neikouuTorpamma) ¢ o6sa3aTeribHoW «Py4HON» MUKPOCKOMNMEH Maska KpoBU
(Leucocyte Formula (Differential White Blood Cell Count) with Manual
Microscopic Examination of Blood Smear)*

600

O6wmin aHanus kpoeu (OAK) (6e3 nerikouutapHo chopmynel n COJ) (General
Blood Analysis, without White Blood Cell (WBC) Count and ESR)

350

150

Petukynouuntsl (Reticulocytes)

450




139

COJ3 (ckopocTb oceaaHus aputpoumntoB) (Erythrocyte Sedimentation Rate,

ESR) 350
TRO TpombouunTbl, MMKPOCKONUS (MOACYET B OKpaLLlEeHHOM Ma3ske no metogy PoHmo)

(Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect Method by

Fonio))* 450
6848F237 OBanbOymuH, anbbyMuH anyHbIi, nGal d2 (f232) IgE, ImmunoCAP 1150
6884F7 Osec (f7) IgE, ImmunoCAP 1150
6849F237 Osomykoua, nGal d1 (f233) IgE, ImmunoCAP 1150
66603 OscsHuua nyrosas (g4) IgE, ImmunoCAP 1 000
66604 Orypeuy (f244) IgE, ImmunoCAP 1000
66646 OpyBaHumK 06blkHOBEHHbIN (W8) IgE, ImmunoCAP 1000
1581 Owmera-3 nHpekc (Omega-3 Index) 6 800
6854F414 Owmera-5 MwaguH nwennubl, rTri a 19 (f416) IgE, ImmunoCAP 2 600
9026 OHKOIEMATOJIOrMYECKUE UCCJIEQOBAHUSA
T77774T AHanu3a Bcex cneumduyeckmx abeppauuin Ha napagrHOBLIX cpesax

(rmcToFISH, konny.) (Analysis of all specific aberrations on paraffin slides

(FISH Histology, quantitative)) 22 000
777751P Ananu3 geneumnn 12p (FISH, konuy.) (Analysis of 12p deletion (FISH,

quantitative)) 16 100
T77779P Ananu3 geneumnn 12p (FISH, konuy.) (Analysis of 12p deletion (FISH,

quantitative))
777752Q Ananus geneuunn 20q (FISH, konuy.) (Analysis of 20q deletion (FISH,

quantitative)) 16 100
T77791TH Ananu3 geneumnn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 16 100
T77782TH Ananu3 geneumnn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion

(FISH, quantitative))
T77754TH Ananu3 geneumnn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion

(FISH, quantitative)) 16 100
777758D AHanuna moHocomuu, aeneuunn 13 xpomocomel — (del(13), -13) (FISH, konny.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 16 100
777792D AHanu3 moHocomuu, geneunn 13 xpomocomsl — (del(13), -13) (FISH, konuy.)

(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

(FISH,quantitative)) 16 100
777739 AHnanu3 mytaumm n geneuun B reHe MPL (MUP, kay.) (Analysis of MPL gene

mutations, deletions, (PCR qualitative)) 7150
777738 AHanu3 mytauui B 12 ak3oHe JAK2 rena (MUP, ka4.) (Analysis of JAK2 Exon

12 mutations (PCR qualitative)) 7150
777740 AHanu3 mytauui, geneumn, nHcepumi B reHe CALR (MNUP, kay.) (Analysis of

CALR gene mutations, deletions, insertions, PCR, qualitative) 7 150
777733 AHanus oTHocuTenbHon akcnpeccun reHa BCR/ABL -konuyecteeHHas RQ

MuP (MNLUP B peansHoM BpemeHun, konud.) (Analysis of the BCR/ABL relative

expression, RQ-PCR, quantitative) 7 150
T777473( Ananus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements (FISH,

quantitative)) 16 100
777753Q AHanuna nepectpoek 5 xpomocomsbl (FISH, konuny.) (Analysis of chromosome 5

rearrangements (FISH, quantitative)) 16 100
777748Q AHanua nepecrtpoek 7 xpomocomsbl (FISH, konud) (Analysis of chromosome 7

rearrangements (FISH, quantitative)) 16 100
T77761A1 Ananua nepectpoek ATM rena (FISH, konny.) (Analysis of ATM gene

rearrangements (FISH, quantitative)) 16 100
T77788A1 Ananuna nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene

rearrangements (FISH, quantitative))
777767B Ananuna nepectpoek BCL2 reHa

t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(q21;911) (FISH, konuy4.) (Analysis

of BCL2 gene rearrangements

t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(921;911) (FISH, quantitative)) 16 100
777773B AHnanun3 nepecTtpoek BCL2 reHa Ha napadmHoBbIX cpesax (rmcToFISH, konny.)

(Analysis of BCL2 gene rearrangements on paraffin slides (FISH Histology,

quantitative)) 22 000
7777551G Ananu3 nepectpoek IGH reHa (FISH, konuy.) (Analysis of IGH gene

rearrangements (FISH, quantitative)) 16 100
T77749M Ananu3 nepectpoek MLL reHa (FISH, konuy4.) (Analysis of MLL gene

rearrangements (FISH, quantitative)) 16 100
777765M Ananua nepectpoek MYC reHa ( t(8;14)(q24;932)-t(2;8)(p11;924), t(8

;22)(924;911)) (FISH, konuy.) (Analysis of MYC gene rearrangements

(t(8;14)(924;932)-t(2;8)(p11;924), t(8 ;22)(924;q11) (FISH, quantitative)) 16 100
777771B AHnanu3 nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napadmHOBbIX cpe3ax

(MTucToFISH, konny.) (Analysis of BCL- 6 gene rearrangements (der(3)(9q27))

on paraffin slides (FISH Histology, quantitative)) 22 000
777764B AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.) (Analysis of

BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative)) 16 100




777735

Ananus nepectpoek reHa FGFR1 (FISH, konu4.) (Analysis of gene

rearrangements FGFR1 (FISH, quantitative)) 16 100
777736 Ananua nepectpoek reHa PDGFRB(FISH, konny.) (Analysis of gene

rearrangements PDGFRp (FISH, quantitative)) 16 100
777757T Ananua TpaHcnokauum t(11;14)(q13;932) (FISH, konny.) (Analysis of

translocation t(11;14)(q13;932) (FISH,quantitative)) 16 100
777790T AHnanu3 TpaHcnokauum t(11;14)(q13;932) Ha napadmHOBbIX cpe3ax

(rmcToFISH, konwny.) (Analysis of translocation t(11;14)(q13;932) on paraffin

slides (FISH Histology, quantitative)) 22 000
777763T Ananua TpaHcnokauum t(11;18)(q21;921) (FISH, konny.) (Analysis of

translocation 1(11;18)(q21;921) (FISH, quantitative)) 16 100
7777931G AHnanu3 TpaHcnokauun t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 16 100
7777591G AHnanu3 TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 16 100
777766T AHanu3 TpaHcnokauum t(2;5)(p23;935) (FISH, konuy.) (Analysis of

translocation t(2;5)(p23;q35) (FISH, quantitative)) 16 100
T77772TH AHanua TpaHcnokaumm £(2;5)(p23;935) Ha napadurHoBbIX cpesax (rncToFISH,

konud.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH

Histology, quantitative)) 22 000
T77756TH Ananua TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of

translocation t(4;14)(p16;932) (FISH, quantitative)) 16 100
T77784TH AHanua TpaHcnokaumu t(4;14)(p16;932) (FISH, konuny.) (Analysis of

translocation t(4;14)(p16;932) (FISH, quantitative))
777762Q AHanus Tpucomum 12 xpomocomsl (+12) (FISH, konny.) (Analysis of

chromosome 12 trisomy (FISH, quantitative)) 16 100
777734 Ananua xumepHoro reHa BCR-ABL (FISH, konunu.) (Analysis of chimeric gene

BCR-ABL, FISH, quantitative) 16 100
777732 AHanu3 xumepHoro reHa BCR/ABL - 1(9;22), onpegeneHve Tuna TpaHcKpunTa

BCR/ABL reHa - MNUP, kauects. (Analysis of chimeric gene BCR-ABL - 1(9;22),

assessment of the BCR-ABL gene transcript type, PCR, qualitative) 3050
777744C AHanu3 xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MUP, kay) (Analysis of

chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative)) 3050
T77746E] AHanu3 xumepHoro reHa E2A/PBX1 - 1(1;19) (MUP, kay.) (Analysis of chimeric

gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 3050
777737 AHnanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konuy.) (Analysis of chimeric

gene FIP1L1/PDGFRa (FISH, quantitative)) 16 100
T77745M AHanu3 xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of chimeric

gene MLL/AF4 -t(4;11) (PCR, qualitative)) 3050
T77742P] AHnanu3 xumepHoro reHa PML/RARa -t(15;17) (MUP, kay.) (Analysis of

chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) 3050
7T77743R Ananu3 xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MUP, kay.) (Analysis of

chimeric gene RUNX1/RUNX1T1 -(8;21) (PCR, qualitative)) 3050
777741B MccneposaHne myTaumonHoro ctatyca BCR-ABL reHa (MeToa npsimoro

cekBeHupoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct

Sanger sequencing, qualitative) 14 300
T77769K KapwuoTun oHkoremaTtonorudeckuii (Karyotype, Hematologic Disorders,

Peripheral Blood) 11 400
7262S1-H Mapkep pa3BuTusi Ph’-HeratTuBHbIX XPOHUYECKUX MUENONponndepaTMBHbIX

3abonesaHuin (XMIM3): kayecTBeHHasA OLEHKa Hanuunst ComaTn4eckom

myTauun 617F rena JAK2 (Marker of Ph-negative Chronic Myeloproliferative

Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F

somatic mutation) 2900
777731 LinToreHeTnyeckunin aHanu3a KnNeTok KocTHoro mo3ara (kapuotun) (Cytogenetic

analysis of bone marrow (karyotype)) 11 400
496NOR OnpegeneHune aHTureHa Norovirus B kane (Norovirus, Stool Culture. One Step

Rapid Immunochromotographic Assay) 2250
3316 Onpegenenve lMNMona nnoga (Y xpomocoma) 5950
550 OnpepgeneHue akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncn

onb3oBaHnem aHTuTen k PD-L1 knoH SP142 (Ventana). 24 550
549 OnpepgeneHue akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncn

onb3oBaHnem aHTuTen k PD-L1 knoH SP263 (Ventana). 24 550
554 OnpepgeneHue akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncn

onb3oBaHnem aHTuten k PD-L1 knoH 22C3 (Dako). 34 600
15920C( OcraroyHas ocmonspHocTb cTyna (Stool osmotic gap) 1 800
ClKA2 OueHKa ropMoHanbHOro cratyca npy HapyLeHNM MEeHCTPYyanbHOro umkna 2900
ObC124 OueHka MmeTabonmnama KOCTHOW TKaHW 1 pucka 0CTeoNopo3a: pacluMpeHHoe

o6cneposaHue (Metabolic bone and osteoporosis risk evaluation:

comprehensive examination) 5500
9003 OLJEHKA CBEPTbIBAIOLLEV CUCTEMbI
164 D-gnmep (D-Dimer) 1 800




1 AKTVBMpOBaHHOE YacTu4Hoe (napunanbHoe) TpomMbonnacTMHOBOE BpeMsi

(AYTB (AMTB), kedanuH-kaonuHosoe Bpemst) (Activated Partial

Thromboplastin Time, APTT) 450
4 AHTUTPOMOWUH llI, % aktnBHocTM (AT IIl, Antithrombin 11I, % Activity) 600
190 BonyaHouHbIn aHTukoarynaHT (BA) (Lupus Anticoagulant, LA ) 1250
OBC109 lemocTasnorpamma (koarynorpamma) paclmpeHHas (Hemostasiogram

(coagulogram), extended 4700
OBC103 lemocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,

Gemostaziogram, Screening) 1700
1153 MnasmuHoreH (Plasminogen) 1150
1263 MpotewnH C, % aktmuBHocTm (Protein C, % Activity) 3050
1264 MpoTtenH S cBoGoaHbIl (Protein S, Free) 2800
2 MpoTpombuH (npotpomburHoBoe Bpewms, NB), MHO (MexayHapogHoe

Hopmanu3oBaHHoe oTHoLleHune) (Prothrombin, Prothrombin Time, PT,

International Normalized Ratio, INR) 450
194 Tpomb6uHoBoe BpeMsi (TB) (Thrombin Time, TT) 450
1409 daktop VIl (aHTUremodunbHbI rnobynuH A) (Antihemophilic Globulin A,

FVIII) 1700
3 ®dubpuHoreH (Fibrinogen, FG) 450
1646 OueHka ckopocTu knyboukoson unstpauun y geter no popmyne Leapua, k

peaTuHuH. 350
9006 OLEHKA ®YHKLNN SHLOKPUHHOU CUCTEMbI
156 17-ketoctepongbl (17-KC) B moye (17-Ketosteroids, Urine) 2 350
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 850
100 AOpeHOKOPTMKOTPONHbIN ropMmoH (AKTT, kopTukoTponuH) (Adrenocorticotropic

Hormone, ACTH) 1150
205 AnbgocTepoH (Aldosterone) 1150
1302ARR AnbaocTepoH-peHnHoBoe cooTHowweHue (Aldosterone-Renin Ratio, ARR) 2 250
170 AHgpocTeHamon rmokypoHug (AHgpoctaHguon rmokypoHna) (Androstanediol

Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G) 1800
195 AngpocteHgnoH (Androstenedione) 1700
1144 AnTumMionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian

Inhibiting Substance, MIS) 2050
198 AHTUTENa K MMKpOcoMarnbHON pakumm Tnpeountos (AT K MUKpOCOMAaNbHOMY

aHTureHy tupeoumtoB, AT-MAI, AMAT, TupeongHble aHTUMUKPOCOMarbHble

aHtutena) (Anti-Thyroid Microsomal Antibodies) 850
199 AnTuTena k peuentopam TTT (AT Kk peuentopam TMPEOTPOMHOro ropMoHa B

cbiBopoTke kpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor

Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor

immunoglobulin, TBII) 2500
57 AHTUTENa K Tpeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,

Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 1000
58 AHTUTENa K TUpeongHon nepokcugase (AT-TMNO, MMKpocoMarnbHble aHTuTena)

(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO

Antibodies, TPOAD, Anti-TPO) 850
161 AccounnpoBaHHbIN ¢ 6epeMeHHOCTbI0 NPOTENH-A Ma3mbl

(Pregnancy-Associated Plasma Protein-A, PAPP-A) 1150
1270 mctamuH B nna3me kposu (Histamine, Plasma) 4000
149 Mo6ynuH, ceasbiBatoLmin nonosble ropMoHbl (FCMIN) (Sex Hormone-Binding

Globulin, SHBG) 850
1602 [ernapoannaHapocTepoH (HEKOHBIOMMPOBAHHbIN) 2 050
101 OerngpoanunangpoctepoH-cynbdat (3A-S04, Dehydroepiandrosterone

sulfate, DHEA-S) 850
168 OurnagpotectocTtepoH (A T) (Dihydrotestosterone, DHT) 2 250
1145 WHrmbuH B (Inhibin B) 1950
172 WHcynuH (Insulin) 1150
151 KatexonamuHbl (agpeHanuH, HopagpeHanuH, 4odaMuH) B Mode

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 3600
152 KatexonamuHbl (agpeHanuH, HopagpeHanuH, JodamMuH) B Mode

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 3450
KATEMN KatexonamuHbl (agpeHanuH, HopagpeHanuH, 4odaMuH) B nra3Me KpoBu —

KATENN (Catecholamines: Epinephrine/Adrenaline,

Norepinephrine/Noradrenaline, Dopamine, Plasma) 3450
65 KopTtunaon (MmapokopTtnsoH) (Cortisol, Hydrocortisone) 850
1508 Koptuson, cntoHa (Cortisol, Saliva) 1 000
175 JlenTtuH (Leptin) 1400
60 JTrotenHunsmpyrowmin ropmoH (JII) (Luteinizing Hormone, LH) 700
6161 MakponponaktuH (Macroprolactin)* 1800
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MeTtabonuTbl KaTeXonaMmmHOB M CEPOTOHMHA: BaHUNUNMUHAANEBas KucnoTa
(BMK), romoBaHunnuHoBas kucnota (MBK), 5-okcunHgonykcycHas kucnora
(5-OUMYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic

Acid, 5-HIAA) 3750
1166 MeTaHedpurHbI ((pakumm) B CYyTOYHOM MoYe: MeTaHedpyH, HoOpMeTaHedpuH

(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,

Normetanephrine) 3750
11HOMA OueHKa MHCYNMHOPE3UCTEHTHOCTU: MNoKO3a (HaToLWak), MHCYNWH (HaToLak),

pacyet nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,

Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) 1400
102 MapaTtnpeoungHbi ropmoH (MapatropmoH, napatupuH, MNTI) (Parathyroid

Hormone, PTH) 1150
207 [MnaueHTapHbIN NakToreH (XopuoHudecknii comatomammoTponuH) (Placental

Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 1150
PRS1 MpeHaTtanbHbI CKPUHUHT Tpucomuin 1 Tpumectpa 6epemeHHocTr, PRISCA-1 2 250
PRS2 MpeHaTanbHbIN CKPUHWUHT TPUCOMMIA 2 TpumecTpa 6epemeHHocTn, PRISCA-2 3 050
63 MporectepoH (Progesterone) 700
173 MpouHcynuH (Proinsulin) 1400
61 MponakTtuH (Prolactin) 700
206 PenuH (PeHunH nnasmel kposu, npsimoe onpeaenexue) (Direct Renin, Plasma) 1550
148 C-nentug (C-Peptide) 1150
189 CobogHbivi 3-XIY (cBobogHas B-cybbeanHuLa XOpMOHUYECKOTO

roHagoTponuHa vyenoseka) (Free Human Chorionic Gonadotropin, Free HCG) 1000
178 CobogaHbIvi kKopTu3on, cytouHas mova (Free Cortisol, Free Hydrocortisone,

24-Hour urine) 1250
169 CobopaHbliii TectocTepoH (Free Testosterone) 1700
134 CobogHbivi actpuon (Estriol Free, E3) 850
993 CepOoTOHUH B CbIBOPOTKE KpoBw (Serotonin, Serum) 3450
174 ComatomenunH C (MHcynmHonogobHbI dhaktop 1) (Somatomedin C,

Insulin-like Growth Factor 1, IGF-1) 1700
99 ComatoTponHebI ropMoH (comatoTponuH, CTI) (Growth Hormone, GH) 1000
64 TectocTepoH (Testosterone) 700
197 TupeornobynuH (TI) (Thyroglobulin, TG) 1000
56 TupeoTtponHbi ropMmoH (TTT, TupotponuH) (Thyroid Stimulating Hormone,

TSH) 700
54 TupokecuH obwnii (T4 obwuia, TeTpaioaTMpoHunH obwumin) (Total Thyroxine,

TT4) 700
55 TupokcuH ceoboaHeIv (T4 cBoboaHbin) (Free Thyroxine, FT4) 700
196 TUPOKCUHCBA3bIBalOLLAs CNIOCOBHOCTbL (MOrNoLLeHe TUPEOUHbBIX FOPMOHOB;

WHOEKC CBsI3bIBaHWSA TUPOKCUHA; MHAEKC cBoboaHOro TupokeuHa) (Thyroid

Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,

TBI, free T4Index, fT4l) 1000
52 TpuiioaTMpoHuH obwmn (T3 obwmn) (Total Triiodthyronine, TT3) 700
53 TpuiioaTMpoHnH cBoboaHbIn (T3 cBoGoaHbIn) (Free Triiodthyronine, FT3) 700
1158 Tpodobnactuyeckuin 6eta-1-rnukonpotenH (TBI) (Trophoblastic

beta-1-Globulin, TBG) 850
59 donnukynoctumynupytowwmin ropmoH (PCIN) (Follicle Stimulating Hormone,

FSH) 700
66 XOpWOHMYECKMIN FoHaaoTPOoNuH Yenoseka (XM, 6eta-Xr4d, B-Xrd) (Human

Chorionic Gonadotropin, HCG) 850
222 OputponoatuH (Erythropoetin) 1550
62 Octpaavon (32) (Estradiol, E2) 700
6827 MaHenb "Actma/puHunT B3pocnble” IgE, ImmunoCAP 7 800
6826 Manenb "Actmal/punnt getn" IgE, ImmunoCAP 7 800
6867 MaHenb "CtadmnokokkoBble aHTEPOTOKCUHBI", IgE, ImmunoCAP 2 600
6828 Manenb "Ok3ema" IgE, ImmunoCAP 7 800
669011 Manens anneprexoB "MuweBble 1" 2 800
66912 Manenb anneprexos "MuweBble 2" 2 800
1378 MaHenb aHTUdochonunuaHelx aHTuten, IgG, IgM metogom

OOT-MMMYHOAHanmM3, Ka4eCTBEHHbBIV TECT B CbIBOPOTKE KPOBU

(Anti-Phospholipid Antibodies Panel) 12 850
OBC137 MaHenb Mneps03nHOUIBbHBIV CUHAPOM 48 550
OBbC142 MaHenb OuddysHasa B-kpynHokneTovHas numdoma 35600
OBC141 Manenb VicTMHHas nonuuutemms 27 350
OBbC134 MaHenb KpynHokneTtoyHas numdoma 35600
OBC136 Manenb Jlnmcoma Bepkuta 35600
OBC135 Manenb Jlnmdoma 13 KNeTok MaHTUAHOW 30HbI 35600
OBC139 Manene MAJTT-numdoma 48 550
ObC144 Manens OcTpble NuMdobnacTHbIe NENKo3bI 16 450
OBC132 MaHenb MepBUYHLIN MMenogunbpos 25600




OBbC138 MaHenb ®onnukynapHas numdoma 35600
OBC143 MaHenb XpoHuyeckuin muenonerikos (Panel Chronic myelogenous leukemia,

CML) 17 650
OBC140 MaHenb 3cceHumansbHas TpoMboumTeMus 25 650
3324CJMH Mapeoeupyc B19, onpeaenexne OHK 600
3324CB MapsoBupyc B19, onpeaenexnve OHK 600
3324POT| Mapeoeupyc B19, onpeaenexne OHK 600
6911C1 MenvunnnuH G (c1) IgE, ImmunoCAP 1150
6912C2 Mennuunnuu V (c2) IgE, ImmunoCAP 1150
6876F95 Mepcuk (f95) IgE, ImmunoCAP 1150
OBC113 MuTaHne, ncknovatoLLee KpacHoe MsicCo 850
1634 MnaueHTapHbIn hakTop pocTa 4 300
408 [MTHEBMOKOKK, BbIsIBNIeHMEe aHTUreHa B Mo4e, MMMyHoXpoMaTorpadus

(Streptococcus pneumoniae, One step rapid immunochromotographic assay,

antigen, urinae) 2 350
OBC120 MOAAIPA 1700
OBbC121 MNOArOTOBKA K BEPEMEHHOCTW: BA3OBbLIN 16 550
OBC122 MOAroToBKA K BEPEMEHHOCTW: OLIEHKA BUTAMUHHOIO CTATYCA 5800
OBbC123 MNOArOTOBKA K BEPEMEHHOCTW: CKPbIThIV AEGULINT XKENE3A 2500
66647 MopconHeyHuk (w204) IgE, ImmunoCAP 1000
6920W5 MonbiHb ropbkas (w5) IgE, ImmunoCAP 1150
6874W6 MonbiHb 06blkHOBEHHas (W6) IgE, ImmunoCAP 1150
6815W23) MonbiHb 06bIkHOBEeHHas, NnArtv1 (w231) IgE, ImmunoCAP 2600
6816W23 MonbiHb 06blkHOBEHHas, NArtv3 (w233) IgE, ImmenoCAP 2600
6881F25 Momugop (f25) IgE, ImmunoCAP 1150
6824E21 Monyrawn, nepo (e213) IgE, ImmunoCAP 1150
77799 MopaxeHus nevenun, redsl ATP7B, PNPLA3, SERPINA1, y.m. 12 300
1700 MpokanbuutoHuH (Procalcitonin) 2500
6904F55 Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP 1150
OBC130 [Mpodwmnb BeraHbl «bazoBbIny 13 700
OBC129 Mpodmnb BeraHbl « MUHUManbHBLIA» 11 400
OBC131 Mpodmnb BeraHbl «PaclunmpeHHbIn» 23 650
9032 lMpoyue ycnyau
77802 Mcopwas, TunuposaHne HLA-Cw6 4 850
6869F4 Muwenwnua (f4) IgE, ImmunoCAP 1150
1648 PacTtBopumas fms-nogobHas Tupo3nHkmHasa-1 (sFit-1) 5250
1595STF PactBopumble peuenTtopbl TpaHcdeppuHa (pTPP, Soluble Transferrin

Receptor, sTfR) 2600
1612 PesepcuBHbii T3 (PeBepc T3; peBepCUBHBIN TPUNOATUPOHMH; Reverse T3;

rT3) 9450
OBbC125 PesmatongHbin aptput (Rheumatoid arthritis) 1950
411 PecnunpartopHo-cnHumnTHanbHein Bupyc (PC-uHdekums), BbisBreHNe aHTUreHa,

nmmyHoxpomartorpadums (Respiratory Syncytial Virus, RSV, One step rapid

immunochromotographic assay, antigen) 1550
1614 PeTnHun nanbmutat 3450
6892F9 Puc (f9) IgE, ImmunoCAP 1150
66601 Poxb (f5) IgE, ImmunoCAP 1000
66648 Pomauka (w206) IgE, ImmunoCAP 1000
66642 CaxapHas csekna (f227) IgE, ImmunoCAP 1000
6893F26 CeuHuHa (f26) IgE, ImmunoCAP 1150
6885F85 Cenbgepen (f85) IgE, ImmunoCAP 1150
OBC119 CunbHble BOMOChI, Kpenkune Hortu, 6apxaTtHas koxa (Strong hair and nails,

velvet skin) 5950
77703 CwuHgpom OPTJIA, ATN1, y.m. 6 050
77714 CuHApPOM NTOMKOM X-XpPOMOCOMbI ¢ Tpemopom/atakcuen, FMR1, u.m. 5950
6823MX1 CmMecb annepreHoB nnecHesbix rpubkos (mx1) IgE, ImmunoCAP 1700
6820HS Cwmecb annepreHoB gomMaluHen nbinum (Hollister-Stier) (hx2) IgE, ImmunoCAP 1550
6918FX7 Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP 1700
6822MX2, Cwmecb annepreHos nnecexHn (mx2) IgE, ImmunoCAP 1550
6821TX9 Cwmecb annepreHoB nbinbubl gepeBbeB (1x9) IgE, ImmunoCAP 1550
6838WX1 CwmMecCb annepreHoB MbifbLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1550
6914FX5 Cwmecb getckux nuweBbix annepreHoB (fx5) IgE, ImmunoCAP 1550
6883CF Cwmecb nuweBbix annepreHos (fx15) IgE, ImmunoCAP 1550
6897FX2 Cwmecb nuwesbix annepreHos (fx21) IgE, ImmunoCAP 1550
6868GX1 Cwmech NbinbLbl paHHeUBeTYyLWuX nyrosbix Tpas (gx1) IgE, ImmunoCAP 1550
66651 CmopoguHa kpacHas (f322) IgE, ImmunoCAP 1000
6843E10 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2600
6844E107 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2600
6845E22 Cobaka, cblBOPOTOYHbIN anbbymuH, nCan 3 (e221) IgE, ImmunoCAP 2 600




6871F14 Coesble 60661 (f14) IgE, ImmunoCAP 1150
6855F35] Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2600
77708 Cnactudeckas napannerus LWrtpiomnens, Tun 4, SPAST (SPG4), y.m. 9450
77712 CnnmHouepebennsapHble atakcun, pegkme opMbl, Y.M. 10 200
77716 CnunHouepebennsapHble atakcum, YacTble hopMbl, Y. M. 9 850
6865M81 CTadnnokokkoBbIN aHTepoTokenH B (m81) IgE, ImmunoCAP 1150
6866M22 CT1adnnokokKoBbIn aHTEPOTOKCMH TSST (Mm226) IgE, ImmunoCAP 1150
6864M80 CradmnokokkoBbin aHTepoTokcnH A (m80) IgE, ImmunoCAP 1150
690916 TapakaH pbbkui (npycak) (i6) IgE, ImmunoCAP 1150
1377TER TepudnyHomua, necdnyHomug (metabonut) (Teriflunomide, Leflunomide

metabolite) 5250
6835G6 TumodbeeBka nyroeas (g6) IgE, ImmunoCAP 1150
6812G21 Tumodpeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2600
6813G21 TumodbeeBka nyroeas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2600
77711 TopcuoHHas guctonus, Tun 1, TOR1A (DYT1), 4.m. 6 050
6880F3 Tpecka atnaHtudeckas (f3) IgE, ImmunoCAP 1150
6829TP TpunTtasa, ImmunoCAP 5250
6852F35 Tponomuno3anH kpeseTok, rPen a1(f351) IgE, ImmunoCAP 2600
6888F224 TeikBa (f225) IgE, ImmunoCAP 1150
1410 dakTop IX, akTBHOCTL, % (dhakTop Kpuctmaca,) Factor IX, Activity, % (Christ

mas Factor) 1150
1413 daktop Bunnebparga, aHtureH, % (Willebrand Factor, Antigen, %) 2 350
6915K80 dopmanbaerng / dopmanuvH (k80) IgE, ImmunoCAP 1150
6896F17 dyHayk (f17) IgE, ImmunoCAP 1150
407 Xnamuaum, BoiiBNeHe aHTUreHa B Ma3kax yporeHUTarnbHOro Tpakra,

ummyHoxpomatorpadusa (Hexagon Chlamydia, One step rapid

immunochromotographic assay, antigen) 1700
6916C8 XnoprekcnauH (c8) IgE, ImmunoCAP 1150
1644 XonecTepuH NMNoONpoTeMA0B HU3KOW NAOTHOCTMW, NPSMON MeToA (XonecTepuH

JINHM, npamown metog, LDL-cholesterol direct) 450
77798 XopuopeTunHonaTtust bupgworta, TunpoeaHne HLA-A29 4 850
777794 XPOMOCOMHBIV MUKpOMaTpUYHbIn aHanus (XMA)
777795 XpPOMOCOMHBIN MUKpOoMaTpu4HbIi aHanus (XMA) abopTHoro matepuana
9033 UUTONEHETUYECKUE UCCJIEQOBAHMUA (Cytogenetic Examination)
7811 VMccnepoBaHuve kapuotuna 9 850
9023 UUTOJIOrMYECKUE UCCIIEQOBAHUA
518 XKnpkocTHas umtonorus. Lintonornyeckoe nccnenosaHne buomarepunana

Lenkn maTku (okpalumsaHue no MNanaHukonay, TexHonorus ThinPrep®) 1950
506ACT1 MccneposaHme acnvparta ns nonocty matku (Masku) (Examination of Uterine

Aspiration ) 850
507MXE MccnepoBaHuve BbigeneHnii M3 monodHonm xenesbl (Examination of Breast

Discharge) 850
508 MccnegosaHne mokpoTbl (Examination of Sputum) 1250
507MOY WcecneposaHme moun (Examination of Urine) 850
506BMC VMccnepoBaHme oTnedaTka ¢ BHyTpuMatodHon cnvpanu (BMC) (Examination of

Imprint Intrauterine Device, IUD) 850
510 ViccnepoBaHme NyHKTaTOB APYrnx opraHoB v TkaHen (Examination of

Punctates: Other Organs and Tissues) 1250
509KOX Mccneposanne nyHkTaTtoB Koxu (Examination of Punctates: Skin) 1000
509MXKE MccnegosaHne nyHkTaToB MOMoYHOM xenesbl (Examination of Punctates:

Breast) 1000
503 WccnepoBaHre cockoboB 1 0TNeYaTKoB OMNyXonew 1 onyxonenofobHbIX

obpasoBaHuit (Examination of Scrapings and Prints Tumor and Tumor Like

Formations) 1000
502 WccnepoBaHve cockoboB 1 OTNeYaTKoB C MOBEPXHOCTU KOXM U CII3UCTBIX

(Examination of Scrapings and Prints of Skin and Mucous Membranes) 700
505 MccnenoBaHne cockoboB LLEVKM MATKM U LIepPBUKaNbHOIo kaHana

(Examination of Scrapings: Cervix and Cervical Canal ) 1000
507T3C VMccnepoBaHme TpaHccyaToB, akccyaaToB, cekpetoB (Examination of

Transudates, Exudates, Secrets) 850
5049HO MccnepoBaHme aHgockonuyeckoro matepumana (Examination of Endoscopic

Material) 1000
514 MccnepoBaHme aHgocKkonuyeckoro matepmana Ha Hanuume Helicobacter pylori

(Examination of Endoscopic Material: Presence of Helicobacter pylori) 1150
504CBP MccnepoBaHusi npomelBHbIX Bog 6poHxoB (MccnegoBaHme CMbIBOB ¢ HPOHXOB)

(Examination of Bronchial Washouts) 1000
5000 B01.030.001.010 [KoHcynbTaums roToBbIX LUTONOMMYECKUX NpenapaToB (O4HO CTEKIO)

(Consultation of Finished Cytological Preparations (1 Glass)) 700
519 LinTonornyeckoe nccnenosaHne 6uomarepunana cockoboB ByrnbBbl U

Bnaranva, Kpome Lierikn maTtkm (okpawwmsaHue no MNanaHukonay, Pap-TecT) 1550
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Ll,VITOJ'IOI'M‘-IeCKOG nccenenosaHmne 6momaTepV|ana LIENKM MaTKn (OKpaLIJVIBaHVIe

no MNananwukonay, Pap-TecT) (Cytological Examination: Cervix, Pap-test) 2 250
500 LinTonornyeckoe nccnegosaHne Matepmana, nony4eHHOro Npu Xmpypruyecknx

BMeLLaTenbCTBax U Apyrnx cpoyHbIx nccnegosaHusax (Cytological Examination

of Material Obtained during Surgical Procedures and Other Urgent Research) 1250
510b Lintonornyeckoe nccnegosaHme nyHKTaTa WMTOBUOHON Xenesbl C onMcaHnem

no TepmmHonornyeckon knaccudpukaumm betrecaa (The Bethesda System for

Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA)) 1 000
512 LinTonornyeckoe nccnegosaHue cockoba (Maska) cnmanctor 060noyku

nonoctu Hoca (ogHa nokanu3auus) (Cytological Examination: Scrapings

(Smear) of Nasal Mucous Membrane (1 Localization)) 1250
505b Lintonornyeckoe nccrnegoBaHve anUTENnst LLENKA MaTku C onNMcaHnem no

TepMuHorornyeckon cucteme berecaga 1 000
547 Lintonornyeckoe n MMMyHOLIMTOXMMNYECKOE UCCregoBaHne ¢ MapKkepamu

p16INK4a un Ki-67 gna nogreepxaeHns Aucnnasnm B Maskax Crim3ncton

LUEVKN MaTKM 10 850
3156 Lintomeranosupyc, konnyectseHHoe onpegenexrve OHK (Cytomegalovirus,

DNA) B CbIBOPOTKE KPOBU 600
66628 Yaw nuctoson (f222) IgE, ImmunoCAP 1000
66641 YecHok (f47) IgE, ImmunoCAP 1000
1633 Oseponumyc (Everolimus) 3850
409 OHTEpOBUPYC, BbISIBNEHWE aHTUreHa B kane, UMMyHoxpomMaTtorpadus

(Enterovirus, One step rapid immunochromotographic assay, antigen, stool) 1700
6875F49 Aénoko (f49) IgE, ImmunoCAP 1150
690713 Ap ocbl 06bIkHOBEHHOM (i3) IgE, ImmunoCAP 1150
690612 Ap ocbl natHuctom (i2) IgE, ImmunoCAP 1150
690511 Ap nyensl megoHocHoM (i1) IgE, ImmunoCAP 1150
6910175 An wepwHs (i75) IgE, ImmunoCAP 1150
6836F1 Anynbin 6enok (f1) IgE, ImmunoCAP 1150
6837F75 Anynbin xxenTok (f75) IgE, ImmunoCAP 1150
66629 Aumensb (f6) IgE, ImmunoCAP 1000
24/3 JlabopamopHasi duazHocmuka KOJ1
22.9.A18|A27.05.061.034 |"HacneacTBeHHble HapyLLUEHWUS PENPOAYKTUBHOW CUCTEMbI" (BEHO3HAs KPOBb;

3aKnoyeHne Bpaya - NabopaTopHOro reHeTrKa No UccrnegoBaTenLCKoMy

oTyeTy) 50 400
22.9.A22|A27.05.061.024 |"MepBUYHbIA UMMYHOA4EMVLMT N HacneacTBeHHblIE aHemMun" (BEHO3Has KPOBb;

3aKMYeHne Bpaya - nabopaTtopHOro reHeTuKa no nccregoBaTenbCkoMy

oTyety) 50 400
10.0.D8.3A09.05.035.001 [**BakTtepuumgHas aktuBHocTb kKposu (BURST) 6 150
14.8.A2.9A26.08.001.001 [**MoceB Ha andtepunHyto nanoyky (Corynebacterium diphtheriae, BL)

*B3siTne Guomartepumana ocyLecTBASAETCA NO CeayoLWmMM QHAM:

noHeaenbHWK, BTOPHUK, cpeaa, Yeteepr Ao 19:00, BockpeceHbe o 14:30 1650
10.0.D2.2A12.30.012.007.0Q **daroTecT 2 250
22.6.A2.2B03.019.001.001 |**LjutoreHeTnyeckoe nccnegoBaHue KNeTok KOCTHoro mosra (metogom FISH) 15 050
7.4.D9 |B03.016.022.001 [*17-keTOCTEpPOMAbI (QHOPOCTEPOH, aHAPOCTEHANOH, A3A, 3TMOXONAHOMOH,

3NMaHOpPOCTEPOH, TECTOCTEPOH, COOTHOLLEHNE aHAPOCTEPOH/3TUOXONAaHONOH,

COOTHOLLUEHNE TECTOCTEPOH/3aNUTECTOCTEPOH) 4 400
7.6.D3.20A09.05.205.003 |*C-nenTug nocne Harpy3ku (1 yac cnycrs) 1 050
7.6.D4.20 A09.05.205.002 [*C-nenTtung nocne Harpy3ku (2 4ac cnycrs) 1 050
18.1.A8.4/A09.28.059.004 |*Ankoronb B Mo4ye 2 300
4.4.D2.20A09.05.023.003 |*Intoko3a nocne Harpy3sku (1 yac cnycTs) 350
4.4.D03.20A09.05.023.004 |*Imioko3a nocne Harpysku (2 Yyaca cnycTs) 350
14.12.A1/A26.05.016.001.0(0*OncbakTepnos c onpegeneHnem YyBCTBUTENbHOCTU K aHTMONOTUKAM 1

OakTepuocharam 2 850
14.12.A2|A26.05.016.001.0(*Oucbaktepros c onpegeneHmem YyBCTBMTENBHOCTU Kk BakTeprodaram 2 400
13.14.A5|A26.19.067.002 |*OHK Bo3byauTensa ncesgoTybepkynesa (Yersinia pseudotuberculosis) 600
7.6.D1.20A09.05.056.004 |*MHcynuH nocne Harpy3ku (1 yac cnycts) 1 050
7.6.D2.20A09.05.056.002 |*MHcynuH nocne Harpysku (2 4aca cnycTs) 1 050
22.6.A1.2A12.05.013.066 |*MccnepoBaHue kapuotuna (KapuotTunupoBaHune) 9100
22.6.A3.2/A08.30.029.003 |*KapwuoTun c abeppaunsimm 9800
7.4.D5.20A09.05.143.001 |*KaTtexonamuHbl KpOBU (agpeHanuH, HopagpeHanvH, 4oamMnH) U CEPOTOHUH 3350
7.4.D06.40A09.05.143.002 |*KaTexonamwuHbl KpOBM (agpeHanuH, HopagpeHanuH, 4odaMuH), CEPOTOHUH 1

nX MeTabonuTbl B MoYe (BaHUNMNMUHAAMNbHASA KUCNOTa, rOMOBaHUNMHOBAs

KMcnoTa, 5-rnapoKCUMHOONYKCYyCHas KUCNoTa) 4 250
7.4.D1.40A09.28.034.004 [*KaTtexonamuHbl Mo4n (agpeHanvH, HopagpeHanuH, 4odamunH) 3 350
7.4.D02.40A09.28.034 *KatexonamuHbl MoYM (agpeHanuH, HopagpeHarnuH, 4odamuH) 1 nx

MeTabonuThbl (BaHUNUIMUHAANBHASA KUCNOTa, TOMOBaHWUIIMHOBAS KUCMOTA,

5-rmapoKCMMHAONYKCYCHast KUCnoTa) 6 050
1.0.D02.20B03.016.002.004 |*KnuHuyeckuin aHanua KpoBm C nerikouutapHow copmynoin (5DIFF) (BeHo3Has

KPOBb) 500
10.0.A8.2A12.06.002.001  |*KpuornoGynuHel 1400




7.4.D3.40

A09.28.034.005

*MeTabonuTbl KaTEXONaMUHOB B MOYe (BaHVIJ'IVIJ'IMVIH,D,aJ'IbHaH KMCNoTa,
roMOBaHUITMHOBasA KMUCnoTa, 5-FVI£I,pOKCVIMHLI,OJ'IyK0yCHaF| KVICJ'IOTa)

3 350

5.0.D8.40

A09.28.034.001.0(

*Obwue meTaHedprHbI 1 HOpMeTaHePUHbI

3400

12.21.D1

A26.05.020.004

*OpHoBpemeHHoe onpeaenerne [HK Bupyca renatuta B, PHK Bupyca
renatuta C, PHK BUY | Tuna.

3 600

7.3.A6.20

A09.05.249

*InaueHTapHbIV NakToreH

850

14.7.A1.9

A26.05.001

*MNoceB KpPOBU Ha CTEepUInbHOCTbL C onpeaeneHmnem 4yBCTBUTENbHOCTU K
aHTMBMOTMKaM (Ka‘-leCTBeHHoe onpegeneHne Hann4na MVIKpOOpI'aHVISMOB)

2800

14.6.A3.9

A26.28.003.002

*MNMoceB MOYM Ha MMUKPOIOPY C onpeaeneHmem YyBCTBUTENBHOCTU K
OCHOBHOMY CMEKTPY aHTMBUOTUKOB U BakTepuodaram, B T.4. kKaHamaa

2000

14.6.A1.9

A26.28.003.004

*MNMoceB MOYM Ha MMUKPOIOPY C onpeaeneHmem YyBCTBUTENBHOCTU K
OCHOBHOMY CMEKTPY aHTMBUOTUKOB, B T.4. KaHAUAA

1700

14.6.A4.9

A26.28.003.003

*MNMoceB MOYM Ha MMKPOIOPY C onpeaeneHmem YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CNEKTPY aHTMBMOTIUKOB M GakTepuodaram, B T.4. KaHaUAa

2750

14.6.A2.9

A26.28.003.001

*MNMoceB MOYM Ha MMUKPOIOPY C onpeaeneHmem YyBCTBUTENBHOCTU K
pacLUMPeHHOMY CNEKTPY aHTUBMOTUKOB, B T.4. KaHAMAA

2250

14.12.A5.

A26.01.001.004

*INoceB Ha 3on0TucTbIN cTacunokokk (Staphylococcus aureus) ¢
onpegeneHnem YyBCTBUTENbHOCTY K aHTUBUOTMKaM

1200

14.1.D33

A26.21.004.001

*MNoceB Ha Mykonnasmy u ypeannasmy (Mycoplasma hominis, Ureaplasma
species) c onpefeneHnemM YyBCTBUTENBHOCTM K aHTMBMOTNKaM

2200

14.3.A3.9

A26.30.029.002

*INoceB Ha MUKpodiopy OTAENSeMOro ApYrMx OpraHoB 1 TKaHew ¢
onpeaeneHnemM 4yBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUONOTUKOB 1
bakTepuodaram, B T.4. KaHamaa

2000

14.3.A1.9

A26.30.029.001

*INoceB Ha MUKpOGNOpY OTAENAEMOro Apyrux OpraHoB U TKaHeW ¢
onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTMOMOTHKOB, B T.4.
KaHamaa

1750

14.3.A4.9

A26.30.029.004

*INoceB Ha MUKpodiopy OTAENSeMOro ApYrMx OpraHoB 1 TKaHew ¢
onpeaeneHnemM 4yBCTBUTENBHOCTM K pacLUMPEHHOMY CMNEKTPY aHTUOUOTMKOB 1
bakTepuodaram, B T.4. KaHamaa

2750

14.3.A2.9

A26.30.029.003

*INoceB Ha MMKPOGNOpY OTAENAEMOro Apyrmx OpraHoB U TKaHeW C
onpegeneHnem YyBCTBUTENbHOCTU K PACLLMPEHHOMY CMEKTPY aHTMBMOTHKOB, B
T.4. KaHgMaa

2500

14.5.A3.9

A26.26.004.003

*MoceB Ha MUKPOIIopy OTAENSAEMOrO KOHbIOHKTUBLI C ONpeerieHneM
YYBCTBUTENbLHOCTU K OCHOBHOMY CMEKTPY aHTMBMOTMKOB U GakTepuocharam, B
T.4. KaHOuaa

2150

14.5.A1.9

A26.26.004.001

*MoceB Ha MUKPOIIOpY OTAENSAEMOrO KOHbIOHKTUBLI C ONpeerieHneM
YYBCTBUTENbHOCTW K OCHOBHOMY CMEKTPY aHTMBUOTMKOB, B T.4. KaHAuAa

1750

14.5.A4.9

A26.26.004.004

*MNoceB Ha MMKPOMIIOPY OTAENAEMOro KOHbIOHKTUBLI C OnpeaeneHnem
YYBCTBUTENMBHOCTU K PACLUMPEHHOMY CNEKTPY aHTMBUOTMKOB 1
GakTepuodaram, B T.4. KaHamaa

2750

14.5.A2.9

A26.26.004.002

*INoceB Ha MVIKpOd)J'IOpy oTaenAaAemMoro KOHbOHKTUBBI C onpegeneHnem
HYYBCTBUTEJIbHOCTU K pacLUMpPEeHHOMY CNeKTpy aHTUMBMOTMKOB, B T.4. KaHaMAA

2500

14.4.A3.9

A26.09.010.006

*MNoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnemMm
YYBCTBUTENbLHOCTU K OCHOBHOMY CMEKTPY aHTMBMOTMKOB U GakTepuocharam, B
T.4. KaHOuaa

2000

14.4.A1.9

A26.09.010.008

*MNoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeaeneHnemM
YYBCTBUTENbHOCTW K OCHOBHOMY CMEKTPY aHTMBUOTMKOB, B T.4. KaHAuAa

1750

14.4.A4.9

A26.09.010.007

*MNoceB Ha Mmykpodnopy otaensemoro JIOP-opraHoB ¢ onpeaeneHvem
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTUOMOTUKOB 1
6akTepuodaram, B T.4. KaHamAa

2750

14.4.A2.9

A26.09.010.005

*INoceB Ha Mykpodnopy otaensemoro JIOP-opraHoB ¢ onpeaeneHvem
YYBCTBUTENMBHOCTU K PACLUIMPEHHOMY CMEKTPY aHTMBMOTHKOB, B T.4. KaHAMAa

2500

14.11.A3.

A26.21.014.004

*IMoceB Ha MUKPOIIOpYy OTAENSIEMOrO YPOreHUTanbHOro TpakTa XeHLMHbI C
onpeneneHnem YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1
Gaktepuodaram, B T.4. kaHamaa

2000

14.11.A1.

A26.21.014.010

*MoceB Ha MUKPOGIIOPY OTAENAEMOrO YPOreHUTaNbHOIO TPaKTa XEHLUMHbI C
onpeaeneHmem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUGKUOTMKOB, B T.4.
KaHamza

1750

14.11.A4.

A26.21.014.005

*IMoceB Ha MUKPOIIOpYy OTAENSIEMOrO YPOreHUTanbHOro TpakTa XeHLMHbI C
onpegeneHnem YyBCTBUTENbHOCTY K PACLUIMPEHHOMY CMEKTPY aHTUBMOTUKOB 1
Gaktepuodaram, B T.4. kaHamaa

2750

14.11.A2.

A26.21.014.003

*MoceB Ha MUKPOGIIOPY OTAENAEMOrO YPOreHUTaNbHOIO TPaKTa XEHLUMHbI C
onpeaeneHMem YyBCTBUTENBHOCTM K paCLLUMPEHHOMY CNEeKTpy aHTUBMOTUKOB, B
T.M. KaHAUAa

2500

14.2.A3.9

A26.21.014.007

*IMoceB Ha MUKPOIIOpY OTAENAEMOrO YPOreHUTanbHOro TpakTa MyXX4YuHbI C
onpegeneHnem YyBCTBUTENbLHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1
Gaktepuodaram, B T.4. kaHamaa

2000

14.2.A1.9

A26.21.014.011

*MoceB Ha MUKPOGIIOpY OTAENSAEMOrO YPOreHUTanbHOro TpakTa My>X4uHbI C
onpeaeneHMem YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUGHUOTMKOB, B T.4.
KaHamza

1750

14.2.A4.9

A26.21.014.008

*IMoceB Ha MUKPOIIOpY OTAENAEMOrO YPOreHUTanbHOro TpakTa MyXX4YuHbl C
onpegeneHnem YyBCTBUTENbHOCTY K PACLUIMPEHHOMY CMEKTPY aHTUBMOTUKOB 1
GakTtepuodaram, B T.4. kaHaMaa

2750




14.2.A2.9

A26.21.014.006

*IMoceB Ha MUKPOIIOPY OTAENAEMOrO YPOreHUTanbHOro TpakTa MyX4YuHbl C
onpegeneHnem YyBCTBUTENLHOCTU K PaCLUIMPEHHOMY CMEKTPY aHTMBMOTUKOB, B

T.4. KaHOnga 2 300
14.8.A1.9A26.01.001.002 |*MoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢

onpefeneHnem YyBCTBUTENbHOCTU K aHTUOMOTMKaM 1400
12.18.A1]|A26.05.021.001 [*PHK BWY | Tvna 3450
12.18.A2|A26.05.021.005 [*PHK BWY | Tna, Konn4yectBeHHO 7 600
5.0.09.40A09.28.034.003 |*CBobGoaHble MeTaHedPUHBbI U HOPMETAHEPUHBI 3200
7.3.A8.20/A12.05.110 *Tpodhobnactmyeckuin 6eta-1-rmmKonpoTemnH 350
23.4.A14|A09.05.221 1,25-aurngpokcmxonekansumdgepon sutammH D3 3050
6.1.04 |B03.016.006.003 |2-x cTakaHHasi npoba mMmoun 600
4.9.A8.201A09.05.235 25-OH ButamnH D, cymmapHbIv (kanbumndepon) 2 250
23.4.A16|A09.05.235.003 [25-rmgpokcuxonekansumdepon sButammH D3 3200
23.4.A15|A09.05.235.002 [25-rmgpokcuaprokansumdepon sutammH D2 3200
6.1.05 |B03.016.006.002 |3-x cTakaHHasi npoba moun 700
17.71.A1]|A09.05.118.513 |Alternaria alternata, anneprokomnoHeHT, m229 rAlt a1 3450
1.1.A14.2A27.30.153 AML1-ETO - (8;21), konuu. 7 600
20.0.A3 |A27.30.070.001 |[BCR-"ABLp230 t(9;22), kon." (bcr-ablp230 t(9;22), kon.) 10 350
1.1.A11.2|A27.30.070.002 [BCR-ABL p190 — #(9;22), kayecT. 4 350
1.1.A12.2A27.05.017.006 |BCR-ABL p190 — (9;22), konuu. 5050
20.0.A1 |A27.05.017.004 |BCR-ABL p210 £(9;22) kon. (b2a2/b3a2 cymmapHo) 5250
20.0.D1 |A27.05.017.005 |BCR-ABLp210 t(9;22), kau. (b2a2/b3a2 cymmapHo) 4 300
7.6.A2.20/A09.05.205 C-nentug 1050
17.17.D1|B03.002.004.054 [IgG4 k nuweBbIM annepreHam (88 annepreHoB/MUKCTOB):

(6enoK ANYHBIA, MOMOKO KOPOBbE, TPECKa, MyKa MLIeHNYHas, MyKa pXXaHasi,

MyKa OBCSIHasl, pUC, KyHXYT, Myka rpeyHeBas, ropox, apaxuc, 606bl coesble,

opex rpeukun, PyHAYK, MUHAanb, cenbib, openb, KpeBeTKN, ToMaT, CBUHMHA,

roBsagunHa, 6aHaHbl, rpyLla, MOpKOBb, anenbCyH, MaHaapuH, kaptodens,

kanycta 6enokoyaHHas, 19 200
8.0.A23.2B03.027.007.003 |MCA (MyunHOnoaoGHbIN pako-acCoLMMPOBaHHbI aHTUMEH) 2 300
1.1.A1.200A27.30.090.002 |PML-RARA 1un ber 1-2 — t(15;17), kayecT. 4 350
1.1.A2.20/A27.30.090.004 |PML-RARA 1un ber 1-2 — t(15;17), konny. 7 450
1.1.A3.20/A27.30.090.003 |PML-RARA 1u1n ber 3 — t(15;17), kavecr. 4 200
10.2.D3 |A12.26.002.007 |TB-depoH TecT (IGRA- TecT, gnarHoctuka Tybepkynesa) 5 850
50.0.H13¢{B03.014.008 TORCH-komMnnekc ¢ aBUaHOCTbIO 5600
50.0.H33|B03.014.007 TORCH-komnnekc, 6a3oBbii 5850
50.0.H28|B03.014.009 TORCH-komMnnekc, paclumpeHHbIn 6 550
50.0.H86|B03.014.006 TORCH-koMnneKc, CKpUHWUHT 2600
17.60.A1¢A09.05.118.343 |A6pukoc IgE (ImmunoCAP), f237 1300
17.40.A1(A09.05.118.001 |A6pukoc IgE, F237 750
17.50.A1(A09.05.118.227 |AGpwukoc IgG, F237 750
50.0.H77]A26.06.071.003 |ABuaHocTb IgG K BMpPYCYy KpacHyxu (BKMNOYaET onpegeneHme aHTuTen K Bupycy

KpacHyxu, 1gG) 1150
50.0.H75]A26.06.046.002 |AsuaHocTb IgG k BMpycy npocToro repneca |, |l Tunos (Herpes simplex virus |,

II) (BkntovaeT onpegeneHne aHTUTEN K BUpPYCy npocToro repneca |, [l Tunos,

1gG) 950
50.0.H76]A26.06.029.003 |AsuaHocTb IgG k Bupycy dnwTeriHa-bapp (Epstein-Barr virus) (Bkntovaet

onpegeneHne aHTUTEN K KancuaHoOMYy aHTUreHy Bupyca dnwTternHa-bapp, 19G) 950
50.0.H78|A26.06.081.003 |AsuaHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntovaeT onpegenexune

aHTuUTen K Tokconnasme, 1gG) 950
50.0.H74|A26.06.022.003 |AsugHocTb IgG k untomeranosumpycy (Cytomegalovirus) (Bknioyaet

onpegeneHne aHTUTen K uutomeranosupycy, IgG) 850
17.60.A1¢A09.05.118.347 |Asokago IgE (ImmunoCAP), f96 1300
17.40.A1(A09.05.118.002 |Asokago IgE, F96 750
17.50.A1(A09.05.118.228 |Asokapo IgG, F96 750
7.4.A1.20/A09.05.067 AOpPEHOKOPTUKOTPOMHbLIV ropMoH (AKTTI) 1000
17.13.A8|A09.05.118.470 |AsntpommuuH IgE, C194 1250
17.3.A1 |A09.05.118.136 |Akauus (Acacia species) IgE, T19 750
4.1.A1.200A09.05.042 AnaHvHamuHoTpaHcdepasa (ANT) 350
17.29.H9|B03.002.004.081 |Anneprokomnnekc "Actma/PunuT, B3pocnble" (bepesa 6opogasyaras IgE t3,

Tumodbeeska nyrosas IgE g6, MonbiHb IgE w6, AMBpo3uns Beicokas IgE w1,

MnecHeBbI rpub (Alternaria alternata) IgE m6, Kowka, nepxotb IgE e1,

Cobaka, nepxotb IgE €5, Knew, gomawHen neinu D. pteronyssinus IgE d1) 14 150
17.29.H1(B03.002.004.082 |Anneprokomnnekc "Actma/PunuT, getn" (AnyHbii 6enok IgE 1, Monoko IgE

f2, Bepesa 6opogas4yartas IgE t3, Tumodeeska nyrosas IgE g6, MonbiHb IgE

w6, Kowlka, nepxotb IgE e1, Cobaka, nepxoTtb IgE €5, Knew gomaluHew nbinm

D. pteronyssinus IgE d1) 14 150
17.29.H11B03.002.004.083 |Anneprokomnnekc "Ok3ema" (AnuHbin 6enok IgE f1, Monoko IgE f2, Tpecka

IgE f3, MweHwnua IgE f4, Apaxuc IgE 13, Cos IgE 14, KpeseTka IgE 24,

Kowka nepxotb IgE e1, Cobaka, nepxotb IgE €5, Knewy gomaluHen nbinm D.

pteronyssinus IgE d1) 14 150




50.0.H19

B03.002.004.106

Anneprokomnnekc «lMuwesas anneprusa» IgE (ImmunoCAP) (AnyHbin 6enok
f1, Monoko f2, Tpecka f3, Mwenwnua f4, Apaxuc f13, Cos 14, dyHayk f17,
Kpesetka 24, MNepcuk f95)

8 900

50.0.H19;

B03.002.004.109

Anneprokomnnekc «lporHos aggekTneHocT ACUT BykoLuBeTHble AepeBbsa»
IgE (ImmunoCAP) (bepesa anneprokomnoHeHT, t215 rBet v1 PR-10, bepe3sa
anneprokomnoHeHT, 221 rBet v2, rBet v4)

6 600

50.0.H19

B03.002.004.110

Anneprokomnnekc «lMporHo3 acpdekTmeHocTv ACUT: 3nakosble Tpasbi» IgE
(ImmunoCAP) (TumodeeBka nyrosasi anneprokomnoHeHT, g213 rPhl p1, rPhl
p5b, TumodeeBka nyrosas, anneprokoMmnoHeHT, g214 rPhl p7, rPhl p12)

6 600

50.0.H19

B03.002.004.111

Anneprokomnnekc «lMporHos acpdpekTnBHocTM ACUT: CopHble Tpasbl» IgE
(ImmunoCAP)

(AMBpo3us, anneprokoMmnoHeHT, w230 nAmb a1, MonbiHb, anneprokOMMNOHEHT,
w231 nArt v1, MonbiHb, anneprokomnoHeHT, w233 nArt v3, TumodeeBka
nyrosas, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12)

13 700

17.35.D14

B03.002.004.004

Anneprokomnnekc neguatpudeckuin Ne4, Ige, N®A: knew Derm.pteronyssinus,
knew, Derm.farinae, 6epesa, cmecb Tpas, KoLlka, cobaka, Alternaria alternata,
KOpPOBbLE MOJSIOKO, a-NnakTansbyMuH, b-nakTornobynunH, KazeuH, an4yHbli 6enok,
SMYHbIV XKEeNTOK, Obl4Min CbIBOPOTOYHLIN anbbymunH, coeBble 600bI, MOPKOBb,
KapTodpenb, nweHnyHaa myka, yHayK, apaxuc

7 650

17.35.H4

B03.002.004.121

Anneprokomnnekc negunatpudeckun Ned, IgE, UXTIA: knew, Derm.
pteronyssinus, knew, Derm.farinae, 6epe3a, cMech TpaB, Kowka, cobaka,
Alternaria tenuis, kopoBbe MOMOKO, a-nakTanbbymMuH,b-naktornobynuH,
Ka3euH, AnYHbIN GenokK, ANYHbIN XENTOK, roBsiAnHa, coeBble 606bI, MOPKOBb,
kapTodenb, NweHnYHas Myka, yHAyK, apaxuc

17.35.D6

Anneprokomnnekc neguatpudecknn RIDA-screen Ne4, IgE

6 150

17.29.H3

B03.002.004.078

Anneprokomnnekc nepea BakumHauuen (Opoxoku nekapckue f45, Anuo 245,
TpunTasa)

7 250

17.35.D1

B03.002.004.005

Anneprokomnnekc nuweson Ne3, IgE, NDA: dpyHayK, apaxuc, rpeLkmin opex,
MUHAAsbHbIA OpeX, KOPOBLE MOOKO, SIMYHbIA BEMNOK, AUYHBIN XENTOK, KasewnH,
kapTodenb, cenbaepen, MOPKOBL, TOMaThl, Tpecka, kpab, anenbCcuH, a65oko,
NweHnYHasa MyKa, pxxaHas Myka, KyHXyT, coeBble 600bl

7 650

17.35.H3

B03.002.004.120

Anneprokomnnekc nuweson Ne3, IgE, NXJTA: dpyHAayK, apaxuc, rpeLkmn opex,
MUHAASbHbIA OpeX, KOPOBLE MOSOKO, SIMYHbIA BENOK, AUYHBIN XENTOK, KasewnH,
kapTodenb, cenbaepen, MOPKOBL, TOMaThl, Tpecka, kpab, anenbCcuH, a6moko,

NweHnYHasa MyKa, pxxaHas Myka, KyHXyT, coeBble 600bl

17.35.A1

B03.002.004.006

Anneprokomnnekc nuweson PROTIA (Kopes), IgE, 60 annepreHos: o6wmn
IgE, nomawHss neinb, O. pteronyssinus, O. farinae, anutenuii KoLWwkKn, NepxoTb
cobaku, A4YHbIA Benok, MONoKo, TapakaH, apaxuc, coeBble 600bI, NWeHnUa,
onbxa, 6epesa, oy, ambpo3uns Bblicokasl, XMefb, NonbiHb, Alternaria alternata,
Cladosporlum herbarum, Aspergillus fumigatus, kpabbl, KpeBeTkM, CKyMbpus,
poxb, CCD, nepcuk, A6noko, KyHXyT, Tpecka, cMecb (TyHel, N0CoCk), CMeCb
(kambana, aH4oyc (xamca), canga), cmecb (nobctep, kanbmap), yropb, CMeCb
(Myaun, ycTpuubl, MOPCKON MOMNIOCK, rpebeLLok), Kykorka wwenkonpsaaa,
CBMHWHa, roBsiAvHa, KypuHoe Msico, 6apaHuHa, ceblp Yeaaep, Myka siuMeHHas,
puvc, MyKa rpeyHeBasi, Nekapckue Apoxcky, KyKypy3a, MOpKOBb, KapToderb,
cMecb (YeCHOK, Nyk), cenbaepew, orypew, ToMaThbl, anefnbCuH, KnyoHuka,
cMecb (kuBW, MaHro, 6aHaH), KawTaH, rpeLk1n opex, pyHayK, cMecb
(MWMHOanb, KegpoBbI OpeX, MOACONHEYHUK), Kakao

10 300

17.35.D7

Anneprokomnnekc nuwieson RIDA-screen Ne3, IgE

6 150

17.29.A4

B03.002.004.079

Anneprokomnnekc npegonepauunoHHbivi IgE (ImmunoCap) (TpunTtasa,
KenatuH kopoBuwn c74, Jlatekc k82, XnoprekcnauH c8)

8 950

17.29.H8

B03.002.004.080

Anneprokomnnekc npu actMme/puHuTe B3pocnble (Kowka,anutenun n nepxoTb,
e1, Cobaka, nepxotb, €5, Knewy gomaiuHen noinu,d1, TumodeeBka nyrosas,
g6, bepesa 6opogasuartas, t3, MNMonbiHb, W6, Kypuua, nepbs, €85, Tonone, t14)

13 400

17.29.H7

B03.002.004.113

Anneprokomnnekc npu actme/puHuTe getun (Kowwka,anutenui n nepxotb, e1,
Cobaka, nepxoTb, €5, Knew, gomaiuHen neinu,d1, Tumodeeska nyrosas, go,
Bepesa 6opoaaryaras, t3, MNMonbiHb, w6, Apaxuc, 13, AvdHbin 6enok, f1,
Monoko, f2)

13 700

17.35.A1

B03.002.004.010

Anneprokomnnekc npuv atonun y geten n Bapocnbix PROTIA (Kopes), IgE, 44
annepreHa: obwuii IgE, an4HbIN 6enoK, ANYHBIA XXEeNTOK, MOJOKO,
anbda-nakroansbyMuH, 6eTa-nakTornobynuH, KasevH, apaxumc, 3eneHbin
ropoLuek, coeBble 600bl, Opex rpeLkunii, CBUHMHA, roBAguHa, KypuHoe MSCo,
Tpecka, ckymMopusi, Kpabbl, KDEBETKM, MOPCKOWM MOSIIIOCK, KyKOmKa
Lenkonpsiaa, nwexHuua, nekapckme OpoXokun, puc, kaptodenb, Nepeuk,
a6noko, JoMaluHaAsA Nbinb, D. pteronyssinus, D. farinae, TapakaH, anutenuin
Kowkn, nepxoTb cobakm, Candida albicans, Ttricophyton rubrum, Aspergillus
fumigatus, Penicillium notatum, Alternaria alternate, Staphylococcal
enterotoxin b, cmecb (6epésa, onbxa), Ay, cMeCb 3nakoBbIx Tpas, ambpo3us,
nonbiHb, XMerb

7 650

17.29.H4

B03.002.004.114

Anneprokomnnekc npu ak3eme (Kowka,anutenuin n nepxotb e1, Cobaka,
nepxoTb €5,

AnyHbii 6enok f1, Monoko 2, Mwennua f4, Cos f14, Tpecka f3, Knewy
gomaluHer noinv d1, Knew, gomawuHern neinu d2)

11 500

17.29.H6

B03.002.004.115

Anneprokomnnekc npu ak3eme-2 (Kowwka,anutenuin n nepxotsb, e1, Cobaka,
nepxoTb, €5, Knew gomawHen noinu,d1, AndHbii xxenTok, f75, AndHbin 6enok,
f1, Monoko, 2, Mwenunua, f4, Cos, f14, Tpecka, f3, Kakao, f93)

15 350




17.35.A2

B03.002.004.011

Anneprokomnnekc pacwmpeHHbin PROTIA (Kopes), IgE, 91 annepreH: obwui
IgE, aomawuHss neinb, D. pteronyssinus, D. farinae, anutenuii Kowkn, NepxoTb
cobaku, AnYHbIN 6enok, MonoKo, TapakaH, apaxuc, coeBble 600bl, NeHnLa,
onbxa, 6epésa, ay6, ambpo3ms BbICOKas, XMerb, NonbiHb, Alternaria alternate,
Cladosporium herbarum, Aspergillus fumigatus, kpabbl, KpeBeTkMn, CKyMbpus,
poxb, CCD, nepcuk, a6noko, kyHxyT, Acarus siro, Tyrophagus putrescentiae,
cMecb (KOMOCOK AyLUMCTbIN, exa cbopHasi, TPOCTHUK OObIKHOBEHHbIW,
noneswuua), CBMHOPOW Naneyatbii, TumModeeska, Penicillium notatum, Candida
albicans, newmHa obbIKHOBEHHAsi, MacnMHa eBponeiickas, nnaTtaH, nea benas,
TOMNorb, iceHb GenbIi, cocHa Genas, SNOHCKMI Keap, akauusi, HUBSHUK
(NONOBHKK), 0OAYBaHYMK, MOAOPOXHWK, 30MbHUK, 30M0TAPHMK, aMapaHT, NnaTekc,
NYenuHbIA 94, OCUHBIA 4, CMECh (MbILWb, KpbiCa), KPONUK, MOpPCKasi CBMHKA,
ANMTENui OBLbl, XOMSIK, NoLwab, Tpecka, CMecb (TyHeL, N10CoCb), CMeCb
(kambana, aH4oyc (xamca), canga), cmecb (nobcTep, kanbmMap), yropb, CMeCb

(Myaun, ycTpuubl, MOPCKON MONOCK, rpebeLu 12 800
17.35.D1]B03.002.004.009 |Anneprokomnnekc pecnupatopHbin Ne2, IgE, N®A: knewy Derm.pteronyssinus,

knew, Derm.farinae, onbxa, 6epe3a, newuHa, oy6, cMecb TpaB, POXb, MOMbIHb,

NOJOPOXHUK, KOLLKA, Nowaab, cobaka, MopcKkasi CBUHKa, XOMSIK, KPOMUK,

Penicillium notatum, Cladospor.herbarum, Aspergillus fumigatus, Alternaria

alternata 7 650
17.35.H2|B03.002.004.119 |Anneprokomnnekc pecnupatopHbiin Ne2, IgE, NXJTA: knewy Derm.

pteronyssinus, knew, Derm.farinae, onbxa, 6epesa, newwHa, gy6, cmMecb Tpas,

POXb, NOMbIHb, MOAOPOXHWMK, KOLLKA, Nowwaab, cobaka, Mopckas CBUHKa,

XOMSIHOK, KPOSUK, CMECH ansnepreHoB nineceHu
17.35.A21B03.002.004.012 |Anneprokomnnekc pecnupatopHbein PROTIA (Kopes), IgE, 60 annepreHos:

obwui IgE, pomawHss nbinb, O. pteronyssinus, D. Farinae, anutenui koLwku,

nepxoTb cobaku, SuYHbI 6enok, MONoKo, TapakaH, apaxuc, coeBble 6006bl,

nweHunua, onbxa, 6epésa, oy6, ambpo3us Beicokasi, XMernb, NonbiHb, Alternaria

alternata, Cladosporium herbarum, Aspergillus fumigatus, kpabbl, KpeBeTKM,

ckymbpusi, poxb, CCD, nepcuk, sbnoko, kyHxyT, Acarus siro, Tyrophagus

putrescentiae, cmecb (KONOCOK AYLUNCTBIN, exa COopHast, TPOCTHUK

06bIKHOBEHHBIN, NoNeBMLUa), CBMHOPOW NansyaThi, TMModeeka, Penicillium

notatum, Candida albicans, newuHa, macnuHa, nnaTtaH, usa 6enas, Tononsb,

siceHb Genblii, cocHa 6enas, ANOHCKUIA Keap, akauusi, HUBSIHUK (MOMOBHUK),

0fyBaHYMK, NOAOPOXKHUK, 30MbHUK, 30M10TapHUK, amapaHT, faTtekc, NYenuHbIA

A4, OCUHBIV A4, CMECb (MblLUb, KpbICa), KPOMMK, MOPCKas CBUHKA, annMTenun

OBLIbl, XOMSIK, follaab 8 950
17.35.D5 Anneprokomnnekc pecnupatopHbii RIDA-screen Ne2, IgE 6 150
17.35.D11B03.002.004.003 |Anneprokomnnekc cMmewaHHbii Ne1, IgE, MOA: knew, Derm.pteronyssinus,

knew, Derm.farinae, onbxa, 6epe3a, newuHa, cMecb TpaB, POXb, MOMbIHb,

NOJOPOXHUK, KOLLKa, Nowaab, cobaka, Alternaria alternata, snuHbii 6enok,

KOpOBbE MOJIOKO, apaxumc, NECHOW OPeX, MOPKOBb, MLLUEHWYHAs MyKa, COeBbIe

6006bI 7 650
17.35.H1|B03.002.004.118 |Anneprokomnnekc cmewwaHHbin Ne1, IgE, MXJA: knew, Derm.

pteronyssinus,knew, Derm.farinae, onbxa, 6epe3sa, newuHa, cMeCb TpPaB, POXb,

nonbIHb, MOJOPOXHUK, KOLLKA, Nowwagb, cobaka, Alternaria tenuis, sndHbIn

6enok, KopoBbe MOSIOKO, apaxuc, yHOyK, MOPKOBb, MLUEHWYHAs MyKa, COEBbIE

606bI
17.35.D8 Anneprokomnnekc cmewarHbii RIDA-screen Ne1, IgE 5350
17.35.A11B03.002.004.123 |Anneprouun, ALEX2, 300 komnoHeHTOB (BktovaeT onpegeneHune obuwero IgE) 36 300
17.29.A4§B03.002.004.075 |Annepro4yumn, ImmunoCAP ISAC, 112 KOMNOHEHTOB 45 150
4.2.A1.20/A09.05.011 AnbOyMuH 350
7.8.A1.200A09.05.069 AnbaocTepoH 1950
7.8.D02 |A09.05.069.001 |AnbOOCTEPOH-PEHNHOBOE COOTHOLLEHME (BKIIOYAET: anbA0CTEPOH, NPsSIMoe

onpepeneHne peHnHa, COOTHOLLEHNE) 3 050
6.2.A17 |B03.019.012.001 [Anbdba 1-aHTUTPUNCUH B Kane 2 300
4.3.A15.2|A09.05.241 Anbda-2 makpornobynumH 600
4.1.A9.20A09.05.045.001 |Anbda-amunasa 400
5.0.A1.40/A09.28.027 Anbda-ammnnasa moun (guacrasa) 400
17.36.A4|A09.05.118.482 |Anbca-naktansbymuH, anneprokoMnoHeHT, f76 nBos d4 3750
17.45.A9|A09.05.118.059 |Anbda-nakrtoansbymuH IgE, F76 750
17.55.A9|A09.05.118.284 |Anbda-naktoansbymuH IgG, F76 750
8.0.A1.20A09.30.002.001 [Anbda-cpeTonpoteunH (ADI) 750
4.3.A5.201A09.05.073 Anbdal-aHTUTPUNCuH 1000
23.2.A11 |[A09.01.012.001 [AniomunHMI B Bonocax, cnektpomeTtpus (Al) 1200
23.1.A11|A09.05.266.001 |AntomunHUIA B KpOBU, cnekTpomeTpus (Al) 1200
23.3.A11 |A09.28.071.001 [AniomunHMI B MO4e, cnektpomeTpus (Al) 1200
17.25.A14A09.05.118.453 |AMOpo3usa Bbicokas, w1 1400
17.4.A25|A09.05.118.154 |Ambpo3us o6bikHoBeHHasi (Ambrosia elatior) IgE, W1 750
17.4.A27|A09.05.118.155 |Ambposusa cmewaHHas (Heterocera spp.) IgE, W209 750
17.39.A1|A09.05.118.508 |Ambpo3us, anneprokoMmnoHeHT, w230 nAmb a1 4150
4.1.A14.21A09.05.180 AmMnnasa naHkpeartmyeckas 450
5.1.A36 |B03.016.025.002 [AMUHOKMCNOTBLI B MOYe (28 nokasaTenen) 6 550
17.13.A4|A09.05.118.208 |AmokcuumnnuH IgE, C204 1250




17.13.A3|A09.05.118.209 |AmnuumnnuH IgE, C203 1250
6.1.A1.40|B03.016.015 AHann3 moun no 3UMHULIKOMY 600
6.1.02.40B03.016.014 AHanma moun no HeunnopeHko 450
17.13.A1§A09.05.118.217 |AnanbruH IgE, C91 1200
17.60.A1¢A09.05.118.346  |AHaHac IgE (ImmunoCAP), 210 1300
17.40.A1(A09.05.118.003 |AwnanHac IgE, F210 750
17.50.A1(A09.05.118.229 |AHaHac IgG, F210 750
7.2.A14.21/A09.05.147 AHOpPOCTEHAMON [MIOKYPOHUA, 1700
7.2.A7.200A09.05.146 AHApPOCTEHAMOH 1550
13.48.D2]A26.21.036.004 |AHppodbnop 3800
13.48.D1]/A26.21.036.003 |AHapodnop ckpuH 2 600
17.76.A1|A09.05.118.474 |Anusakuga IgE (ImmunoCAP), p4 1400
8.0.A7.20/A09.05.231 AHTtureH CA 15-3 850
8.0.A3.20/A09.05.201 AnTtureH CA 19-9 1050
11.2.A5.2|A26.06.035 AnTureH HBe Bupyca renatuta B (HbeAg) 700
27.1.A5.4A26.28.010 AHTUreH nernoHennsl (Legionella pneumophilla) B moye 2 350
8.0.A10.2/A09.05.298 AHTWreH NnocKokneToqHomn kapunHombl (SCCA) 1400
8.0.A4.20/A09.05.202 AnTtureH CA 125 950
8.0.A16.2/A09.05.232 AHTureH CA 242 1050
8.0.A9.20/A09.05.200 AHTtureH CA 72-4 1250
22.1.A14]A12.05.010.001 |AHTUreH cuctemsl ructocosmectumoctn HLA B51 3150
22.3.A4.21A27.05.041.001 |AHTUreH cuctemsl ructocosmectumoctn HLA B27 3050
3.0.A29.21A09.05.220 AHTUreH cpaktopa BunnebpaHga 1400
22.3.H1.24A27.05.041.003 [AHTUreHbl cuctembl ructocoemectumoctu HLA Il knacc, reHoTunMpoBaHune

(nokycel DRB1, DQA1, DQB1) 7 650
22.3.A2.2/A27.05.041.006 |AHTureHbl cuctemsl ructocosmectumoctu HLA Il knacc: nokyc DQA1 3 050
22.3.A3.2/A27.05.041.007 |AHTureHbl cuctembl ructocosmectumocty HLA Il knacc: nokyc DQB1 3050
22.3.A1.21A27.05.041.005 |AHTUreHbl cuctembl ructocoemectumoctu HLA Il knacc: nokyc DRB1 3 050
9.0.A19.2/A12.06.063 AHTVKepaTuHOBble aHTUTeNna (AKA) 2400
7.2.A13.21A09.05.225 AHTUMmIoNnepos ropmoH (AMI, AMH, MiS) 1800
9.0.D3.20A12.06.037.001 |AHTUHeWTpOdUNbHbIE LMTONNasmatuyeckne aHtutena, IgG (ANCA), Combi 6

(k npoTenHase 3, naktoeppuHy, Muenonepokcuagase, anacrase, katrencuHy G,

GakTepuumgHomMy Gernky, nosbilaoLwemMy npoHuLaemocTs (BPI)) 3650
9.0.D4.20A12.06.010.009 |AHTWHYKMNeapHble aHTUTena, MMMyHOGNOT

(k NRNP/Sm, Sm, SS-A (SS-A HatuBHbIn), SS-B, Scl-70, PM-Scl,

CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-Ro-52, dsDNA, Hykneocomam,

rmctoHam, pubocomansHomy Genky P) 4 400
9.0.A33.2A12.06.010.008 [AHTMHYKNeapHbI hakTop Ha kneTo4Hon nuHun HEp-2 (AH®) 1750
9.0.A25.2/A09.05.054.006 |AHTupeTukynuHoBble aHTuTena IgA, IgG (APA) 1600
9.0.A8.20A09.20.012.001 [AHTMCnEepmarnbHble aHTuTena 1450
4.3.A10.2/A12.06.015 AnTuctpentonuanH-O (ACI0) 450
9.0.D11.2/A12.06.021.003 |AHTUTENa npv NapaHeonnacTU4ecknx cuHgpomMax, MMMyHobnot (k Yo-1, Hu,

Ri, CV2, Ma2, amcducdusmHy) 4 000
50.0.H204A26.06.057.013 |AHTuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,

CLA, pesynbraT Ha aHIMMNCKOM U PYCCKOM S3blKax), KOMWY. 1000
11.57.A14A26.06.057.012 |AHtuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott,

CLWA), konwnu. 1 050
11.57.A1A26.06.057.007 |AHTuTena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (BekTop-becTt, Poccusi) 750
11.57.A14 AHTuTena IgG k kopoHaBupycy SARS-CoV-2 nocne BakumHaumm npenapaTomM

«3nuBakKopoHa» (PBYH ML BE «Bektop», Poccus) 1150
11.57.A5|A26.06.057.008 |AHTuTena IgM k kopoHaBupycy SARS-CoV-2 (Bektop-becT, Poccus) 850
11.57.D1 Antutena IgM/IgG k Bupycy SARS-CoV-2, UXTA 2900
11.2.A6.2|A26.06.038 AnTuTena k HBe-aHTureHy Bupyca renatuta B, cymmapHble (Anti-HBe) 650
11.37.A1.|A26.06.077.002 |AHTuTena k Vi-aHTureHy BobyanTens GptowHoro Tuda (Salmonella typhi) 850
11.51.A1.|A26.06.005.003 |AHTuTena k AgeHosupycy (Adenoviridae), IgA 1100
11.51.A2.|A26.06.005.002 |AHTuTena k AgeHosupycy (Adenoviridae), IgG 1100
11.51.A3.|A26.06.005.001 |AHTuTena k AgeHosupycy (Adenoviridae), IgM 1050
9.0.A81.2/A12.06.021.002 [AHTMTENA K aKkBanopuHy -4 4 400
11.41.A1.|A26.06.026.001 |AHTuTena k amebe anseHTepuiiHon (Entamoeba histolytica), IgG 1100
9.0.A52.21A12.06.065.001 |AHTMTena Kk aHHekcuHy V knacca IgG 2000
9.0.A53.2/A12.06.065.002 |AHTuTEna k aHHeKkcuHy V knacca IgM 2000
9.0.D2.20A12.06.024.003 |AHTWUTENA K @aHTUrEHaAM NEYEHU, MIMMYHOOGIOT (K NMpyBaTAErnaporeHasHoMy

komnnekcy(AMA-M2), mnkpocomam nedeHn n noyvek (LKM-1), untosonsHomy

aHTureHy tuna 1 (LC-1), pactBopumomy aHtureHy nedexm (SLA/LP)) 3450
9.5.D1 |A12.06.024.002 |AHTWUTENA K aHTUreHam neYyeHn, MIMMYHOOMNOT pacLUMPEHHbIN (aHTUTena K

SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-52),

IgG 4700
11.38.A1.|A26.06.087 AHTUTENa K aHTureHam T-numdoTponHeix Bupycos (HTLV) 1 1 2 Tunos 1400
2.0.A4.20/A12.05.008 AHTUTENa K aHTUreHam apuTpoLmMTOB, CymMapHble (B T.4. K Rh-dakTopy,

kpome AT no cucteme ABO) c onpegeneHvem Tutpa 750




17.11.A1]A09.05.118.195 |AHTuTena k ackapugam (Ascaris lumbricoides) IgE, P1 750
11.20.A14A26.06.121.001 |AHTuTena k ackapugam (Ascaris lumbricoides), IgG 1100
9.0.A82.2/A12.06.074 AHTWTENa K aueTUNXonuHoBbLIM peuentopam (AXP) 5350
9.0.A20.2/A12.06.024.001 |AHTuTeNa k GazanbHo MembpaHe knyboyka (BMK) 2250
9.0.A28.2/A12.06.030.007 |AHTuTEna k 6a3anbHon MembpaHe koxu (AMB) 1750
9.0.A77.2/A12.06.051.002 |AHTuTENA K BeTa-2-rmukonpoTemnny, IgG 1450
9.0.A78.2/A12.06.051.001 |AHTuTeEna k 6eTa-2-rmukonpoTtemnHy, IgM 1450
9.0.A18.21A12.06.051 AHTUTENA K 6ETA2-TMMKONPOTEUHY 1550
11.6.A4.2|A26.06.082.002 |AHTuTena k 6negHon TpenoHeme (T.pallidum),cym. 850
11.6.A8.2|A26.06.082.010 |AHTMTENa Kk BriegHol TpenoHeme (Treponema palidum), IgG 700
11.6.A5.2|A26.06.082.009 |AHTUTena Kk 6bnegHon TpenoHeme (Treponema pallidum), IgM 700
8.0.A81.2/A12.06.026.004 |AHTuTENa K GOKaNOBUAHLIM KneTkam kuwevHunka (BKK) 2600
11.24.A2.|A26.06.011.002 |AHTuTena k 6oppenusam (Borrelia burgdorferi), IgG 750
11.24.A1.|A26.06.011.001 [AHTUTena k 6oppenusm (Borrelia burgdorferi), IgM 750
11.24.D2|A26.06.011.005 |AHTuTena k 6oppenusam (Borrelia), IgG (MmMmyHOGMNOT) 2900
11.24.D1|A26.06.011.004 |AHTuTENa Kk 6oppenusam (Borrelia), IgM (nmmyHo6noT) 2600
11.39.A2.|A26.06.012.006 |AHTuTena k 6pyuenne (Brucella ), IgG 600
11.39.A1.|A26.06.012.005 |AHTuTENa Kk 6pyuenne (Brucella), IgA 600
11.49.A2.|A26.06.084.003 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 1050
11.49.A3.|A26.06.084.001 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG 1050
11.49.A1.|A26.06.084.002 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 1050
11.3.A2.2|A26.06.041.003 |AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 700
11.4.A2.2|A26.06.043.001 |AHTuTena K Bupycy renatuta D, IgM (Anti-HDV IgM) 750
11.4.A1.2|A26.06.043.002.0 AHTuTena k Bupycy renatuta D, cymmapHble (Anti-HDV) 850
11.5.A1.2|A26.06.044.002 |AHTuTena K Bupycy renatuta E, IgG (Anti-HEV IgG) 1200
11.5.A2.2|A26.06.044.001 |AHTuTena k Bupycy renatuta E, IgM (Anti-HEV IgM) 1200
11.1.A2.2|A26.06.034.002 |AHTuTeNa K BUpYycy renatuta A, IgG (Anti-HAV IgG) 1000
11.1.A1.2|A26.06.034.001 |AHTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM) 1000
11.3.A3 |A26.06.041 AHnTuTena k Bupycy renatuta C, cym. (Anti-HCV) 750
11.8.A8.2|A26.06.047.001 |AHTuTena k Bupycy repneca VI tuna (Human herpes virus VI), IgG 950
11.40.A2.|A26.06.088.002 |AHTUTeNa K BUpYCY KreLlesoro aHuedanuta, IgG 750
11.40.A1.|A26.06.088.001 |AHTuTeNna k BMpYCY KnewieBoro aHuedanuta, IgM 950
11.46.A1.|A26.06.019.001 |AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 750
11.12.A2.|A26.06.056.001 |AHTuTena k Bupycy kopwu, 1gG 750
11.11.A2.]A26.06.071.001 |AHTMTENa K BUPYCY KpacHyxu, IgG 750
11.11.D1.|A26.06.071.004 |AHTMTENA K BUPYCY KpacHyxu, IgG (MMMyHOGNOT) 3 600
11.11.A1.]A26.06.071.002 |AHTUTENa K BUpYCY KpacHyxu, IgM 750
11.8.A4.2|A26.06.045.005 [AHTUTena K BUpYCy npocTtoro repneca | Tuna

(Herpes simplex virus I), IgM 700
11.8.A5.2|A26.06.045.001 |AHTMTENa K BUpYCY npocToro reprieca | Tuna (Herpes simplex virus 1), 1I9G 950
11.8.A2.2|A26.06.045.004 [AHTUTEna k BupYycy npoctoro repneca |, Il Tunoe (Herpes simplex virus |, I1),

[e]€] 750
11.8.D2.2)A26.06.046.002.0q AHTUTENa K BUpYCY npocToro repneca |, Il Tunoe (Herpes simplex virus |, I1),

IgG (MMMyHOGMOT) 2300
11.8.A1.2|A26.06.045.003 |AHTUTEna k BupYycy npoctoro repneca |, Il Tunoe (Herpes simplex virus |, I1),

IgM 700
11.8.D1.2)A26.06.045.003.0q AHTKTENa K BUpYCY npocToro repneca |, Il Tunoe (Herpes simplex virus |, I1),

IgM (MmmyHOBROT) 2300
11.8.A7.2|A26.06.045.002 |AHTMTENA K BUPYCY npocToro repreca |l Tuna

(Herpes simplex virus 1), 1IgG 850
11.8.A6.2|A26.06.045.006 |AHTMTENA K BUpYCY npocToro repreca |l Tuna

(Herpes simplex virus Il), IgM 750
11.13.A2.|A26.06.112.001 |AHTUTENa K BUpYCY dNMaeMmnyeckoro naporuTta, IgG 1050
11.13.A1.|A26.06.112.002 |AHTUTENa K BUPYCY anuaemmnyeckoro napotuta, IgM 1050
11.10.D2|A26.06.028.002 [AHTuTena K Bupycy dnwrtenHa-bapp (Epstein-Barr virus), IgG (ummyHOGRnOT) 2 300
11.10.D1|A26.06.028.001 |AHTMTENa Kk Bupycy dnwtenHa-bapp (Epstein-Barr virus), IgM (vMMyHOBnOT) 3 350
11.28.A1.|A26.06.104.001 |AHTuTena k Bo3byagutento andrepun (Corynebacterium diphtheriae) 1400
11.32.A1|A26.06.094.002 |AHTuTena Kk Bo3byautento nceegotybepkynesa (Yersinia pseudotuberculosis),

PIrA, Tutp 700
11.28.A2.|A26.06.105 AHTUTENa Kk Bo36yamTento ctonbHsika (Clostridium tetani) 1150
11.33.D1|A26.06.102 AHTUTENa K BO3OYAMTENsIM KOKNtoLwa 1 napakokntowa (Bordetella pertussis,

Bordetella parapertussis), cymmapHbie (PTTA) nonykonnyecTBeHHO 1150
9.0.A23.2/A12.06.025.003 |AHTuTena k rmagkum molwuam (AFMA) 1950
9.0.A14.21A12.06.055.001 [AHTMTERa K rmMuaguHy, IgA 1150
9.0.A15.2/A12.06.055.002 |AHTuTEna K rmmMaguHy, IgG 1150
9.0.A49.2/A12.06.020.004 |AHTuTENa K rNyTamaTaekapbokcunase (GAD) 2600
9.0.A84.2/A12.06.064 AHTuTEna k rmytamatHomy peuentopy NMDA-Tuna 5900
11.47.A2.|A26.06.006.004 |AHTUTena k rpubam (Aspergillus fumigatus), IgG 850
9.0.A1.20/A12.06.010.007 |AHTuTena k gsycnmpansHon JHK (HaTuBHow, a-dsDNA) 950
9.0.A83.2/A12.06.055.004 |AHTMTENa K Ae3aMMHMPOBaHHbLIM NenTuaam anbda-rmuaguHa IgG (AAIN) 1300




8.0.A82.2/A12.06.055.003 |AHTuTENa K e3aMMHMPOBaHHbIM NenTuaam anoda-rmvaguHa IgA (AAIN) 1 300
9.0.A27.21A12.06.030.006 |AHTMTENA K AECMOCOMAM KOXW 2 300
9.0.A30.2/A12.06.026.002 |AHTuTena k gpoxokam Saccharomyces cerevisiae (ASCA), IgA 1400
9.0.A31.2/A12.06.026.003 [AHTuTena Kk apoxokam Saccharomyces cerevisiae (ASCA), 1IgG 1400
11.32.D1|A26.06.093.001 |AHTuTena k nepcuHusam (Yersinia enterocolitica), IgA; 1I9G 1400
9.0.A10.2A12.06.039 AHTUTENa K uHcynuHy (1AA) 1100
11.21.A1.|A26.06.006.002 |AHTuTena k kaHauge (Candida albicans), IgA 850
11.21.A2.|A26.06.006.003 |AHTuTena k kaHgmae (Candida albicans), IgG 850
11.21.A3.|A26.06.006.001 |AHTuTena k kaHauge (Candida albicans), IgM 850
11.10.A2.|A26.06.029.002 |AHTUTENa K KancugHoOMy aHTUreHy Bupyca dnwTernHa-bapp (Epstein-Barr virus

VCA), IgG 850
11.10.A1.|A26.06.029.001 |AHTMTENa K KancugHoOMy aHTUreHy Bupyca dnwTernHa-bapp (Epstein-Barr virus

VCA), IgM 850
9.0.A46.21A12.06.029 AHTUTENa K KapAMONunuHy (CymMmmapHble) 1550
9.2.A3 |A12.06.029.003 |AHTWTENa K Kapamonunuxy, IgA 2250
9.0.A75.2A12.06.029.001 [AHTMTENa K kKapanonunuhy, 1gG 1400
9.0.A76.2/A12.06.029.002 |AHTUTENa K Kapguonunuuy, IgM 1400
9.0.A22.21A12.06.030.008 |AHTMTERa K kneTkam cocygucToro aHgotenusa (HUVEC) 2150
11.20.A13A26.06.120.001 |AHTuTena K knoHopxam (Clonorchis sinensis), IgG 1200
11.33.A2.|A26.06.103.002 |AHTUTENA K KOKMIOLLIHOMY TOKCUHY, IgG 1200
11.33.A1.|A26.06.103.001 [AHTUTENa K KOKIIOLIHOMY TOKCUHY, IgA 1200
11.25.A1.|A26.06.051.001 |AHTuTena k nernoHennam (Legionella pneumophila), cymmapHbie 950
11.30.A1.|A26.06.053.001 |AHTUTena Kk nenwmanum (Leishmania infantum), cymmapHbie 1100
11.22.A2.|A26.06.032.002 |AHTUTENa K nambnusm (Lamblia intestinalis), IgM 750
11.22.A1.|A26.06.032.001 |AHTuTeNna K nambnusm (Lamblia intestinalis), cymmapHbie 850
11.34.A1.|A26.06.109 AHTUTENa Kk MeHnHrokokky (Neisseria meningitidis) 1800
8.0.A84.2A12.06.021 AHTUTENa K MUENnHy 1 800
11.23.A1.|A26.06.094.001 |AHTUTena Kk MMkobakTepuam Tybepkynesa (Mycobacterium tuberculosis),

CyMMapHble 700
11.16.A3.|A26.06.057.005 |AHTuTena k mukonnasme (Mycoplasma hominis), IgG 750
11.16.A1.|A26.06.057.004 |AHTuTena k mukonnasme (Mycoplasma hominis), IgA 950
11.16.A5.|A26.06.057.003 |AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgG 850
11.16.A6.|A26.06.057.001 |AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgM 750
11.16.A4.|A26.06.057.002 |AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgA 850
7.1.A7.201A12.06.045 AHTUTENa K MUKpOCOMarnbHon Tupeonepokcngase (AHTU-TIO) 850
9.0.A5.20/A12.06.036.001 [AHTMTENA K MMKpPOCOManbHOW pakuum neveHn n novek (anti-LKM) 2000
9.0.A29.2/A12.06.023 AHnTuTEna k mmokapgy (Mio) 1450
9.0.A4.20/A12.06.035 AHTUTEna Kk MutoxoHgpusam (AMA-M2), IgG 1950
9.0.A2.20/A12.06.010.001 |AHTuTena k ogHocnupaneHon OHK (a-ssDNA) 950
11.20.A1.|A26.06.062.001 |AnTuTena k onuctopxam (Opisthorchis felineus), IgG 1200
11.20.A1(A26.06.062.002 |AHTuTena k onuctopxam (Opisthorchis felineus), IgM 1000
9.0.A9.20/A12.06.020.002 [AHTMTENa K OCTpPOBKOBbIM KneTkaMm (ICA) 1650
11.26.A1.|A26.06.063.001 |AHTuTena k napeosupycy (Parvovirus) B19, IgG 950
11.26.A2.|A26.06.063.002 |AHTuTena k napeosupycy (Parvovirus) B19, IgM 950
9.0.A56.2/A12.06.026 AHTWTENa K napueTanbHbIM KneTkam xenyaka (AIMKK) 2000
11.20.A8.|A26.06.125.001 |AHTuTeNna k nevyeHo4HbIM cocanbLmkam (Fasciola hepatica), 1IgG 850
11.2.A2.2|A26.06.040.002 [AHTUTENa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 500
11.10.A8.|A26.06.030 AHTWTENa K paHHeMy aHTureHy Bupyca dnwTenHa-bapp (Epstein-Barr virus

EA), 1gG 1000
11.52.A2 |A26.06.067.001 |AHTUTENa Kk pecnmpaTtopHo-cuHumMTnansHomy supycy (RSV) IgG 1400
11.52.A3 |A26.06.067.002 |AHTUTENa K pecnmpaTopHO-CUHUMTUansHomy Bupycy (RSV) IgM 1400
9.0.A13.2A12.06.046 AHTUTENa K peuenTopam TMpeoTponHoro ropmoHa (AT pTTrI) 2 300
9.0.A21.21A09.05.075.003 |AHTuTena k C1q dhakTopy KOMNIEMEHTA 1550
11.36.A1.|A26.06.077.001 |AHTuTena k canbmoHennam (Salmonella) A, B, C1, C2,D, E 750
9.0.A80.2/A12.06.025 AHTUTENa K ckeneTHbIM Mbiwuam (ACM) 1 800
9.0.A32.2/A12.06.033.001 [AHTMTENa K CTepoua-npogyLmpyowmm knetkam HagnodedHmka (ACIIK) 1200
9.0.A50.2/A12.06.033.002 |AHTuTENa K CTepoua-npogyumpyownm knetkam audHnka (ACKIM-Ovary) 2 300
7.1.A6.20/A12.06.017 AHTUTENA K TUPEornobynuHy (AHTK-TI) 850
9.0.A87.2 AHnTuTena k TuposuH-cocdarase (aHTu-1A2) 2 250
9.0.A16.2/A12.06.056.001 |AHTMTENa K TKaHEBOW TpaHcrnyTamuHase, IgA 1550
9.0.A17.2/A12.06.056.002 |AHTuTENa K TKAHEBOW TpaHcrnyTamuHase, 1IgG 1550
11.20.A3.|A26.06.080.001 |AHTuTena k Tokcokapam (Toxocara canis), IgG 750
11.19.A4.|A26.06.081.004 [AHTuTena k Tokconnasme (Toxoplasma gondii), IgA 700
11.19.A2.|A26.06.081.001 |AHTuTena k Tokconnasme (Toxoplasma gondii), IgG 700
11.19.A1.|A26.06.081.002 |AHTuTena Kk Tokconnasme (Toxoplasma gondii), IgM 950
11.20.A4.|A26.06.079.001 |AHTuTena k TpuxmHennam (Trichinella spiralis), IgG 700
11.18.A1.|A26.06.015.001 |AHTuTena k TpuxomoHage (Trichomonas vaginalis), 1gG. 950
9.0.A42.21A12.06.013 AHTUTENa K TpomMbouunTam, knacca IgG 3 500
11.20.A6.|A26.06.123.001 |AHTUTena K yrpyuam kuwwedHbiM (Strongyloides stercoralis), 1IgG 1300




11.17.A3.|A26.20.005.002 |AHTuTena Kk ypeannaame (Ureaplasma urealyticum), IgG 850
11.17.A1.|A26.20.005.001 |AHTuTena k ypeannasme (Ureaplasma urealyticum), IgA 850
9.0.A54.21A12.06.013.001 |AHTuTeEna k pocpaTmanncepunHy-npoTpomouHy, cymmapHsie (IgM, G) 2150
9.0.D1.20A12.06.030.001 |AHTuTENa Kk poconunuaam (KkapgnonunuHy, pocdaTuancepuHy,

dochaTnamnuHosmTony, ocdatnannoBon KUCNoTe), CyMMapHble 1200
11.14.A2.|A26.06.033.001 [AHTUTena k xenukobakTepy (Helicobacter pylori), IgA 850
11.14.A1.|A26.06.033.002 |AHTuTena Kk xenukobakTepy (Helicobacter pylori), IgG 700
11.14.A3.|A26.06.033.003 |AHTMTENA K XenukobakTepy (Helicobacter pylori), IgM 950
11.15.A1.|A26.06.018.001 |AHTuTena k xnamugmm (Chlamydia trachomatis), IgA 750
11.15.A3.|A26.06.018.003 |AHTuTena k xnamugum (Chlamydia trachomatis), IgG 750
11.15.A2.|A26.06.018.002 |AHTuTena k xnamugmm (Chlamydia trachomatis), IgM 750
11.15.A6.|A26.06.016.003 |AHTuTena k xnamugodune (Chlamydophila pneumoniae), IgG 750
11.15.A5.|A26.06.016.001 |AHTuTena k xnamugodune (Chlamydophila pneumoniae), IgM 750
11.15.A4.|A26.06.016.002 |AnTuTena k xnamugocdune (Chlamydophila pneumoniae), IgA 750
9.0.A11.2|A12.06.052 AHTUTENa K umMKnnyeckomy umtpynnuHosomy nentngy (ACCP, anti-CCP) 2 000
11.20.A7.|A26.06.122.001 |AHTUTENa k yncTuuepkam cemHoro uenHs (Taenia solium), IgG 850
11.9.A2.2|A26.06.022.001 |AHTuTena Kk uutomeranosupycy (Cytomegalovirus), IgG 750
11.9.D2.21A26.06.022.005 |AHTUTENa k uutomeranosupycy (Cytomegalovirus), IgG (MMMyHOGNOT) 2 300
11.9.A1.2|A26.06.022.002 |AHTuTena Kk umtomeranosupycy (Cytomegalovirus), IgM 850
9.0.A89.2/A12.06.037.002 |AHTWTENa K uMTONNasMe HenTPodMNoB (C ykazaHnem Tuna CBeYeHus -

umMTonnasMaTm4eckun unu nepuHykneapHein, LAHUA, nAHUA), 1gG 1950
9.0.A26.2/A12.06.062 AHTUTENA K LUTPYINIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 2000
11.35.D1|A26.06.097.001 |AHTuTena k wurennam (Shigella flexneri I-V, Shigella sonnei) 1450
11.20.A5.|A26.06.124.001 |AHTuTena k wmuctocomam (Schistosoma mansoni), IgG 750
9.0.A34.21A12.06.061 AHTUTEna K aKcTparmpyemomy HykneapHomy AlM (QHA/ENA-ckpuH) 1750
9.0.A24.21A12.06.066.001 [AHTMTEna K aHaomum3uio, IgA (ADA) 1600
11.20.A2.|A26.06.024 AHTuTEna K axnHokokkam (Echinococcus granulosus), IgG 850
11.2.A4.2|A26.06.039.001 |AHTUTENa Kk agepHoMy (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor

IgM) 850
11.2.A3.2|A26.06.039 AHTWTENa K 94epHOMY (COr) aHTUreHy Bupyca renatuta B, cymmapHbie

(Anti-HBcor) 700
11.10.A7./A26.06.031 AHTWTENa K 9AepHOMY aHTuUreHy Bupyca dnwrtenHa-bapp (Epstein-Barr virus

EBNA), IgG 700
9.0.A3.20/A12.06.061.001 |AHTUTEna K saepHbIM aHTUureHam (ANA) 950
9.0.A7.20/A12.06.030.003 |AHTuTena knacca IgG k pochonunuaam (kapanonunuHy,

docaTnanncepuny, occhatnannnHosnTony, ochaTtnannoBon KUCNoTe) 1100
9.0.A6.20/A12.06.030.002 |AHTuTENa knacca IgM k chochonunuaam (KapauonunuHy,

docdaTnamncepury, pochaTnamnuHosnTony, dochatnannoBon KucnoTe) 1100
2.0.D1.20A12.05.005 AHnTuTena no cucteme ABO 1550
9.0.D9.20A12.06.025.001 |AHTuTEna npu nonummnosute, uMmyHoobnot (Mi-2, Ku, Pm-Scl100, Pm-Scl75,

SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 5150
9.1.D5 |A12.06.025.004 |AHTuUTENA NPW CUCTEMHOM cKnepoaepmumn (MMMyHo6noT): Scl-70, CENP A,

CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku,

PDGFR, Ro-52 (SSA-A 52 k[la) 5300
3.0.A4.20A09.05.047 AHTUTPOMOWUH IlI 550
50.0.H12]B03.040.003 AHTudochonunugHein cuHgpom (APC) 3 650
17.40.A1(A09.05.118.004 |AnenbcuH IgE, F33 750
17.50.A1(A09.05.118.230 |AnenbcuH IgG, F33 750
17.60.A1]A09.05.118.336  |AnenbcuH, f33 1300
4.5.A6.201A09.05.250 AnonunonpotenH A1 700
4.5.A7.201A09.05.251 AnonunonpoTevH B 600
17.43.A5¢A09.05.118.048 |Apaxuc IgE, F13 750
17.53.A5¢A09.05.118.273 |Apaxuc IgG, F13 750
17.63.A17A09.05.118.373 |Apaxuc, f13 1300
17.36.A8|A09.05.118.492 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra h8 3350
17.36.A9|A09.05.118.489 |Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f422 rAra h1 3 350
17.36.A1(A09.05.118.490 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 3350
17.36.A11A09.05.118.491  |Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f424 rAra h3 3 350
17.36.A17A09.05.118.493 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra h9 3350
17.60.A1¢A09.05.118.349 |Apby3 IgE (ImmunoCAP), 329 1300
17.76.A2|A09.05.118.475 |Ackapuga IgE (ImmunoCAP), p1 1400
4.1.A2.20/A09.05.041 AcnaptatamuHoTpaHcdepasa (ACT) 350
7.3.A1.20/A09.05.161 AccouunpoBaHHbIn ¢ 6epemeHHoCTbI0 NpoTenH A (PAPP-A) 850
17.13.A1{A09.05.118.221  |Auetuncanuuunosas kucnota (acnupwuH) IgE, C51 1200
3.0.A3.20/A12.05.039 AYTB 400
17.61.A1¢A09.05.118.359 |BaknaxaH IgE (ImmunoCAP), f262 1300
17.41.A64A09.05.118.024 |baknaxaH IgE, F262 750
17.51.A6§A09.05.118.249 |baknaxaH IgG, F262 750
17.60.A1¢A09.05.118.342 |BaHaH IgE (ImmunoCAP), f92 1300
17.40.A1(A09.05.118.005 |baHaH IgE, F92 750




17.50.A1(A09.05.118.231 |BaHaH IgG, F92 750
17.64.A1§A09.05.118.380 |bapaHuHa IgE (ImmunoCAP), f88 1400
17.44.A31A09.05.118.054 |BbapaHuHa IgE, F88 750
17.54.A31A09.05.118.279 |BapaHuHa IgG, F88 750
4.2.D01.20A09.05.014.003 |BenkoBble chpakuum (BKNYaeT onpegenexHune obero 6enka n anbbymmHa) 550
8.0.A13.2/A09.05.219 Benok S-100 2900
17.48.A3|A09.05.118.099 |Bbenok sanyHbIN IgE, F1 750
17.58.A3|A09.05.118.323 |benok anyHbIn IgG, F1 750
17.3.A4 |A09.05.118.137 |bepesa (Betula alba) IgE, T3 750
17.24. A3]A09.05.118.444 |bepesa 6opopasuartas, t3 1400
17.75.A1|A09.05.118.222 |bepesa, anneprokomnoHeHT Bet v1, IgE 2 050
17.75.A2|A09.05.118.223 |bepesa, anneprokomnoHeHT Bet v4, IgE 2 050
17.38.A1|A09.05.118.505 |bepesa, anneprokomnoHeHT, t215 rBet v1 PR-10 3350
17.38.A2|A09.05.118.506 |bepesa, anneprokomMnoHeHT, t221 rBet v2, rBet v4 3 350
5.0.A14.4/A09.28.003.004 |Berta-2-M1KpornobynmH Moun 1000
17.45.A1(A09.05.118.060 |BbeTa-nakrornobynuH IgE, F77 750
17.55.A1(A09.05.118.285 |beta-naktornobynuH IgG, F77 750
17.36.A5|A09.05.118.483 |BbeTa-nakTornobynuH, anneprokoMmnoHeHT, f77 nBos d5 3750
8.0.A8.20|A09.05.245 Beta2-mukpornobynuH 1200
4.6.D01.20A09.05.022 Bunnpy6buH Henpsmon (BknovaeT onpegerneHme obLLero 1 NpsmMoro

6ununpyouHa) 450
4.6.A1.20A09.05.021 Bunnpy6uH obLmin 350
4.6.A2.200A09.05.022.001 |Bunupy6uH npsimon 350
16.0.A3.1/A08.21.001 Broncusa npeactatenbHom xenesbl MynsTudokaneHas (rmcTonornyeckoe

uccnegosaHve matepuana) 15 050
50.0.H87|B03.016.004.010 |BroxMmMunyecknin aHanus KPoBu 4000
50.0.H4.8B03.016.004.009 |Broxmmunyeckuin aHanua kpoeu, 6a3oBbI 2 300
26.3.D2 |B03.032.002.004 |BroXuMUYECKMin CKPUHUHT | TpMecTpa GepeMeHHOCTH NS NporpamMmmbl

ASTRAIA (6e3 pacyeTa puckoB natonoruu nnoga) (8 Hegenb - 13 Hepenb 6

H.):

iCC)OLl,VIMDOBaHHbIﬁ ¢ 6epemeHHocTbio npoTenH A (PAPP-A), CBoboaHas

cybbeanHuua beta-Xry 3450
50.0.H16]1B03.016.004.005 |Broxmnmmuyeckoe nccnegosanune gns HOLW-dubpotecT (BkntovaeT

rpadoudeckui carin) 15150
50.0.H15{B03.016.004.007 |Broxmnmuyeckoe nccnegoBanune ans CteatoCkpuH (BKNoYaEeT rpadpuyeckmn

dann) 11 400
50.0.H161B03.016.004.006 |Broxnmuyeckoe nccnegosanue ans ®nbpoTecT (BkOYaeT rpaddnyeckuii

dann) 12100
6.2.D07.10B03.016.010.001 |Broxmnmmyeckoe nccrnegoBaHne Metabonnyeckon akTMBHOCTU KMLLEYHOM

MUKpPOopbI 2 300
6.4.A1.90/A09.07.007.003 |Broxmnmuyeckoe nccnegoBaHune cnioHbl (MMKPOGUOLEHO3 MONOCTU pTa) 2400
17.42.A44A09.05.118.041 |Bobbl coeBble IgE, F14 750
17.52.A44A09.05.118.266 |BbobbI coesble IgG, F14 750
23.2.A10|A09.01.011.001 |Bop B Bonocax, cnekrpometpus (B) 1200
23.1.A10|A09.05.265.001 |Bop B kpoBwu, cnekTpomeTpus (B) 1200
23.3.A10|A09.28.070.001 |Bop B mo4e, cnektpomeTpus (B) 1200
17.61.A1¢A09.05.118.364 |Bpokkonu IgE (ImmunoCAP), 260 1300
17.3.A5 |A09.05.118.138 |byk (Fagus grandifolia) IgE, T5 750
17.4.A2 |A09.05.118.156 |ByxapHuk wepcTtuctbii (Holcus lanatus) IgE, G13 750
17.37.A2|A09.05.118.485 |Bbl4mnit CbIBOPOTOYHbIN anbOyMUH, anneprokoMnoHeHT, €204 nBos d6 (BSA) 3 850
10.0.D73|A12.30.012.017 |B1-knetkn CD5/CD19 (BkntoyaeT aHanm3 KpoBm C NerkoumTapHon hopmynomn) 3050
18.2.A6.2A09.05.035.002 |BanbnpoeBas kucnota (1 ee NpoM3BOAHbIE), KONIMYECTBEHHO 2400
17.67.A14A09.05.118.405 |Banunb IgE (ImmunoCAP), 234 1250
17.47.A8¢A09.05.118.081 |Banunb IgE, F234 750
17.57.A8¢A09.05.118.305 |BaHunb IgG, F234 750
17.60.A1¢A09.05.118.344  |BuHorpag IgE (ImmunoCAP), 1259 1300
17.40.A1(A09.05.118.006 |BwuHorpag IgE, F259 750
17.50.A1(A09.05.118.232 |BuHorpag IgG, F259 750
13.30.D4|A26.05.035.001.0( Bupycsl rpynnel repneca (EBV, CMV, HHV6) 1000
60.48.H8|A26.05.035.001.0(4Bupycel rpynnel repneca (EBV, CMV, HHV6) kpoBb, kay. 1300
13.30.H1|A26.05.035.002.0( Bupycsl rpynnel repneca (EBV, CMV, HHV6), kon. 1300
4.9.A4.200A12.06.060.003 |ButamuH B6 (nnpupokcane-5-cpocdar) 2 300
23.4.A18|A09.05.235.004 |ButamuH D: 25-OH D2 (25-rugpokcuaprokansumndepon) n 25-OH D3

(25-rnppokcnxonekansuundepon) CYMMAPHO, B kposu - BOXXX MC 3 350
4.9.A1.200A12.06.060.002 [ButamuH A (petuHon) 2 300
4.9.A2.200A12.06.060.009 |BuTtamuH B1 (TvammnH-nupocdpocdar) 2 300
4.9.A6.201A12.06.060 ButamuH B12 (unaHkobanamuH) 950
4.8.A6 |[A12.06.060.015 [ButamuH B12, akTuBHbIN (XonoTpaHckobanammH) 2 500
4.9.A13 [A12.06.060.010 [ButamuH B2 (pubodpnasuH) 2600
4.9.A12 |A12.06.060.011 |ButamuH B3 (HnaumH) 2600




4.9.A3.200A12.06.060.012 |ButamuH B5 (naHTOTEHOBas kucnota) 2 300
4.9.A5.201A09.05.080 Butamun B9 (ponuesas kucnora) 1300
4.9.A9.20(A12.06.060.005 [ButamuH E (Tokodepon) 2750
4.9.A10.21A12.06.060.006 |ButamuH K (dounnoxmHoH) 2 300
4.9.A7.20/A12.06.060.004 [ButamuH C (ackopbuHoBas kucnora) 2 300
11.7.A1.2|A26.06.049.001 |BWY (aHTUTENa U @HTUrEHbI) 450
11.7.A3 BWY (aHTUTENA 1 aHTUrEHbI) 1400
17.60.A1¢A09.05.118.351  |BuwHs IgE (ImmunoCAP), f242 1300
17.40.A1(A09.05.118.007 |BuwnHs IgE, F242 750
17.50.A1(A09.05.118.233  |Buwhs IgG, F242 750
4.9.H2.90A12.06.060.013 [BogopacTtBopumble ButamuHbl (B1, B5, B6, B9, B12, C) 10 400
3.0.A5.20/A12.06.030.005 |Bon4yaHO4YHbIN @HTMKOArymnsHT (CKPUHWHN) 1200
13.23.D5]A26.21.008.001.01BM4Y-tect (ROCHE COBAS4800) BbICOKOrO KaHLieporeHHoro pucka (16-68

TmnoB: 16, 18 c onpeagenennem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,

68 6e3 onpeaeneHnsa Tuna) 3350
22.1.D19|A27.30.123 BbiGepu cnopt. CKOpOCTb, Cuna, BbIHOCNMBOCTL (BEHO3HAs KPOBb;

reHeTu4yeckas NpeapacnonoXeHHOCTb K 3aHATUAM pasfnMyHbIMK BUgamu

crnopTa; 3aknyeHre Bpaya - nabopaTopHOro reHeTuka fno

uccnenoBaTernbCkoOMy OTYETY)

ACE: I>D (rs4646994)

ACTN3: C>T (rs1815739)

AMPD1: C>T (rs17602729)

CNTF: G>A (rs1800169)

IL15RA: T>G (rs2296135)

L3MBTL4: G>T (rs341173)

PPARA: G> 10 650
18.1.D02.1A09.01.007.002 |BbicokocneundmnyHoe BbisiBIIeHWE B BONIOCAX HAPKOTUYECKUX U

NCUXOAKTUBHbIX BELLECTB C UX TOYHOM naeHTudmkaumnemn 12 200
18.1.D03.4 A09.28.055.001.0( BbicokocneuundmnyHoe BbisiBNieHMe B MOYe HapKOTUYECKNX BELLIECTB

(kaHHabvongos, kokavHa, MOMA (3kcTasu), MeTafoHa, MeTaMdeTammnHa,

OMnaToB), NCMX0aKTVBHbIX BeELLeCTB (amdeTaMmuHoB, 6apbuTypaTos,

6eH30aMa3envHoB, TPULIMKITMYECKMX aHTUAENPECCAHTOB) M MapKepoB BpeaHbIX

npvBbIYEK (HUKOTUHA U ankorors) ¢ UX TOYHOM naeHTudurkaunen 4 550
22.4.D1.2A27.05.022.001 |BbisiBneHve mukpogeneumn B paktope asoocnepmumn AZF (nokycel A, B, C) 4 850
17.3.A6 |A09.05.118.139 |Bs3 (Ulmus spp) IgE, T8 750
4.1.A5.201A09.05.044 Famma-rnytamuntparcdepasa (I T) 350
4.3.A3.201/A09.05.079 lanTorno6uH 700
7.7.A1.20/A09.05.057 lactpuH 1000
50.0.H84|B03.004.001.003 [lacTpokomnnekc 3 800
23.10.D1|B03.004.001.001 |FactpolaHens (MactpuH-17 6a3oBbiit: MNencuHoreH |, MencuHoreH Il, AHTUTENA

K xenvkobakTepy, IgG) 5650
50.0.H88|B03.005.013.003 |emaTonornyeckuii (amarHocTmka aHeMuit) 4 550
50.0.H114A27.05.010.002 |[emoxpomaTo3s, onpeaeneHve mytauum

(HFE: 187C>G (rs1799945)

HFE: 845G>A (rs1800562) 3750
22.1.A22|A27.05.025.001 |l'eH angporeHoBoro peuentopa (AR), uucno CAG-nosTopoB 4200
22.1.D23|A27.30.057.001 |l'eH peuenTopa BuTamunHa D, nonumopdumam 283 A>G (Bsml) 1450
22.1.D24|A27.05.034.001 |leHeTnyeckas AuarHOCTUKa CMHanbHOW MblwevHon atpodmmn (SMN1, SMN2) 7 600
22.1.A143A27.30.117 [eHeTnyeckas NpegpacnonoXeHHOCTb K ankoronnamy (BeHO3Hasi KPpOBb;

3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no UCCrnefoBaTernbCKoMy

oTyety) 12 250
22.1.D20|A27.05.002.001 |leHeTnyeckas NpeapacnonoXeHHOCTb k 6onesHn Anbureimepa (BeHo3Hast

kpoBb; APOE E2/E3/E4; 3akntoyeHve Bpaya - nabopaTopHOro reHeTmka no

nccnegoBaTenbCKOMy OTHETY) 5950
22.1.D15]A27.30.116 leHeTuyeckas npegpacnonoXeHHOCTb K runepToHun (AGT, ADD1,

AGTR1,AGTR2, CYP11B2, GNB3, NOS3 -9 Touek)* 5 950
22.2.D1.2A27.05.045.001 |leHeTnyeckn o0bycnoeneHHas YyBCTBUTENLHOCTL K BapdapuHy (VKORCH1,

CYP2C9, CYP4F2 - 4 To4kn) 3800
22.1.D4.2A27.05.003.001 |leHeTnyeckune gedekTbl hepmeHToB dponatHoro umkna (MTHFR, MTR, MTRR

- 4 TO4KN)* 3350
22.1.D3.2A27.05.002.002 |leHeTnyeckuii puck HapyLLeHu cuctemsl cBepTbiBanus (F2, F5, F7, FGB,

F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touek)* 5800
22.1.D5.2A27.20.001.006 |leHeTUYECKUIA PUCK OCNOXKHEHWUIN BEPEMEHHOCTM U NaTonorv1 nnoaa

(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR, MTRR -

12 TOYeKk)* 7 250
22.1.D13|A27.05.040 [eHeTnYecKkMIn pUCK pa3BUTKS paka MOSIOYHON XKenesbl U paka SUYHUKOB

(BRCA1, BRCA2 - 8 nokasartenen)* 6100
22.1.A1.2B03.032.003.001 |l'eHeTnyeckMin TECT Ha NaKTO3HYH HenepeHocumocts: MCM6: -13910 T>C * 2 300
22.1.0111B03.019.011 leHogmarHocTuka 6onesHn BunbcoHa-KoHoBanosa (aHanu3 myTtauuii reHa

ATP7B) 11 500
22.1.D30|A27.30.113 leHogmarHocTuka 6onesHn MeHTUHrToHa (oueHka Yncna CAG-noBTOpOB B reHe

HTT) 5 000




22.1.D25

A27.05.024.004

leHognarHocTuka BpO)K,EI,eHHOVI rmnepnnasmm Haano4e4yHKoB (Mccne,qosaHme

15 mytauun B rene CYP21A2 ¢ yyeTom nameHeHus B ncesgoreHe CYP21P) 12 450
22.1.D27|A27.05.009.001 [leHogmarHocTuka naTosnorum nedeHn (oueHka Mytaumn B reHax: HFE, ATP7B,

PizZ/S A1AT n PNPLA3) 10 000
22.1.A25|A27.05.041.009 (l'eHoTunupoBaHne HLA-Cw6 npu ncopmase 4600
13.30.D1]A26.08.038.001.0(N'eHoTMnnpoBaHue Bupyca rpunna (A/B) 1150
7.2.A6.20/A09.05.139 MmapokcunporectepoH (17-OH-nporectepoH) 750
16.1.A25|A08.30.046.017 |lucTonoruyeckoe nccnegoBaHune GuoncuiHoro matepuana (1 KoHTenHep)

Unim 3500
16.0.A27|A08.30.046.010 |lucTonoruyeckoe nccnegoBaHne GUONCUNHOTO Matepuana (3H4OCKONMYECKOro

maTepuana, CockoboB XEHCKOW MOMOBOW CUCTEMbI, KOXU, MSATKUX TKaHeN,

NMMONOHON TKaHU, KOCTHO-XPSALLEBOWN TKaHW) 3 600
16.1.A5 |A08.20.003.005 |luctonoruyeckoe nccnegosaHne matepuana POB (pasgensHoe

OMarHocTnyeckoe BbickabrnveaHue: NoONoCTb MaTkK, LiepBUKarbHbIN kaHan, 2

KOHTenHepa) 5500
16.0.A26,A08.30.017.002 |[ucTonormvyeckoe nccnegoBaHme onepaumMoHHOro matepuvana, 1 KoHTenHep

(kpoMe KpyMHOro onepaLMoHHOro Matepuana, nnaueHTbl 1 abopTtyca) 2750
16.0.A24|A08.30.001 'McTonornyeckoe nccnegoBaHue nnaueHThl 13400
16.0.A21|A08.20.009 lmcTonornyeckoe uccrnegoBaHve NyHKUMOHHOIO Matepuarna MOMoYHOM Xenesbl 5350
16.0.A23|A08.14.001 mcTonornyeckoe nccnegoBaHne NyHKUMOHHOIMO Matepuarna nevyeHun 2 800
16.0.A22|A08.28.005 lmcTonornyeckoe nccnegoBaHne NyHKLMOHHOIO MaTtepurana novek 2 800
16.0.A20/A08.22.003 lMcTtonornyeckoe nccnegoBaHve NyHKUMOHHOIO Matepuana LWMTOBUAHOMN

xenesbl 2800
16.1.A49|A08.20.002.001 [lucTonormyeckoe nccrnenoBaHne cockoba LepBMKanbHOro kaHana +

rMcTonornyeckoe nccrnegoBaHue cockoba aHAOMeTpUs/ rmcronormyeckoe

nccnegoBaHue Guoncum wenkn matku (Unim) 5500
16.0.A8.1|A08.20.003.003 |lmcTtonoruyeckoe uccrnegoBaHve 3HAOMETPUS (B T.4. navinens-6uoncus) 3350
16.1.A4 |A08.16.002.001 |lucTonormyeckoe nccnegoBaHne SHAOCKONUYECKOro MaTepuana xenyaka

(OLGA, 3 koHTeliHepa: Teno, yron, aHTpanbHbIA OTAeN xenyaka) 5650
16.0.A7.1]A08.16.002.003 |l'ucTonoruyeckoe nccnegoBaHne 3HAOCKONUMYECKOro MaTepuana xenyaka ¢

BbisiBNeHvem Helicobacter pylori 3450
16.1.A6 |A08.17.001 [mcTonoruyeckoe nccnegoBaHne 3HAOCKOMNMYECKOro MaTepuvana KuwevyHuka

npu BocranuTenbHbIX 3aboneBaHunsIx (NecTHUYHas G1MoNCcusi, HECKOMbKO

KOHTENHEPOB) 5650
16.1.A22 Iuctonorus n UMX monoyHom xenesbl, 40 4 aHTMTEN (NyHKUMOHHas buoncus;

Unim) 18 100
16.1.A21 uctonorua n UIMX xpornnyeckoro aHgometputa, CD138 (guarHoctnyeckoe

BblCckabnveaHue: nonoct matku; Unim) 9100
16.1.A20 ncTonorns KOXHbIX 1 NOAKOXHBIX HOBOOBGpa3oBaHuUii (HOBOOGpasoBaHUst

MeHee 14 mm; Unim) 4 350
16.1.A19 luctonorus matepuana POB (pa3pensHoe aMarHocTMyeckoe BbickabnmBaHue,

2 KOHTerHepa: NoMnocTb MaTku, LepBuKanbHbln kaHasn; Unim) 5050
16.1.A18 lmcTonorust onepaunoHHOro matepuana (oTaenbHO cockob U3 LepBUKanbHOMO

KaHana unm u3 nonoctn matku; Unim) 2900
16.1.A15 lmcTonorua aHgockonmyeckoro matepuana OLGA (3 koHTerHepa: Teno, yron,

aHTpanbHbIN oTaen xenyaka; Unim) 5650
16.1.A14 luctonorus sHaockonuyeckoro matepuana B3K (nectHuyHas 6uoncus,

HECKOIbKO KOHTeriHepoB; Unim) 5650
16.1.A13 [mcTonorusa aHgockonuyeckoro matepuana xenyagka, H.p. (npoctas go 3-x

KycoukoB + BeiseneHune Helicobacter pylori; Unim) 3 800
16.1.A12 lmcTonorusa aHgockonuyeckoro matepumana, 4o 3x Kyc. (nuwiesoaa, xenyagka,

KWLWKK, BpoHXa, ropTaHu, Tpaxeun; Unim) 2900
16.1.A11 lucTonorus sHoockonu4yeckoro matepuana, ot 3x Kyc. (nuwesoaa, 6poHxa,

ropTanu, Tpaxen; Unim) 3750
16.1.A10 lmcTtonorus sHgockonuyeckoro matepuana, nonun ot 2 cm (Unim) 4 850
4.4.D1.20A09.05.083 MuknpoBaHHbIN remornobuH Alc 950
7.2.A11.2|A09.05.160 Mmo6ynuH, ceasbiBatoLwmin nonosble ropmoHsl (FCIMI,, SHBG) 700
4.4.A1.20/A09.05.023 mioko3a 350
5.0.A7.40A09.28.011.001 |Intoko3a B pa3oBOW NOPLUN MOYK 200
5.0.D12.4A09.28.011 [mioko3a cyTo4YHOM MOYM 450
17.69.A11A09.05.118.422  |InioTeH (knerkosuHa), f79 1400
17.44.A3(A09.05.118.055 |loBagwuHa IgE, F27 750
17.54.A3(A09.05.118.280 [loBagwuHa IgG, F27 750
17.64.A1]A09.05.118.385 |loBagwuHa, f27 1400
17.2.A1 |A09.05.118.114 |lony6b (nomerT) IgE, E7 750
4.5.A10.2/A09.05.214 [omoumcTenH 1950
50.0.H114B03.016.023.003 [lopmoHanbHbI Npodunb ANs KEHLMUH 6 600
50.0.H117B03.016.023.005 [FopmoHanbHbIv Npodunb ANs MYXYUH 3 350
17.62.A1]A09.05.118.371 |lopox IgE (ImmunoCAP), f12 1300
17.42.A41A09.05.118.042 |[opowek 3eneHbivt IgE, F12 750
17.52.A41A09.05.118.267 |lopowek 3eneHbin IgG, F12 750
17.47.A81A09.05.118.082 |lopuwnua IgE, F89 750




17.57.A8]A09.05.118.306 |lopunua IgG, F89 750
50.0.H141B03.070.400 locnutaneHbIn 1950
50.0.H16 locnuTanbHbI 2750
50.0.H89{B03.070.401 [ocnuTanbHbI TepaneBTUYECKUIN 3450
50.0.H17 [ocnuTanbHbIA TepaneBTUYECKUI 4 400
50.0.H90|B03.070.402 [ocnuTanbHbIA XMPYpPruyeckun 5800
50.0.H17 [ocnuTanbHbIA XMPYPruyeckun 6 650
17.3.A7 |A09.05.118.140 |Ipab obbikHOBeHHEIN (Carpinus betulus) IgE, T209 750
17.46.A2§A09.05.118.068 |Ipebewok IgE, F338 750
17.56.A2§A09.05.118.292 [pebewok IgG, F338 750
17.60.A1¢A09.05.118.354  |IpenndppyT IgE (ImmunoCAP), 209 1300
17.40.A1(A09.05.118.008 |IpenndpyT IgE, F209 750
17.50.A1(A09.05.118.234  [IpenndpyT IgG, F209 750
17.3.A18|A09.05.118.147 |['peuxkni opex (Juglans regia) IgE, T10 750
17.63.A11A09.05.118.375 [Ipeukuin opex IgE (ImmunoCAP), 256 1300
17.43.A5§A09.05.118.049 |Ipeuknin opex IgE, F256 750
17.53.A5§A09.05.118.274  |'peukuin opex IgG, F256 750
17.69.A1]A09.05.118.417  |[peumnxa, rpeunyHas myka, f11 1250
17.67.A1§A09.05.118.400 |pnbbl (wamnuHboHbl) IgE (ImmunoCAP), 212 1250
17.47.A34A09.05.118.083 [pnbbI (WamnuHbOoHSI) IgE, F212 750
17.57.A34A09.05.118.307 |'pnbbI (wamnuHboHbl) IgG, F212 750
17.71.A4|A09.05.118.479 [Ipnbbl poga kaHamaa (Candida albicans) IgE (ImmunoCAP), m5 1400
17.9.A1 |A09.05.118.187 |I'pmbbl poga kaHanaa (Candida albicans) IgE, M5 750
2.0.D3.20A12.05.005.001 [I'pynna kpoBu + Pe3yc-cakTtop 950
17.60.A1¢A09.05.118.340 |Ipywa IgE (ImmunoCAP), f94 1300
17.40.A11A09.05.118.009 |Ipywa IgE, F94 750
17.50.A11A09.05.118.235 |Ipywa IgG, F94 750
17.2.A2 |A09.05.118.115 |[l'ycb (nepo) IgE, E70 750
3.0.A6.20/A09.05.051.001 |O-gumep 1650
7.9.A3 |A09.07.010 OerngpoanunangpoctepoH (AM3A) B cntoHe (3akntoveHue spada KIA no

nccnegoBaTenbCKOMy OTHETY) 1650
7.2.A8.20/A09.05.149 LernapoannaHgpocTtepoH cynbdart (AM9A-cynbdar) 700
22.7.A5.1 Henywka(6abyLuka)-BHyK(BHY4Ka) - 8yaT (24 mapkepa)*® 22 550
5.0.A15.4/A09.28.064 LesokcunupugnHonuH (DPD) moun 1800
22.1.D31|A27.05.036.001 |OwnarHocTmka CFTR-accouumnpoBaHHbix 3abonesaHuii: 6ecnnogue,

naHkpeaTuTt, MykoBucumaos (38 abeppaumit reHa CFTR) 16 950
9.11.A1 |A12.06.021.004 |OwnarHocTvka BocnanuTenbHbIX NONMPaanKyriOHEBPUTOB (aHTUTENa K

raHrnuosugam) acuano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a

knaccos IgGIgM 5500
50.0.H13|B03.016.008.003 |[AuarHocTuka renatuToB, CKPUHUHI 3750
50.0.H14]1B03.024.003.001 |OunarHocTuka gereHepaTuBHbIX 3ab00reBaHUn NO3BOHOYHMKA 10 200
50.0.H14(B03.027.042.001 |OnarHocTvka AeMUENUHU3MPYIOLLMX 3aboneBaHni 9450
50.0.H91/B03.058.006 [unarHocTuka anabeta, GUOXUMUYECKUIA 5350
50.0.H124B03.027.017.002 |OuarHocTnka HapyLeHnn PyHKLUMN ANYHNKOB 3 250
50.0.H141B03.027.042.002 |OnarHocTvKa HEMpPOreHHbIX OMyxonen 8 550
50.0.H92|B03.014.011 [wnarHocTvka napasvTapHbIx 3aboneBaHui 7 650
22.1.A26|A27.30.121 [wnarHocTuka npw xxuposoi 6onesHun nevexn (reH PNPLA3) 4 450
9.0.A51.2/A09.05.122.001 |OdwnarHocTnka capkonao3sa (aKTMBHOCTb aHIMOTEH3UH-MPEeBPaLLatoLLero

depmeHTa - AlNP) 2 850
22.1.A21|B03.014.002.001 |OnarHocTvka ceMewHoW Cpean3eMHOMOPCKOW NMxopaaku (nepuognyeckast

6onesHb, reH MEFV). 10 300
22.1.A16/A27.30.015 OwnarHocTuka cuHgpoma Xunbbepa (Mytaums reHa UGT1)* 4700
50.0.H13{B03.024.002.001 |OunarHocTuka cocyaucTbix 3abonesaHmnin roioBHOrO MO3ra 4 600
13.14.D1]A26.19.069.001 |OunaporeHHble E.coli (QHK aHTeponaToreHHbIx E. coli/

OHK aHTepoTokcureHHsix E. coli/ OHK aHTepomHBa3uBHbix E. coli/

[OHK aHTeporemopparunyeckux E. coli/ AHK aHTepoarrperatnBHbix E. coli) 2150
7.4.A4.20/A09.05.150 [OurngporectocTepoH 1750
17.13.A1¢A09.05.118.219  |Awuknodpenak IgE, C79 1200
50.0.H114B03.004.001.002 |OuddepeHumnanbHas guarHoctuka sabonesaHuni XKT 8 650
13.29.A1|A26.08.022.002 |OHK apeHosupyca (Tunbl 3, 2, 5, 4,7, 12, 16, 40, 41, 48) 1450
12.25.A1|A26.08.022.001.0OHK ageHosupyca (Tunbl 3, 2, 5, 4,7, 12, 16, 40, 41, 48) 950
13.5.A1.9A26.20.025.002 |OHK 6negHon TpenoHemsbl (Treponema pallidum) 550
12.8.D2 |A26.05.020.003 |OHK BI'B, reHotun (A,B,C,D) kpoBb, Kau. 1400
12.17.A1]/A26.05.042.001 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 600
13.22.A1]/A26.06.056.003 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 500
12.8.A1.2A26.05.020.001 |OHK Bupyca renatuta B 600
12.8.A2.2/A26.05.020.002 |OHK Bupyca renatuta B, Konm4yecTBeHHO 3350
13.20.A1/A26.06.047.001.04AHK Bupyca repneca VI Tuna (Human Herpes virus VI) 450
12.15.A1]A26.05.033.001 |OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 550




13.20.A2|A26.06.047.001.0qOHK Bupyca repneca VI Tuna (Human Herpes virus VI), konu4yectBeHHO 550
12.15.A2|A26.05.033.002 |OHK Bupyca repneca VI Tuna (Human Herpes virus VI), KpoBb, kKonuy. 450
13.46.A1]/A26.05.024.002 |OHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 750
12.26.A1/A26.05.024.001 |OHK Bupyca repneca VIl Tuna (Human Herpes virus VII), kKpoBb, kay. 850
13.31.A1 OHK Bupyca repneca VIl Tuna (Human Herpes virus VIII) 750
13.19.A3|A26.05.035.003 |OAHK Bupyca npoctoro repneca | u Il Tunos (Herpes simplex virus | n 11) 550
13.19.A1]A26.06.045.001.0¢OHK Bupyca npocTtoro repneca | Tuna (Herpes simplex virus 1) 550
13.19.A4A26.06.045.001.04 AHK Bupyca npocToro repneca | Tuna (Herpes simplex virus |), konn4yecTBeHHO 550
12.14.A1]A26.05.035.001 |OHK Bupyca npocTtoro repneca |, Il Tuna (Herpes simplex virus 1, Il) 550
13.19.A2|A26.06.046.001.04 AHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus II) 550
13.19.A5|A26.06.046.001.0¢OHK Bupyca npocTtoro repneca Il Tuna (Herpes simplex virus Il),

KONNYeCTBEHHO 550
12.16.A1]/A26.05.011.001 |OHK Bupyca OnwTtenHa-bapp (Epstein-Barr virus) 550
13.21.A1]/A26.08.059.001 |OHK Bupyca 3nwrenHa-bapp (Epstein-Barr virus) 450
12.16.A2|A26.05.011.002 |OHK Bupyca OnwTtenHa-bapp (Epstein-Barr virus), konnyectseHHO 700
13.21.A2|A26.08.059.002 |OHK Bupyca 3nwrenHa-bapp (Epstein-Barr virus), konuyectBeHHO 550
12.24.D1|A26.05.035.002.0¢4HK Bupycos rpynnsl repneca (EBV, CMV, HHV6) kpoBb, konuy. 1250
50.0.H104A26.20.034.001.00 AHK Bo3byauTenen 3 4 950
13.31.D1]A26.08.050.002 |OHK Bo3byauTenew kokntowa/napakokntoLa/6poHxocenTukosa (Bordetella

pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1200
13.4.A1.9A26.20.030.002 |OHK rapgHepennbl (Gardnerella vaginalis) 450
13.4.A2.9A26.20.030.003 |OHK rapgHepennbl (Gardnerella vaginalis), konmyecTBeHHO 550
13.6.A1.9A26.21.024.001 |OHK roHokokka (Neisseria gonorrhoeae) 500
13.6.A2.9A26.21.024.002 |OHK roHokokka (Neisseria gonorrhoeae), Konm4yecTBeHHO 550
13.15.D1]/A26.21.055.004 |OHK rpmbos poaa kaHauael (Candida albicans/Candida glabrata/Candida

krusei) c onpegeneHvem Tuna 600
13.15.A1]/A26.21.055.001 [OHK kangunabl (Candida albicans) 500
13.15.A2|A26.21.055.002 |OHK kaHamgbl (Candida albicans), konm4ecTBeHHO 600
12.4.A1.2A26.05.037.001 |OHK nuctepuu (Listeria monocytogenes) 550
13.13.A1]/A26.05.037.003 |OHK nuctepun (Listeria monocytogenes) 650
13.8.A1.9A26.09.080.002 |OHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis) 500
12.6.A1.2A26.05.047.001 |OHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis) 650
13.2.A2.9A26.20.027.001.0¢AHK mukonnasmbl (Mycoplasma genitalium) 450
13.2.A4.9A26.20.027.003 |OHK mukonnasmel (Mycoplasma genitalium), konvyecTBeHHO 550
13.2.A1.9A26.20.028.003 |OHK mukonna3mbl (Mycoplasma hominis) 450
13.2.A5.9A26.20.028.004 |OHK mukonnasmel (Mycoplasma hominis), konnyecTBeHHO 550
13.23.A1]A26.21.008.001.0¢HK nannnnomasupyca (Human Papillomavirus, BIN4) 16 Tuna 450
13.23.A2|A26.21.008.001.04 AHK nanunnomasmpyca (Human Papillomavirus, BIMY) 18 Tuna 450
13.24.D1]A26.21.008.001.0¢AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 16/18 Tvnos,

KONNYeCTBEHHO 600
13.23.D1]A26.21.008.001.0¢AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 31/33 Tunoe ¢

onpegeneHnemM Tvna 450
13.23.D4]A26.21.008.001.0¢ AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 31/33 Tunoe ¢

onpeaeneHnemM Tnna, Korm4yeCTBEHHO 550
13.23.D2]A26.21.008.002 |OHK nanunnomasupycos (Human Papillomavirus, BMY) 6/11 Tunos ¢

onpegeneHnemM Tvna 450
13.23.D3]A26.21.008.001.0¢AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 6/11 Tunos ¢

onpeaeneHnemM Tnna, Korm4yeCTBEHHO 550
50.0.H49]A26.21.008.001.010HK nanunnomasupycos (Human Papillomavirus) CKPUHUHI

PACLUMPEHHBIN c onpenenexnem 14 tTunos (KoHTponb B3aTUA Matepuana,

Tvnbl 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), KONU4ecTBEHHbIN, C

nepecyeToMm Ha y.e. Hybrid Capture no kaxgomy tuny 1700
50.0.H45]A26.21.008.001.018HK nanunnomasupycos (Human Papillomavirus) CKPUHUHT ¢

onpeaeneHnem Tuna (KoHTponb B3aTuA MaTtepuana, Tmnel 6, 11, 16, 18),

KONNYECTBEHHbI 1200
50.0.H85]A26.21.008.001.01OHK nanunnomasupycos (Human Papillomavirus), TunmposaHue c

onpegeneHnem 21 Tnna (KoHTponb B3sTua buomatepuana, tunel 6, 11, 16, 18,

26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82),

KONMYeCTBEHHbIW, C NnepecyeTom Ha y.e. Hybrid Capture no kaxgomy Tuny 3650
13.23.A3/A26.21.008.001.0¢ AHK nanunnomasmpycoB (Human Papoiilmavirus) BbICOKOro KaHLepOreHHoro

pvcka (16-68 Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3

onpepeneHus Tuna 1550
13.23.D6{A26.21.008.001.0¢AHK nannnnomasupycos (Human Papoiilmavirus) BbICOKOro KaHLLepOreHHoro

pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 T1noB) c onpeaeneHem

TMna 1100
13.34.A1/A26.05.032.003 |OHK napsoBupyca B19 (Parvovirus B19) 1550
12.22.A2|A26.05.032.002 |OHK napsosupyca B19 (Parvovirus B19), kon. 1000
13.37.A1]/A26.08.061.002 |OHK nHeBmoumcTbl (Pneumocystis jirovecii (carinii)) *** 950
13.14.A1]/A26.19.064.002 [OHK canbmoHenn (Salmonella species) 1250
13.38.A1/A26.20.021.002 |OHK ctpenTokokka (S. agalactiae), kon. 750
13.11.A2.|A26.20.021.001 |OHK ctpenTtokokkoB (Streptococcus species) 750




13.16.A1]/A26.05.013.002 |OHK Tokconna3smsl (Toxoplasma gondii) 450
12.5.A1.2/A26.05.013.001 |OHK Tokconnasmbl (Toxoplasma gondii) 500
13.16.A2|A26.05.013.003 |OHK Tokconna3smbl (Toxoplasma gondii), KonM4ecTBEHHO 550
13.17.A1]A26.20.026.003 |OHK TpmxomoHagel (Trichomonas vaginalis) 450
13.17.A2|A26.20.026.004 |OHK TpuxomoHagbl (Trichomonas vaginalis), konMm4ecTBeHHO 550
13.3.A2.9A26.20.029.007 |OHK ypeanna3mbl (Ureaplasma parvum) 450
13.3.A6.9A26.20.029.006 |OHK ypeanna3mbl (Ureaplasma parvum), KONM4eCTBEHHO 550
13.3.A3.9A26.20.029.003 |OHK ypeanna3mbl (Ureaplasma species) 450
13.3.A4.9A26.20.029.010 |OHK ypeanna3mbl (Ureaplasma species), Konn4ecTBeHHO 550
13.3.A1.9A26.20.029.008 |OHK ypeanna3mbl (Ureaplasma urealyticum) 450
13.3.A5.9A26.20.029.009 |OHK ypeanna3mbl (Ureaplasma urealyticum), Konm4yecTBeHHO 550
13.9.A1.1|A26.19.070.002 |OHK xenukobakTepa (Helicobacter pylori) 600
13.1.A1.9A26.20.020.003 |OHK xnamuguu (Chlamydia trachomatis) 450
13.1.A3.9A26.20.020.005 |OHK xnamugum (Chlamydia trachomatis), konm4yecTBeHHO 500
50.0.H65]A26.21.032.003 |OHK xnamugodwun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma

pneumoniae) 750
13.18.A1]/A26.08.058.001 |OHK uutomeranosupyca (Cytomegalovirus, CMV) 450
13.18.A2|A26.08.058.002 |OHK untomeranosupyca (Cytomegalovirus, CMV), konmyecTBeHHO 550
12.13.A1]A26.05.017.001 |[OHK uutomeranosupyca (Cytomegalovirus) 550
12.13.A2|A26.05.017.002 |OHK untomeranosupyca (Cytomegalovirus), konn4ectBeHHO 600
17.13.A9|A09.05.118.210 |OokcuumknuH IgE, C62 1250
17.26.A5|A09.05.118.463 |[domawHsas nbinb (Greer), h1 1250
17.7.A7 |A09.05.118.183 |OomawHsas nbinb (Holister) IgE, h2 950
17.26.A6|A09.05.118.464 |[domawHsas neink (Holister), h2 1250
17.7.A1 |A09.05.118.182 |OomawHas nbinb Tvn (Greer) IgE, h1 750
16.1.A7 |A08.30.006.014 |[ononHuTenbHOe N3rotoBneHne 1 Mukponpenapara 1400
16.1.A8 |A08.30.006.015 |[ononHuTenbHOe U3roToBneHne 2 MMKponpenapaToB 2 250
16.1.A9 |A08.30.006.016 |[dononHuTenbHOe U3rotoBneHne 3 MuKponpenapaTos 3400
16.1.A1 |A08.30.006.017 |[ononHuTenbHoe U3rotoBneHne 5 MmkponpenapaToB 4600
16.1.A2 |A08.30.006.018 |[ononHuTenbHOe U3rotoBneHne myukponpenapara (6-10) 6 750
16.1.A3 |A08.30.006.019 |OononHuTenbHoe n3rotoeneHve Mmyukponpenaparta (ot 10) 16 250
22.7.A7.11B03.045.038.004 |dononHutenbHbIA y4acTHUK Ne 1 6 050
22.7.A8.1/B03.045.038.002 |OononHuTenbHbIN y4acTHUK Ne 2 6 050
22.7.A9.1/B03.045.038.003 [QononHutenbHbIi yqacTHMK Ne 3 6 050
16.1.A24|A08.30.006.013 |Oopeska ogHoro cTeknonpenapara 13 6noka (Unim) 600
17.22.A3|A09.05.118.477 |OpoxckeBble rpubbl poga Malassezia IgE (ImmunoCAP), m227 1400
17.47.A64A09.05.118.084 |Opoxoku nekapckue IgE, F45 750
17.57.A64A09.05.118.308 |Opoxokn nekapckue IgG, F45 750
17.67.A1]A09.05.118.407 |Opoxckun nekapckue, f45 1250
17.47.A69A09.05.118.085 |Opoxokm nueHble IgE, F403 750
17.57.A6§A09.05.118.309 |Opoxokm nueHble 1gG, F403 750
17.3.A8 |A09.05.118.141 |Oy6 Genwint (Quercus alba) IgE, T7 750
17.3.A9 [A09.05.118.142 |[dy6 cmewaHHbIn (Q. rubra, alba, valentina) IgE, T77 750
22.7.A10(B03.045.030 [y6nvkat 3akntoyeHmnst - YcTaHOBNEHUE POACTBA 500
17.60.A17A09.05.118.348  |ObiHa IgE (ImmunoCAP), f87 1300
17.40.A11A09.05.118.010 |AbiHa IgE, F87 750
17.50.A11A09.05.118.236  |ObiHa IgG, F87 750
17.4.A1 |A09.05.118.157 |Exa cbopHas (Dactylis glomerata) IgE, G3 750
17.25.A2(A09.05.118.450 |Exa cbopHas, g3 1400
17.67.A1§A09.05.118.408 |XenaTtuH kopoBwuii (nnweBas nobaeka E441) IgE (ImmunoCAP), c74 1250
4.8.A1.20/A09.05.007 XKeneso 350
23.2.A4 |A09.01.007.001.0(>Keneso B Borocax, cnekrpomeTpus (Fe) 1200
23.1.A4 |A09.05.242.014 |>Keneso B kpoBu, cnektpomeTpus (Fe) 1200
23.3.A4 |A09.28.060.007 [>Keneso B Mo4e, cnektpomeTpus (Fe) 1200
17.48.A2|A09.05.118.100 |>XenTok snyHbIN IgE, F75 750
17.58.A2|A09.05.118.324 | XKenTok anyHbin 1gG, F75 750
4.5.A12.21A09.05.129 YKenyHble kucnoTbl 2650
6.2.A18 |A26.05.016.002 |Xen4Hble KNCNOTbI B Kane 3 350
50.0.H164B03.070.412 XKeHwwmHebl, 1 ypoBeHb (MyTOBUWH) 5950
50.0.H164B03.070.413 KeHLwmHebl, 2 ypoBeHb (MyTOBWH) 17 650
50.0.H161B03.070.414 XKeHwwmHbl, 3 ypoBeHb (MyTOBUWH) 8 350
22.9.A5 |A08.09.002.005 [>KugkocTHas Guoncusi npu pake nerkoro, 6asoBas (BeHO3Has KPOBb; MyTaLMK

B reHax EGFR, KRAS, NRAS, BRAF; 3akntodeHne Bpaya - nabopatopHoro

reHeTvKa no uccrneaoBaTernibCkoMy OTHeTY) 47 900
22.9.A6 |A08.09.002.004 |>KugkocTHas Guoncusi Npu pake Nerkoro, paclumMpeHHas (BeHO3Hasi KpOoBb;

myTauum B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROSH1,;

3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no UCCrnefoBaTernbCkoMy

oTyeTy) 246 150




22.8.A12|A27.30.183 XKugkocTHas 6uoncus, 57 reHoB (BEHO3Has KPOBb; 3aKro4eHWe BpaYa -

nabopaTopHOro reHeTMKa No UCCNeqoBaTENbLCKOMY OTHETY) 87 600
22.8.A2 |A08.18.003.002 [>KugkocTHasa Guoncus: pak TONCTOM KMLLKWA U MenaHoma (BeHO3Hasi KpOBb;

myTauun B reHax BRAF, KRAS, NRAS; 3akntoueHue Bpaya - nabopaTtopHOro

reHeTvKa no uccrnegoBaTeribCKoMy OT4eTy) 57 500
15.0.D21]A08.20.017.002.0(>KnakocTHas umntonorus 2 850
15.2.A8 YKunpgkoctHas umtonorus (MAl-TecT) ¢ BO3MOXHOCTbIO fJOHAa3HAYeHWs

koakcnpeccumn p16 u Ki67 (CINtec PLUS) 6 000
15.2.D02 |A08.20.015.004 |>KnakocCTHas LMTONOrMsA NyHKTaTOB MONOYHOW Xenesbl 2 300
4.9.H1.20A12.06.060.007 |XupopacTteopumble BuTamuHbl (A, D, E, K) 7 850
6.2.A15 |A26.05.016.003 |3oHynuH dekanbHbIN 8 350
6.2.D03.10A26.19.011.002 |WccnepoBaHne kana Ha NPOCTENLIMX, AWLa reflbMUHTOB 600
17.13.A17A09.05.118.218 |UBynpodeH IgE, C78 1200
17.3.A11|A09.05.118.143  |MBa (Salix nigra) IgE, T12 750
17.24.A34A09.05.118.447 |WBa 6enas, t12 1400
16.2.A5 |A08.20.003.010 [MIX gmMarHocTMKa XpoHU4eCcKoro aHgomMeTpuTa (pasa nponudepauum

(CD20/CD138/CD56/HLA-DRY)) 12 800
16.0.A10/A08.30.013.012 |LIX nccnegosanue (1 aHTUTENO) 4 850
16.2.A14|A08.30.013.021 |UI'X nccneposaHwue (10 aHTuTEN) 43 200
16.2.A6 |A08.30.013.013 |UIX nccnegosaHue (2 aHTuTena) 8700
16.2.A7 |A08.30.013.014 |UI'X nccneposaHue (3 aHTuTENa) 12 950
16.2.A8 |A08.30.013.015 |UIMX nccnegosanue (4 aHTuTena) 17 350
16.2.A9 |A08.30.013.016 |UI'X nccneposanwue (5 aHTnTEN) 21650
16.2.A10|A08.30.013.017 |UI'X nccnegosaHue (6 aHTuTeEN) 25900
16.2.A11|A08.30.013.018 |UIMX nccneposanwue (7 aHTuUTEN) 30 250
16.2.A12|A08.30.013.019 |UI'X nccnegosaHue (8 aHTuten) 34 600
16.2.A13|A08.30.013.020 |UI'X nccnegosaHue (9 aHTUTEN) 38 850
16.2.A2 |A08.20.009.004 |UIX onyxonu mono4vHown xenesbl (PR/ER/Ki67/Her2 neu) 15150
16.2.A1 |A08.21.001.005 [UI'X onyxonu npeactatensHon xenesbl (Ck5/P63/AMACR) 14 400
16.2.A15|A08.30.013.009 |UI'X nporHocTnyeckmin mapkep (1 aHTuTeno) 10 900
16.2.A16|A08.30.013.010 [MI'X nporHocTuyeckuii Mapkep (2 aHTuTena) 21 650
16.2.A17|A08.30.013.011  |LI'X nporHocTuyecknii Mmapkep (3 aHTuTena) 32 450
16.2.A3 |A08.20.003.009 |MIX peuenTopHOro ctaTyca SHAOMETPUSI, pacLUMpeHHOoe (hasa cekpeLun

(ER/PR/CD138/CD56/LIF)) 18 150
16.2.A4 |A08.20.003.008 |MIX peuenTopHOro ctatyca SHAOMETPUS, CTaHAapTHOe (hasa cekpeumn

(ER/PR/CD138/CD56)) 15150
22.1.D18|A27.30.122 MpeanbHbivi Bec. [lneta n uTHEC (BEHO3Has KPOBb; reHeTudeckme akTopbl

UHAMBMAYanbHbIX 0cobeHHOCTe oBMeHa BeLLEeCTB; 3aKrnioueHne Bpaya -

nabopaTopHOro reHeTuKa Nno UccnegoBaTenbCKOMY OTHETY)

PPARG2: C>G (rs1801282)

ADRB2: C>G (rs1042714)

ADRB2: A>G (rs1042713)

ADRB3: T>C (rs4994)

FABP2: G>A (rs1799883) 4600
17.47.A8{A09.05.118.086 |Mmb6upsb IgE, F270 750
17.57.A8JA09.05.118.310  [Umb6upsb IgG, F270 750
16.2.A21|A08.30.013.005 |MmmyHOrMcToxmmmyeckoe nccnegosaHue, ALK 16 550
16.2.A20|A08.30.013.001 [MmmyHOrMcToxmmuyeckoe nccrnegosaHve, HER2 neu 8 900
16.2.A23|A08.30.039.004 |mmyHOrMCTOXMMMYECKOE nccnegosaxme, PD-L1 17 100
16.2.A22|A08.30.013.022 |MimmyHOrncToxmmmuyeckoe nccnegosaHne, ROS1 12 800
10.0.A5.2/A09.05.054.004 [MmmyHorno6ynuH G (IgG) 450
10.0.A3.2A09.05.054.002 |MmmyHorno6ynuH A (IgA) 450
10.0.A6.2A09.05.054.001  [MmmyHorno6ynuH E (IgE) 950
10.0.A4.2A09.05.054.003 |MmmyHOrno6ynuH M (IgM) 450
10.0.D4.2A12.30.012.013 |MmmyHorpamma 6a3osasi (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56,

CD3/HLA-DR, nenkoumntapHo-T-I1® nHaekc, MMMyHOPEerynaTopHbIn MHAEKC.

Bkrtovaet aHanus KpoBu C NenKountTapHom opmyron) 4750
10.0.D68]/A12.30.012.014 |MmmyHorpamma pacwmperHas (CD3, CD3/4, CD3/8, CD19, CD16/56,

CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,

nenkountapHo-T-J1® nHaekc, UMMYHOPErynaTOpHbIA UHAEKC.

BkntoyaeT aHanuns KpoBu ¢ nerkoumuTapHon opmynon) 5150
10.0.09.2A12.30.012.015 |MmmyHorpamma ckpuHuHr (CD3, CD19, CD16/56.

Bkrtovaet aHanus KpoBum C NenkountTapHom opmyron) 2900
1.0.A13.2A12.30.012.002 [MMMyHObEHOTUNMPOBAHUE KITETOK KOCTHOrO MO3ra Unu nepudepuyeckomn

KPOBM ANst ANarHOCTUKN MUHMMAaIIbHOM ocTatoyHon 6onestn (MOB) meTogom

npotoyHon untometpun (JIM3, oCcTpbIv NENKO3, MHOXECTBEHHas M1eroma).

WcecnepoBaHme nocrne nevyexHns 24 850
1.0.A6.20A12.30.012.001  [MIMMyHObEHOTMNMPOBAHUE KITETOK KOCTHOrO MO3ra Unu nepudepuyeckomn

KpoBwW npu nuMdonponudepaTMBHbIX 3aboneBaHNsaX METOAOM NPOTOYHON

uutometpum (JMN3, oCcTpbI NENKO3, MHOXECTBEHHAs MUenoma).

VMccnepoBaHve ons nepBUYHON ANArHOCTUKN 24 850
9.0.A60.4/A09.28.030.001.0¢ UmmyHOdmKcaums Benka beHc-[xoHca ¢ naHenbo aHTUCBIBOPOTOK 4 300




7.2.A12.21A09.05.203 WHrméumH B 1 800
17.44.A3]A09.05.118.056 |MHpenka IgE, F284 750
17.54.A3]A09.05.118.281 |UHpenka IgG, F 284 750
17.64.A14A09.05.118.384 |MHpenka, msico, f284 1400
8.0.D2.20A09.05.130.005 |WHaekc 3gopoBbsi npocTathl (PHI) 4 550
17.40.A11A09.05.118.011  [Wnxup IgE, F402 750
17.50.A11A09.05.118.237  |Unxup IgG, F402 750
7.6.A1.20/A09.05.056 WHcynuH 1050
17.13.A7|A09.05.118.207 |MHcynuH YenoBeveckun IgE, C73 1250
50.0.H12(B03.058.007 MHCYNMHOPE3NCTEHTHOCTb 1200
10.1.A4.2/A12.05.109 WHTepnekunH-10 2 600
10.1.A2.2/A12.05.108.002 |WHTepnenkunH-1b 2600
10.0.A76|A12.05.108.001 |UHTepnenkuH-6 (IL-6) 2 650
10.1.A3.2A12.05.108 WHTepnenkmH-8 2600
50.0.H34/B03.014.010 WHdpekumnn, nepegatoimecs nonosbiM nytem (KPOBb) 7 450
27.1.A1.1A26.19.096 WccnepoBaHnne aHTureHa nsamonuin (Giardia intestinalis) B kane 1250
27.1.A2.1|A26.19.020 MccnegosaHne aHtureHa xenukobakrepa (Helicobacter pylori) B kane 1450
6.2.A12.1/A26.19.010.001 [WccnenoBaHWe kana Ha NPOCTENLIME U LA reflbMUHTOB METOAOM

oboraweHunsi (PARASEP) 850
6.2.A5.10/A09.19.001 MccnepoBaHme kana Ha CKpbITYHO KPOBb 500
27.1.A3.1|A26.19.081 MccnegosaHue kana Ha TokcuHbl knoctpuaunii (Clostridium Difficile) An B 2 300
8.0.D3.10A09.19.001.001.0qUccnenoBaHme kana Ha TpaHCHEPPUH U reMOornobuH 1400
14.1.A5.9A26.20.008.001 |MccnepoBaHue Ha 6uoLeHO3 Braranuwa (auarHocTuka 6aktepuanbHoro

BarmHo3ay) 2 300
6.2.A4.300A26.01.017.001 [WccnepoBaHme cockoba Ha aHTEpOOMO3 450
50.0.H12¢B03.016.005.002 [WccnepoBaHue cTeponaHoro npodunsa KpoBM METOAOM TaHAEMHOMN

MaccneKkTpomMeTpum 7 600
23.3.A25|A09.28.065 Won B moye, cnektpomeTpus (1) 1200
23.2.A21|A09.01.024.001 |Kagmun B Bonocax, cnektpomeTpus (Cd) 1200
23.1.A21|A09.05.278.001 [Kagmwuin B kpoBu, cnektpomeTpus (Cd) 1200
23.3.A21|A09.28.083.001 |Kagmuin B mode, cnektpomeTpus (Cd) 1200
17.45.A11A09.05.118.061 |[KasewH IgE, F78 750
17.55.A11A09.05.118.286 |KaseuH IgG, F78 750
17.36.A2|A09.05.118.484 |KaseunH, KOpOBbE MOSIOKO, anneprokomnoHeHT nBos d8, 78 3750
17.47.A54A09.05.118.087 |Kakao IgE, F93 750
17.57.A54A09.05.118.311  |Kakao IgG, F93 750
17.67.A14A09.05.118.402 |Kakao, f93 1250
23.2.A2 |A09.01.007.001.0(Kanu B Bonocax, cnektpometpus (K) 1200
23.1.A2 |A09.05.242.012 |Kanun B kpoBwu, cnektpometpus (K) 1200
23.3.A2 |A09.28.060.005 ([Kanun B mouye, cnektpomeTtpus (K) 1200
17.66.A1§A09.05.118.396 |Kanbmap IgE (ImmunoCAP), 258 1400
6.2.A13.11A09.19.013 KanbnpoTtekTuH (B kane) 3 050
23.2.A3 |A09.01.007.001.0(Kanbumn B BONOCax, cnekrpometpus (Ca) 1200
23.1.A3 |A09.05.242.013 |[Kanbumn B kpoBwu, cnektpomeTtpus (Ca) 1200
23.3.A3 |A09.28.060.006 |Kanbumn B Mmoue, cnektpomeTtpus (Ca) 1200
4.7.A4.20/A09.05.206 Kanbuumin noHM3npoBaHHbIN 600
4.7.A3.20/A09.05.032 Kanbuui obLwmin 350
5.0.D17.4A09.28.012 Kanbuuit obLwmin mo4mn 500
5.1.03 |B03.025.001.002 |Kanbumin-kpeaTMHMHOBOE COOTHOLLEHME B Pa30BOW NOPLUN MO 400
7.5.A2.200/A09.05.119 KanbUnTOHUH 1 300
17.46.A14A09.05.118.069 |Kambana IgE, F254 750
17.56.A14A09.05.118.293 |Kambana IgG, F254 750
17.2.A4 |A09.05.118.113 |Kanapemka (nepo) IgE, E201 750
17.61.A1¢A09.05.118.365 |KanycTta 6enokovanHas IgE (ImmunoCAP), f216 1300
17.41.A6JA09.05.118.025 |Kanycta 6pokkonu IgE, F260 750
17.51.A64A09.05.118.250 |Kanycta 6pokkonu IgG, F260 750
17.41.A7(A09.05.118.026 |Kanycta 6ptoccenbckas IgE, F217 750
17.51.A7(A09.05.118.251 |KanycTa 6ptoccenbckas IgG, F217 750
17.41.A71A09.05.118.027 |Kanycta ko4yaHHas IgE, F216 750
17.51.A71A09.05.118.252 |KanycTa ko4aHHas IgG, F216 750
17.41.A71A09.05.118.028 |Kanycta ugetHas IgE, F291 750
17.51.A74A09.05.118.253 |Kanycta uBeTtHas IgG, F291 750
50.0.H93{B03.015.009 Kapawnonorunyeckui 5800
22.6.D1 |A08.30.029.004 (KapuoTunupoBaHue (KONM4eCcTBEHHbIE U CTPYKTYPHbIE aHOManum XpOMOCOM) 9000
17.36.A1]A09.05.118.494  [Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1 3350
17.47.A9(A09.05.118.088 |Kappwu (npunpaea) IgE, F281 750
17.57.A9(A09.05.118.312 |Kappwu (npunpasa) IgG, F281 750
17.41.A7]A09.05.118.029 |Kaptodbens IgE, F35 750
17.51.A7]A09.05.118.254  |Kaptodpens IgG, F35 750




17.61.A14A09.05.118.357 |KapTodens, f35 1300
17.13.A1§A09.05.118.220 |KeTtonpodeH IgE, C172 1200
17.43.A6(A09.05.118.050 |Kewsbto IgE, F202 750
17.53.A6(A09.05.118.275 |Kewslto IgG, F202 750
17.60.A17A09.05.118.345 |Kusu IgE (ImmunoCAP), f84 1300
17.40.A11A09.05.118.012  |Kuswu IgE, F84 750
17.50.A11A09.05.118.238 [Kusu IgG, F84 750
4.1.A4.200/A09.05.175 Kucnas docdatasa 350
4.3.A6.20A09.05.109 Kucnbin anbdal-rnvkonpoTtenH (opo3omykona) 850
17.49.A39A09.05.118.103 |KnerkoBuHa (rntoteunH) IgE, F79 750
17.59.A3§A09.05.118.327 |KnewikoBuHa (rntoteH) IgG, F79 750
17.3.A13|A09.05.118.144 |KneH aceHenunctHbI (Acer negundo) IgE, T1 750
10.0.D72|A12.30.012.018 |KneTkn namsitn n HanBHble CD4 numdoumnTbl U NX COOTHOLLEHME

(CD3/CD4/45R0O+, CD3/CD4/45RA+, nigekc 45RO+/45RA+. BkntoyaeT

aHanu3 KpoBu C NnenKouutTapHom opmyron) 5350
17.70.A2|A09.05.118.461 |Knew gomaluHen neinu D. pteronyssinus, d1 1250
17.70.A5|A09.05.118.462 |Knew, pomawHen nbinu D.farinae, d2 1250
17.8.A1 |A09.05.118.185 |Knew-gepmatodar myyHou (D. farinae) IgE, D2 750
17.8.A2 |A09.05.118.186 |Knew-gepmatodar nepuHHbiv (D.pteronyssinus) IgE, D1 750
1.0.D6 |B03.016.002.005 |KnuHuyeckmin aHanus kposu (5 DIFF) c noacyeTom nerikoumtapHon opmynbl

Bpayom KJ1[ (BeHO3Has KpoBb) 750
1.2.D4 |B03.016.002.008 |KnuHuuyeckmin aHanus kposu (5 DIFF) c noacyeTom nerikoumtapHon opmynbl

Bpayom K[ (kanunnspHas KpoBb) 950
1.0.D1.20B03.016.002.003 |[KnuHu4yeckmin aHanu3a kpoBu 6e3 nenkountapHon opmyribl (BEHO3HAs KPOBb) 350
1.2.D1 |B03.016.002.006 |KnuHu4yeckmin aHanu3 kpoBu 6e3 nenkoumnTapHom opmyrsbl (KanunnsapHas

KpOBb) 450
1.2.D2 |B03.016.002.007 |KnuHu4eckmin aHanm3 KpoBu C nerkoumTapHon dopmynon (5DIFF)

(kanunnsipHasi KpoBb) 550
22.9.A2 |A27.05.061.003 |KnuHu4eckoe CeKBEHMPOBaHME 3K30Ma (BEHO3HAs KPOBb; 3aKMOYEHME BpaYa -

nabopaTopHOro reHeTrKa No UCCNeqoBaTENbLCKOMY OTHETY) 57 500
17.40.A11A09.05.118.013  |Kny6Huka IgE, F44 750
17.50.A11A09.05.118.239  [Kny6Huka IgG, F44 750
17.60.A14A09.05.118.350 |Kny6Huka, f44 1300
50.0.H14¢B03.005.006.002 [Koarynorpamma, pacLumpeHHas 4000
50.0.H94|B03.005.006.001 |Koarynorpamma, CKpUHWUHT 1300
23.2.A16|A09.01.017.001 |KobGanbT B Bonocax, cnektpometpus (Co) 1200
23.1.A16|A09.05.271.001 |Kobanskt B kpoBu, cnektpometpus (Co) 1200
23.3.A16|A09.28.076.001 |KobGanbt B Mo4e, cnektpomeTpus (Co) 1200
17.2.A5 |A09.05.118.116 |Kosa (anutenun) IgE, E8O 750
17.65.A1]A09.05.118.387 |Kosbe monoko, f300 1400
17.40.A11A09.05.118.014 |Kokoc IgE, F36 750
17.50.A11A09.05.118.240 |Kokoc IgG, F36 750
17.4.A6 |A09.05.118.158 |Konocok gywmcTeinn (Anthoxantum odoratum) IgE, G1 750
17.12.A1|A09.05.118.197 [Komap (cem. Culicidae) IgE, 171 750
17.28.A1|A09.05.118.435 |Komap IgE (ImmunoCAP), i71 1250
22.3.D3.2A27.05.041.004 |Komnnekc «eHOTMNMpOBaHWE Cynpy>XeCcKON napbl MO aHTUreHam

ructocosmectumoctn HLA Il knacca» 15 050
17.19.H1|B03.002.004.036 |Komnnekc annepreHoB AepeBLEB (MBa, TOMOMb, OfibXa, 6epesa, newmHa) 3 500
17.20.H1|B03.002.004.041 |Komnnekc annepreHoB Tpae (ambpo3usi 0b6bIKHOBEHHAs, Mapb 6enas, nonbiHb

06bIKHOBEHHAs!, OfyBaHUYUK, MOLOPOXKHUK) 3 500
22.1.D29(A27.30.118 KomnnekcHas reHeTnyeckas guarHocTuka CMHOpOMa NonmMK1CTo3a sSIMYHMKOB

(CIKA), 6 nokasatenen 7 900
16.2.A24|A08.30.013.023 |KomnnekcHoe UIMX nccnepgosanHune 43 200
13.32.D2|A26.05.045.001.04 KomnnekcHoe nccnegosarve JHK MeHUHrokokka, reMmounbHON Nanoyku,

ctpentokokka (Neisseria meningitidis, Haemophilus influenzae, Streptococcus

pneumoniae), ka4 1800
15.2.A16|A08.30.038.001 |KomnnekcHoe uccnegosaxue: koakcnpeccus p16 n Ki67 (CINtec PLUS) n

xupkocTtHas yutonorus (MAI — TecT) 10 900
50.0.H15JA09.01.007.001.00 KoMmnneKcHbI aHanu3 BONOC Ha Hanuyme TSXXEMNbIX MeTanmnos u

MuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 4 450
4.10.D1.2B03.016.025.001 [KomnneKkcHbIn aHan13 KpoBy Ha aMMHOKMCNOTHI (12 nokasaTenen: AnaHuH,

AprunHvH, AcnaparnHoBas kucnota, LUutpynnuH, MmyTtammHoBas kucnora,

mMuunH, MeTnoHnH, OpHUTUH, PeHnnanaHuH, Tupo3uH, BanuH,

Jlenumn/N3onenumH) 4 850
4.9.H3.90A12.06.060.014 [KomnnekcHbin aHan13 kpoBu Ha BuTamuHebl (A, D, E, K, C, B1, B5, B6, B9,

B12) 18 100
23.4.D3 |A09.05.235.005 |KomnnekcHbI aHanu3 KpoBu Ha BUTaMuHbl rpynnel D (25-OH D2/ 25-OH D3/

1,25-OH D3/ 24,25-OH D3) 9100




4.9.D2.20

B03.016.017.001

KomnnekcHbIN aHanu3 KpoBU Ha HEHACKILLEHHbIE XUPHbIE KUCMOThl CEMENCTBa
Owmera-6 (nMuHonesas k1cnoTa, NMHOMNEHOBAs KUCNoTa, apaxugoHoBas

Kucrnora) 5350
50.0.H154A09.05.242.015 [KomnnekcHbIA aHann3 MoYM Ha Hannune TSHXKENbIX MeTannos n

MuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 4 450
17.29.H5|B03.002.004.112 |KoMMNOHeHTHasi AnarHoCTVKa anneprum Ha Mosioko (Mornoko 2, kaseuH -

anneprokomnoHeHT f78) 3 050
17.68.A1|A09.05.118.498 |KoHanbbymuH saiua, anneprokoMnoHeHT IgE (ImmunoCAP), 323 nGal d3 3750
16.0.A15/B01.030.001.008 |KoHcynbraumsa rotoBoro npenapara nepeg UIMX 3 050
16.0.A18/B01.030.001.010 |KoHcynsraums rotoBbix npenapartosB (1 nokyc) 4 250
17.2.A6 |A09.05.118.117 |KopoBa (nepxoTtb) IgE, E4 750
7.4.A2.20/A09.05.135 KopTtunaon 700
7.9.A1 |A09.07.007.002 [KopTtun3on B cntoHe (3akntodeHne Bpada KJ1[ no nccnepoBarenbCKoOMy OTHETY) 1300
7.4.A3.40A09.28.035 KopTtunaon moumn 1050
17.4.A7 |A09.05.118.159 |[KocTtpey 6e3ocTbii (Bromus inermis) IgE, G11 750
17.47.A5]A09.05.118.089 [Kodbe IgE, F221 750
17.57.A5]A09.05.118.313  |Kodbe IgG, F221 750
17.67.A14A09.05.118.403 |Kodpe, 3epHa, f221 1250
17.2.A7 |A09.05.118.118 |Kowka (anuTenun) IgE, E1 750
17.23.A31A09.05.118.503 |Kowka IgE (ImmunoCAP), €220 (rFel d2) 3450
17.75.A2(B03.002.004.122 |Kowka, anneprokomnoHeHT Fer d1, IgE 2 050
17.37.A1]|A09.05.118.502 |Kowka, anneprokoMnoHeHT, €94 rFel d1 3850
17.23.A3(A09.05.118.426 |Kowka,anutenuin n nepxotb, e1 2 300
15.1.A1 Koakcnpeccus p16 u Ki67 (CINtec PLUS) (goHasHadeHwue k ycnyre 15.2.A8) 1100
4.5.D3 ([B03.016.005.003 [KoadbdmumneHT ateporeHHOCTH (BKMOYaEeT onpedeneHune obLiero xonectepmHa

v NNBIM) 600
4.8.03.20A12.05.019 KoacbdmumneHT HacblweHns TpaHcdeppuHa Xenesom (BKI4aeT onpegeneHme

xenesa n JXCC) 700
17.66.A1¢A09.05.118.394  |Kpab IgE (ImmunoCAP), f23 1400
17.46.A21A09.05.118.070 [Kpa6 IgE, F23 750
17.56.A21A09.05.118.294 |Kpab IgG, F23 750
17.4.A26|A09.05.118.160 |Kpanusa gsygomHas (Urtica dioica) IgE, W20 750
4.2.A3.201/A09.05.020 KpeaTuHuH 350
5.0.D1.40A09.28.006 KpeaTuHH moun 350
4.1.A11.2|A09.05.043 KpeaTtuHkuHasa (KOK) 400
4.1.A12.21A09.05.177 KpeatuHknHasa-MB 550
17.66.A1|A09.05.118.395 |Kpeetka IgE (ImmunoCAP), f24 1400
17.46.A2]A09.05.118.071 |KpeseTku IgE, F24 750
17.56.A2]A09.05.118.295 |KpeBeTku IgG, F24 750
23.2.A12|A09.01.013.001 |KpemHun B Bonocax, cnektpometpus (Si) 1200
23.1.A12|A09.05.267.001 |KpemHuin B kpoBu, cnekTpometpus (Si) 1200
23.3.A12|A09.28.072.001 |KpemHun B moye, cnektpomeTtpust (Si) 1200
17.2.A8 |A09.05.118.119 |Kponuk (anutenun) IgE, E82 750
17.23.A1|A09.05.118.430 |Kponuk, anutenuii IgE (ImmunoCAP), e82 1550
17.2.A10|A09.05.118.121 |Kpsbica (moua) IgE, E74 750
17.2.A12|A09.05.118.122 |Kpebica (anutenui) IgE, E73 750
17.2.A9 |A09.05.118.120 |Kpwica IgE, E87 750
17.69.A1§A09.05.118.419  |Kykypysa IgE (ImmunoCAP), f8 1400
17.67.A1§A09.05.118.409 |KyrxyT IgE (ImmunoCAP), f10 1250
17.47.A49A09.05.118.090 |KyrxyT IgE, F10 750
17.57.A44A09.05.118.314  |KymxyT IgG, F10 750
17.44 A3]A09.05.118.057 |KypuHoe msco IgE, F83 750
17.54.A3]A09.05.118.282 |KypuHoe msco IgG, F83 750
17.2.A13|A09.05.118.123  |Kypuua (nepo) IgE, E85 750
17.2.A14|A09.05.118.124 |Kypuua (npoTeunHbl cbiBopoTkn) IgE, E219 750
17.64.A14A09.05.118.383  |Kypuua, msaco, f83 1400
17.23.A31A09.05.118.440 |Kypuua, nepbs, €85 1250
17.47.A91A09.05.118.091 |NaBposbin nucT IgE, F278 750
17.57.A91A09.05.118.315 |JlaBpoBbin nucT IgG, F278 750
4.1.A6.20/A09.05.039 JlaktatgerngporeHasa (J14I) 350
4.1.A7.200A09.05.039.001 |NaktataerngporeHasa (J14r) 1, 2 dppakummn 450
18.2.A4.2A09.05.035.007 |NamMOTpuOXuHbI (TaMUKTan), KONMYECTBEHHO 4150
17.73.A2|A09.05.118.465 |Natekc IgE (ImmunoCAP), k82 1250
17.14.A4|A09.05.118.514  |Natekc IgE, K82 750
4.8.A2.20/A12.05.011.001 [NaTeHTHas >ene3ocas3biBatoLLias cCnoco6HOCTb cbiBopoTku (JIXKCC) 400
17.4.A28|A09.05.118.161 |llebena cepetowas (Atriplex canescens) IgE, W75 750
17.4.A37|A09.05.118.162 |Nebena yeyeBnueobpasHas (A. lentiformis) IgE, W15 750
18.2.A13/A09.05.035.008 |JleBeTpaueTam, KONMMYECTBEHHO 3750




7.7.A5.20/A09.05.159 JlenTuH 1200
17.3.A14|A09.05.118.145 |NewwmHa obbikHOBeHHas (Corylus avellana) IgE, T4 750
17.24.A31A09.05.118.446 |JleumHa obOblkHOBEHHas, t4 1400
17.36.A3|A09.05.118.488 |Jln3oumm anua, anneprokomnoHeHT, k208 nGal d4 3750
17.40.A11A09.05.118.015 |NumoH IgE, F208 750
17.50.A11A09.05.118.241 |IlumoH IgG, F208 750
17.60.A14A09.05.118.338  |IlumoH, f208 1300
17.3.A31|A09.05.118.153 |Iuna IgE 2 600
17.24.A34A09.05.118.448 |Iluna, t208 1400
4.1.A10.2/A09.05.173 Jlvnasa 450
50.0.H95|B03.016.005.005 [NunmgHbIi npodunb, 6a3oBbI 1 300
50.0.H96|B03.016.005.006 (JlnnugHein npodunb, pacluMpeHHbIn 3450
4.5.A8.20/A09.05.027.001 |JlunonpotewnH (a) 1400
17.4.A9 |A09.05.118.163 |JlucoxsocT nyroson (Alopecurus pratensis) IgE, G16 750
17.25.A23A09.05.118.457  |IlncoxsocT nyrosow, g16 1400
23.2.A9 |A09.01.007.001.0¢JInTmn B BOonocax, cnektpomeTpust (Li) 1200
23.1.A9 [A09.05.086 Jlutun B kpoBwu, cnektpomeTpus (Li) 1200
23.3.A9 |A09.28.060.008 (IlnTmun B mo4e, cnektpomeTpus (Li) 1200
5.0.D11.4/B03.053.001.002 |JIuToC KOMNNEKCHbIN (BKMNOYasA OLEHKY CTeneHn kamHeobpa3oBaHus) 2 300
5.0.D5.40B03.053.001.001 |JinuToc-TecT (OueHka cTeneHn kamHeobpasoBaHusi, IMiokosa, benok, pH) 1200
17.11.A2|A09.05.118.196  |NnunHkm Anisakis (Anisakis Larvae) IgE, P4 750
17.46.A2]A09.05.118.072 |No6cTep (omap) IgE, F80 750
17.56.A2]A09.05.118.296 |lNobcTep (omap) IgG, F80 750
17.46.A1§A09.05.118.073 |Iocochk IgE, F41 750
17.56.A1§A09.05.118.297 |IMocochb IgG, F41 750
17.66.A14A09.05.118.393 [Iococb, 41 1400
17.2.A15|A09.05.118.125 |Nowagb (nepxotb) IgE, E3 750
17.23.A2|A09.05.118.428 |Ilowapb, nepxoTb IgE (ImmunoCAP), e3 1550
17.61.A1¢A09.05.118.366  |Iyk IgE (ImmunoCAP), f48 1300
17.41.A84A09.05.118.030 |Nyk IgE, F48 750
17.51.A84A09.05.118.255 |Nyk IgG, F48 750
7.2.A2.20/A09.05.131 JTioTenHusmpytowmii ropmoH (1117) 700
4.7.A5.20/A09.05.127 MarHuii 400
23.2.A5 [A09.01.007.001.0¢Marxun B Bonocax, cnekrpometpus (Mg) 1200
23.1.A5 |A09.05.242.011 |MarHun B kpoBu, cnekTpometpusa (Mg) 1200
23.3.A5 |A09.28.060.004 [Marnui B moue, cnektpomeTtpus (Mg) 1200
5.0.D19.4A09.28.060.002 (MarHui moun 500
7.2.D1.20A09.05.087.001 [MakponponakTuH (BKnoYaeT onpeaerneHne nponaxkTuHa) 1550
17.60.A17A09.05.118.353 |ManwuHa IgE (ImmunoCAP), 343 1300
17.60.A17A09.05.118.355 |Manro IgE (ImmunoCAP), f91 1300
17.40.A11A09.05.118.016  |MamHro IgE, F91 750
17.50.A11A09.05.118.242 |MawHro IgG, F91 750
17.40.A1]A09.05.118.022 |MaHpapuH IgE 1250
17.60.A17A09.05.118.337  [ManpapuH IgE (ImmunoCAP), 302 1300
23.2.A15|A09.01.016.001 |MapraHey B Bonocax, cnekrpometpus (Mn) 1200
23.1.A15|A09.05.270.001 [MapraHeL, B kpoBu, cnekTpomeTpus (Mn) 1200
23.3.A15|A09.28.075.001 |MapraHey B Mmo4e,cnektpometpus (Mn) 1200
7.5.A5.20/A09.05.296 Mapkep dopmmnpoBaHus kocTHoro matpukca P1NP

(N-TepmuHanbHbI NponenTya npokonnareHa 1 tuna) 2 050
50.0.H151B03.058.004 Mapkepbl ocTeonoposa, GMoXMMU4ecKmin 7 150
17.4.A29|A09.05.118.164 |Mapb 6enas (Chenopodium album) IgE, W10 750
17.47.A13A09.05.118.092 |Macno nogconHeyHoe IgE, K84 750
17.57.A11A09.05.118.316  |[Macno nogconHe4Hoe 1gG, K84 750
4.7.A8.20A09.05.273 Menb 550
23.2.A8 |A09.01.019.001 |Megb B BOMnocax, cnekrpomerpusi (Cu) 1200
23.1.A8 |A09.05.273.001 [Megb B kpoBu, cnektpomeTpus (Cu) 1200
23.3.A8 |A09.28.078.001 |Megb, cyTouHas akckpeuwms, (Cu) 1200
17.35.D9|B03.002.004.007 [MecTHble aHecTeTukmn Ne 1 AptukamH/CkaHgoHecrT, IgE 2600
17.35.D1(B03.002.004.008 [MecTHble aHecTeTukn Ne 2 HoBokanH/JlngokauH, IgE 2 600
50.0.H12{A09.28.023.002 |MeTabonuTbl 3CTPOreHOB U NX COOTHOLLIEHME B PAa30BOI MOPLIMN MOYM 9900
17.46.A24A09.05.118.074 |Mugus IgE, F37 750
17.56.A24A09.05.118.298 |Mugwus IgG, F37 750
5.0.D01.40A09.05.011.002 |Mwukpoanb6ymuH B pa3oBoi NopLmm Moum (anbbymMmunH-kpeaTMHMHOBOE

COOTHOLUEHWE) 500
5.0.D014.4A09.28.003.003 |Mwukpoans0ymuH Moun 500
11.6.A1.2|A26.06.082.012 [Mukpopeakuus Ha cucpunuc kavectseHHo (RPR) 550
6.3.D07.10A26.01.011 MwuKkpocKkonuyeckoe uccnegoBaHme BONoC Ha Hanuymne naToreHHbIX rpnbos,

CKPUHWHT 600
6.3.015.9A12.21.004.001 [Mukpockonuyeckoe nccrnegoBaHne Ma3ka-oTnedarka rofloBky NomoBoro YreHa 500




6.3.A6.100A26.01.018 Mwukpockonunyeckoe uccnegosaxue Ha [lemogekc (Demodex) 550
6.5.D01 |A08.08.002.002 [Mwukpockonuyeckoe nccrnegoBaHne HasanbHOro cekpeta (Ha 903MHOUIbI) 650
6.3.D05.10A26.01.033 Mukpockonuyeckoe nccnegoBaHne HOrTeBbIX NNACTMHOK Ha Hanuyve

naToreHHbIX rpuboB, CKPUHUHI 600
6.3.D03.50JA12.20.001 Mukpockonuyeckoe nccrnegoBaHne oTAeNsieMoro Brnaranvwa 500
6.3.D012.9A12.19.006 Mukpockonuyeckoe nccnegoBaHne oTAENSEMOro NPSIMON KMLLIKK 500
6.3.01.50A12.28.015 Mukpockonuyeckoe nccnegoBaHue oT4eNseMoro yperpsbl 500
50.0.H51{A26.20.006 Mwukpockonuyeckoe uccnegoBaHne OTAENSAEMOro yporeHNTanbHoro Tpakta

(uepBuKanbHbIA KaHan+Bnaranvwie+yperpa) 700
50.0.H59|A12.28.015.003 |Mwukpockonuyeckoe nccnegoBaHne oTaensemMoro yporeHUTanbHoro

TpakTa(uepBUKanbHbIN KaHan + Bnaranuiie) 650
6.3.02.50A12.20.001.001 [Mukpockonuyeckoe uccrnegoBaHne oTAENSeMOro LepBuKanbHOro kaHana 500
6.3.016.9A12.21.005.001 [Mukpockonuyeckoe nccrnegoBaHne cekpeTa NpeacTaTeNibHOM Xenesbl 550
6.3.D014.4A12.21.005 Mukpockonuyeckoe nccnegoBaHne cekpeTa npeactaTeNnibHOW Xenesbl B Moye 500
6.3.D6.311A26.01.015 Mwukpockonmnyeckoe uccnegoBaHme COCKOBOB KOXU Ha HanMymne naToreHHbIX

rpuboB, CKPUHWHT 600
17.63.A1]A09.05.118.376  |Mungans IgE (ImmunoCAP), f20 1300
17.43.A5A09.05.118.051 |Mungans IgE, F20 750
17.53.A5JA09.05.118.276 [MuHgansb IgG, F20 750
4.3.A1.20A09.05.006 Mwuorno6buH 950
22.6.A5 |A08.30.029.005 |MonekynsipHOe KapMoTUNMPOBaHNe maTepuana abopTyca (XPOMOCOMHbIN

MUKpOMaTpU4HbIA aHanuns, Ontuma) 18 050
23.2.A20|A09.01.023.001 |MonubaeH B Bonocax, cnekrpometpusi (Mo) 1200
23.1.A20|A09.05.277.001 |MonnbaeH B kpoBu, cnekTpomeTpus (Mo) 1200
23.3.A20|A09.28.082.001 |MonnbaeH B mo4e, cnektpomeTpusi (Mo) 1200
17.45.A7|A09.05.118.062 |Monoko kunsiyeHoe IgE, F231 750
17.55.A7|A09.05.118.287 |Monoko kuns4yeHoe IgG, F231 750
17.65.A14A09.05.118.390 |Monoko kunsa4eHoe, f231 1400
17.45.A6|A09.05.118.063 |Monoko koposbe IgE, F2 750
17.55.A6|A09.05.118.288 |Monoko kopoBbe IgG, F2 750
17.65.A1]A09.05.118.386  |Monoko, f2 1400
4.4 A3.201/A09.05.207 Mono4Has kucnota (nakrar) 750
17.12.A2|A09.05.118.198 |Monb (cem. Tineidae) IgE, 18 750
17.28.A2|A09.05.118.438 |Monb IgE (ImmunoCAP), i8 1250
50.0.H154B03.058.005 MOHUWTOPUWHT Ne4YeHnss octeonoposa 4750
17.41.A74A09.05.118.031 |Mopkossb IgE, F31 750
17.51.A74A09.05.118.256  |MopkoBb IgG, F31 750
17.61.A1§A09.05.118.356  |MopkoBb, 31 1300
17.2.A16|A09.05.118.126 |Mopckas cBuHka (anutenui) IgE, E6 750
17.23.A4|A09.05.118.429 |Mopckas cBuHka, anutenui IgE (ImmunoCAP), e6 1550
17.28.A3|A09.05.118.437 |Mortbinb IgE (ImmunoCAP), i73 1250
4.2.A5.20[A09.05.018 MoueBas kucnora 350
5.0.D016.4A09.28.010 MoueBas kncnora moum 350
4.2.A4.20/A09.05.017 MoueBunHa 350
5.0.D15.4A09.28.009 MoyeBuHa Moumn 350
17.12.A3|A09.05.118.199 |Mowkn kpacHoun nuumHka(Chironomus plumosus) IgE,173 750
50.0.H16{B03.070.415 My>4nHbl, 1 ypoBeHb (MyTOBUH) 5900
50.0.H161B03.070.416 My>x4unHbl, 2 ypoBeHb (MyTOBUH) 12 300
50.0.H16¢B03.070.417 My>4nHbl, 3 ypoBeHb (MyTOBWH) 8 300
17.49.A3¢A09.05.118.104 |Myka rpeyHeBas IgE, F11 750
17.59.A3¢A09.05.118.328 |Myka rpeuHeBas IgG, F11 750
17.49.A31A09.05.118.105 |Myka kykypy3Has IgE, F8 750
17.59.A31A09.05.118.329 |Myka kykypy3Has IgG, F8 750
17.49.A3§A09.05.118.106 |Myka oBcsaHas IgE, F7 750
17.59.A3§A09.05.118.330 |Myka oBcaHas IgG, F7 750
17.49.A3{A09.05.118.107 |Myka nweHunyHas IgE, F4 750
17.59.A3JA09.05.118.331 |Myka nweHnyHas IgG, F4 750
17.49.A4(A09.05.118.108 |Myka pxaHas IgE, F5 750
17.59.A4(A09.05.118.332 |Myka pxaHas IgG, F5 750
17.49.A41A09.05.118.109 |Myka sumeHHas IgE, F6 750
17.59.A41A09.05.118.333 [Myka aumeHHas IgG, F6 750
17.12.A4|A09.05.118.200 |Mypasen pbbxui (Solenopsis invicta) IgE, 170 750
17.2.A17|A09.05.118.127 |Mbiwsb IgE, E88 750
23.2.A18|A09.01.021.001 [MbiwbsK B Bonocax, cnekrpomeTpust (As) 1200
23.1.A18|A09.05.275.001 |Mbiwbsk B KpoBK, cnekTpomeTpus (As) 1200
23.3.A18|A09.28.080.001 [Mbiwbsk B MO4e, cnekTpomeTpus (As) 1200
17.64.A1§A09.05.118.382 [Msco kponuka IgE (ImmunoCAP), 213 1400
17.47.A94A09.05.118.093 [Msra IgE, F405 750
17.57.A94A09.05.118.317 |MarTa IgG, F405 750




17.4.A10|A09.05.118.165 |Msatnuk nyrosou (Poa pratensis) IgE, G8 750
17.25.A21A09.05.118.458 |MsaTnuk nyrosou, g8 1400
23.2.A1 |A09.01.007.001.0QHatpwui B BOnocax, cnekrpometpus (Na) 1200
23.1.A1 |A09.05.242.010 |[HaTpui B kpoBwu, cnekTpomeTpus (Na) 1200
23.3.A1 |A09.28.060.003 |Hatpwuii B Moye, cnektpomeTpus (Na) 1200
4.7.D01.20A09.05.030.001 |Hatpwi, kanui, xnop (Na/K/CI) 550
5.0.02.40A09.28.014.001 |Hatpwui, kanui, xnop moun (Na/K/Cl) 350
4.3.A11.2|A09.05.256.001 |Hatpwuiypetmnyeckun nentug B (BNP) 3 500
8.0.A11.2|A09.05.246 HenpoH-cneundunyeckas eHonasa (NSE) 1450
4.9.D01.90B03.016.017.003 [HeHachbILWweHHble X1PHbIe KUCNoThl cemericTBa Omera-3 (3riko3aneHTaeHoBas

KMCnoTa, AoKo3arekcaeHoBas kucnora, ButamuH E (Tokodepon)) 6 150
50.0.H98|B03.025.001.003 |Hedponormnyeckuin, BUOXMMUYECKII 1950
23.2.A17|A09.01.018.001 |Hwukenb B Bonocax, cnektpomeTtpus (Ni) 1200
23.1.A17|A09.05.272.001 [Hukenb B kpoBwu, cnektpomeTpus (Ni) 1200
23.3.A17|A09.28.077.001 |Hukenb B moye, cnektpometpus (Ni) 1200
26.2.A7 [A27.20.001 HWMC - 12 cuHgpomos (FeHomen) (LenbHas KpoBb; CKPUHUHE XpOMOCcoM 13,

18, 21, X, Y y nnoga, HOCUTENbCTBO rE€HOB HacneaCcTBEHHbIX 3aboneBaHuin y

maTtepu; 3akntoyeHne Bpaya - 1abopaTopHOro reHeTmka no

nccnegoBaTenbCKOMy OTHETY) 44 350
26.2.A8 |A27.20.001.003 [HWIIC 5 - OHK TecT Ha 5 cuHapomos (FeHomen) (LenbHas KPOBb; CKPUHUHT

xpomocom 13, 18, 21, moHocomus X, c-m KnanHdenbstepa; 3aknioyeHe Bpada

- NabopaTopHOro reHeTMKa No UCCeqoBaTENbCKOMY OTHETY) 33 150
26.2.A9 |A27.20.001.001 [HWIMC paclumpeHHbI (FTeHoMen) (LenbHasi KpOBb; CKPUHUHE Xpomocom 13, 18,

21, X, Tpucomuu y nnopa, MUKpoaeneLUmoHHble CUHAPOMbI, HOCUTENBLCTBO

reHoB HacrnencTBeHHbIX 3aboneBaHuii y MaTepu; 3akrnoyeHre Bpaya -

nabopaTopHOro reHeTrKa No UCCNeqoBaTENbLCKOMY OTHETY) 48 950
26.2.A6 |[A27.20.001.002 [HWMAT T21 (FfeHomen) (uenbHas KPOBb; CKPUHMHE 21 XpOMOCOMbI, CUHAPOMA epemertio He

,ElayHa) 24 550 npegocTasnsiem
17.13.A1(A09.05.118.471 |HuctatuH IgE, C122 1400
17.42.A4§A09.05.118.043 |HyT (Typeukun ropox) IgE, F309 750
17.52.A4§A09.05.118.268 |HyT (Typeukui ropox) IgG, F309 750
4.8.H1 ([B03.005.013.001 [O6meH xene3sa (xene3o, JIKCC, OXKCC, koadpULNEHT HacbIeHns

TpaHcdepprHa Xenesom) 1000
50.0.H99{B03.016.008.002 |O6cnenoBaHue neYeHun 3450
50.0.H11/B03.016.008.001 |O6cnenoBaHue neyeHun, 6a3oBbIn 1600
50.0.H10(B03.058.001.004 |O6cnenoBaHue WUTOBUAHOM Xernesbl 6 800
50.0.H22{B03.058.001.003 [Ob6cnenoBaHne WMTOBMOHOW Xenesbl, CKPUHUHT 3450
4.8.D01.20A12.05.011 O6Lwas xenesocsa3sbiBatoLLas cnocobHocTb cbiBopoTkn (OXKCC) (BkntovaeT

onpegeneHue xenesa, JNKCC) 550
6.2.D01.10B03.016.010 O6Lwmin aHanu3 kana (konporpamma) 950
6.5.02 [A12.09.010 OO6LWwuin aHann3 MoKpoTbI 600
6.1.01.40B03.016.006 O6LmMIA aHanM3 Mo4uun 450
6.3.08.60A12.04.001.001 |O6wwit aHanNn3 CUHOBMANBHOW XNMOKOCTU (MUKPOCKONUYECKOE

nccnegoBaHme+MaKkpoCKONMYeckoe uccnegoBaHmne) 550
4.2.A2.20A09.05.010 O6wmn 6enok 350
5.0.D013.4A09.28.003.002 |O6LwmMin Benok mo4un 200
7.3.A7.20/A09.05.090.001 |O6wwmi 6eta-XI'Y (gnarHocTrka 6epemMeHHOCTN, OHKOMapKep) 750
17.48.A4|A09.05.118.101 |OBanbbymuH IgE, F232 750
17.58.A4|A09.05.118.325 |OBanbbymuH IgG, F232 750
17.36.A6|A09.05.118.486 |OBanbbymuH siiua, anneprokoMnoHeHT, 232 nGal d2 3 350
17.4.A11|A09.05.118.166 |OBec KynbTMBMPOBaHHbIN (Avena sativa) IgE, G14 750
17.69.A14A09.05.118.416 |OBec, oBcsaHasa myka, f7 1250
17.48.A5|A09.05.118.102 |Osomykomg IgE, F233 750
17.58.A5|A09.05.118.326  |OBomykompa IgG, F233 750
17.36.A1|A09.05.118.487 |OBomykomg s1nua, anneprokomnoHeHT nGal d1, 233 3750
17.25.A2]A09.05.118.451 |OBcsaAHnua nyroeas, g4 1400
17.4.A12|A09.05.118.167 |OBcsaHHuUa nyroBas (Festuca elatior) IgE, G4 750
17.2.A21|A09.05.118.128 |Osua (anutenui) IgE, E81 750
17.23.A5|A09.05.118.441 |OBua, anutenun IgE (ImmunoCAP), e81 1550
17.61.A1¢A09.05.118.360 |Orypeuy IgE (ImmunoCAP), f244 1300
17.41.A71A09.05.118.032 |Orypey IgE, F244 750
17.51.A71A09.05.118.257 |Orypeuy IgG, F244 750
17.4.A31|A09.05.118.168 |OpgysaHuuk (Taraxacum officinale) IgE, W8 750
17.25.A1§A09.05.118.455 |OpyBaHuumK, w8 1400
60.30.H31A26.19.069.001.00 OKN-TecT (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus A/Norovirus

2/Astrovirus ) 2 550
5.0.A20.4/A09.28.018.002 [Okcanatbl B Mo4e 1700
17.3.A17|A09.05.118.146  |Onbxa (Alnus incana) IgE, T2 750
17.24 A31A09.05.118.445 |Onbxa cepas, {2 1400




17.36.A14

A09.05.118.495

Owmera-5 MuaguH nweHnubl, anneprokomnoHeHT IgE (ImmunoCAP), f416 rTri

a19 3 350
22.8.A7 |A27.30.206 OnkoKapTa, 57 reHoB (onyxoneBasi TKaHb; 3akrnodeHne Bpaya -

nabopaTopHOro reHeTMKa No UCCNeqoBaTENbLCKOMY OTHETY) 57 500
22.8.A13|A27.30.207 OnkoKapTa, 60 reHoB (onyxoneBasi TKaHb; 3aknodeHne Bpaya -

nabopaTopHOro reHeTMKa No UCCNenoBaTENbLCKOMY OTHETY) 61750
50.0.H101B03.016.004.016 |OHKOMOrM4ecknin Ans >KeHLWwmuH, BUoXMMn4ecKnin 5900
50.0.H101B03.016.004.015 |OHKONMOrMYECKUN ANt MY>XYUH, BUOXUMUYECKUIA 4700
2.0.A5.20/A12.05.007.005 |Onpegenenuve Kell anturena (K) 1200
50.0.H114A27.30.120 Onpenenexve SNP B reHe IL 28B yenoBseka

IL28B: C>T (rs12979860)

IL28B: T>G (rs8099917) 2000
18.1.D1.2A09.05.036.008 |OnpeaeneHve ankoronsi B KPOBU 200
11.7.A2 Onpegenexne aHtuten kK BUY-1/BUY-2 (ona MHOCTpaHHbIX rpaxaaH) 2600
9.0.A57.2/A12.06.026.001 |OnpegeneHne anTtuten Kk d.Kactna - BHyTpeHHemy dakTopy (ABP) 1800
23.9.A1 |B03.016.016.001 [OnpepenexHne MnkpobroLeHo3a METOAOM XpPOMaTO-MacC-CNeKTpOMETpUn

(MCMM) no Ocunosy I"A. 6 700
22.8.D5 |A27.30.001 OnpepgeneHne MUKpocaTennnTHoM HectabunsHocTn, MSI (onyxonesasi TkaHb;

3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no CCrnefoBaTernlbCkoMy

oTyety) 8 650
1.1.A34.2/A27.05.012 Onpegenexve mytaumm V617F B 14 3k30He reHa Jak-2 kMHas3bl, Ka4yecT. 3650
1.1.A35.2A27.05.012.001 |Onpeaenexve mytaumm V617F B 14 3k30He reHa Jak-2 knMHa3bl, KOnmu. 4 350
22.8.D1 |A27.30.008.004 |OnpegenenHve myTauum B reHe BRAF (V600), onyxonesas TkaHb 12 800
22.8.A10|A27.30.016.009 |Onpenenenve mytauni BRAF, KRAS, NRAS (onyxonesas TkaHb; 3aknioyeHne

Bpaya - nabopaTopHOro reHeTuKa No UccnegoBaTenbCKOMY OTHETY) 15 850
22.8.A3 |A27.05.040.001 |[Onpegenenue mytaumm B reHax BRCA1, BRCA2, PALB2 (onyxonesas TkaHb;

3akrnoyeHne Bpaya - nrabopaTopHOro reHeTrKa no NCCrnefoBaTernlbCkoMy

oTyety) 28 750
22.1.D28|A27.05.040.002 |Onpenenenne myTauui B reHax: BRCA1 (11 mytauuin), BRCA2 (3 myTauum),

PALB2 (1 myTtaumsa), CHEK2 (4 mytaumm), NBN (1 myTaums), BeHO3Has KpoBb 9 850
22.8.D4 |A27.30.016.001 |OnpegeneHve mytaunmi B reHe EGFR, kpoBb (kuakocTHas buoncus) 28 800
22.8.D2 |A27.30.016 Onpepenexve myTtaumi B reHe EGFR, onyxonesas TkaHb 16 500
22.8.D3 [A27.30.006 OnpegeneHune mytaumn B reHe KRAS, onyxonesas TkaHb 12 800
22.8.A9 [A27.30.007 OnpegeneHune myTaumn B reHe NRAS, onyxonesas TkaHb (3akntoyeHne Bpaya

- nabopaTopHOro reHeTuKa Nno UCCcnegoBaTenbCKOMY OTHETY) 11 550
2.0.D2.20A12.05.007.006 |Onpenenexue Hanuuusa aHTureHos aputpouunToB C, c, E, e, CW, Kn k 1200
4.9.D3 [A09.05.264.001 [OnpeneneHune Omera-3 nHaekca (OLeHKa pucka BHE3AMHOW cepaeyHow

CMepTU, MHapKTa Mnokapaa u Apyrmx cepaevyHo-cocyamcTbix 3aboneBaHmin) 5800
26.3.A1 |A27.20.001.007 |OnpegeneHne nona nnoga (BbisiBrNeHne parmMeHToB Y-XpOMOCOMbI Nfioga no

KpOBW MaTepm) 7 900
9.0.A62.2/A09.05.054.005 |OnpepeneHuve cogepxaHus nogknacca lgG4 2 000
22.8.A15|A27.30.018.003 |Onpenenenue TpaHcnokauuu reHa ROS1, FISH (onyxonesas TkaHb;

3akrnoyeHne Bpaya - nrabopaTopHOro reHeTrKa no UCCrneaoBaTernbCKoMy

oTyety) 21 600
22.8.A14|A27.30.017.010 |OnpegeneHne TpaHcnokauui reHa ALK, FISH (onyxoneBsas TkaHb;

3aknoveHne Bpaya - nabopaTopHOro reHeTuka no uccrefoBaTenbCKoMy

oTyeTy) 21600
22.8.A16|A09.28.087 Onpepaenexne ypoBHsa akcnipeccun reHa PCAS3 (MMpocTa - TecT) 9150
5.0.D010.4A09.28.018 OnpeaeneHve XMMU4YecKkoro coctaBa MOYEBOr0 KOHKpEMEHTa

(UK-cnekTpomeTpus) 6 750
8.0.A18.1A09.19.014 Onyxonesasi nupyBaTtkuHasa Tu M2 (B kane) 3150
8.0.A17.21A09.05.300 Onyxonesbii mapkep HE 4 1450
13.30.D2]A26.08.020.001.0¢ OPBW-CkpuH

(PHK pecnupatopHocuHuutmansHoro Bupyca/ PHK metanHeBmoBumpyca/

PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK koponasupycos/ PHK puHosupycos/

OHK ageHoBupycos (rpynn B, C n E)/ OHK 6okaeupyca) 2650

5.1.A35 |B03.016.018.001 |OpraHuyeckue kncnotbl B Mmoye(60 nokasatenen) 12 250
7.5.A6.20 Ocrasa 1050
7.5.A3.20|A09.05.224 OcTeoKkanbUuH 1 050
22.1.D26|A27.05.045.002 |OueHka BnusaHusa reHoB CYP2D6 n CYP2C19 Ha meTabonuam

aHTUAenpeccaHToB MHIMOMTOPOB OOpaTHOro 3axeata

CepoTOHUHa/HopaapeHanuHa — acuuTanonpam, uranonpam, cepTpanuH,

brOBOKCAMUH, NAapOKCETUH, BeHNadakCcuH (CrioHa) 7 600
50.0.H113A27.05.002.003 |MakeT «OK!»*

F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025) 1200




50.0.H11

A27.05.002.005

Maket «OHKOPucKu»*

BRCA1: 185delAG (rs80357713)
BRCA1: 4153delA (rs80357711)
BRCA1: 5382insC (rs80357906)
BRCA1: 3819del5 (rs80357609)
BRCA1: 3875del4 (rs80357868)
BRCA1: 300T>G (rs28897672)
BRCA1: 2080delA (rs80357522)
BRCAZ2: 6174delT (rs80359550)
MTHFR: 677C>T (rs1801133)
MTHFR: 1298A>C (rs1801131)
MTR: 2756A>G (rs1805087)
MTRR: 66A>G (rs1801394)

10 000

50.0.H114

A27.05.002.004

*

MakeT «Puckn BO3HNKHOBEHMSA CEPAEYHO-COCYAMUCTbIX 3aboneBaHmny
F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025)

F7: 10976G>A (rs6046)

F13A1: 103G>T (rs5985)

FGB: -455G>A (rs1800790)
ITGA2: 807C>T (rs1126643)
ITGB3: 1565T>C (rs5918)
PAI-1: -675 5G>4G (rs1799889)
MTHFR: 677C>T (rs1801133)
MTHFR: 1298A>C (rs1801131)
MTR:

10 600

22.8.A4

A27.30.179

MaHenb "XKeHckme HacneacTBeHHbIe onyxonu" (BeHO3Hast KpOBb; 3aKMioyeHne
Bpaya - nabopaTopHOro reHeTuKa No UccregoBaTenbCKOMY OTHETY)

55 450

22.9.A11

A27.05.061.026

MaHenb "3aboneBaHns coeanHUTENbHON TKaHU" (BEHO3Has KPOBb;
3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no CCrnefoBaTernlbCkoMy
oTYeTy)

50 400

22.9.A12

A27.05.061.027

Manenb "HacneacTBeHHas TyroyxocTb" (BeHO3Has KpOBb; 3aK/to4eHne Bpaya -
nabopaTopHOro reHeTuka No uccnefoBaTenlbCKOMY OTHETY)

50 400

22.9.A13

A27.05.061.031

MaHenb "HacnenctBeHHble 3aboneBaHust rnas" (BeHO3Has KPOBb, 3aKMYeHue
Bpaya - nabopaTopHOro reHeTuka Nno uccneaoBaTeNbCKOMY OTYETY)

50 400

22.9.A14

A27.05.061.035

MaHenb "HacnencteeHHble 3aboneBaHust XKKT" (BeHO3Has KpOBb; 3aKMoYeHne
Bpaya - nabopaTopHOro reHeTuka no uccneaoBaTeNbCKOMY OTYETY)

50 400

22.9.A15

A27.05.061.032

MaHenb "HacnegcteBeHHble 3aboneBaHnsi novek" (BeHO3HasA KpOBb;
3aKnoyeHne Bpaya - NabopaTopHOro reHeTrKa No UccrnegoBaTen-CKkoMy
oTyeTy)

50 400

22.9.A16

A27.05.061.033

MaHenb "HacneacteeHHble 3aboneBaHns cepgua” (BeHO3Has! KpoBb;
3aKMYeHne Bpaya - nabopaTtopHOro reHeTuKa no nccregoBaTenbCKoMy
oTyety)

50 400

22.9.A17

B03.006.004

MaHenb "HacnegcTBeHHble HapyLeHMs o6MeHa BellecTB" (BeHO3Has KpOBb;
3aKnoyeHne Bpaya - NabopaTopHOro reHeTrKa No UccrnegoBaTenLCKkoMy
oTyeTy)

50 400

22.8.A8

A27.30.182

Manenb "HacnegcTBeHHble onyxoneBble CMHOPOMbI" (BEHO3Has KPOBb;
3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no UCCrnefoBaTernbCKoMy
oTyeTy)

55 450

22.9.A19

A27.05.061.014

Manenb "HacneacTtBeHHble anunencun” (BeHO3Has KPOBb; 3aknioyeHne Bpadya
- nabopaTopHOro reHeTuka Nno NCCrnefoBaTeslbCKOMy OTHETY)

50 400

22.8.A5

A27.30.180

MaHenb "HacneOcTBeHHbIM pak MOMOYHON Xernesbl" (BeHO3Has KPOBb;
3aKnoyeHne Bpaya - NabopaTopHOro reHeTrKa No UccrnegoBaTenLCKoMy
oTyeTy)

55 450

22.8.A6

A27.30.181

Manenb "HacneacTBeHHbIV pak TONCTON KALWKKN" (BEHO3HAsA KPOBb;
3akrnoyeHne Bpaya - nabopaTopHOro reHeTrKa no UCCrneaoBaTernbCkoMy
oTyeTy)

55 450

22.9.A20

A27.05.061.028

MaHenb "HelpoaereHepaTtuBHble 3aboneBaHns" (BeHO3Hast KPOBb;
3aknoveHne Bpaya - nabopaTopHOro reHeTuka No uccrefoBaTenbCKoMy
oTyeTy)

50 400

22.9.A21

A27.05.061.030

MaHenb "HepBHO-MbILweYHble 3aboneBaHus” (BeHO3HasA KPOBb; 3aKIoyYeHne
Bpaya - nabopaTopHOro reHeTuKa No UccregoBaTenbCKOMY OTHETY)

50 400

22.9.A23

A27.05.061.029

MaHenb "YMCTBEHHasA OTCTanoCTb 1 ayTu3m" (BEHO3Hasi KPOBb; 3aKMoveHne
Bpaya - nabopaTopHOro reHeTuKa No UccregoBaTenbCKOMY OTHETY)

50 400

22.9.A24

A27.30.178

MaHenb "dakomaTo3bl M HAaCNeACTBEHHbIN pak” (BEHO3Has KPOBb; 3aKroveHne
Bpaya - nabopaTopHOro reHeTuKa No UccregoBaTenbCKOMY OTHETY)

50 400

17.19.A3]

B03.002.004.037

MaHenb annepreHoB aepesbeB Ne 1 IgE (kneH ssiceHenucTHbIN, 6epesa, BA3,
ay6, rpeLknin opex)

1550

17.19.A2

B03.002.004.038

MaHenb annepreHoB aepeBbeB Ne 2 IgE (KneH ssiceHenucTHbIN, ToNoMb, BA3,
ay6, nekaH)

1550

17.19.A3

B03.002.004.039

MaHenb annepreHoB aepesbeB Ne 5 IgE (onbxa, newuHa obbIKHOBEHHas, BA3,
nBa, Tonornb)

1550

17.19.A3

B03.002.004.040

MaHenb annepreHoB aepesbeB Ne 9 IgE (onbxa, 6epesa, newuHa
o6blkHOBEHHas, ay6, usa)

1550

17.27.A5%

B03.002.004.098

MaHenb anneprexHos getckon cmecu IgE (ImmunoCAP), fx5 (6enok anua (f1),
monoko (f2), pbiba (f3), nwenwnua (f4), apaxumc (f13), cos (f14))

2050




17.15.A6

B03.002.004.032

Manenb annepreHoB xMBOTHbIX Ne 1 IgE (anutenuii Kowwkn, nepxoTb noLuaau,

NepxoTb KOPOBbI, MEPXOTb CO6akKM) 1550
17.15.A7|B03.002.004.033 |MaHenb annepreHoB xuBoTHbIX Ne 70 IgE (anutenuii MOpckol CBUHKM,

ANUTENWI KPONUKa, XOMSIK, KpbiCa, MbiLLb) 1550
17.27.A51B03.002.004.087 |MaHenb anmnepreHoB XMBOTHbIX, €X2 (KoLka, nepxoTb (e1), cobaka, nepxoTb

(e5), mopckas cBuHka, anutenui (e6), kpeica (e87), Mbiwb (€88)) 1950
17.27.A3|B03.002.004.088 |MaHenb annepreHoB XMBOTHbIX, €x71 (Nepbs NTuu;: rycsa (e70), kypuubl (€85),

yTku (€86), nHaenku (e89)) 1400
17.27.A44B03.002.004.086 |MaHenb annepreHoB XXUBOTHbIX, anMTenuii, ex1 (kowka, nepxotb (e1), Cobaka,

nepxotb (e5), Nowaap, nepxoTsb (€3), Koposa, nepxoTsb (e4)) 1950
17.15.A8|B03.002.004.034 |MaHenb annepreHoB xuBoTHbIX/Nepbsa Nt/ Ne 71 IgE (nepo rycs, nepo

Kypwviubl, MEpo YTk, Mepo MHAOK0KA) 1550
17.15.A9|B03.002.004.035 |MaHenb annepreHoB xmMBOTHbIX/Nepbs NTmu/ Ne 72 IgE (nepo BonHMcTOrO

nonyrasi, Nnepo nonyrasi, Nepo KaHapewnkn) 1550
17.27.A5§B03.002.004.090 |MaHenb annepreHoB k cmecu bbbl AepeBbeB IgE (ImmunoCAP), tx5

(onbxa cepas (t2), newwmna (t4), Bas (t8), nea (t12), Tonons (t14)) 1950
17.27.A5{B03.002.004.091 |MaHenb annepreHoB k cmecu Nbinbubl AepeBbeB IgE (ImmunoCAP), tx6 (kneH

siceHenucTHbIn (t1), 6epesa 6opogasyatas (t3), 6yk kpynHonmcTHbIN (t5), y6

(t7), rpeukuin opex (t10)) 1950
17.27.A4§B03.002.004.089 |lMNaHenb annepreHoB K cMecu NbinbLbl AepeBbeB, tx9 1950
17.27.A4¢B03.002.004.092 |MaHenb annepreHoB kK CMeCcu MbifbLbl 3NaKOBbIX Tpas, gx1 1950
17.27.A6(B03.002.004.097 [MaHenb annepreHos MmopenpoaykTbl IgE (ImmunoCAP), fx2 ( peiba (f3),

kpeseTku (f24), ronybas muamsa (f37), TyHey (f40), nococsk (f41)) 2 050
17.27.A63B03.002.004.100 |MaHenb annepreHoB Myka 3nakoBbix IgE (ImmunoCAP), fx20 (nwenuua (f4),

poxb (f5), aumeHsb (f6), puc (f9)) 2 050
17.27.A61B03.002.004.099 |MaHenb annepreHoB Myka 3rakoBbIX U KyHXyTHble IgE (ImmunoCAP), fx3

(nwennua (f4), oséc (f7), kykypy3a (f8), kyrxyT (f10), rpeuunxa (f11)) 2050
17.27.A6]B03.002.004.101 |MaHenb annepreHos Msaco IgE (ImmunoCAP), fx73 (cBuHuHa (f26), rossamHa

(f27), kypsiTnHa (f83)) 2 050
17.27.A64B03.002.004.103 |MaHenb annepreHos oo IgE (ImmunoCAP), fx14 (nomugop (f25), wnuHat

(f214), kanycra (f216), nanpvka (f218)) 2 050
17.27.A64B03.002.004.102 |MaHenb annepreHos oo n 6060Bble IgE (ImmunoCAP), fx13 (ropox (f12),

daconsb (f15), mopkosb (f31), kaptodpens (f35)) 2050
17.27.A6¢B03.002.004.104 |MaHenb annepreHos opexu IgE (ImmunoCAP), fx1 (apaxuc (f13), dyHayK

(f17), 6pasunbckmn opex (f18), muHgans (f20), kokoc (f36)) 2 050
17.27.A5]B03.002.004.108 |MaHenb annepreHos nnecenu IgE (ImmunoCAP), mx2 1950
17.21.A54B03.002.004.016 |MaHenb annepreHoB nnecexu IgE, TM9 1300
17.21.A41B03.002.004.013 |MaHenb annepreHos nnecenn Ne 1 IgE (penicillium notatum, cladosporium

herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis) 1 300
17.27.A5(B03.002.004.107 |MNaHenb annepreHoB nneceHun, mx1 1950
17.21.A4]B03.002.004.015 |MaHenb annepreHos nbinu Ne 1 IgE (aomaluHsAs neinbk (Greer),

Knew-gepmatodar nepyHHbIN, Knew-aepmarodar My4yHow, TapakaH) 1300
17.27.A61B03.002.004.105 |MaHenb annepreHoB pbiba IgE (ImmunoCAP), fx74 (Tpecka (f3), cenbap

(f205), ckymbpus (f206), kambana (f254)) 2050
17.20.A3]B03.002.004.044 |MaHenb annepreHoB COpHbIX pacTeHni u usetos Ne 1 IgE (ambposus

06bIKHOBEHHAS, MOSblHb 0ObIKHOBEHHAS, NOAOPOXHMK, Mapu Genas,

30MbHUK/CONSHKA) 1550
17.20.A34B03.002.004.045 |MaHenb annepreHoB COpHbIX pacTeHui u uetos Ne 3 IgE (nonbiHb

06bIKHOBEHHAs!, MOAOPOXHUK, Mapb 6enas, 30n10TapHuK, Kpanuea AByAOMHAs) 1550
17.20.A3§B03.002.004.046 |MaHenb annepreHoB COpHbIX pacTeHui u LetoB Ne 5 IgE (ambposus

06bIKHOBEHHaS!, MOMbIHb OBbIKHOBEHHAS!, 30MOTaPHUK, HUBSIHWK, OAYBaH4YMK

neKapCcTBEHHbIN) 1300
17.27.A54B03.002.004.074 |MaHenb annepreHoB copHbix Tpas IgE (ImmunoCAP), wx1 (ambposus

Bbicokas (w1), nonbiHb (W6), NOAOPOXHMK NaHUETONUCTHbIN (W9), Mapb Genas

(w10), 3onbHuk/consHka (w11)) 1950
17.27.A6§B03.002.004.093 |MaHenb annepreHoB copHbix Tpas IgE (ImmunoCAP), wx2 (ambpo3usi

roriomereneyartas (w2), nosbiHb (W6), NOAOPOXHMK NaHUETOBMAHbBIN (W9I),

mapb (w10), nebena yeyesunueBugHas (w15)) 2050
17.27.A51B03.002.004.094 |MaHenb annepreHoOB COpHbIX Tpas, Wx3 (MofblHb (W6), MOAOPOXHUK

naHuetoBuaHbI (W9), mapb (w10), 3onotapHuk (w12), kpanuea ABYyOOMHAS

(w20)) 1950
17.20.A31B03.002.004.042 |MaHenb annepreHos Tpas Ne 1 IgE (exa cOopHas, oBCcsHMLA Myrosasi, poXxb

MHOTOMNETHSIA, TUMOdeeBKa, MATIINK NyrOBOW) 1550
17.20.A31B03.002.004.043 |MaHenb annepreHos Tpas Ne 3 IgE (Konocok AyLWNCTbIA, POXb MHOTONETHSAS,

TUModeeBKa, POXKb KyNsTUBUPOBaHHAsA, OyXapHUWK LLEPCTUCTbIN) 1550
17.27.A6{B03.002.004.095 |MaHenb annepreHoB pyKkTbl 1 6axyesble IgE (ImmunoCAP), fx21 (kunewu (f84),

OblHs (f87), banaH (f92), nepcuk (f95), aHaHac (f210)) 2050
17.27.A7(B03.002.004.096 |MaHenb annepreHoB unTpycoBble n dPpykThbl IgE (IMmunoCAP), fx15

(anenbcuH (f33), a6noko (f49), 6aHaH (f92), nepcuk (f95)) 2050
17.27.A41B03.002.004.077 |MaHenb 6bITOBLIX annepreHos, hx2 1950
17.21.A3§B03.002.004.047 |MaHenb uHranaumnoHHbIX annepreHos Ne 1 IgE (exa

cbopHasi, TMmodeeBka, ANOHCKUI keap, aMbpo3uns 0ObIKHOBEHHas, MOSblHb

00ObIKHOBEHHAs) 1300




17.21.A34

B03.002.004.048

MaHenb nHransuMoHHbIX annepreHoB Ne 2 IgE (TumodbeeBka, nnecHeBbIN rpnb

(Alternaria tenuis), 6epe3sa, nonbiHb 0OLIKHOBEHHAS) 1300
17.21.A31B03.002.004.049 |MaHenb uHranaumoHHbIx annepreHos Ne 3 IgE (knew - aepmarodar

NEPWHHBIN, ANUTENWIA KOLLKKM, anuTenui cobaku, nnecHesbi rpubd (Aspergillus

fumigatus)) 1300
17.21.A3§B03.002.004.050 |MaHenb uHranaunoHHbIX annepreHoB Ne 6 IgE (nnecHeBbIn rpub

(Cladosporium herbarum), TumodheeBka, nnecHesbln rpub (Alternaria tenuis),

Gepesa, NosblHb 0ObIKHOBEHHAS) 1300
17.21.A3{B03.002.004.051 |MaHenb uHranaumMoHHbIX annepreHos Ne 7 IgE (anuTenuin KoLk,

Knew-gepMatodar NepyHHbIN, NepXoTb fowwaan, NepxoTb cobaku, anuTenui

Kponuka) 1300
17.21.A4(B03.002.004.052 |MaHenb uHranaumoHHbIX annepreHos Ne 8 IgE (anutenuin KoLk,

Knew-gepmMatodar nepuHHbIn, 6epesa, NnepxoTb cobaku, NonbiHb

06bIKHOBEHHAs, TUMOMheeBKa, POXb KyNbTUBMPOBAHHASA, NIECHEBbLIN rprnb

(Cladosporum herbarum)) 1300
17.21.A41B03.002.004.053 |MaHenb uHranaumoHHbIx annepreHos Ne 9 IgE (anuTenuin KoLK, NepxoTb

cobaku, oBcAHMLA nyroBas, nnecHesbln rpub (Alternaria tenuis), NogopoXHUK) 1 300
17.21.A44B03.002.004.014 |MaHenb knewwesbix annepreHoB Ne 1 IgE (knew-gepmatodar NepuHHbIN,

Knew-gepmatodar my4yHon, dermatophagoides microceras, lepidoglyphus

destructor, tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus

maynei, blomia tropicalis) 1300
17.16.A1{B03.002.004.017 |MaHenb nuwweBbix annepreHoB Ne 1 IgE (apaxuc, muHaanb, MyHAYK, KOKOC,

6pa3nnbCcKk1n opex) 1550
17.31.A1|B03.002.004.056 |MaHenb nuweBbix annepreHoB Ne 119G (apaxuc, MuHgans, yHAYK, KOKOC,

Opa3nnbCcKk1n opex) 1300
17.16.A2§B03.002.004.023 |MaHenb nuwesbix annepreHoB Ne 13 IgE (ropox, 6enas gacosnb,MOpKOBb,

kapTodpensb) 1550
17.31.A7|B03.002.004.062 |MaHenb nuwweBbix annepreHoB Ne 13 IgG (3eneHbIvi ropoluek, 6ensie 600bI,

MOpPKOBb, KapTodenb) 1300
17.16.A2¢B03.002.004.024 |MaHenb nuwesbix annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, abrnoko, nepcuk) 1550
17.31.A8|B03.002.004.063 |MaHenb nuweBbix annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, S6110KO, NEPCUK) 1300
17.16.A2(B03.002.004.018 |MaHenb nuwweBbix annepreHoB Ne 2 IgE (Tpecka, TyHel, KpeBETKM, N0COCh,

Muamnm) 1550
17.31.A2|B03.002.004.057 [MaHenb nuwweBbix annepreHoB Ne 2 1gG (Tpecka, TyHeLl, KpeBETKM, N10COChb,

Muamnm) 1 300
17.16.A21B03.002.004.025 |MaHenb nuwesbix annepreHoB Ne 24 IgE (pyHAayK, KpeBETKM, KuBK, 6aHaH) 1550
17.31.A9|B03.002.004.064 |MaHenb nuweBbix annepreHoB Ne 24 IgG (dyHAyYK, KpeBeTKu, Kueu, 6aHaH) 1300
17.16.A2§B03.002.004.026 |MaHenb nuwieBbix annepreHos Ne 25 IgE (cemeHa KyHxyTa, nekapckue

OPOXOKU, YECHOK, cenbaepew) 1550
17.31.A1(B03.002.004.065 |MaHenb nuweBbix annepreHoB Ne 25 IgG (cemeHa KyHxXyTa, nekapckue

OPOXOKU, YECHOK, cenbaepew) 1 300
17.16.A2{B03.002.004.027 |MaHenb nuwweBbix annepreHoB Ne 26 IgE (anyHbI 6enok, Monoko, apaxuc,

ropuma) 1550
17.31.A11B03.002.004.066 |MaHenb nuweBbix annepreHoB Ne 26 1gG (AnyHbIA Genok, Monoko,

apaxuc,ropymua) 1 300
17.16.A21B03.002.004.019 |MaHenb nuweBbix annepreHoB Ne 3 IgE (nweHn4Has Mmyka, oBCAHas Myka,

KyKypy3Hasi MyKa, CeMeHa KyHXyTa, rpe4yHeBasi Myka) 1550
17.31.A3|B03.002.004.058 |MaHenb nuwwesbix annepreHoB Ne 3 IgG (NweHW4Has Mmyka, OBCAHas Myka,

KyKypy3Hasi MyKa, CeMeHa KyHXyTa, rpeyHeBasi Myka) 1300
17.16.A24B03.002.004.020 |MaHenb nuweBbix annepreHoB Ne 5 IgE (sanuHbin 6enok, Momnoko, Tpecka,

nweHnYHas Myka, apaxuc, coeBble 600bl) 1550
17.31.A4|B03.002.004.059 |MaHenb nuweBbix annepreHoB Ne 5 1gG (sauyHbIn 6enok, Momnoko, Tpecka,

nweHnYHas Myka, apaxuc, coeBble 600bl) 1 300
17.16.A31B03.002.004.028 |MaHenb nuwwesbix annepreHoB Ne 50 IgE (kvBW, maHro, 6aHaHbl, aHaHac) 1550
17.31.A11B03.002.004.067 |MaHenb nuwesbix annepreHoB Ne 50 IgG (knBu, MaHro, 6aHaHbl, aHaHac) 1300
17.16.A3]B03.002.004.029 |MaHenb nuweBbix annepreHoB Ne 51 IgE (nommgop, kapTodenb, MOPKOBb,

YeCHOK, ropyumua) 1550
17.31.A1]B03.002.004.068 |MaHenb nuwwesbix annepreHoB Ne 51 IgG (nomuaop, kapTodens, MOPKOBb,

YeCHOK, ropyumua) 1 300
17.16.A2]B03.002.004.021 |MaHenb nuwweBbix annepreHoB Ne 6 IgE (puc, cemeHa KyHXyTa, neHnyHas

MyKa, rpeyHeBasi Myka, coeBble 600bl) 1550
17.31.A5|B03.002.004.060 |MaHenb nuweBbix annepreHoB Ne 6 1I9G (puc, cemeHa KyHxXyTa, NieHnYHas

MyKa, rpeyHeBasi Myka, coeBble 600bl) 1300
17.16.A24B03.002.004.022 |MaHenb nuweBbix annepreHoB Ne 7 IgE (sauyHbIn 6enok, puc, KopoBbE MOFOKO,

apaxuc, neHnyHasa Myka, coeBble 600bI) 1550
17.31.A6|B03.002.004.061 |MaHenb nuweBbix annepreHoB Ne 7 1gG (su4HbIn 6enok, puc, KopoBbe

MOMOKO, apaxuc, NiieHnYHas Myka, coesble 600bl) 1 300
17.16.A34B03.002.004.030 |MaHenb nuwweBbix annepreHoB Ne 73 IgE (cBMHWMHA, KyprMHOE MSCO, roBsAMHa,

6apaHuHa) 1550
17.31.A14B03.002.004.069 |MaHenb nuweBbix annepreHoB Ne 73 IgG (CBMHUHA, KypyHOE MSCO, rOBAANHA,

6apaHuHa) 1300
17.15.A1(B03.002.004.031 |MaHenb npodpeccuoHanbHbix annepreHos Ne 1 IgE nepxoTb nowaamn, nepxotb

KOpOBbI, NEePO rycs, Nnepo Kypuubl 1550




6.2.A7.10/A09.19.010 MaHkpeaTnyeckasn anactasa 1 B kane 2750
17.61.A1¢A09.05.118.363 |MNanpuka, cnagkui nepel, IgE (ImmunoCAP), 1218 1300
7.5.A1.20/A09.05.058 MapatropmoH 1000
17.13.A14A09.05.118.216 |MNapaueTtamon IgE, C85 1200
17.74.A1]A09.05.118.467 |MennumnnuH G IgE (ImmunoCAP), c1 1 800
17.13.A1|A09.05.118.211  |MenunumnnuH G IgE, C1 1250
17.74.A14A09.05.118.468 |MennumnnuH V IgE (ImmunoCAP), c2 1 800
17.13.A2|A09.05.118.212  |MenunumnnuH V IgE, C2 1250
16.1.A23|A08.30.006.012 |lMepe3anuBka bnoka n nsrotosneHune 1 creknonpenaparta (Unim) 1450
15.1.D25|A08.30.007 [MepecMoTp roToBbIX LMTONOrMYECKMX NpenapaToB (BTOpoe MHeHue), 1 nokyc 1700
17.41.A9¢A09.05.118.033 |lMepev 3eneHbin IgE, F263 750
17.51.A9¢A09.05.118.258 |lNepey 3eneHbin IgG, F263 750
17.41.A9§A09.05.118.034 [lMepew kpacHbii (nanpwuka) IgE, F218 750
17.51.A94A09.05.118.259 |lMNepew kpacHbI (nanpuka) IgG, F218 750
17.47.A91A09.05.118.094 [lMepew 4epHbIni IgE, F280 750
17.57.A91A09.05.118.318 |lMepeu YepHbin IgG, F280 750
17.60.A17A09.05.118.341  |Mepcuk IgE (ImmunoCAP), f95 1300
17.40.A13A09.05.118.017 |Mepcuk IgE, F95 750
17.50.A1]A09.05.118.243  |Mepcuk IgG, F95 750
17.61.A1¢A09.05.118.401 |Metpywka IgE (ImmunoCAP), f86 1300
17.41.A7{A09.05.118.035 |lMetpywwka IgE, F86 750
17.51.A7{A09.05.118.260 |MeTpywika IgG, F86 750
3.0.A22.21A09.05.048 MnasmuHoreH 950
50.0.H10{B03.001.001.002 |(MnaHupoBaHne 6epeMeHHOCTH (TOPMOHBI) - NtoTENHOBas hasa 3 650
50.0.H104B03.001.001.001 [MnaHupoBaHne GepeMeHHOCTU, 6a3oBbI 2150
17.3.A23|A09.05.118.148 |lnataH (Platanus acerifolia) IgE, T11 750
7.3.A9.20B03.001.002 MnaueHTapHbI hakTop pocTa (Placental Growth Factor, PIGF) 4 300
17.71.A2|A09.05.118.478 |MnecHeBbIn rpunb (Alternaria alternata) IgE (ImmunoCAP), m6 1400
17.9.A4 |A09.05.118.190 |MnecHeBbin rpnbd (Alternaria tenuis) IgE, M6 750
17.71.A3|A09.05.118.481 |MnecHesbin rpnb (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1400
17.9.A3 |A09.05.118.189 |[lMnecHesbin rpnb (Aspergillus fumigatus) IgE, M3 750
17.9.A2 |A09.05.118.188 |MnecHesbin rpnd (Chaetomium globosum) IgE, M208 750
17.9.A5 |A09.05.118.191 |[lMnecHeBbin rpnb (Cladosporium herbarum) IgE, m2 1000
17.22.A2|A09.05.118.480 |MnecHeBbin rpnb (Cladosporium herbarum), m2 1400
17.9.A6 |A09.05.118.192 [lMnecHeBbin rpnbd (Penicillum notatum) IgE, m1 1150
17.22.A1|A09.05.118.476  |MnecHesbIn rpub (Penicillum notatum), m1 1400
11.2.A1.2|A26.06.036.001 |[MOBEpXHOCTHbIA aHTUrEH BMpyca renatuta B (aBCTpanuMmnckuin aHTureH,

HbsAg) 650
11.2.A7.2|A26.06.036.002 |[MOBEepXHOCTHbIA aHTUrEH BMpyca renatuta B (aBCTpanumnckuin aHTureH,

HbsAg), konnyecTBeHHO 1800
17.4.A32|A09.05.118.169 |MogopoxHuk (Plantago lanceolata) IgE, W9 750
17.4.A20|A09.05.118.181  |lNoagconHeyHuk IgE 1700
17.69.A1|A09.05.118.460 |MogconHeyHuk IgE (ImmunoCAP), w204 1150
17.4.A13|A09.05.118.170 |MNonesuua (Agrostis alba) IgE, G9 750
22.9.A4 |A27.05.061.001 |MonHoe cekBeHnpoBaHue reHoma GenomeUNI (BeHO3Hasi KpOBb; 3akroveHme

Bpaya - nabopaTopHOro reHeTuka no uccneaoBaTenbCKOMY OTYETY) 135 400
22.6.A12|A27.05.061.015 |lMonHoe cekBeHnpoBaHue reHoma abopTtyca «PepTyc» (BOPCUHbI

XOpUWOHa/TKaHW Nroaa; 3akniyeHre Bpaya - NabopaTopHOro reHeTuka no

nccnegoBaTenbCKOMy OTHETY) 115 150
22.9.A3 |A27.05.061.002 |MonHoe cekBeHMpoOBaHWE 3k30Ma (BEHO3Has KpOBb; 3aKYeHne Bpaya -

nabopaTopHOro reHeTrKa Nno UCcnegoBaTenbCKOMY OTHETY) 58 800
17.4.A33|A09.05.118.171 |MonbiHb ropbkas (Artemisia absinthum) IgE, W5 750
17.25.A2§A09.05.118.459 [MonbiHb ropbkas IgE (ImmunoCAP), w5 1550
17.4.A34|A09.05.118.172 |MonbiHb 06bIKHOBEHHas (Artemisia vulgaris) IgE, W6 750
17.25.A1]A09.05.118.454  |MNonblHb, W6 1400
17.75.A1(A09.05.118.224  |lNonblHb, anneprokoMnoHeHT Art v1, IgE 2 050
17.39.A5|A09.05.118.510 |MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3 3350
17.39.A4|A09.05.118.509 |lNonblHb, anneprokoMnoHeHT, w231 nArt v1 4150
17.2.A22|A09.05.118.129 |Monyran (nepo) IgE, E91 750
17.2.A23|A09.05.118.130 |MNonyran BonHucTbI (Nepo) IgE, E78 750
17.23.A3|A09.05.118.431 |lMonyrain, nepbsi, €213 1100
14.13.A1|A26.14.002.001 |lMoceB xen4n Ha MUKPOMIopY C onpeaernieHnemM YyBCTBUTENBHOCTU K

pacLIMpeHHOMY CnekTpy aHTMOMOTMKOB 1 BakTepuodaram 2250
14.8.A3.9A26.01.001.003 |lMoceB Ha GeTa-remonUTUYECKMIN CTPENTOKOKK rpynnbl B (S. agalactiae) ¢

onpeaeneHnemM 4yBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY aHTUONOTUKOB 1 800
14.12.A3|A26.19.080.001 |lMoceB Ha BO3OyanTENEN KNLIEYHON MHAPEKLMN (CanbMOHENNbI, LNrensbl) ¢

onpepeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY aHTMONOTUKOB 1200
14.1.A8.9A26.05.044.003 |lMoceB Ha remocunbHyto nanoyky (Haemophylus influenzae) c onpegeneHvem

YYBCTBUTENbHOCTW K OCHOBHOMY CMEKTPY aHTMOMOTUKOB 1550




14.22.A1.

MoceB Ha roHokokku (Neisstria gonorrhoeae) 6e3 onpenenexus

YYBCTBUTENBLHOCTU K aHTUONOTMKAM (KEHCKMIA)* 1550
14.22.A2. MoceB Ha roHokokku (Neisstria gonorrhoeae) 6e3 onpenenexus

YYBCTBUTENBHOCTU K aHTMOMOTMKAM (MY>KCKOW)* 1550
50.0.H14{A26.01.010.001 |MoceB Ha rpubbl (B036YyaMUTENN MMKO30B) (6€3 onpeaeneHus

YYBCTBUTENBHOCTU K aHTUMUKOTUKaM) 3200
14.1.A6.9A26.19.009.001 |MoceB Ha rpmbbl poga kaHamaa (Candida) ¢ ngeHTudukaumnen n

onpefeneHnem 4yBCTBUTENbHOCTY K aHTUMUKOTUYECKUM npenaparamM 1200
14.12.A6/A26.19.004.003 |MoceB Ha MEPCUHMU C ONpeseneHneM YyBCTBUTENBHOCTM K OCHOBHOMY

CNeKTPY aHTUBMOTMKOB 1100
17.4.A35|A09.05.118.173 |MocTteHHnua nekapcteeHHas (P. officinalis) IgE, W19 750
7.3.D1.20B03.032.002.002 |MpeHaTanbHbIA CKPUHUHT | TpumecTpa 6epemeHHocTH (10-13 Hegenb):

accouMMpoBaHHbI ¢ 6epemeHHoCTbI0 NpoTenH A (PAPP-A), cBobogHas

cybbeanHuua beta-Xry 2 000
26.3.D4 |A27.20.001.008 |MpeHaTanbHbIA CKpUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hegenb -

13 Hegenb 6 OH.) C pacyeToOM pucKa 3adepXKku pocTa nnoga, pucka

npexaeBpeMeHHbIX podoB 1 npeaknamncum (¢ y4étom PLGF) 5800
26.3.D3 |A27.20.001.004 |MpeHaTanbHbI CKPUHUHT | TpuMmecTpa 6epemeHHocT ASTRAIA (8 Hegenb -

13 Hepenb 6 OH.) C pacyeToM pucka 3agepXKKn pocTa nnoga, pucka

npexaeBpeMeHHbIX POAOB Y NPeaknaMmncmm 3 850
26.3.D1 |B03.032.002.003 |MpeHaTanbHbI CKpUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hegenb -

13 Hepenb 6 OH.):

AccouunpoBaHHbI ¢ 6epemeHHocTbio npotenH A (PAPP-A), Ceo6oaHast

cybbeanHuua beta-Xry 3750
7.3.D2.20B03.032.002.001 |MpeHaTanbHbI CKpUHUHT || TpumecTpa 6epemeHHocTH (15-19 Hepenb):

anbda-gpetonporeunH (APM), obwmin 6eta-XIM, actpuon ceBoboaHbIN 2400
5.0.D1.40A12.28.002 Mpoba Pebepra 350
7.2.A5.20/A09.05.153 MporectepoH 700
8.0.D4 |A09.05.202.001 |MporHocTuyeckas BeposaTHOCTL (3HavyeHne ROMA, noctMeHonaysa)

(Bkntoyaet onpeaenexve aHtureHa CA 125 u onyxonesoro mapkepa HE 4) 2 300
8.0.D6 |A09.05.202.002 |MporHocTu4eckas BeposTHOCTL (3HaveHne ROMA, npemeHonay3a) (BknioyaeTt

onpepeneHune aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 2 300
7.6.A3.20/A09.05.056.003 [[MpounHcynuH 1550
4.3.A21 |A09.05.209 [MpokanbUUTOHUH 3150
7.2.A3.20/A09.05.087 MponakTuH 700
17.49.A47A09.05.118.110 [Mpoco IgE, F55 750
17.59.A41A09.05.118.334  |lMpoco IgG, F55 750
17.69.A14A09.05.118.421  |lpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55 1400
8.0.A21.2/A09.05.130 MpocTtatocneundunyeckuii aHtureH (MCA) obwmi 750
3.0.A8.20/A09.05.126 MpotenH S 2600
3.0.A7.20/A09.05.125 MpotenH C 2550
3.0.D1.20A12.30.014 Mpotpom6uH (Bpemsi, no Keuky, MHO) 400
8.0.D7 |A09.05.130.004 |MpoueHT cBobogHoro MCA (o6wuin NCA, ceoboaHbin NCA 1 COOTHOLLEHME) 1400
50.0.H38|B03.014.020 nupP-12 4 450
50.0.H101B03.014.021 MuUP-12, konnyectBeHHO 5550
50.0.H39/B03.014.022 MupP-15 5 850
60.48.H1]B03.014.012 MLUP-4 NCMT 1400
50.0.H37|B03.014.018 MLP-6 2200
50.0.H81/B03.014.019 MUP-6, konnyecTBeHHO 2 550
12.31.A3|A26.05.053.003 |lLP-guarHocTuka knewesoro aHuedanuTa, KpoBb, Kau. 1100
12.31.D1|A26.05.053.002 |MUP-guarHoctuka knewueBbix MHGEKUNI BO3OyauTene 6oppenuo3sa (Borrelia

burgdorferi), MoHouuTapHoro apnuxuosa (Ehrlichia chaffeensis) n

aHannaamo3sa (Anaplasma phagocytophilum), kpoBb, Kau. 2 550
17.4.A14|A09.05.118.174  |MNMwenwnua (Triticum sativum) IgE, G15 750
17.69.A1]A09.05.118.415 |MweHuua, f4 2250
17.7.A6 |A09.05.118.184 |Mbinb nweHn4HON Mykn IgE, K301 750
9.0.D010.2A12.06.025.002 |Pa3BepHyTOE ceponoruyeckoe obcnenosanme npu nonummuosnte (AHD® Ha

Hep-2 knetkax, ENA-CKpMH, MUMMYHOGNOT ayToaHTMTEN NpW NONUMKUO3NTE) 8 300
22.9.A8 |A27.30.016.010 |Pak nerkux, 6asoBas naHenb (onyxonesas TkaHb; MyTauun B reHax EGFR,

KRAS, NRAS, BRAF; 3akntodyeHune Bpaya - nabopaTopHOro reHeTuka no

nccnegoBaTenbCKOMy OTHETY) 17 100
22.9.A7 Pak nerkux, paclwumpeHHasi naHenbs (onyxonesasi TKaHb; MyTauumn B reHax ALK,

BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1; 3aknto4yeHune Bpaya -

nabopaTopHOro reHeTuka No uccnefoBaTenlbCKOMY OTHETY) 47 600
8.0.A2.20|A09.05.195 PakoBo-ambpuoHanbHbIvi aHTureH (POA) 950
22.1.D32|B03.032.003.002 |PacwwupeHHas guarHocTuka nakrasHon HegoctatodHoctn (MCM6: 13910 C>T,

13907 C>G, 13915 T>G, 14010 G>C) 2 350
11.6.A2.2|A26.06.082.003 |Peakuus naccuBHom remarrntoTuHauum Ha cucpunmc (PMNIrA), kayecTBeHHO 700
4.3.A9.20/A12.06.019 PesmatongHbi paktop (PP) 500
50.0.H104B03.040.002.001 [PeBmaTtonormyeckuin, pacLuMpeHHbINn 11 000
7.8.A2.20/A09.05.121 PeHuH 1950
1.0.D3.20 A12.05.123 PeTukynouuTbl (BEHO3Has KPOBb) 450




1.2.D3 |A12.05.123.002 |PeTukynouuTtbl (KanunnspHasi KpoBb) 500
17.49.A4]A09.05.118.111  |Puc IgE, F9 750
17.59.A4]A09.05.118.335 |Pwuc IgG, F9 750
17.69.A14A09.05.118.418 |Pwuc, f9 1550
12.9.D2 |A26.05.019.003 |PHKBI'C, reHotun (1,2,3) KpoBb, Kau. * 1550
12.9.D1 |A26.05.019.005 |PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, Kon. * 7100
12.9.D3 |A26.05.019.004 |PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, Ka4. * 2 300
12.9.A1.2A26.05.019.001 |PHK Bupyca renatuta C 950
12.9.A2.2A26.05.019.002 |PHK Bupyca renatuta C, KOnM4ecTBEHHO 5350
12.10.A1/A26.05.023.001 |PHK Bupyca renatuta D 850
12.11.A1.|A26.05.026.001 |PHK Bupyca renatnta G 950
12.7.A1.2A26.05.030.001 |PHK Bupyca renatuta A 950
13.30.A2|A26.08.038.001.0q PHK Bupyca rpunna A/H1N1 (cBuHon rpunn), (kad.) 2400
12.23.A1/A26.07.010.001 |PHK Bupyca kpacHyxu (Rubella virus) 1000
13.30.D3]A26.08.038.001.0(¢ PHK Bupycos rpunna A/H1N1, A/H3N2 2 650
50.0.H21 PHK koponasupyca SARS-CoV-2 (COVID-19, pesynsrar Ha aHImMNCKOM U

pycckom si3bikax, R23) 1250
13.30.A1 PHK kopoHaBupyca SARS-CoV-2 (COVID-19, PT-TLIP-2) 1250
50.0.H211A26.08.027.001.00 PHK kopoHaBupyca SARS-CoV-2 (COVID-19) c nononHuTenbHbIM

onpegeneHnem wrammos Omicron n Delta. 2 350
13.28.A1]/A26.19.075.002 |PHK HopoBwupycos (Norovirus) Il Tuna 1550
13.26.A1]/A26.19.074.002 |PHK potaBsupycos (Rotavirus) A 1550
13.25.A1]A26.19.072.001.0qPHK aHTepoBupyca (Enterovirus) 750
12.19.A2 PHK 3HTeposupyca (Enterovirus), kposb 1550
17.4.A15|A09.05.118.175 |Poxb KynbTMBMpOBaHHas (Secale cereale) IgE, G12 750
17.4.A16|A09.05.118.176  |Poxb mHoroneTHas (Lolium perenne) IgE, G5 750
17.69.A1§A09.05.118.112  |Poxb, pxxaHas myka, f5 1550
17.4.A36|A09.05.118.177 |Pomauka (HnBsiHuK) (Ch. leucanthenum) IgE, W7 750
17.25.A1¢A09.05.118.456  |Pomaluka, w206 1400
27.1.A4.11A26.19.089 PotaBupyc (o6HapyxeHue aHTureHa B kane), UXTA 950
23.2.A23|A09.01.026.001 |PtyTb B Bonocax, cnekrpometpus (Hg) 1200
23.1.A23|A09.05.280.001 [PTyTb B KpPOBU, CNekTpomeTpusa (Hg) 1200
23.3.A23|A09.28.085.001 |PTtyTb B MOYe, cnektpomeTpus (Hg) 1200
17.4.A8 |A09.05.118.178 |PbinbLa Kykypy3Hble (Zea mays) IgE, G202 750
7.5.A4.200A09.05.297 C-koHueBble Tenonentuabl konnarexa | Tuna (Beta-Cross laps) 1550
4.3.A2.201A09.05.009 C-peaKTuBHbIN 6enok 500
4.5.A9.200A09.05.009.002 |C-peakTuBHbIA GEMNOK yNbTPa4yBCTBUTENbHbIN 650
10.0.A1.21A09.05.075.001 [C3 KOMMNOHEHT KOMMIeMeHTa 1100
10.0.A2.2/A09.05.075.002 |C4 KOMMNOHEHT KOMMIeMeHTa 1100
17.46.A1¢A09.05.118.075 |CapawmHa IgE, F61 750
17.56.A1¢A09.05.118.299 |CapauHa IgG, F61 750
17.61.A1¢A09.05.118.362 |CaxapHas ceekna IgE (ImmunoCAP), {227 1300
23.2.A24|A09.01.027.001 |CsuHew B Bonocax, cnekrpometpus (Pb) 1200
23.1.A24|A09.05.281.001 |CsuHeL B kpoBu, cnekTpomeTpus (Pb) 1200
23.3.A24|A09.28.061.001 |CsuHeL B Moye, cnekTpomeTpus (Pb) 1200
17.44.A2{A09.05.118.058 |CsuHuHa IgE, F26 750
17.54.A2{A09.05.118.283 |CeuHuHa IgG, F26 750
17.64.A1§A09.05.118.381 |CBuHUMHa, f26 1400
17.2.A24|A09.05.118.131 |CBuHba (anuTtenuin) IgE, E83 750
7.3.A4.20/A09.05.090 CeobopaHas cybbeanHuua 6eta-XI'Y (npeHatanbHbIi CKPUHWHT) 750
9.10.A62|A09.05.054.007 |CBoGoAHbIE NErkMe Lenu MMMyHOrnobynMHOB kanna/nsaiméaa B CbIBOPOTKe

KpOBW, C pac4eToM MHAEeKCa 2 350
22.9.A1 |A27.05.061.016 |CekBeHMpoBaHME MUTOXOHAPWANBHOIO reHoma (BEHO3Hasi KPOBb; 3aKIoveHue

Bpaya - nabopaTopHOro reHeTuka No uccneaoBaTeNbCKOMY OTYETY) 49 950
23.2.A19|A09.01.022.001 |CeneH B Bonocax, cnekTpomeTpus (Se) 1200
23.1.A19|A09.05.276.001 |CeneH B kpoBw, cnekTpomeTpus (Se) 1200
23.3.A19|A09.28.081.001 |CeneH B Mmo4e, cnekTpomeTpus (Se) 1200
17.61.A1¢A09.05.118.367 |Cenbpepeii IgE (ImmunoCAP), f85 1300
17.41.A81A09.05.118.036 |Cenbpaepeii IgE, F85 750
17.51.A81A09.05.118.261 |Cenbpaepeii IgG, F85 750
17.67.A1§A09.05.118.406 |CemeHa maka IgE (ImmunoCAP), f224 1250
22.1.A20(A27.30.140 CuHgpom nomkow X XxpoMocoMmbl (onpegeneHue uncna nostopos CGG B reHe

FMR1) 7 750
17.66.A1¢A09.05.118.397  |CuHasa mmnams IgE (ImmunoCAP), f37 1400
4.2.02 ([B03.025.001.001 [CkopocTb kny6o4koon cunbtpaunm (CKD-EPI - B3pocnbie/chopmyna Leapua

- OeTn; BKIOYaeT onpeaeneHme KpeatuHnHa) 350
9.0.A59.4/A09.28.028 CkpuHuHr 6enka beHc-[>xoHca B pa3oBon Mo4ve (MMMyHoduMKcaums) 3050




22.9.A9

A27.05.061.025

CKpPWHUHT Ha HacneacTBeHHble 3abonesaHus, 2500 reHoB (BEHO3Hasi KPOBb;
3aknoveHne Bpaya - nabopaTopHOro reHeTuka no uccrefoBaTenlbCKoMy

oTyeTy) 46 700
22.1.A29|A27.05.061.023 |CKPWHMHI Ha HOCUTENBLCTBO HACNEACTBEHHbIX 3aboneBaHui "ba3oBbIn"

(feHomen) 10 100
9.0.A58.21A09.05.106 CKPUWHWHI NapanpoTEMHOB B CbIBOPOTKE (MMMYyHOUKCaLUNS) 2900
50.0.H41]A26.20.032.004 |Cxkpuxunr MUP-12 (OHK) 3050
15.0.D20{A08.20.017.002.0( CkpyHMHT paKa LLuewKkn MaTku ()KMAKOCTHas umtonorus) ¢ BM4Y-tectom

(ROCHE COBAS4800) 4 950
50.0.H301B03.027.015.001 |CKpUHMHI paka ek MaTku, Ko-TectupoBaHue: MNAT-TecT ()kngkocTHas

uutonorus) n BMN4Y-tect 14 Tunos, Konuy. 3850
50.0.H30{B03.027.015.002 |CKpUHUWHI paka LWelnkn MaTku, Ko-TectupoBaHue: MNMAT-TecT ()kngkocTHas

LUMTOMNOMNS) U paclumpeHHbii BMY-tect 21 tvn, konmy. 5550
50.0.H17 CKpuHuHrosas amarHoctuka BUY 4 450
18.1.D1.4A09.05.211.002 |CKpVHUHIOBOE BbISIBIIEHWE B MOYE HApKOTUYECKMX BELLECTB (KaHHabnonaos,

kokavHa, MOMA (akcTasu), MeTagoHa, MeTaMeTaMUHOB, ONUATOB) U

NCUXOaKTUBHBIX BelwecTs (amdpeTaMuHoB, 6apbutypaTtos, 6eH304Ma3enunHoOB,

TPULIMKIIMYECKNX aHTUAENPECCaHTOB) C uaeHTudmKaumen nx rpynnoBom

NprHaanNexHocTu 3350
17.46.A17A09.05.118.076  |Ckymbpus IgE, F50 750
17.56.A17A09.05.118.300 |Ckymbpus IgG, F50 750
17.12.A5|A09.05.118.201 |CneneHb (cem. Tabanidae) IgE, 1204 750
17.40.A13A09.05.118.018 |CnuBa IgE, F255 750
17.50.A13A09.05.118.244 |CnwuBa IgG, F255 750
17.60.A17A09.05.118.352 |CmopoauHa kpacHas IgE (ImmunoCAP), f322 1300
17.2.A25|A09.05.118.132 [Cobaka (nepxotb) IgE, E5 750
17.2.A26|A09.05.118.133 |Cobaka (sanutenui) IgE, E2 750
17.37.A5|A09.05.118.504 |Cobaka, anneprokoMmnoHeHT IgE (ImmunoCAP), e221 nCan 3 3 850
17.37.A3|A09.05.118.500 |Cobaka, anneprokomnoHeHT, €101 rCan f1 3850
17.37.A4|A09.05.118.501 [Cobaka, anneprokoMnoHeHT, €102 rCan f2 3 850
17.23.A2{A09.05.118.427 |Cobaka, nepxoTb, €5 1250
6.2.A6.10/A09.19.012 CopaepxaHve yrneBoaoB B Kane (B T.4. NlakTto3a) 950
10.0.D07.2A12.30.012.019 |CokpalleHHas naHens CD4/CD8 (Bknto4aeT KINMHUYECKUIA aHanm3 KpoBu C

nevikountapHomn popmynon (5DIFF)) 2750
17.47.A64A09.05.118.095 |[Conog IgE, FO0 750
17.57.A6¢A09.05.118.319 |Conog IgG, F90 750
7.7.A4.20/A09.05.204 ComatomeguH C (MDP-I1) 1650
7.7.A2.20/A09.05.066 ComartoTtponHbIvi ropmoH pocta (CTI) 700
7.9.A2 |B03.016.023.001 |CooTHoLwweHune ASA n kopTm3ona, crtoHa (4 nopumm) 5450
7.7.01.20A09.16.003.001 |CooTHOLIEHNE KOHLEHTpaLmn nencuHoreHa | n nencuHorena Il 2900
17.3.A25|A09.05.118.149 |CocHa 6enas (Pinus silvestris) IgE, T16 750
1.0.A1.20/A12.05.001 COD3 (BeHO3Has KpoBb) 350
1.2.D5 |A12.05.001.003 |COD (kanunnsipHas KpoBb) 400
17.36.A7|A09.05.118.496 |Cosa (G. max), anneprokomnoHeHT, f353 rGly m4PR-10 3750
17.62.A1]A09.05.118.370 |Cos, f14 1300
17.41.A7§A09.05.118.037 |Cnapxa IgE, F261 750
17.51.A7§{A09.05.118.262 |Cnapxa IgG, F261 750
8.0.A14.4/A09.28.054.001 [Cneundmnyeckuin aHTureH paka modesoro ny3sbipsi (UBC) B moue 2 300
50.0.H134B03.070.404 Cnopt. ba3zoBblIli 1400
50.0.H134B03.070.405 CnopT. BUOXMMUYECKUIA CKPUHUHT paboTocnocobHOCTH 1400
17.71.A5|A09.05.118.424 |CTtadunnokokkoBbli aHTepoTokcuH B IgE (ImmunoCAP), m81 1550
17.10.A3|A09.05.118.423 |CtadunokokkoBbln aHTepoToKCUH TSST IgE (ImmunoCAP) m226 1550
17.71.A6|A09.05.118.425 |CTtacunokokkoBbln aHTepoToKCUH A IgE (ImmunoCAP), m80 1550
7.9.01 |B03.016.023.002 |CtepougHbii npodune (8 nokasarenein) B critoHe (TeCToCTepOH,

[ernapoannaHgpocTtepoH, AHapocTeHanoH, Koptuson, KopTtuaoH, OcTtpaguon,

MporectepoH, 17-OH-nporecTtepoH) 8 400
23.2.A22|A09.01.025.001 |Cypbma B Borocax, cnektpomeTpus (Sb) 1200
23.1.A22|A09.05.279.001 |Cypbma B kpoBW, cnekTpomeTpus (Sb) 1200
23.3.A22|A09.28.084.001 |Cypbma B Mo4e, cnektpomeTpus (Sb) 1200
17.45.A8|A09.05.118.065 |CbiBOpoTKa MonoyHas IgE, F236 750
17.55.A8|A09.05.118.289 |CbiBOopoTka MonoyHas IgG, F236 750
17.65.A14A09.05.118.388 |CbIp ¢ nnecenbto IgE (ImmunoCAP), f82 1400
17.45.A1]A09.05.118.066 |Cbip Tvna "Moyng" IgE, F82 750
17.55.A1]A09.05.118.290 |CubIp Tvina "Moyng" 19G, F82 750
17.45.A13A09.05.118.067 |Cbip Tvna "Yepnpep"” IgE, F81 750
17.55.A13A09.05.118.291 |CwbIp TvNa "Yepnep" IgG, F81 750
17.65.A1§A09.05.118.389 |Cbip Yepaep IgE (ImmunoCAP), 181 1400
18.2.A19/A09.05.035.010 |Takponumyc 3 350
17.12.A6|A09.05.118.202 |TapakaH pbixun (Blatella germanica) IgE, 16 750
17.28.A4|A09.05.118.439 |TapakaH pbbkui (npycak) IgE (ImmunoCAP), i6 1250




7.2.A9.20|A09.05.078 TecToCcTEpPOH 00N 700
50.0.H57]A09.05.078.001.0( TecTtocTepoH CBOGOAHLIN (BKIOYAET onpeaeneHne TecTocTepoHa obLuero u

cBobogHoro, 'CINI" (SHBG), pacyeT nHaekca cBobogHbIX aH4POreHoB) 1450
7.9.A4 |A09.07.009 TecTocTepoH cBOGOAHLIN B crntoHe (3akntodeHune Bpada KIl[ no

nccnegoBaTenbCKOMy OTHETY) 1650
17.4.A18|A09.05.118.179 | Tumodpeeska (Phleum pratense) IgE, G6 750
17.25.A24A09.05.118.452 | TumodbeeBka nyrosas, g6 1400
17.39.A6|A09.05.118.512 | TumodpbeeBka nyroeas, anneprokomnoHeHT IgE (ImmunoCAP), g208 rPhl p4 3 350
17.75.A11A09.05.118.225 |TumodpeeBka nyrosas, anneprokomnoHeHT Phl p1, Phl p5, IgE 2 050
17.75.A1A09.05.118.226 | TumodbeeBka nyroeas, anneprokomnoHeHT Phl p7, Phl p12, IgE 2 050
17.39.A2|A09.05.118.511 | TumodbeeBka nyrosas, anneprokomnoHeHTt, g213 rPhl p1, rPhl p5b 3350
17.39.A3|A09.05.118.507 | TumodeeBKka nyrosas, anneprokomnoHeHT, g214 rPhl p7, rPhl p12 3 350
22.3.D4.2A27.05.041.008 |TunuposaHue HLA DQ2/DQ8 npwu uenvakum 7 350
50.0.H117A26.21.055.005 |TunupoBaHue rpubos, paclumpeHHbiii (Candida albicans, Fungi spp, Candida

krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida

famata, Candida guilliermondii) 1400
9.0.A61.2/A09.05.106.001.0q TunnpoBaHue napanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLIbIO

UMMYHOMMKCaUUM C NaHenbio aHTUCbIBOPOTOK IgG, IgA, IgM, kappa, lambda) 4 550
7.1.A8.20/A09.05.117 TupeornobynuH 950
7.1.A1.20/A09.05.065 TupeoTtponHbIvi ropmoH (TTT) 650
7.1.A4.20|A09.05.064 TupokcuH obwnii (T4 obwuin) 650
7.1.A2.20/A09.05.063 TupokcuH cBoboaHbINn (T4 cBo6OAHbIN) 650
7.1.A10.2/A09.05.097 TWpOKCUH cBA3bIBatoLLas cnocobHOCTb CbiBOPOTKU (T-uptake) 1200
23.2.A13|A09.01.014.001 |TuTtaH B Bonocax, cnekrpometpus (Ti) 1200
23.1.A13|A09.05.268.001 |TuTaH B KpoBu, cnektpomeTpus (Ti) 1200
23.3.A13|A09.28.073.001 |TutaH B Mo4e, cnektpomeTpus (Ti) 1200
17.41.A7¢A09.05.118.038 |Tomar IgE, F25 750
17.51.A7¢A09.05.118.263 |Tomar IgG, F25 750
17.61.A1§A09.05.118.358 |Tomarthl, f25 1300
18.2.A22|A09.05.035.009 |Tonupamart (Tonamakc, TonanerncuH, Topean), KOIM4eCcTBEHHO 4150
17.3.A26|A09.05.118.150 |Tononb (Populas spp) IgE, T14 750
17.24.A3¢A09.05.118.449 |Tonons, t14 1400
4.8.A3.201A09.05.008 TpaHcheppuH 650
17.46.A1{A09.05.118.077 |Tpecka IgE, F3 750
17.56.A1§A09.05.118.301 |Tpecka IgG, F3 750
17.66.A1§A09.05.118.391 |Tpecka, f3 1400
4.5.A1.20/A09.05.025 Tpurnuuepuabl 350
7.1.A5.20/A09.05.060 TpuiioaTMPOHMH 06w (T3 obLumin) 650
7.1.A20 |B03.058.001.001 |TpuitoaTMpOoHUH peBepcuBHbIi (rT3) BOXKX-MC (3akntoueHune Bpaya KI[ no

nccrnegoBaTenibCkoMy OTHETY) 9100
7.1.A3.201A09.05.061 TpuiiogTMpoHuH cBoboaHbIN (T3 cBOOOAHbIN) 650
4.3.A18.2/A09.05.243 TpunTasa 5250
3.0.A2.20|A12.05.028 TpomOBUHOBOE BpeMsi 400
17.36.A14A09.05.118.497 | TponoMMO3nH KpeBeTOK, anneprokomnoHeHT IgE (ImmunoCAP), 351 rPen a1 3 350
4.3.A12.2/A09.05.193 TpOnoHWH | ynsTpavyBCTBUTENbHbIN 950
17.66.A1¢A09.05.118.392  |TywHeu IgE (ImmunoCAP), f40 1400
17.46.A1{A09.05.118.078 |TyHew IgE, F40 750
17.56.A1{A09.05.118.302 |TyHeu IgG, F40 750
17.41.A74A09.05.118.039 |TeikBa IgE, F225 750
17.51.A7§A09.05.118.264 |TeikBa IgG, F225 750
17.61.A1§A09.05.118.361 |ThikBa, f225 1300
22.7.A6.1/B03.045.038.001 |YHuBepcanbHbI TECT HA YCTAHOBMEHWE POACTBa: AeayLluka/6abyLuka -

BHYK/BHYYKa, 4A09/TETA - NNEMAHHUK/NNEMSAHHULA, POAHbIE/CBOAHbIE

6paTtbs/cecTpbl (2 y4acTHuka, Ao 40 mapkepos JHK unv nonosbix XpomMocom) 21900
22.7.A3.1|B03.045.030.002 |YcTaHoBneHne maTepuHcTBa - ayaT (20 mapkepoB), (Npeanonaraemas matb,

pe6eHoK)* 18 100
22.7.A4.1/B03.045.030.004 |YcTaHoBneHne matepuHcTBa - Tpmo (20 mapkepoB), (Npeanonaraemas matb,

pebeHoK, Bronoruyeckmin otew)* 19 600
22.7.A1.1/B03.045.030.001 |YcTaHoBneHue oTLOBCTBA - AyaT (20 MapkepoB), (Npeanonaraemblil oTel,

pe6eHoK)* 18 100
22.7.A2.1|B03.045.030.003 |YcTaHoBneHue oTLOBCTBa - Tpuo (20 MapkepoB), (Npeanonaraemblil oTew,

pebeHok, Bronornyeckas mMatb)* 19 600
17.46.A2]1A09.05.118.079 |Yctpuuel IgE, F290 750
17.56.A21A09.05.118.303  |Yctpuupl IgG, F290 750
17.2.A27|A09.05.118.134  |YTKa (nepo) IgE, E86 750
17.30.A44B03.002.004.070 |Pagmarton (cbanaHcupoBaHHast CMECb UHIansLMOHHbIX anfnepreHoB Ans

CKPVHWMHIa aTtonuu Ans getew ctapLue 4 neT n B3poChbixX) 4 850
17.30.A4]B03.002.004.072 |Pagumarton geTckuin (cbanaHCcMpoBaHHasA CMeCb UHraNAUMOHHbIX U MULLEBbIX

annepreHoB Ans CKpUHUHIa atonuun ans geten o 4 ner) 3950
10.0.A7.2A12.06.073 dakTop Hekposa onyxonu (PHO-anbda) 2 050




17.62.A1]A09.05.118.372 |Paconb 6enas (benble 606b1) IgE (IMmunoCAP), f15 1300
17.42.A4{A09.05.118.044 |Paconb 6enas IgE, F15 750
17.52.A44A09.05.118.269 |®daconb 6enas IgG, F15 750
17.42.A5(A09.05.118.045 |daconb 3eneHas IgE, F315 750
17.52.A5(A09.05.118.270 |Paconb 3eneHas IgG, F315 750
17.42.A51A09.05.118.046 |Paconb kpacHas IgE, F287 750
17.52.A51A09.05.118.271 |®Paconb kpacHas IgG, F287 750
50.0.H43]A26.20.032.005 |Pemodpnop-16 (OHK) 3 350
50.0.H42]A26.20.032.003 |demodnop-8 (OHK) 2400
18.2.A2.2A09.05.035.005 |PeHobapbuTan, KoNMYecTBEHHO 3650
4.8.A4.20A09.05.076 deppuTuH 600
3.0.A1.20A09.05.050 ®dubpuHoreH 450
17.4.A30|A09.05.118.180 |®dukyc IgE, K81 750
17.47.A17A09.05.118.023  |®uHukm IgE, F289 750
17.57.A11A09.05.118.248 |duHukun IgG, F289 750
18.2.A3.2A09.05.035.006 |PuHnencuH (kapbamasenuH, TerpeTon), KOMYeCTBEHHO 3 650
17.43.A6]A09.05.118.052 |ducTawku IgE, F203 750
17.53.A61A09.05.118.277 |®ucTawkm IgG, F203 750
50.0.H12{B03.070.403 PutHec. Pusmyeckme Harpysku 3050
13.44.D3]A26.20.032.007 |$PNOPOLIEHO3 1950
13.44.D2]|A26.20.032.008 |PJIOPOLEHOS3 - komnnekcHoe nccnegosaHue (Bkrtovaetr NCMT) 2400
13.44.D1]A26.20.032.006 |PnopoLeHo3-6akTepuanbHblil BarmHO3 1250
7.2.A1.20/A09.05.132 donnuKkynocTuMynupyowmin ropmoH (®CrI) 700
17.46.A2(A09.05.118.080 |Popensb IgE, F204 750
17.56.A2(A09.05.118.304 |dopensb IgG, F204 750
17.66.A1§A09.05.118.398 |Popensb, f204 1400
17.73.A1|A09.05.118.466 |Popmanbagerng (dopmanuH) IgE (ImmunoCAP), k80 1250
17.13.A1]A09.05.118.213 |Popmanbgerng IgE, K80 550
4.7.A6.200/A09.05.033 doccop HeopraHnyeckuin 350
5.0.D18.4A09.28.026 docop HeopraHMYecKnin Moun 500
8.0.A12.21A09.05.247 ®parmeHT umTtokepatuHa 19 (Cyfra 21-1) 1150
4.4 A2.200/A09.05.102 PpykTO3aMUH 600
17.63.A1]A09.05.118.374  |®dyHayk IgE (ImmunoCAP), f17 1300
17.43.A6]A09.05.118.053 |®yHayk IgE, F17 750
17.53.A6]A09.05.118.278 |dyHayk IgG, F17 750
17.14.A1|A09.05.118.515 |Xnonok IgE, O1 750
17.74.A1§A09.05.118.469 [XnoprekcugumH IgE (ImmunoCAP), c8 1250
22.6.A7 |A12.05.013.001 [XMA - cTaHgapTHbIN (BEHO3HAs KPOBb, BOPCUHBLI XOPUOHA; paspeLueHne ot

200000 nap HykneoTnaoB; 3aknoyeHre Bpaya - 1abopaTopHOro reHeTuka no

nccrnegoBaTenibCkoMy OTHETY) 28 050
22.6.A9 |A12.05.013.003 |XMA onyxoneBoW TkaHW, OHKOCKaH (onyxoneBasi TKaHb; pa3peLleHune ot

300000 nap HyKNeoTuaoB) 79 300
22.6.A10|A12.05.013.067 |XMA npeHaTanbHbI (aMHUOTMYECKAs XKUAKOCTL/BOPCUHbI

XOpWoHa/nynosuHHas KpoBb ¢ O TA; BbiSiBNIeH/Ee XPOMOCOMHOW NaTonoruu:

aHeynnovauu, geneuuu, Aynnvkauuu; 3akniodeHme spada - nabopaTtopHoro

reHeTvka no uccregoBaTefibCKoOMy OTHETY) 29700
22.6.A13|A12.05.013.002 |XMA 3K30HHOIO YPOBHS, KPOBb (BEHO3Has KPOBb; 3aKMOYEHUE Bpaya -

nabopaTopHOro reHeTuka No uccnefoBaTenlbCKOMY OTYETY) 48 250
4.5.A3.201A09.05.004 XonecTepuH NUNonpoTenaoB Bbicokow nnotHocTu (JIMBIM, HDL) 450
4.5.A4.20{A09.05.028 XonectepuH nMnonpoTengos H13Kon nnotHocTn (JIMNHIM, LDL) 450
4.5.D02.2(0A09.05.028.001 [XonecTepuH nunonpoTenaoB o4eHb HM3kow nnotHocTy (JINIOHM), (BkntovaeT

onpeaeneHne Tpurmuuepuaos) 450
4.5.04 ([B03.016.005.004 |XonectepuH He-NMBIM (non-HDL, BkntovaeT onpeaenexHme obLiero

xonectepuHa u JIMNBIM) 500
4.5.A2.20A09.05.026 XonecTtepuH obwuii 350
4.1.A8.20/A09.05.174 XonvHacTtepasa 350
17.2.A28|A09.05.118.135 |Xomsk (anutenuin) IgE, E84 750
17.23.A6|A09.05.118.442 | Xomsik, anutenui IgE (ImmunoCAP), e84 1550
23.2.A14|A09.01.015.001 |Xpowm B Bonocax, cnekrpometpus (Cr) 1200
23.1.A14|A09.05.269.001 [Xpom B kpoBu, cnektpomeTpusi (Cr) 1200
23.3.A14|A09.28.074.001 |Xpom B mo4e, cnektpometpus (Cr) 1200
8.0.A19.21A09.05.227 XpomorpaHuH A CgA 6 800
17.40.A11A09.05.118.019 | Xypma IgE, F301 750
17.50.A17A09.05.118.245 |Xypma IgG, F301 750
17.61.A1§A09.05.118.369 |LiBeTHas kanycta, f291 1300
4.3.A7.200/A09.05.077 LiepynonnasmuH 950
17.13.A11A09.05.118.214  |Llecpypokcum IgE, C308 1400
11.20.A14A09.05.074.004 |UMK, cogepxalyme aHTUreHbl ONMCTOPXOB 750
4.7.A7.20/A09.05.274 LinHk 550
23.2.A7 |A09.01.020.001 |[LinHk B Borocax, cnektpomeTpusi (Zn) 1200




23.1.A7 |A09.05.274.001 |LuHk B KpoBU, cnekTpomeTpus (Zn) 1200
23.3.A7 |A09.28.079.001 [LwmHk B Mo4e, cnekTpomeTpus (Zn) 1200
17.13.A13A09.05.118.215 |LunpodnokcaumH IgE, C108 1400
10.0.A73/A09.05.074 Linpkynupytoine MMMyHHbIE KOMMNSIEKCbI 1550
4.3.A17.2/A09.05.230 Liucratux C 1 800
15.0.D4.1A08.20.004 Lintonornyeckoe nccnegosaHve acnvparta u3 nonocTv MaTku 1000
15.1.D28|A08.30.011.002 |LiuTonornyeckoe nccrnegoBaHne acLMTUHECKON XNOKOCTN 1 000
15.0.D012]A08.17.002.002 |LinTonornyeckoe uccnegosaHme matepvana, nony4eHHOro Npu XMpypruyecknx

BMeLlaTenbCcTBax 1000
15.0.D5.1A08.09.011 Lintonornyeckoe nccnegoBaHme MOKPOThI 1000
15.0.D23]A08.01.002 Lintonornyeckoe nccnegosaHve HOBOOOPA30BaHWUI KOXN 950
15.0.D24]A08.28.012.001 |LuTonornyeckoe uccrnegoBaHne ocagka Moum 950
15.0.D1.3A08.20.012 Lintonornyeckoe nccrnegosaHve otaensemMoro ernaranviua 950
15.0.D09.7/A08.20.015.002 |LuTonornyeckoe nccnegoBaHne OTAENSEMOro MOSTIOYHOW Xenesbl 1200
15.0.D7.6dA08.30.031 Lintonornyeckoe nccnegosaHve nepukapananbHOM XXMOKOCTH 1 000
15.0.D6.6A08.09.010 Lintonornyeckoe nccnegosaHve nneBpanbHON XUOKOCTN 1 000
15.0.D010{A08.30.003.001 |LinTonornyeckoe nccnegoBaHne nyHKTaToB APYrMX OPraHoB 1 TKaHewn 750
15.0.D8.7/A08.20.015.003 |LjuTonornyeckoe nccnegoBaHme NyHKTaToB MOMOYHOW Xenesbl 700
15.0.D9.7A08.22.004 LinTonornyeckoe nccnegosaHne NyHKTaToB LUMTOBUAHOW Xenesbl 1 050
15.0.D15]A08.20.017.003 |LiuTonornyeckoe nccrnegoBaHne CMeLLaHHOro cockoba C LWenkn MaTku 1 13

LiepBUKanbHOro kaHana 950
15.0.03.3A08.20.017.001 |LnTonornyeckoe uccnegoBaHne cockoba 13 LiepBUKanbHOro kaHana 950
15.0.D2.3A08.20.017 Lintonornyeckoe nccnegoeaHme cockoba C LWenkn MaTku 950
15.0.D13]A08.30.028.001 |LinTonornyeckoe uccnegoBaHme cockoboB 1 OTNeYaTKoB 850
15.0.D11/A08.17.002.001 |LiuTonornyeckoe uccrnegoBaHne aHLOCKOMMYECKOrO MaTepuana 700
15.0.D19]/A08.16.007.001 |LiuTonornyeckoe uccrnegoBaHne aHAOCKOMMYECKOrO MaTepuana Ha

Helicobacter pylori 700
17.67.A1§A09.05.118.404 [Yan IgE (ImmunoCAP), f222 1250
50.0.H204B03.070.427 Yekan "KoHTponb Beca" 4 850
50.0.H201B03.070.426 Yekan "KpacoTa v 300poBbe KOXW, paclumpeHHbIn" 5150
50.0.H20¢B03.070.425 Yekan "Kpacota v 3gopoBbe” (iHerb) 4 850
50.0.H231B03.070.423 Yekan "XpoHuyeckas yctanocTb" (BKMoYaeT AnarHoCTuKy xenesogeduumra) 5600
50.0.H12{B03.070.406 Yekan 6a30BbIf, KEHLLUUHbI 9750
50.0.H12{B03.070.409 Yekan 6a30BbIf, My>X4YUHbI 10 200
50.0.H214{B03.070.420 Yekan BeinageHue Bonoc nocne Kosua 3450
50.0.H23]B03.070.424 Yekan nepen nHTEpBanbHbIM rofiogaHnem 4150
50.0.H18{B03.070.418 Yekan nocre koBuga 5600
50.0.H21{B03.070.421 Yekan nocne koBMaa Kapanonornieckuni 7 800
50.0.H21¢B03.070.422 Yekan nocne koBuaa HEBPOIOrMYECKUIA 4700
50.0.H21]B03.070.419 Yekan nocne koBMAa paclunpeHHbIn 6 550
50.0.H13(B03.070.407 Yekan pacliMpeHHbIN, XXeHLLMHbI 10 450
50.0.H131B03.070.410 Yekan paclimpeHHbIA, MY>XYUHbI 10 350
50.0.H13]B03.070.408 Yekan aKkCnepTHbIN, XEHLLUMHbI 10 850
50.0.H13]B03.070.411 Yekan aKkCcnepTHbIN, MYXYMHbI 10 850
17.67.A1§A09.05.118.410 |YecHok IgE (ImmunoCAP), f47 1250
17.47.A8]A09.05.118.097 |YecHok IgE, F47 750
17.51.A8]A09.05.118.320 |YecHok IgG, F47 750
17.42.A44A09.05.118.047 |YeueBwuua IgE, F235 750
17.52.A44A09.05.118.272 |Yeuesuua IgG, F235 750
17.14.A3|A09.05.118.517 |llenk IgE, K74 750
17.14.A2|A09.05.118.516 |LLepcTb IgE, K20 750
17.12.A7|A09.05.118.203 |LlLepweHb (oca naTHucTtas) (D. maculata) IgE, 12 750
17.47.A54A09.05.118.096 |LLUokonap IgE, F105 750
17.57.A5§A09.05.118.321 |LWokonag IgG, F105 750
17.61.A1¢A09.05.118.368 |LLUnuHat IgE (ImmunoCAP), f214 1300
17.41.A8]A09.05.118.040 |LWUnwuHart IgE, F214 750
17.51.A8]A09.05.118.265 |LlLUnuHart IgG, F214 750
4.1.A3.200/A09.05.046 LLlenoyHasa docdaTasa 350
17.3.A29|A09.05.118.151 |Oskanunt (Eucaliptus globulus) IgE, T18 750
1.1.D1 |A09.05.003.005 |3nekTpodopes remornobuHa ons AMarHoCTUKK remornobuHonaTui 3 350
9.0.D6.20A12.06.010.002 |3JIN-ADPC-XIY-TecT-6 (aHTUTENa K XY, 6eTa2-rnmnkonpoTemnHy 1, Fc-lg,

ds-OHK, konnareHy, cymmapHble k pocconmnuaam) 3450
9.0.D5.20A12.06.010.001.04 3JIN-B-TecT-6 (aHTMTena k ds-AHK, 6eta2-rnunkonpoTeunny 1, Fc-lg, konnareny,

nHTepepoHy anbda, nHTepdepoHy ramma) 3450
9.0.D7.20A12.06.010.004 |3JIN-Bucuepo-TecT-24 (aHTMTENA K 24 aHTUreHaM OCHOBHbIX OPraHoB U

cucTem Yyenoseka) 8 800
9.0.D08.20A12.06.010.003 |3NWN-M-Komnnekc-12 3800
6.2.A14 |A26.19.046.001 |OHTeponaToreHHas kuwevHas nanodyka (E.coli O157:H7), onpegenexue

aHTuUreHa B kane, UXTA 2600




17.10.A2|A09.05.118.194 |OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 750
17.10.A1|A09.05.118.193 |OHTepoTokcuH A (Staphylococcus aureus) IgE, O72 750
4.3.A8.20A09.05.234 D031HOMUIBHBIV KaTUOHHBIM 6enok (ECP) 1100
6.2.A16 |A26.05.016.004 |[Do3nHodunbHbIN HerpoTokenH (EDN) B kane 3100
7.7.A3.20/A09.05.082 OpUTPONOSTUH 1550
7.2.A4.20/A09.05.154 Octpagwnon (E2) 700
7.3.A2.20|A09.05.157 OcTpron cBoGOAHbIN 700
7.2.A21 |A09.05.154.001 [OcTporeHsbl B KpOBM (3CTPaAMOn, 3CTPOH 1 3CTPUON) 2 550
7.2.A19 |A09.28.023.001 |3cTporeHbl n ux metabonutsl (10 nokasarenen) B Moye 9700
17.40.A13A09.05.118.020 |A6noko IgE, F49 750
17.50.A13A09.05.118.246  |A6noko IgG, F49 750
17.60.A1¢A09.05.118.339 |A6noko, f49 1300
17.40.A13A09.05.118.021 |Aroabl (4epHuka, ronybuka, 6pycHuka) IgE, F288 750
17.50.A13A09.05.118.247 |Arogbl (YepHuka, ronybuka, 6pycHuka) IgG, F288 750
17.12.A11A09.05.118.205 |Ag ocuHbin (poa Polistes) IgE, 14 750
17.12.A1(A09.05.118.204 |Ag ocuHbin (pog Vespula) IgE, 13 750
17.28.A5|A09.05.118.434 |Aa ocbl 06bikHOBeHHON IGE (ImmunoCAP), i3 1250
17.28.A6|A09.05.118.433 |Ag ocbl natHuctom IgE (ImmunoCAP), i2 1250
17.12.A13A09.05.118.206 |Ag nyenbl (Apis mellifera) IgE, 11 750
17.28.A7|A09.05.118.432 |Ag nyenbl megoHocHou IgE (ImmunoCAP), i1 1250
17.28.A8|A09.05.118.436  |An wepwHs IgE (ImmunoCAP), i75 1250
17.68.A1]A09.05.118.412  |AunuHbI Genok, f1 2 250
17.68.A14A09.05.118.413 | AnYHbIN XenToK, f75 2250
17.48.A1|A09.05.118.098 |Aiuo kypuHoe IgE, F245 750
17.58.A1|A09.05.118.322  |Anuo kypuHoe IgG, F245 750
17.68.A1¢A09.05.118.414  |Anuo, 245 1400
17.3.A30|A09.05.118.152 |AceHb amepukaHckuii (Fraxinus americana) IgE, T15 750
17.69.A1§A09.05.118.420 |AumeHb IgE (ImmunoCAP), f6 1400
24/24 HUKMAO
10009 |A08.22.004.001 |CtaHgapTu3oBaHHas aBTOMAaTM3NPOBaHHasA XXnOKocTHasa umTtonorusa Sure Path,

He MMHEKONOorMYecknin Matepuman (B CTOMMOCTb BXOAMT BUana Cc TPaHCropTHOM

cpenon). 3 600
24/49 CJ1 Medukanlpyn
802 [McTonoruyeckoe nccrnegoBaHue duonTara Koxmu | 3650
247 OHUM
90951 BuonculiHbili u 3HGOCKonu4Yeckuli Mamepuan
9095103 BobisBneHune Helicobacter pylori 3a cnyyan 2100
9095115 lmcTtonornyeckoe uccrnenosaHve GUoncMnHOro matepuana nMMdoy3nos 4 850
9095105 lmcTtonornyeckoe nccrnenosaHve GUONCMIMHOTO MaTepuana Mo4YeBbIBOASALLNX

nyten 4150
9095104 l'mcTtonornyeckoe uccrnenosaHve GUONCMIHOIO MaTepuana nosnocTu

pTa,A3blKa,HOCOrMOTKM,CIIOHHBIX XXerne3 3150
9095112 lmcTtonornyeckoe nuccrnenoBaHve GUONCMIHOIO MaTepuana TkaHu

3abpHOLLMHHOIO NPOCTPaHCTBa 4150
9095110 [mcTonoruyeckoe nccnegoBaHne GMONCURHOIO MaTepuana TkaHu anyek 2900
BP A08.30.046.013.0(0McTonornyeckoe nccrnegoBaHne GUOMNCUIAHONO, MYHKLUMOHHOMO Matepuana u

cockoboB 3750
9095111 [ncTonornyeckoe nccnegoBaHue Mmatepuvana Wenkn maTku, Bnaranuiia 4150
9095109 ncTonornyeckoe nccnegoBaHne navinens-buoncun aHAoOMeTpus 4150
9095103, lucTonornyeckoe nccrnegoBaHue nocrne MynsTudokanbHon Guoncun xenyaka

¢ oueHkon no knaccudukaumm OLGA/OLGIM+H.pylori 9250
Pz A08.21.001 lmcTonornyeckoe nccrnegoBaHve NyHKUMOHHON Bruoncumu npegcTaTensHomn

xenesbl (4o 14 KyCO4KOB) 13 350
K305 A08.20.002.001 |ucTonornyeckoe uccnegoBaHne cockoba LiepBuKanbHOro kaHana+

MMCTONOMMYECKOe UCCneqoBaHme cockoba aHOAOMETPUS LLEKN

MaTKWU/rMCTONOrM4eckoe nccrnegoBaHns bmoncmm

LUEKM MaTKn 4 950
TK A08.05.002 ncTonornyeckoe nccnegoBaHMe TKaHM KOCTHOMO Mo3ra 13 350
9095101./A08.30.046.011.0( McTonornyeckoe nccneqoBaHme aHAOCKONMYECKoro matepuana (nonvn 6onee

2 cm) 4150
9095101 |A08.30.046.011.0Q MNcTonornyeckoe uccnenoBaHme aHAOCKONMYECKOro MaTepumana npoctoe (4o

3-X KyCOYKOB) NULLEBOAA, KENYyAKa, KALLKWU, BpOHXa, ropTaHu, Tpaxeu 3150
9095102 |A08.30.046.011.0( McTonornyeckoe uccneqoBaHme 3HAOCKONMMYECKOrO MaTepuana CroxHoe

(6onee 3 Kyco4KOB) NULLEBOAA,KEMNYAKA, KULLKWA, BpOHXa, ropTaHu, Tpaxeu 4150
DK A08.03.002.003 |OekanbuMHaLMS KOCTHOW/XPALLEBOW TKaHW NPW FTMCTONOINMYECKOM

nccneagoBaHUM KOCTHOM TKaHU 2100
9095208 [A08.30.046.011.04 KomnnekcHoe ructonornyeckoe nccregoBaHne matepuvana nocne

3HAOCKONMM/KONoHoCKoNMK (4 1 Gonee KOHTENHepa, 3a OAHO BMELLATENbLCTBO) 12 300
90954 HononHumensbHbil ycnyau
9095131 Second Opinion - KOHCYNbTaUUsa roTOBOroO cryyas | 12 300




9095168./A08.30.046.011  |ncTtoxmmmmnyeckas okpacka PAS (3a cTekno) 900
9095168. ncTtoxmmmyeckas okpacka AnbLMaHOBBIN CUHWIA (3@ CTEKIO) 650
9095168. MMcToxnmmyeckas okpacka KOHro KpacHbIM (3a CTeKIo) 1100
9095168. nctoxnmmyeckas okpacka no BaH MM3oHy (3a cTekno) 650
9095168. MmcToxnmmyeckas okpacka no 'mmasa (3a CTekno) 650
9095168. [mcToxmmmyeckas okpacka no Liunb HunbceHy (3a ctekno) 650
9095164./A08.30.046.001 |Hdopeska 13 BHOBb M3roToBNeHHOro 6roka (3aka3 nocne ycnyru 164) 450
9095167. Mepesog (1 cTpaHuua, aHrm.- pyc., pyc.- aHrn.) 2100
9095164 |A08.30.046.001 ([lMepe3anuBka Groka ¢ U3roTOBNEHNEM OLHOMO MMCTONOMMYECKOro CTekna 1100
9095131, [MepecMoTp Kaxgoro nocnegytowero crekna 3150
9095165 CkaHupoBaHue 1 ctekna 650
90959 Xudkocmnas yumousioausi
9095908 Ki-mapkep nponudepaTnBHOM aKTUBHOCTMN 5150
9095909 MMmyHoumTOXMMHUYECKOE nccnegoBaHne matepuana (1mapkep) 5150
9095915 MIMMyHOUMTOXMMUYECKOE UCCNEfOBaHME COCKODOB LLIENKN MaTKN C

onpeaeneHnem 6enka p16 un Ki 67 6 150
9095901. Ko-TecTt: BMY-MATl-TecT XnakocTHbI+KavyecTBeHHOE TUnMpoBaHue 12 Tunos

BMpyca nanunnomsl Yenoseka (HPV) tunel: 16, 18, 31, 33, 35,39, 45, 51, 52,

56, 58, 59 6 050
9095920 [MepecMoTp LMTONOrMYecKnx npenaparTos 10 300
9095904 Lintonornyeckoe nccrnegoBaHme KOXHbIX M NOAKOXHBLIX 06pa3oBaHuii 4 550
9095906 Lintonornyeckoe nccnegosaHme NyHKTaToB NIMMAATUYECKNX Y3M0OB 4 550
9095903 LinTonornyeckoe nccnegosaHne nyHKTaToB MOSIOYHOW JXenesbl 4 550
9095905 Lintonornyeckoe nccnegosaHme NyHKTATOB LUMTOBUAHOW Xenesbl 4 550
9095903. LinTonornyeckoe nccrnegosaHve cekpeuum n3 cocka 4 550
9095907 Lintonornyeckoe nccrnenosaHve CMbIBOB OpHOLLHOM/NNEBPANbHOM NOMNOCTY,

aCLMTNYECKON XNOKOCTU, NNeBpanbHbIX BbINOTOB. 5150
9095901 Lintonornyeckoe nccnenoeaHve cockoba LWenkM MaTkn 1 LiepBUKanbHOro

KaHana 4 550
90955 NmmyHo2ucmoxumuyeckue uccredoeaHust
9095130 [A08.30.013 OuarHocTtuka metrogom nmmyHoructoxummum (UMX) 5-10 aHtuten

BKMOYMTENBHO™™ 27 500
9095145./A08.30.013 [wnarHocTtrka metogoM ummyHornctoxumun (UMX) 6onee 10 aHTuten 39 000
9095129 [A08.30.013 OwnarHocTvka metogoMm ummyHornctoxummmn (UMFX) go 4 aHtuten

BKMOYUTENBHO™* 15 450
9095217 [wnarHocTvka metogoMm ummyHornctoxummm (UKX) npu pake MonoyHom

A08.20.009.002 |xene3bl - 4 peakumm (ER, PR, Ki-67, HER2) 15 450

9095128./A08.30.013 MmmyHornctoxummndeckoe nccnegosanue (1 UMX peakuusa ALK) 7 250
9095128./A08.30.013.001 |MmmyHoructoxummyeckoe uccnegosaxue (1 UMX peakumns HER2) 7 250
9095128./A08.30.039 MmmyHornctoxummnyeckoe nccnegosanue (1 UMX peakuusa PD-L1 knoH 28-8) 10 300
9095128./A08.30.039 MmmyHormnctoxummnyeckoe nccnegosanue (1 UMX peakuusa PD-L1, knoH Daco

22C3) 36 950
9095128./{A08.30.039 MMmyHornctoxummuydeckoe nccnegosanue (1 UMX peakumsa PD-L1, knoH

SP142, Ventana) 24 650
9095128./A08.30.039 MMmyHornctoxummuyeckoe nccnegosanue (1 UMX peakumsa PD-L1, knoH

SP263, Ventana) 21 600
9095128./A08.30.013 MmmyHoructoxummnyeckoe nccnegosanmve (1 UMX peakuns ROS1T) 7 250
9095128.{A08.30.013 MmmyHornctoxummnyeckoe nccnegosanmve (1 KX peakums no

npeaBapuTenbHOMY COMMacoBaHUI0 C MeHe4)KepoMm) 7 250
9095128./A08.30.013 MmmyHormnctoxummnyeckoe nccnegosanue (1 UIMX peakuus, pan-TRK) 10 300
9095150 |A08.20.003.002 |MmMmyHOrMcToXMMmMyeckoe nccnegoBaHue onpeaernieHne peLenTuBHOCTH

aHgomeTpusA( andd. gnarHocTrnka xpoHuyeckoro aHgometputa CD16, CD138,

CD20, CD56, HLA-DR) 22 600
9095148 |A08.20.003.002.00 UmmyHOrMcToxummyeckoe nccnegoBaHne peLenTMBHOCTU 3HAOMETPUS (OKHO

umnnaHTaummn, ER,PgR, CD56, CD138, LIF, noacyeTt kon-Ba nMHONoaumn) 27 700
9095128.|A08.30.013 MMMyHOrMcToXmmmnyeckoe nccrnegoBaHme: peuentopbl coMmatoctatmHa 2A n 5

TunoB (SSTR 2A, 5), 2 X peakuun 15 450
9095129.|A08.30.040 MccnegosaHne mukpocatennutHon HectabunbHoctn (MSI) metogom UMX

(MSH2, MSH6, PMS2, MLH1) 15 500
9095100. KomnnekcHoe ructonornyeckoe u uMmyHormctoxummyeckoe (UMX)

nccrnegoBaHne NorpaHNYHbIX/CTOPOXEBBIX IMMAOY3MoB Npy MenaHoMme 39 050
9095100./A08.20.003.002 |KomnnekcHoe ructonorm4eckoe n uMmyHornctoxnmmyeckoe (UMX)

uccnegosaHue Npy Nogo3pPEeHNU Ha XpoHuyeckuin angometput (H&E+CD138) 9 350
9095100./A08.06.002.001 [KomnnekcHoe rucToniornyeckoe n MUMMYHOTMCTOXMMUYECKOE 1ccreaoBaHme

CTOpPOXeBOro numdoyana 40 050
90956 MounekynspHo-2eHemuyeckue uccriiedoeaHusi
9095647 TP53 peneuuns 35950
9095677 BbisiBneHune TpaHcnokauun reHa NRG1 53 350




9095689

OHK nccnepgoBaHusi Ha MOHOreHHbIE 3aboreBaHNs Mo BOpPCMHaM XOpPUOHa,
oKononnogHbIM BOAAM M KPOBU M3 NYNOBUHbLI Nnoga (I'IpeHaTaanaﬂ
OMarHoCT1Ka MOHOreHHOro X-cuenneHHoro 3abonesaHusi, B cny4ae, ecnu

reHoTun npobaHga v poguTenen HeM3BeCTeH) 30 150
9095688 OHK nccnepoBaHusi Ha MOHOreHHbIE 3ab0neBaHKs N0 BOPCUHAM XOPUOHa,

OKOMOMMOAHBIM BOAaM ¥ KpoBY U3 nynoBuHbl Nnoga (MpeHaTtanbHas

[AMarHocTrka MOHOTEHHOTO ayTOCOMHO-AOMWUHaHTHOro 3aboneBaHus, B criyyae,

ecnu reHoTun npobanaa n poauTene N3BeCTEH) 19 900
9095685 MHBa3nBHOe nNpeHaTansHoe onpeaeneHve nona nnoga (onpegenexHve nona

nnofa no BOPCMHaAM XOPUOHA, OKOMNOMNMOAHLIM BOAAM U KPOBU M3 NMYMNOBUHBI

nnoga) 19 200
9095670 WcecneposaHme myTtaumi B reHe EWSR1 44 200
9095648 McenepoeaHve myTtaumi B reHe FOXO1 44 200
9095669 WcecneposaHme myTtaumn B reHe FUS 44 200
9095663 MceneposaHne myTtaumii B reHe NTRK1 35950
9095671 WceneposaHme myTtaumi B reHe NTRK1, NTRK2, NTRK3 metogom FISH 69 750
9095664 WMcenepoeaHve myTtaumi B reHe NTRK2 35950
9095665 MceneposaHve myTtaumi B reHe NTRK3 35950
9095679 MwuKkpomMaTpUYHbIA aHanM3 No BOPCMHAM XOPUOHA, OKOIOMNSIOAHbLIM BOAaM 1

KPOBW 13 MyMNOBUHbI NoAa (XPOMOCOMHbIN MUKPOMATPUYHBIA aHanu3

npeHaTanbHbIN) 31450
9095636 MonekynspHo-reHeTnyeckoe uccrnegoBaHve mytauui B reHe H3F3A 27 150
9095640 MonekynsipHo-reHeTnyeckoe nuccriegosaHve mytauuii B reHe IDH1 22 200
9095641 MonekynspHo-reHeTnyeckoe nccregosaHve mytaumm B reHe IDH2 22 200
9095646 MonekynsipHo-reHeTnyeckoe nccriegosarHve mytaumii B reHe PDGFRA 32 000
9095642 MonekynspHo-reHeTnyeckoe uccregosanve mytauni B reHe PIK3CA 23 650
9095655 MonekynspHo-reHeTu4eckoe nccnegoBaHune TpaHcnokauum t(12;21) s

6uoncuiiHom (onepauvoHHOM) MaTepuane MeTogoM ropPeCcLEHTHON

rmbpuamsaumm in situ (FISH) 44 200
9095651 MonekynsapHo-reHeTnyeckoe nccriegosaHve TpaHcnokaumm t(15;17) B

GuoncuiiHom (onepauvoHHOM) MaTepuane MeTogoM (rOPECLEHTHOW

rmbpuamsauum in situ (FISH) 44 200
9095654 MonekynsapHo-reHeTu4eckoe nccnegoBaHune TpaHcnokauum t(4;11) B

6uoncuiiHom (onepauvoHHOM) MaTepuane MeTogoM ropPeCcLEHTHON

rmbpuamsaumm in situ (FISH) 44 200
9095656 MonekynspHo-reHeTnyeckoe nccrnegoBaHve TpaHcnokaumm t(8;14) B

GuoncuiiHom (onepauvoHHOM) MaTepuane MeTogoM (rOPECLEHTHOW

rmbpuamsauum in situ (FISH) 44 200
9095652 MonekynsapHo-reHeTu4eckoe nccnegosaHune TpaHcnokaumu £(8;21) B

6uoncuiiHom (onepaunoHHOM) MaTepuane MeTogoM ropPeCcLEHTHON

rmbpuamsaumm in situ (FISH) 44 200
9095616 OnpegeneHue TpaHcnokaumn reHa SS18 (SYT) npu cMHOBMAanNbHON capkome

( Ha TpaHcnokauwmto yvactka 18q11.2) 35950
9095618 Onpegenexve amnnudpukaumm HER2/neu npu pake Mono4Ho xenesbl 1

Xenygka 35950
9095622 Onpegenexve amnnudpukaumm MET 44 150
9095619 Onpeaenexve amnnugpukaummn TOPO2A npu pake MONOYHON Xenesbl 35950
9095650 Onpegenexune amnnudukauum reHa C-MYC B GMoncmMnHom (onepauyoHHOM)

martepuane MeTogom dnopecueHTHon rmbpuamnsaumm in situ (FISH) 44 150
9095673 Onpegenexve amnnudukaumm reHa FGFR1 (NGS) 32 000
9095628 Onpegenexve amnnugukaumm reHa MDM2 npu capkome 44 150
9095649 Onpegenexune amnnudukauum reHa N-MYC B G1oncmnHom (onepauyoHHOM)

martepuane MeTogom dropecueHTHoON rmbpuamnsaumm in situ (FISH) 44 150
9095653 OnpepgeneHue nHesepcun inv(16) B GuoncuiHom (onepaumoHHOM) matepuane

mMeTofoM dnoopecLeHTHON rmbpuansaumm in situ (FISH) 44 150
9095635 Onpegenexve metunuposaHusa reHa MGMT 27 100
9095614 OnpepgeneHne MuKkpocaTennnTHonm HectabunsHoctn (MSI) npu

KonopeKTanbHOM pake 22 150
9095643 Onpegenexune mytaumm c-KIT ( (9, 11, 13, 17 3k30HbI) 32 000
9095605 Onpegenexve myTtaumm B 14 ak3oHe reHa cMET 36 950
9095612 Onpegenexve myTtauui 15 ak3oHa BRAF, 2, 3, 4 aksoHoB NRAS 1 11,13,17

ak30HoB c-KIT npu menaHome 36 950
9095611 Onpegenexve myTtauui 15 ak3oHa reHa BRAF n 11,13,17 ak3oHax reHa c-KIT

npv MenaHome 32 000
9095601 [A27.30.010 Onpegenexve mytauni BRCA1 BCcero konuampyoLero permoHa reHa npu pake

MOJI04HOM >Xenesbl N ANYHUKOB 104 600
9095607 Onpegenexve myTtaumi KRAS Bo 2, 3 1 4 9k30Hax reHa npu KonopekTanbHOM

pake 18 500
9095606 Onpegenexve myTtaumii B 15 ak3oHe reHa BRAF 15 200
9095603 [A27.30.016 Onpegenexve myTtauui B 18, 19, 20, 21 ak3oHax reHa EGFR 22 150
9095613 Onpegenexve myTtauuii B reHax c-KIT n PDGFR npu ractpouHTecTuHanbHomn

ctpomanbHon onyxonu XKT (GIST) 36 950




9095610

Onpegenexve myTtaumii Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 3k30Hax reHa

NRAS, 15 ak3oHe reHa BRAF 27 100
9095609 Onpegenexve myTauni Bo 2, 3, 4 ak3oHe reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS 22 150
9095608 Onpeaenexve mytauuii Bo 2,3,4 ak3oHax reHa NRAS 18 500
9095667 Onpegenexve mytauuii npomoTtopa reHa TERT 35950
9095668 OnpepgeneHune onyxoneson MyTauuoHHon Harpy3ku (TMB) 160 000
9095615 Onpepgenexve nepectpoek RET 35950
9095620. Onpegaenexve nepectpolikn ALK npu pake nerkoro 35950
9095620 Onpegenexve nepectporikn ALK npu pake nerkoro 35950
9095624 Onpepaenexve nepectporikn BCL2 npu numdome 44 150
9095625 Onpegenexve nepectporikn BCL6 npu numdome 44 150
9095623 Onpegaenexne nepectporikn MYC npu numcome 44 150
9095621 Onpegenexve nepectporikn ROS1 npu numdome 35950
9095621. Onpegenexne nepectpolrikn ROS1 npu numdome 35950
9095627 Onpegenexve nepectpoliku reHa DDIT3 npu capkome 44 150
9095602 |A27.30.115 Onpegenexve pacnpocTpaHéHHbix myTauni reHoB BRCA1, BRCA2 npwu pake

MOJI04HOM Xenes3bl U ANYHUKOB (8 MyTaumn) 15 200
9095639 Onpegenexne akcnpeccun reHa PCA3 15 450
9095672 Mownck myTtaumm ivs2+1G>A B reHe CHEK2 32 000
9095637 Pak nerkux, 6asosasi naHens (EGFR,KRAS,NRAS,BRAF) 35950
9095638 Pak nerkux, pacwupeHHas naHens (reHsl ALK, BRAF,EGFR, ERBB2, KRAS,

MET, PIK3CA) 78 000
9095666 TpaHcnokaumsa t(11;14)(q13;932) 35950
9095630 YcTaHoBneHve NpMHaanexHocTn matepvana 41 050
9095686 XpaHenue nnogoson [HK (Beligenexune n coxpaHenne OHK ons nposeaeHus

JanbHenLwero nccnegoBaHmns) 4 850
9095678 XpOMOCOMHbIEe nepecTpoviku ¢ ydactuem reHoB PDGFR, FGFR1 32 000
90952 OnepayuoHHbIU Mamepuan
UN-1 A08.30.046.014 |nctonornyeckoe uccrnegoBaHve onepaumoHHoro marepumana knacca UN-1 3700
UN-2 A08.30.046.014 |uctonornyeckoe uccrnegoBaHne onepaumoHHoro matepuana knacca UN-2 5400
UN-3 A08.30.046.014 |ucTtonornyeckoe nccnegoBaHne onepaumnoHHoro matepmnana knacca UN-3 12 300
UN-4 A08.30.046.014 |uctonornyeckoe uccrnegoBaHne onepaunoHHoro matepuana knacca UN-4 24 650
UN-5 A08.30.046.014 |ucTtonornyeckoe uccnegoBaHvne onepaumnoHHoro matepmnana knacca UN-5 39 650
KD A08.30.013 KomnnekcHas gnarHocTvka onepaumoHHoro matepuana (ructonorusa+Arx) 61 600
9095146 Mepecmotp nepeg UIMX (6e3 BbiHECEHMS 3aKnOYeHUs], AN onpeaeneHms

BO3MOXHOCTV noctaHoBku MIMX peakumm n HazHa4yeHus naHenm) 3050
02 OnepamueHasi 2uHeKoJ102usi
02/1 Bonbwue 2uHekosi02uYyeckue onepayuu
02/2 Manbie 2uHeKosi02uYyecKue onepayuu
020205 |[A16.20.079 Bakyym-acnvpaums aHgoMeTpusi 8 500
020188 |A16.20.063.017 [lucTepopesekTockonus ¢ oToanHaMMYECKON Tepanven 1 abnsumen

3HOOMETPUS 40 000
020189 |[A16.20.099 lmcTtepopesekTockonust: yaaneHme cybMyko3HOro MMOMaTO3HOrO y3na 50 000
020186 |[A03.20.003.5 [uctepockonus

pacceyeHne Neperopoakn MaTtkm 38 000
020185 |A03.20.003.4 luctepockonus

odhmcHas 30 000
020210 [A11.20.007 MyHKUMSA KNCTBI AMYHMKA U acnupaums aKkccygara 18 000
04 OnepamueHasi yposioausi
04/1 Bonbwue yposoz2uyeckue onepayuu
040152 [A16.28.082 McceyeHme napaypeTparnbHON KACTbI 30 000
04/2 Manbie yposio2uyeckue onepayuu
040106 [A11.21.012.1 Buoncus aunyka

acnupaumoHHas, TESA 25100
030305 |[A11.02.002.26 BHyTpMMbILLEYHOE BBEAEHME NEKAPCTBEHHLIX NpenapaToB

Hebupo 250mr/mn 9000
040105 |[A11.21.012 Buoncusa auuka otkpbeiTas, TESE, 1 kateropus 47 000
17 Meduampus
17111 Annepzonozaus
17111/2 AHanusbi
17/11/3 ACUT
171111 KoHcynbmauyuu annepzosioea
17/11/1/3 Bbie3d Ha dom
17111112 3ao4yHbie KOHCybmayuu
170274 |B01.002.001.5 Mpuem (ocMOTp, KOHCYNbTaLWSA) Bpaya-annepronora-MMMyHoONora nepBuYHbIn

OETCKUIA annepronor-mMMyHorsor, 3a04Hasi KOHCynbTauus 2 960
170275 |B01.002.002.5 Mpuem (ocMOTP, KOHCYNbTaLWS) Bpaya-annepronora-MMMyHOora NoBTOPHbI

OETCKUIA annepronor-mMMyHors1or, 3a04Hasi KOHCynbTauus 2 960




[1010757

B01.002.001.12

Mpuem (0CMOTP, KOHCYNETaLUs) -anmnepronora-MMMyHornora nepBuYHbIi

KOHCYNnbTaumMs annepronora-MMMyHosnora yganeHHas nogaepxka 1 mecsay 4 500
17/11/1/4 MueHue epaya
171111 O4Hble KOHCYIbmayuu
[010116 |B01.002.001.3 [Mprem (0CMOTp, KOHCYNbTaLUWs) -anneprosiora-MMMyHOora NepBUYHbIN

OEeTCKUA annepronor-uMmmMyHonor 3700
0010154 |B01.002.001.7 Mpuem (0cMOTp, KOHCYNbTaLWSA) Bpadya-annepronora-MMMyHoONora nepBuYHbIn

OEeTCKUIA annepronor-uMMyHomor, 4.M.H./rmaBHbIA crneunanncT/pykoBognTens

HanpasneHus 5500
[0010143|B01.002.001.4 Mpuem (0cMOTp, KOHCYNbTaLWSA) Bpaya-annepronora-MMMyHoOnora nepBuYHbIn

OETCKUIA annepronor-mMMyHorsor, K.M.H./AoueHT/BeayLmin cneunanuct 4 500
17/11/4 npuk mecmsi
17113 AHecme3uosiozus
171131 KoHcynbmayuu
17/13/2 Manunynsyuu
17/16 BakyuHonpogunakmuka
[010764|B04.014.004.57 |BakuuHaumsa ans npodunakTMkM BUPYCHOro renatmuta A

(Anbraeak) 1400
0011244 1B04.014.004.029 |BakuuHauus

Ona NpodomnakTUKM MEHMHIOKOKKOBbIX MHAbekuuin ceporpynn A, C, W, Y,

nonuncaxapvaHas, koHbtormposaHHas (MenKsagdu) 7 500
[0010978|B04.014.004.70 |BakunHauusa anst NpounakT1ki potaBupycHon nHdekumm Pota-V-Ong 4 300
0011088 |B04.014.004.014 |BakuuHauus

NpoTUB reMoUNbHON MHeKUMn Tun b 800
0011092 |B04.014.004.016 |BakunHauusi

NpOTUB KOpK, KpacHyxu, napotuTa (Baktpusup) 3900
[0010821|B04.014.004.58 |BakuuHaumsa npoTuB KOpW, NapoTuTa (NapoTUTHO-kopesas) Ao 18 net 1300
0011087 |B04.014.004.011 (BakuuHauus

NpPOTMB KOPW, NapoTuTa, KpacHyxu u BetTpsiHom ocnbl (Mpuopuke Tetpa) 9900
0011053 |B04.014.004.81 (BakuuHauus

npotus nonuomuenura (MonnosakCuH) 2 600
17/21 racmpoaHnmepoJsioausi
17/121/1 KoHcynbmayuu
17/21/1/3 Bbie3d Ha dom
17/121/1/2 3ao4yHbie KOHCyIbmayuu
170265 |B01.004.001.9 Mpuem (oCcMOTp, KOHCYNbTaLKSA) Bpaya-racTpo3HTEeponora NepBnYHbIN

OETCKUIA racTpO3HTEPOON, 3a04Hast KOHCYNbTauus 3900
170266 |B01.004.002.9 Mpuem (0CcMOTP, KOHCYNbTaLWS) Bpadya-racTpodHTEepoiora NOBTOPHbLIN

OETKUA racTPO3HTEPOSON, 3a04Has KOHCYNbTauus 3900
1010858 |B01.004.001.010 |[puem (ocmOTp, KOHCYNbTaUus) -racTpo3HTEpOiora NePBUYHbIN

yoaneHHas nogaepxka 1 mecsy, 4 500
17121/1/4 MHeHue epaya
17/21/1/1 OyHble KOHCynbmayuu
[1011060 |B01.004.001.004 |MNpuem (ocMOTp, KOHCYNbTaUus) -racTpo3HTEpOora nepemMyHas

O.M.H./IMaBHbIN cneumManuct/pykoBoavTens oTaeneHuns 5500
[0010108|B01.004.001.3 Mpuem (0CMOTP, KOHCYNbLTaLWS) -racTPO3HTEPONOra NepBuYHas

[OETCKUA racTpoaHTeposnor 5000
170269 |B01.004.001.10 |MMpuem (0CMOTP, KOHCYNbTaLUWA) Bpaya-racTpo3HTeponora nepBuYHbIN

OETKUI racTpO3HTEPOON, NpMeM Nno Bonpocam guetonornm (2 vaca) 5100
170270 |B01.004.002.10 (Mpuem (0CMOTP, KOHCYNbTaLWSA) Bpaya-racTpodHTEpOiora NOBTOPHbLIN

OETKUI racTpO3HTEPONOr, NpMeM no Bonpocam guetonoruu (1 vac) 2800
17/21/2 Manunynsiyuu
17/26 lemamonoeus
17/26/1 KoHcynbmayuu eemamornoza
17/26/1/3 Bble3d Ha dom
17/26/1/2 3aoyHbie KOHCynbmayuu
[010225|B01.005.001.8 [Mprem (oCcMOTp, KOHCYNbETaLUMs) Bpadya-remaTtonora nepBuYyHbIN

3a04Has KOHCynbTaums 3500
011109 |B01.005.001.016 |[Mpuem (0CMOTp, KOHCYNbTaLUus) -remaTornora nepBuYHbIA

3a04Has KOHCynbTaums, K.M.H./AOLeHT/BegyLmn cneumannct 5000
170267 |B01.005.001.6 [Mprem (oCcMOTp, KOHCYNbETaLUMs) Bpadya-remaTtonora nepBuYyHbIN

OEeTCKuU remaTorior, 3a04Has KOHCynbTaums 3500
170268 |B01.005.002.6 [Mprem (ocmoOTp, KOHCYNbTaLUWs) Bpadya-remaTtornora NoBTOPHbIN

OEeTCKuU remaTorior, 3a04Has KOHCynbTaums 3500
17/26/1/4 MueHue epaya
17/26/11 O4Hble KOHCYIbmayuu
0010117 |B01.005.001.4 [Mpuem (0cMOTp, KOHCYNbTaLWS) -remaTonora nepBUYHbIN 4 400
[1010850|B01.005.001.001 |[Npuem (ocMOTp, KOHCYNbTaLUMs) -remaTonora nepBuYHbIN

K.M.H./OouUeHT/BegyLmn cneumanmnct 5000

17114

luHekonozus

171141

KOHcy.nbmauuu 2UHeKoJ102a




17/14/1/3 Bbie30 Ha dom
17114/1/2 3aoyHbie KOHCynbmMayuu
17/14/1/4 MueHue epaya
17114111 O4Hble KOHCYIbmayuu
[0010135(|B01.001.001.24 |[Npuem (0OCMOTp, KOHCYNbTaUWs) Bpaya-aKyLuepa-rMHeKonora nepBuYHbIi
OEeTCKUA aKyLuep-rmHeKosnor 4200
[010744|B01.001.001.36 |[Mpuem (0CMOTp, KOHCYNbTaUWs) Bpaya-aKyLuepa-rMHeKonora nepBuYHbIi
OETCKUIA aKyLUep-rmMHeKosnor KMH/QoUeHT/BeayLmnn cneymannct 5100
17/14/2 Manunynsyuu
17/9 Hdepmamonozus
17/9/1 KoHcynbmayuu depmamorsioza
17/9/1/3 BbI306 Ha dom
17/9/1/2 3ao4yHbIie KOHCyIbmayuu
17/9/1/4 MHeHue epaya
17/9/1/1 OyHble KOHCynbmayuu
[1010155|B01.008.001.10 |[Npuem (ocmoTp, KOHCYNbTaUus) Bpaya-gepMaTtoBeHepornora nepBuYHbIv
O.M.H./IMaBHbIA cneumanucT/pykoBoanTeNb HanpasneHus 5800
[00101441B01.008.001.3 Mpuem (ocMOTp, KOHCYNbTaLWSA) Bpaya-AepMaToBeHeporiora nepBuYHbIN
K.M.H./OouUeHT/BegyLmn cneumanmnct 4700
[0010109|B01.008.001 [Mprem (oCcMOTp, KOHCYNbTaUMs) -OepMaToBeHeponora NepBnYHbIN 3 000
17/9/2 Manunynsyuu
17/35 HAuemounozus
17/35/1 KoHcynbmayuu 3aHAokpuHoo2a-duemorsnoza
17/35/1/3 Bbie3d Ha dom
17/35/1/2 3ao4yHble KOHCcybmayuu
17/35/1/4 MHeHue epaya
17/35/1/1 OyHble KOHCynbmayuu
[0010121|B01.013.001.4 Mpuem (0CMOTP, KOHCYNbTaLWS) -AMETONOra NePBUYHbIN
[eTCKuI aneTtonor 5000
17/23 Kapduonozaus
17/23/1 KoHcynbmayuu
17/23/1/3 BbI306 Ha dom
17/23/1/2 3ao4yHble KOHCynbmayuu
17/23/1/4 MHeHue epaya
17/123/1/1 OyHble KOHCynbmayuu
17/15 Marunynayuu
17/8 Hespousozusi
17/8/1 KoHcynbmayuu Heeposnoza
17/8/1/3 Bbie30 Ha dom
17/8/1/2 3aoyHbie KOHCynbmayuu
[010754|B01.023.001.16  |[Npuem (0CMOTp, KOHCYNbTaLUNs) -HEBPOSOra NePBUYHBI
KOHCYNbTaUmMsa HeBporora yaaneHHas nogaepxka 1 mecsuy, 4 500
17/8/1/4 MueHue epaya
17/81111 O4Hble KOHCYIbmayuu
[010106|B01.023.001.3 [Mprem (0CMOTp, KOHCYNbTaLUWS) -HEBPOMOra NepBUYHbIN
OEeTCK1A HeBponor 3 500
170106 |B01.023.001.18 |Mpuem (OCMOTP, KOHCYNbLTaLUWMS) ~-HEBPOSOra NePBUYHbI
OeTckui Hesponor 4o 1 roga 3500
0011243 |B01.023.001.025 |[puem (0CMOTp, KOHCYNbTaUus) -HEBPOSOra NepPBUYHbIA
OeTckui Hesponor 4o 1 roga, K.M.H./AoueHT/BegyLwun cneunanmuct 4 400
[010745|B01.023.001.15 |[Npuem (0CMOTp, KOHCYNbTaUMs) -HEBPOSOra NePBUYHBI
OEeTCKUA HeBPONOT KMH/AoUeHT/BeayLLmMn cneumanuct 5500
170104 |B01.023.001.3 [Mprem (0CcMOTp, KOHCYNbTaLUWs) Bpaya-HeBponora nepBUYHbIV 4ETCKUN
HeBponor 3 500
170105 |B01.023.002.3 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpada-HeBporiora NOBTOPHbIN
OEeTCK1A HeBponor 2 800
[010123|B01.023.001.4 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-HeBponora nepBuYHbIN
OEeTCK1A HeBPONor-anunenTonor 5100
170116 |B01.023.001.4 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-HeBponora nepBuYHbIN
(BeTckMin HeBpOMOr-anunIenTosnor) 5100
170117 |B01.023.002.4 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpada-HeBporiora NOBTOPHbIN
(BeTckMin HeBpOMOr-anunIenTosnor) 4600
[0011238 |B04.023.002.001 |MNpodunaktnyeckuii npuem (OCMOTP, KOHCYNbTaums) Bpaya-HeBpornora 2800
171812 Marunynayuu
17/5 OmopuHonapuHaosioa2usi
17/5/1 KoHcynbmayuu
17/5/1/3 Bbie30 Ha dom
17/5/1/2 3aoyHbie KOHCynbmayuu
[010748|B01.028.001.12 |[Mpuem (0CMOTp, KOHCYNbTaLUWs1) -OTOPUHONAPUHIONOra NEPBUYHbLIN
OTopvHONapuyHronor yaaneHHas nogaepxka 1 mecsu 4 500




17/511/4

MueHue epaya

17/51111 O4Hble KOHCYnIbmayuu
[010146|B01.028.001.1 [Mprem (0CMOTp, KOHCYNBTaLUMSI) ~-OTOPUHONAPUHIONOra NepBUYHbLIN

K.M.H./goueHT/BegyLumi cneumanmct 4 400
0010114 |B01.046.001.2 Mpuem (ocMOTp, KOHCYNbTaLUWS) Bpaya Cypaonora-oTopMHonapuHronora

NepBUYHBbIN

OETCKUIA Cypaonor-oTopuHonNapuHronor 3900
170138 |B01.046.001.2 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpada Cypaonora-oTopMHoapuHronora

nepBUYHbIN

OEeTCKU CypA0nor-oTopuHONapuHronor 4 400
170139 |B01.046.002.1 Mpuem (0cMOTp, KOHCYNbTaLWS) Bpaya Cypaonora-oTopMHonapuHronora

noBTOpHas

OETCKUIA Cypaonor-oTopuHoNapuHronor 4 400
170162 |B01.028.001.4 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-OTOPUHOMNAPMHIonora nepBuYHbI

[ETCKUA OTOPUHOAPUHIonor 3700
170140 |B01.028.001.3 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-OTOPUHOMNAPMHIonora nepBuYHbI

OETCKUIA OTOPMHONAaPUHIONOL, K.M.H./AOLUEHT/BeayLIMIA cneunanuct 4 400
[0010105|B01.028.001 [Mprem (0CMOTp, KOHCYNBTaLUMSI) ~-OTOPUHONAPUHIONOra NepBUYHbLIN 3700
011004 |B01.028.001.002 |Mpuem (0CMOTpP, KOHCYmbTauus) Bpaya-0TOPUHOMAPUHIONOra NepBUYHBIN

Ha AomMy 5000
[010149|B01.028.001.6 [Mprem (0CMOTp, KOHCYNBTaLUMSI) ~-OTOPUHONAPUHIONOra NepBUYHbIN

0.M.H./rmaBHbIV cneunanncT/pykoBoanTenb HanpaeneHus 5100
0011093 |B01.046.001.004 |Mpuem (0CMOTpP, KOHCYrbTaLusi) Cypaonora-oTopMHONapuHrosiora nepBMYHbIN

0.M.H./rmaBHbIV cneunanvcT/pykoBoaMTenb HanpaeneHus 5100
[0010760|B01.046.001.3 Mpuem (0cMOTp, KOHCYNbTaLWS) Bpaya Cypaonora-oTopMHonapuHronora

nepBUYHbIV

K.M.H./OouUeHT/BegyLmn cneumannct 4 400
170133 |B01.028.001.2 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-OTOPUHOMNAPMHIonora nepBuYHbIv

naTpoHax 2500
171512 Manunynsiyuu
170127 |A05.25.006.5 Pernctpaums Bbi3BaHHbIX aKyCTUYECKUX OTBETOB MO3ra Ha NOCTOSAHHbIE

MOAynupoBaHHbIe ToHbl (ASSR TecT)

Mogrotoska naumneHTa (pebeHka) k peructpauum KCBI 1950
[0010939|A05.25.006.002 |Pernctpauuns Bbi3BaHHbIX aKyCTUYECKMX OTBETOB MO3ra Ha MOCTOSIHHbIE

MoaynupoBaHHble ToHbl (ASSR TecT)

Ha AomMy 35000
170123 |A05.25.006.1 Pernctpaums Bbi3BaHHbIX aKyCTUYECKUX OTBETOB MO3ra Ha NOCTOSAHHbIE

MOAynupoBaHHbIe ToHbl (ASSR TecT)

B HOYHOE BPEeMsi CyTOK 13 800
170124 |A05.25.006..2 Pernctpaums Bbi3BaHHbIX aKyCTUHECKMX OTBETOB MO3ra Ha NOCTOSAHHbIE

MoaynupoBaHHble ToHbl (ASSR TecT)

C KOMMbloTepHon ayanometpuen (ASSR) 6 800
170126 |A05.25.006..4 Pernctpaums Bbi3BaHHbIX aKyCTUYECKUX OTBETOB MO3ra Ha NOCTOSAHHbIE

MOAynupoBaHHbIe ToHbl (ASSR TecT)

B HOYHOE BPEeMsi CYyTOK 4200
170120 |A05.25.002 MccnepoBaHme BbI3BaHHOW OTOAKyCTUYECKOW SMUCCUN 2 200
170122 |A12.25.005 MmnegaHcomeTpusi 1 350
17/10 O¢pmanbmonozus
17/10/1 KoHcynbmayuu
17/10/1/3 Bbi308 Ha dom
17/10/1/2 3ao4yHble KOHCybmayuu
17/10/1/4 MHeHue epaya
17/10/1/1 OyHble KOHCynbmayuu
17/10/2 Manunynsiyuu
171 Meduampus
17111 KoHcynbmayuu
1711113 Bbie30 Ha dom
10744 |B01.031.001.32 |[Npuem (ocmoOTp, KOHCYNbTauus) Bpaya-negunarpa

nepBuYHbIN Bbi3oB neguatpa Ha Aom (3oHa 2) 2 500
170137 |B01.031.001.8 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmatpa nepeuYHbIN

KoHcyneTaumsa Bpava-neguartpa Ha oMy B cnyvae 6omne3Hu (BbI30B Bpaya) 5200
170131 |B01.031.001.4 [Mprem (0CcMOTp, KOHCYNbTaUWs) Bpaya-negmarpa nepBUYHbIN

KOHCYynbTaums Bpaya-cneuuanncta B pamkax nporpamMMbl NaTpoHaxa AeTen

NepBoro roga usHu 2500
[010993|B01.031.001.52 |[puem (ocMOTp, KOHCYNbTaUus) Bpaya-neguarpa

nepBUYHbIN (BTOPOW U Aanee peGeHokK) 2500
0010994 |B01.031.001.53 |[puem (ocMOTp, KOHCYNbTauus) Bpaya-neguarpa

NepBUYHBIN, K.M.H./OOLEHT/BEAYLLMIA cneunanucTt (BTOpoK 1 ganee pebeHok) 3000
[010180(B01.031.001.11  |[puem (ocMOTp, KOHCYNbTaUus) Bpaya-neguarpa

Ha oMy, BeAyLLMIN cneumanuct 6 500
[0010684 |B01.031.001.27 |[Npuem (ocMOTp, KOHCyNbTauus) Bpaya-negunarpa nepBuYHbIA

MaTtpoHax/KoHcynbTaums neguatpa Ha AoMy Nnoche Bbinucky (BbI30B Bpava Ha

aom) 7 300




1711114

3ao4Hble KOHCynbmayuu

170134 |B01.031.001.6 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmarpa nepeuYHbIN

3a04Has KOHCynbTauus 2 000
170135 |B01.031.002.3 Mpuem (ocMOTp, KOHCYNbTaLUWs) Bpaya-neguatpa NoBTOPHbIN

3a04Has KOHCynbTauus 2 000
[1010686|B01.031.001.28 |[Npuem (ocmOTp, KOHCyNbTaUus) Bpaya-negmnatpa nepBUYHbIA

YaaneHHas nogaepkka Bpava-neguatpa - 1 mecsy, 4 500
0011219 |B01.031.001.014 |YnaneHHan nogaepka OexXypHOro Bpaya-neguarpa - 1 mecsu 2 075
17/1/1/2 MueHue epaya
100841 |B01.031.001.005 |Mpuem (ocMOTp, KOHCYNbTaUWA) -NegmaTpa nepBUYHbIN

MHeHue Bpaya-neguartpa 3000
100842 |B01.031.002.002 |Mpuem (ocMOTp, KOHCYNbLTaUMs) -neamarpa NOBTOPHLIN

MHeHue Bpaya-neguartpa 3000
100821 |B01.031.001.004 |Mpuem (0CMOTP, KOHCYNbTaUWA) -NegmaTpa NnepBUYHbIN

MHeHue Bpaya-neguarpa, rmaBHoOro cneyuanucra 3500
100822 |B01.031.002.001 |Mpuem (ocMOTp, KOHCYNbLTaUMs) -NeamaTpa NOBTOPHLIN

MHeHue Bpaya-neguarpa, rmaBHoOro cneymnanucra 3500
17111 O4Hble KOHCYnIbmayuu
A010852 Akumsa! OcmoTp Bpada-negvartpa nepes BakumMHaumen
450103 |naTpoHax KoHcynbrauust Bpada-neguarpa 2500
[010103|B01.031.001.9 [Mprem (0CcMOTp, KOHCYNbTaUWs) Bpaya-negmarpa nepBUYHbIN

nepep BakuMHaumen 1700
[0010792|B01.031.001.38 |[puem (ocMOTp, KOHCYNbTauus) Bpada-negmnarpa nepBuYHbI

nepepg BakuMHaumMen 4.M.H./rmaBHbIV cneunanvcT/pyKoBoaMTeNb HanpaeneHus 5100
[0010791|B01.031.001.37 |[Npuem (0CMOTp, KOHCYNbTauus) Bpada-negmnarpa nepBuYHbI

nepeg BakuMHaumMen KMH/OoueHT/BegyLumi cneunanmct 800
[0010102|B01.031.001 Mpuem (0CcMOTP, KOHCYNbTaLWS) Bpadya-negmarpa nepeuYHbIN 2500
170110 |B01.031.001.2 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmarpa nepBuYHbIN

O.M.H./mMmaBHbIN BNeunanuct/pykoBoguTenb oTaeneHuns 4 600
170103 |B01.031.001.3 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmarpa nepeuYHbIN

Bblaya cripaBku 1250
[0010153|B01.031.001.2 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmarpa nepBuYHbIN

O.M.H./ImaBHbIN cneumManuct/pykoBoavTens oTaeneHus 5500
[0010142|B01.031.001.1 Mpuem (ocMoTp, KOHCYNbTaLWA) -NeguaTpa NepBUYHbIN

K.M.H./OouUeHT/BegyLmn cneumannct 3500
170132 |B01.031.001.5 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-negmarpa nepBuYHbIN

KOHCynbTaums cneymanucta "3HakoMcTBO ¢ Bpadom-negmatpom” 2 500
040306 (B01.023.001.7 KoHcynbTauusi cneumanucTa no eTCKOMY CHY 3800
[010137|B01.023.001.7 [Mprem (0CMOTp, KOHCYNbTaLUWs) -HEBPOOra NOBTOPHbIN

crneunanncT no AeTCKOMyY CHY 4 600
[010101|B01.031.002.4 Mprem (0CcMOTp, KOHCYNbTaUMs) Bpadya-negmarpa noBTOPHbIN

KpaTkun 2800
[010852|B01.031.001.45 |[Npuem (ocMOTp, KOHCYNbTauus) Bpada-negmnarpa nepBuYHbI

OcmoTp Bpaya-negmaTpa nepeg BakumMHaumen 1 000
17122 lpozpamMmMbI u akyuu
A010148 Mprem sHOookpuHonora getckoro + Y3U wutosmnaHom xenesbl
M170101 BasoBas B knuHuke ot 0 oo 1 roga 47 000
M170102 BasoBas B knuHuke ot 1 go 2 net 32 850
M170103 BasoBas B knuHuke ot 2 go 3 net 32 850
M170104 Baszosas Ha gomy ot 0 go 1 roga 59 200
M170105 BbasoBsas Ha gomy oT 1 go 2 net 41 520
M170106 Basoeas Ha gomy o1 2 go 3 net 41 520
M170118 BakumHaums no HauMoHanbHOMY KaneHaapto 36 600
M170119 BakumHaums no paclwmpeHHOMy KaneHaapo 62 150
M170114 LeTtckuin komnnekc 6a3oBbIn 7 250
M170117 LeTcknin komnnekc B 1 roa 16 950
M170123 [oBakumMHauust 4O paclUMpPEHHOro KaneHaapsi 27 100
M171119 KomnnekcHbii ocmoTp B 1 mec ¢ OXO 20 000
M171125 KomnnekcHbin ocmotp no popme 026-y B 6 net (nporpamma) 23 440
Mn171122 KomnnekcHbin ocmoTp no popme 026-y nepeq getckum cagom 3 roga

(nporpamma) 14 800
M170107 OnTtumanbHas B knuHuke ot 0 4o 1 roga 81 600
M170108 OnTumManbHas B KnuHUKe oT 1 go 2 net 57 300
M170109 OnTumanbHas B KNHUKe oT 2 0o 3 net 55 200
M170113 Mpemuym B knuHuke ot 0 go 1 roga 106 600
M170120 MpodmnakTnyeckmin MegnumMHCKnii ocMoTp B 1 Mec no npukasy 211H 12 700
M170121 MpodmnakTnyecknin MeanuUMHCKMA OCMOTp B 3 Mec no npukasy 211H 10 800
17/22/1 Ycnyeu Ons 20008bIx npo2pamMmm
0010824 |B01.031.001.40 |Mpuem (ocMOTp, KOHCYNbTauus) Bpada-negmnarpa nepBuYHbI

KOHCYnbTaums neguatpa B pamkax IBb




[1010687

B01.031.001.29

[Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-negmarpa nepBUYHbIN

KOHCYnbTaLms y3KOro crneumanucta Ha BolGop B pamkax nporpaMmbl 2 800
n170127 Yekan «[BornHas 3aboTa o 3goposbe JIOP-opraHoB 7 400
M170126 Yekan gns HoBopoxaéHHbIX «CnokonHas 3uma" 0—-6 mecsues 11 000
17/19 lpokmonozaus
17/19/3 AHecme3us 8 npokmosio2uu
17/191 KoHcynbmauyu npokmoJsio2a
17/19/1/3 Bble30 Ha dom
17/19/1/2 3ao4yHble KOHCybmayuu
17/19/1/4 MHeHue epaya
17/19/1/1 Oy4Hble KOHCynbmayuu
17/19/2 Ma+unynayuu
17/36 llcuxonoaus
17/36/1 KoHcynbmayuu ncuxosioza
17/36/1/2 3ao4yHbIie KOHCybmayuu
17/36/1/1 O4Hble KOHCYIbmayuu
17112 lNcuxomepanus, ncuxuampusi
1711211 KoHcynbmayuu
17/112/1/3 Bbie30 Ha dom
17112/1/2 3aoyHbie KOHCynbmayuu
[0010226|B01.070.009.8 [Mprem (TecTnpoBaHue, KOHCYNbTaLUMs) NCMXONora NeEPBUYHbBIN

3a04Has KOHCynbTauus 2 500
17/12/1/4 MueHue epaya
17112111 O4Hble KOHCYIbmayuu
17127 lNynbmoHonozus
17125 Peemamousoaus
17131 Cneyuanucm no 2pyGHOMY eCKapMJ/iueaHuro
171311 KoHcynbmayuu
980006 KoHcyneTaumsa Ha goMy cneuumanucTa no rpygHoMy BCKapMIivMBaHUIO 6 300
17/4 y3un
101109 Komnnekc Y3W ¢ 3 net
0010311 |B03.052.001 KomnnekcHoe ynsTpa3ByKoBOE MCCMeaoBaHne BHYTPEHHUX OpraHoB

1 TazobegpeHHbIX CyCTaBoB y AeTen 5100
070185 |A04.23.001 HerpocoHorpadus 2000
070209 [A04.28.002 YnbTpasBykoBOe UcCnegoBaHMe MOYEBLIBOOALLMX NyTEN 2 400
070201 |A04.20.002.2 YnbTpa3BykoBOE UCCreaoBaHNe MOSIOYHbIX XXerne3

y aeten 2 000
070200 |[A04.28.002.005.1 |YnbTpasByKoBOe MccnegoBaHne MOYEBOro My3bips C onpeaeneHnemM

OCTaToO4HON MO4U

y Oeten 1600
070199 |A04.28.002.003.1 |YnbTpa3BykoBOE UCCNELOBAHME MOYEBOTO My3bipsi

y Oeten 1400
070195 |A04.14.001.1 YnbTpa3BykoBOE UccrnegoBaHve nevyeHn

y Oeten 1 000
070198 |A04.15.001.1 YnbTpa3BykoBOE UccrnegoBaHve NompKenyao4HON xenesbl

y Oeten 1 000
070193 |A04.28.001.1 YnbTpasBykoBOE UccregoBaHve nodek 1 HagnoyeyHMKoB

y etewn go 1 roga 1 300
070194 |A04.06.001.1 YnbTpa3BykoBOE UCCreoBaHne ceneseHku

y Oeten 1 000
[010671|B03.052.001.1 KomnnekcHoe ynbsTpa3BykoBOe uccregoBaHue BHYTPEHHUX OPraHoB

B pamkax nporpammel (1 3oHa) 1700
[010672|B03.052.001.2 KomnnekcHoe ynbsTpa3BykoBOe uccregoBaHue BHYTPEHHUX OPraHoB

B pamKax nporpamMmmbl (2 30HbI) 3400
070192 |[A04.06.003 YnbTpa3BykoBOE UCCneaoBaHNe BUMOYKOBOW XKenesbl 1400
070203 |A04.16.001.2 YnbTpasByKoOBOE UCCIEfOBaHME OPraHOB GPIOLLHOM NOMOCTM (KOMMIEKCHOE)

YnbTpa3ByKoBOe MccriefoBaHue Xenyaka v ABeHaaLaTMnepCTHON KULWKK Y

neten oo 1 roga 1 500
070191 |A04.01.001.1 YnbTpa3BykoBOE UccregoBaHve MArkux TkaHew (ogHa aHaToMuyeckas 30Ha)

yNbTPa3ByKOBOE UCCreoBaHWe KMBaTENbHbIX MbILLILY 1500
070206 |A04.03.001 YnbTpa3BykoBOE UCCreaoBaHme KOCcTen 2000
070178 |A04.16.001.1 YnbTpa3BykoBOe uUccnegoBaHme opraHoB GPOLLHOM NOMOCTM (KOMMIEKCHOE)

y aeten go 1 roga 1950
070204 |A04.20.001 YnbTpa3BykoBOE UCCreaoBaHne MaTku 1 NpUAaTKoB TpaHcabaoMuHansHoe

y aeten 2200
070202 |A04.03.002.1 YnbTpa3BykoOBOE UCCreaoBaHNE NO3BOHOYHMKA

y aeten 2 500
070205 |A04.21.001.1 YnbTpa3BykoBOE UCCreaoBaHe NpeacTaTenbHOM xernesbl

y aeten 1 500
070187 |A04.04.001.001.1 |YnbTpassykoBoe uccnegoBaHve TazobegpeHHOro cycrasa

y Aeten go 1 roga 1700




070208 |[A04.30.010 YnbTpa3BykoBOe UCCnegoBaHMe OpraHoB Manoro Tasa (KOMMieKkcHoe) 1250
070182 [A04.22.001.2 YnbTpa3BykoBOE UcCrnegoBaHve LWMTOBMOHOW Xenesbl U NapallnToBUaHbIX
xenes
y eten 2 200
[0010285|A04.10.002.2 Oxokapguorpadus (Y3W cepagua)
y Oeten 2 300
17124 Yponoezus, aHoponozaus
1712411 KoHcynbmayuu yponoza
17/24/1/3 Bbie30 Ha dom
17/24/1/2 3aoyHbie KOHCynbmayuu
17/24/1/4 MueHue epaya
17/24/11 O4Hble KOHCYIbmMayuu
17/24/2 KoHcynbmauyuu yponoza-aHoposnoza
17/24/2/3 Bble30d Ha dom
17/24/2/2 3ao4yHble KOHCybmayuu
17/24/2/4 MHeHue epaya
17/24/2/1 OyHble KOHCynbmayuu
170112 |B01.053.003 Mpuem (ocMOTp, KOHCYNbTaLWSA) Bpadya-4eTCKOro yporora-aHgporora
NepBUYHbIN 3800
170113 |B01.053.004 Mpuem (ocMOTp, KOHCYNbTaLWSA) Bpadya-4eTCKOro yporora-aHgporora
NOBTOPHbIN 2500
[1010880|B01.053.003.002 |IMpuem (ocMOTp, KOHCYNbTaLUMs) -A€TCKOro yponora-aHgponora nepBuYHbIN
O.M.H./IMaBHbIA cneumanucT/pykoBognTeNb HanpasneHust 5000
17/24/3 Marunynayuu
17/6 @PyHKYUOHasIbHass duazHOCMuUKa
17/6/1 KoHcynbmayuu
1716/2 Manunynsyuu
[0010259|A05.10.006.3 Pernctpaumsa anektpokapanorpammbl
y Aeten ¢ pacwumdpoBKo 1050
1717 Xupypeausi, opmonedusi
17171 KoHcynbmauyuu xupypzaa
17171113 Bble30d Ha dom
1717/1/2 3ao4yHbIie KOHCybmayuu
17171114 MHeHue epaya
17171111 OyHble KOHCynbmayuu
A010132 Akumsa! KoHcynesTrauusa 4eTckoro TpaBmartonora-optoneaa
[010132|B01.050.001.1 [Mprem (OCMOTp, KOHCYNbTaLUWs) -TpaBmartosiora-opToneaa nepBuYHbIN
OEeTCKui TpaBmMaTonor-optones, 4 000
170118 |B01.050.001.1 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-TpaBmartosiora-optoneaa nepsuyHbIN
OEeTCKui TpaBmMaTonor-optones, 3400
170119 |B01.050.002.1 [Mprem (oCMOTp, KOHCYNbTaLUWs) Bpada-TpaBmaTtofniora-opToneaa noBTOPHbIN
OEeTCKui TpaBmMaTonor-optones, 2900
[0010120|B01.010.001 Mpuem (0CMOTP, KOHCYNbTaLWSA) -4ETCKOro XMpypra nepBuYHbIN 3000
171712 Ma+unynayuu
0010613 |A15.04.001.2 HanoxeHne noBsA3kun Npu BbiBUXax (NoaBbIBUXax) CyCTaBoB
y Oeten 2 500
010611 |A15.04.001 HanoxeHne noBsA3kun Npu BbiBUXax (NoABbIBUXax) CyCTaBoB
y Oeten 2 500
[0010612|A15.04.001.1 HanoxeHne noBsA3kun Npu BbiBUXax (NoaBbIBUXax) CyCTaBoB
y Oeten 2 500
171713 Onepayuu
17117 Bkcnpecc mecmbi
[0010685|A11.08.010.002.1 |Mony4eHne Ma3KoB CO CIM3NCTON 0OONOYKM POTOrTIOTKN 1150
17/20 BHOoKpuHonozus
17/20/1 KoHcynbmayuu 3aHOokpuHosio2a
17/20/1/3 Bble30 Ha dom
17/20/1/2 3ao4yHbie KOHCcybmayuu
1010854 |B01.058.003.007 |[Npuem (ocMOTp, KOHCYNbTaUust) -9HAOKPUHONOra NepBUYHbIN
yoaneHHas nogaepxka 1 mecsy, 4 500
17/20/1/4 MHeHue epaya
17/20/1/1 OyHble KOHCynbmayuu
0010111 |B01.058.003 [Mprem (0CMOTp, KOHCYNbTaLUMs) Bpadya-4eTCKOro 3HAOKPMHOMOra NepBuYyHbIN 3900
[010148|B01.058.003.1 [Mprem (ocMOTp, KOHCYNbTaUMS) -0ETCKOr0 SHAOKPMHOMOra NepBuYHbIN
K.M.H./goueHT/BegyLumi cneumanmct 4 400
19 lMpo4ue cneyuanucmsi/MaHunynsiyuu/eeedeHue npenapamoe
19/3 BeedeHue npenapamose
110166 |A11.12.003.001.7 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaToB
Aknacta 0,005 mr/100 mn 21 300
110537 |A11.01.002.041 |MNoakoxHOe BBEAEHUE NeKapCTBEHHbIX NpenapaToB
Acnopenukc (ueTpopenukc), nnocunusar Ans NPUroToeneHns p-pa ans n/k
BBegeHus 0.25 wr, don.Ne1 2 500




110151 |A11.02.002.1 BHyTpuMbILIEYUHOE BBEAEHME NEKapCTBEHHbIX NpenapaTtoB. Beeaexue

aHTMpE3yC-UMMYyHOrnobynmHa 6 600
020333 |A11.30.006.002 |BHyTpuMbpIOLLIHOE BBEAEHME NEKAPCTBEHHBIX NpenapaTos

AHTWaaresvH (HaTpus rmanypoHar), renb NPoTUBOCNaeYHbIN, 3 1 9000
110173 |A11.12.003.001.8 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaToB

BeHodep p-p ons /B BBea. 20 mr/mn cdon. 5 mn, BBeAeHue npenapara 1900
110469 |A23.30.008.026 |HasHauyeHue nekapcTBEHHbIX NpenapaToB, MeTOA0B, hopm neyvebHon

PU3KYNbLTYPbI

BHennanusa (MmudenpuctoH), Tabnetkn 10 mr (1 1ab) 1 800
110388 |A11.02.002.024 |BHyTpuMbILIE4YHOE BBEOEHME NIEKAPCTBEHHbBIX NpenapaToB

MMMyHorno6ynuH Yenoseka aHTupesyc Rho(D), p-p A/e/m BBegeHus 300 mkr/1

nosa (1500ME) 8 300
110496 |A25.20.004.001 |HasHauyeHMe NekapCTBEHHbIX NpenapaToB Npu 6GepeMeHHOCTH

JleyeHune pBOTbI GEPEMEHHBIX, NIErKON NN YMEPEHHOM 1700
110425 |A11.12.003.119 |BHyTpuBEeHHOE BBELAEHWNE NEKAPCTBEHHbIX NpenapaTos

Heoponnacce (auknodeHak+opdeHaapuH), p-p 4/MHd. (75 mr+30 mr/250 mn),

dn. Ne1 1700
110184 |A11.02.002.31 BHyTpMMbILIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

Pesoram H (vmmyHornobynuH aHtupesyc) p-p ans 8/ u 8/Mm seegeHus 1500ME

(300Mmkr)/2mn WwinNpuL, ¢ BCTPOEHHON UIMON, BBeAEHWEe npenapara 15 000
110154 |A11.12.003.001.3 [HenpepblBHOE BHYTPMBEHHOE BBEAEHME NEKAPCTBEHHBIX NPEnapaToB.

DepuHxekT p-p A/vH, 50mr/mn 10mn Ne1 BBegeHve npenapata 9 500
110468 |A23.30.008.025 |HasHauyeHue nekapcTBEHHbIX NpenapaToB, MeToA0B, hopm neyvebHon

PU3KYNLTYPbI

Ockanen (nesoHoprectpen), Tabnetku 1.5 mr (1 Tab) 1 800
1111112 3ao4yHasa TecTtoBas KoHcynbrauusa ans TectoBoro Bpada KpacHogap 1
19/5 KomnnekcHble npoe2pamMmbi
AKL31 Akumsa «BbinageHve Bonocy (nporpamma) 16 300
A450615 Akumsa! KomnnekcHbii Yekan "MnaHnpoBaHne 6epeMeHHOCTU ANs KEHLMUH"

(nporpamma) 27 000
A450616 Akuma! KomnnekcHbii Yekan "lMnaHnpoBaHue 6epeMeHHOCTU Ans napbl

(My>xx4mHa)" 11 900
A506517 Akums! Yekan npegonepaunoHHbIi 8 000
A110000 AkumnalKoHcynbTaums y3koro cneumanmcta B paMmkax nporpammbl 2200
450923 BaszoBas npoBepka 300poBbs XKeHLMHbI 40+ 28 700
450924 BasoBas npoBepka 300poBbs XeHLWWHbI 4o 40 25100
450922 BasoBas npoBepka 300poBbsA MyX4nHbl 40+ 15700
450921 BaszoBas npoBepka 300poBbs MyXx4nHbI A0 40 12 400
1061101 [wnetonornyeckuii Yekan (nporpamma) 14 700
041009 Komnnekc "Y3M B 1 mecs, " 8750
041013 Komnnekc Y3 ans xeHwuH (nporpamma) 5500
M031101 Komnnekc"340poBbivi koMnneke Ans B3pocnbix” 6 700
041012 KomnnekcHoe obcnegoBaHmne nop-opraHoB 1 cnyxa (nporpamma) 7 500
450615 KomnnekcHbIi Yyekan "MNnaHMpoBaHne 6epeMeHHOCTM A1 KEeHLNH"

(nporpamma) 25650
450616 KomnnekcHbin yekan "lMnaHmpoBaHne 6epemeHHOCTM Ans napsl (MyxynHa)" 11 800
450919 KomnnekcHbIi Yekan "CTPONHOCTb 1 300POBbE XKEHLMUHBI" 19 900
450920 KomnnekcHbii yekan "CTPONHOCTb 1 300pOBbE MYXYMHbI" 22 000
450631 KomnnekcHbin yekan «PenpogyKTuBHbIN NOTeHUman» 10 000
450661 MocneponoBoin BU3MT (6a30BbI) BEQYLLMIA cneunanuct 10 700
450660 MocnepogoBon Bu3nT (6a30BbI) cneuyanuct 9900
450664 [MocnepoaoBow BU3WT (pacLUMpeHHbI) BegyLmi cneumnanmct 40 700
450663 [MocnepogoBon BU3MT (pacLUMPEHHBI) cneumuannct 38 300
041001 Mporpamma "ApTepuanbHoe gasneHue" 15600
041002 Mporpamma "3gopoBbin pebeHok LITE" 6 200
041002 Mporpamma "3g0opoBblii pebeHok" 18 400
Mo11120 Mporpamma "CKpUHMHT NS XXeHLMH" 11 300
1060102 CHuxeHue Beca 3a 90 gHen (nporpamma) 13 000
450903 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTponHOCTb 1

30opoBbe” Ha 1 Mec, BeayLmn cneumanuct 22 800
450904 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTponHOCTb 1

3pgopoBbe” Ha 1 mecsuy, 28 800
450905 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTponHOCTb 1

300poBbe” Ha 3 Mec, BeayLLmn cneumanuct 47 800
450906 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTpoONHOCTb 1

3gopoBbe” Ha 3 mecsua 66 300
450907 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTpoONHOCTb 1

300poBbe” Ha 6 Mec, BeayLmn cneumanuct 82 800
450908 ConpoBoxgeHve 3HOOKPUHOMOroM B paMkax nporpammel "CTpoONHOCTb 1

300poBbe” Ha 6 mecsueB 118 800
M071101 Y3U koMnnekcHoe Ans My>4uH (nporpaMmma) 3500
450925 Yponoruyeckoe ob6cnegosaHme MyxuynH 40+ net 16 800




450926 Ypornorunyeckoe obcnenoBaHme myxdnH 0o 40 net 13 600
M101107 Yek-an "OunarHoctmka aHemumn" 8 000
060103 Yekan gnsa napbl «[0TOBUMCS CTaTb poguTensMmy (KEHLLMHA) 7 900
1060105 Yekan gnsa napbl «[0TOBMMCS CTaTb poaUTENAMU» MYXYMHA 4900
020102 Yekan 4ns NOAroTOBKM K ructepockonum (6e3 Hapko3a) 12 700
1020101 Yekan 4ns nogroToBKM K rMCTEPOCKONuUK (C HapKo3oMm) 25300
450717 Yekan Myxxckoe 3gopoBbe 40 + 21900
450726 Yekan MnaHnpoBaHme 6epeMeHHOCTH (MyX) 11 000
041026 Yekan MogrotoBka k AKO (My>X4mMHbI) 9 500
041025 Yekan Mogrotoska k OKO 1 mecsay (nporpamma) 4 300
041024 Yekan MNogrotoska k AKO 3 mecsaua (nporpamma) 7 050
041023 Yekan Mogrotoska k QKO paclumpeHHbIn (nporpamma) 25 240
450701 KoHcynesTraTuBHOE COnpoBOXAeHMe cneumanucTa 6 500
19/1 lMpoyue KOHCynIbMayuu crieyuaaucmos
19/1/3 3ao4yHblie KOHCynbmayuu
19/1/2 MHeHue epaya
19/1/1 OyHble KOHCynbmayuu
100167 |B01.029.001 Mpuem (ocMoTp, KOHCYNbTaUKMS) -odpTanbMonora NepBUYHbLIN

B pamkax nporpammbl BB 5000
100168 |B01.065.001 Mpuem (ocMOTp, KOHCYNbTaLWS) -CTOMaTonora-TepanesTa NepBUYHbI

B pamkax nporpammbl BB 1400
19/2 lpo4ue maHunynsayuu
450122 B3aTtne cockoba ¢ KOXWU/HOITEBbIX NNacTUH Ha UccregoBaHne 800
110157 |A11.12.003 BHyTprBEHHOE BBegeHWEe NekapCTBEHHbIX NpenapaToB 800
110158 |A11.12.003.001 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NEKapCTBEHHbIX NpenapaTos 1000
110159 |A11.02.002 BHyTpMMbILIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB 400
110160 |A11.12.009 B3asiTue kpoBuM U3 nepndeprnyeckon BeHbl 400
070188 Hanpasnexuve Ha Y3U
450112 OnpeaenexHve ypoBHS IMHOKO3bl KPOBU 3KCMPECcC-MeToa0M 300
110163 |A11.01.002 [MopkoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos 400
110164 |A11.08.010.001 |MNony4yeHne Ma3koB CO CIM3NUCTON 0BONOYKM HOCOMMOTKM 600
110165 |A11.08.010.002 |MMony4yeHne Ma3koB CO CNN3UCTON 0BOMOYKM POTOMTIOTKM 600
450126 [MpoBeaeHve akcnpecc-TecTa Ha CKpbITYH0 KpoBb B Kane (Tect ColorView) 1400
110169 |A18.05.009 KposonyckaHue 5500
450113 Okcnpecc-TecT Ans onpegeneHnst potaevpyca B kane 600
450114 Skcnpecc-TecT Ha Bupyc rpunna A+B 1300
450115 OKCnpecc-TecT Ha CTPENTOKOKK 900
1111111 TectoBas KoHcynbraumsa anga Tectosoro Bpada KpacHogap 1
19/4 SAkcnpecc-mecmabl
1" Tepanus, kapduoJsioausi
1M1 KoHcynbmayuu mepaneema
11/1/3 3aoyHbie KOHCynbmayuu
110192 |B01.047.001.10 |[Mpuem (OCMOTP, KOHCYNbTaLWKSA) Bpaya-TepanesTa NePBUYHbIN

3ao4yHas KoHCynbTaums, K.M.H./goueHT/BegyLmi cneumanmcT 3500
110193 |B01.047.002.6 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpadya-TepanesTa NoBTOPHbIN

AN 0POPMIIEHUSA CMPaBKN O COCTOSIHUM 30,0POBbA 3500
11/1/2 MueHue epaya
100868 |B01.047.001.008 |[Mpuem (0CMOTp, KOHCYNbTaLUWA) -TepanesTa NepBUYHbIN

MHeHune Bpava-TepaneBsTa, K.M.H./OoUeHT/BedyLwunii cneumanmcT 3520
100869 |B01.047.002.003 |MMpuem (ocMOTp, KOHCYNbTaUMs) -TeparnesTa NOBTOPHbLIN

MHeHune Bpava-TepaneBsTa, K.M.H./oUeHT/BedyLwuii cneumanmcT 2 960
1M1 O4Hble KOHCYIbmayuu
110189 |B01.047.001.8 [Mprem (0CcMOTp, KOHCYNbTaLUWs) Bpaya-TepanesTa NepBUYHbIN

AN 0POPMIIEHUS CMPaBKN O COCTOSIHUM 30,0POBbA 2100
110104 |B01.047.001 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpadya-TepanesTa NepBUYHbIN 3500
110129 |B01.047.001.5 Mpuem (ocMOTp, KOHCYNbLTaLWS) Bpaya-TepanesTa NepBUYHbIN

K.M.H./OouUeHT/BegyLmn cneumanmnct 4 400
110107 |B01.047.002 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpadya-TepanesTa NoBTOPHbIN 3 500
110130 |B01.047.002.3 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpadya-TepanesTa NoBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 3700
110168 |B01.047.001.4 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-TepanesTa NepBUYHbIN

nepeq BauvHaumen 1200
11/2 KoHcynbmayuu mepaneema-kapduosoza
11/2/3 3aoyHbie KOHCynbmayuu
110225 |B01.015.001.6 [Mprem (oCcMOTp, KOHCYNLTaUMS) -KapAmnosiora NePBUYHbIN

3aoyHas KoHcynbTaums 3900
110226 |B01.015.002.7 Mprem (oCMOTp, KOHCYNbTaLUWs) -kKapauornora NOBTOPHbIN

3ao4Has KoHcynbTauus 2 800
11/2/2 MueHue epaya




100864

B01.015.001.002

Mpuem (0CMOTp, KOHCYNETaLUUs) -kapavorora nepeuyHas

MHeHue Bpaya-kapguonora 3120
100865 |B01.015.002.002 |Mpuem (0OCMOTP, KOHCYNbTALUMS) -KapAMOora NOBTOPHbI

MHeHue Bpaya-kapguonora 2640
11/2/1 OyHble KOHCynbmayuu
110119 |B01.015.001 [Mprem (oCMOTp, KOHCYNbTaLUWs) Bpaya-Kkapganornora nepBuYHbIN 3900
110122 |B01.015.002 Mpuem (0cMOTp, KOHCYNbTaLWA) Bpaya-Kkapamonora noBTOPHbIN 3300
11/3 Ycnyeu mepanuu
110145 OdbopmneHne cnpaBoYHON JOKYMEHTaUnm 800
11/4 @YHKYUOHaIbHasi Oua2zHOCMuKa
110150 |A05.10.006.1 Pernctpaums anektpokapgmnorpammbl Paclungposka, onucaHune n

WHTepnpeTauus anekTpokapamorpatmnyeckmnx AaHHbIX 1300
18 Tpaemamonozusi,opmonedusi
18/1 KoHcynbmayuu mpaemamorsioza
18/1/3 3ao4yHble KOHCybmayuu
18/1/2 MHeHue epaya
18/1/1 OyHble KOHCynbmayuu
040899 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpadya-TpaBmaTonora-optoneaa nepBuYHbIn)
040801 |[B01.050.001 Mpuem (ocMOTp, KOHCYNLTaLMS) Bpaya-TpaBMaTonora-optoneaa nepBuYHbIN) 2800
040802 |B01.050.002 [Mprem (ocMOTp, KOHCYNbTaLUWs) Bpaya-TpaBmaTtosfiora-opToneaa noBTOPHbIN) 2500
18/2 Manunynsyuu
180105 |A11.04.004.2 BHyTpucycTaBHOE BBeAEHME NekapCTBEHHbIX NpenaparTos 2900
180101 |A11.04.004 BHyTpucycTaBHOE BBeAEHNE NekapCTBEHHbIX NpenapaTos

(konneHHbIV cycTaB) 2 500
180102 |A11.04.004.1 BHyTpucycTaBHOE BBeAEHNE NekapCTBEHHbIX NpenaparTos

(TazobegpeHHbI cycTaB) 2900
180107 |A16.04.019 McceyeHme cycTtaBHOWM CyMKU (CMHOB3IKTOMMS)

npu ceexem 3abonesaHun 11 300
180108 [A16.04.019.1 McceyeHme cyctaBHOM CyMKU (CMHOB3IKTOMMS)

npu XpoHn4YeckoM 3abonesaHnm 15 850
180120 |A16.24.006 HespoTtomusi

| cteneHn 17 000
180121 [A16.24.006.1 HespoTtomusi

Il ctenenn 33 900
180109 |A16.24.003 HeBponua n gekomnpeccus Hepsa 22 600
180106 |A11.04.006 OkonocycTtaBHOe BBeEHME NIeKapCTBEHHbIX NpenapaToB 2 850
180124 |A11.04.005 [MyHKUMSA CMHOBMANbHON CyMKM CycTaBa 2 300
180123 |A16.02.001.001 |PacceyeHune GNOKOBUAHOW CBSI3KN CyXOXUINUA crubaTens Ha KUctu 16 950
180112 |A16.02.008.2 OcBOGOXAEHME CyXOXUNUSA U3 PYOLOB 1 cpalleHuii (TEHONN3)

npu CTEHO3NPYOLLEM NIreMeHTUTe (CMHAPOM «LUEeMKatoLLero nansua) 11 300
180113 |A16.02.008.3 OcBOGOXAEHME CyXOXUNUSA 13 PYOLOB 1 cpalleHuii (TEHONN3)

npv TeHgoBarmHuTe ae KepseHa 13 600
180114 |A16.02.008.4 OcBOGOXAEHME CyXOXUNUSA U3 PYOLOB 1 cpalleHuii (TEHONN3)

nanbueB KACTK (OQUH nanew) 22 600
180110 |A16.02.008 OcBOGOXAEHME CyXOXUNUSA 13 PYOLOB 1 cpalleHuii (TEHONN3)

npv natepanbHOM 3NUKOHAWUNWTE MIe4YeBON KOCTN 13 600
180111 [A16.02.008.1 OcBOGOXAEHME CyXOXUNUSA U3 PYOLOB 1 cpalleHuii (TEHONN3)

npv natepanbHOM 3NUKOHAUNNTE NEYEeBON KOCTU, PEBU3NOHHAs onepauunsi 33 900
180115 |A16.02.003 YnaneHne HOBOOGpa3oBaHMS CyXOXUIUS

(rnyBoKOro CyXOXUIbHOrO raHrnmst) 13 600
180122 |A16.24.006.2 HespoTtomusi

YnaneHune HeBpombl MopToHa 16 950
180116 |A16.02.003.1 YnaneHne HOBOOGpa3oBaHMS CyXOXUIUS

(NOBEPXHOCTHOIO CYXOXMITbHOMO raHrmuns) 20 350
180119 |A16.02.003.4 YnaneHne HOBOOGpa3oBaHMS CyXOXUIUS

(CYXOXWUMbHOTO FaHrMUst UM TMrPOMbI KUCTK FIyOOKON nokanuaauum) 11 300
180117 |A16.02.003.2 YnaneHne HOBOOGpa3oBaHMS CyXOXUIUS

(CYXOXWUMbHOTO FaHrMUsSi UM TMIrPOMbI CTOMbI FyBOKOM Nnokanusauum) 22 600
180118 |A16.02.003.3 YnaneHne HOBOOGpa3oBaHMS CyXOXUIUS

(CyXOXXMMBbHOIO FraHrMmMsa Uy rTMrpoOMbl CTOMbI NOBEPXHOCTHOW floKkanu3aummn) 16 950
18/3 Onepayuu
07 y3un
07/2 Y3U e akywepcmee
A070101 Akumsa! Y3W manoro cpoka (8o 11 Hegenb 6epemMeHHOCTH) 2800
07/2/1 WHea3ueHas npeHamanbHasi QuagcHoCMuKa
070158 |A04.30.009.1 YnbTpa3BkoBas HaBUrauus Ansi NpoBeAeHNst ManloOMHBa3MBHON MaHUNyNALMM 20400
070218 [A04.30.009.3 YnbTpa3BkoBas HaBUrauus Ansi NpoBeAeHNsT ManoMHBa3MBHON MaHUNyNALMM

3abop martepuana npu KopaoLeHTese 20 400
070257 |A04.30.009.002 |YnbTpasBkoBasi HaBUraums Ans NPOBeAEHUS MaNIOMHBA3MBHOM MaHMMYMSLMM

MHBa3uBHasa anarHocTuka (acnupauus BOPCUMH XOprOHa) 20 400




070138

A04.30.001.003

YnbTpa3BKoBOE CKPUHMHIOBOE MCCriedoBaHue npu cpoke 6epemeHHOCTH
oAMHHaguaTas - yeTblpHaduartas Heaenu rno oueHKe aHTeHaTanbHoro
pasBuUTKA Noaa C LUenblo BbiSBMEHUS XPOMOCOMHbIX aHOMaruii, MOPOKOB
pasBUTUSA, PUCKOB 3aAePXKKN PoCcTa Noda, NpexaespeMeHHbIX Poaos,

npeaknammncum (CKpUHUHF 1) 4 800
070139 |A04.30.001.003.1 |YnbTpa3BykoBOEe CKPUHWUHIOBOE MCCeAoBaHWe Npu cpoke BepeMeHHOCTH

oAVHHaguaTas - YeTblpHaaLuaTas HeQenm no oLeHKe aHTeHaTanbHoOro

pPas3BUTUSA MIo4a C LeNblo BbiSIBIIEHUSI XPOMOCOMHbIX aHOMarnuii, MoOpPOKoB

pasBUTUS, PUCKOB 3a[ep KK pocTa Mroda, NpexaeBpeMEHHbIX PO4oB,

npeaknammncum (CKpUHUHF 1)

O.M.H./MMaBHbIA cneumanucT/pykoBognTeNb HanpasneHus 6 000
070140 |A04.30.001.003.2 |YnbTpa3BykoBOe CKPUHWUHIOBOE MUCCeAoBaHWe Npu cpoke 6epeMeHHOCTH

oAVHHaguaTas - YeTblpHaaLuaTas HeQenum no oLeHKe aHTeHaTanbHOro

pPas3BUTUSA MIo4a C LeNblo BbiSIBIIEHUSI XPOMOCOMHbIX aHOMarnuii, MOpPOKOB

pasBUTUS, PUCKOB 3a[epXKKM1 pocTa Mroga, NpexaeBpeMEHHbIX PO4oB,

npeaknammncum (CKpUHUHF 1)

K.M.H./OouUeHT/BegyLmn cneumanmnct 6 000
070144 |A04.30.001.005 |YnbTpa3BKOBOE CKPMHWHIOBOE UCCMEAOBaHWNE Npu Cpoke HGepeMeHHOCTH

BOCEMHajuaTas - ABaALaTb NepBas HeAeny no OLEHKe aHTeHaTanbHOro

pPa3BUTUSA MNoAa C LENbo BbISIBIIEHUSI XPOMOCOMHbIX aHOMarnuii, NOpPOKoB

pa3BUTUS, PUCKOB 3aZiePXKKu pocTa Mroaa, NpexaeBPeEMEHHbIX POAOB,

npeaknamncum (CKpUHUHF 11) 4 800
070145 |A04.30.001.005.1 |YnbTpa3BKOBOE CKPMHWHIOBOE UCCNEAOBaHNE Npu Cpoke GepeMeHHOCTH

BOCEMHajuaTas - ABaALaTb NepBas HeAeny no OLEHKe aHTeHaTanbHOro

pPa3BUTUSA MNoAa C LENbO BbISIBIIEHUST XPOMOCOMHbIX aHOMarnuii, NopPoKoB

pa3BUTUS, PUCKOB 3aZiePXKKM1 pocTa Mroaa, NpexaeBPEMEHHbIX POAOB,

npeaknamncum (CKpUHUHF 11)

0.M.H./rmaBHbIV cneumnanvcT/pykoBoanTenb HanpaeneHus 6 000
070146 |A04.30.001.005.2 |YnbTpa3BykoBOE CKPUHWHIOBOE MUCCREfoBaHME Npu cpoke BepeMeHHOCTM

BOCEMHajuaTas - ABaALaTb NepBas HeAen o OLEHKe aHTeHaTanbHOro

pa3BUTUSA MNoAa C LENbo BbISIBIIEHUSI XPOMOCOMHbIX aHOMarnuii, NOpPoKoB

pa3BUTUS, PUCKOB 3aZiePXKKM1 pocTa Mroaa, NpexaeBPeEMEHHbIX POAOB,

npeaknamncum (CKpUHUHF 11)

K.M.H./goueHT/BegyLumi cneumanmct 6 000
070150 |[A04.30.001.001.1 |YnbTpa3BykoBOE UCCreaoBaHME nnoaa

15 n Gonee Hepenb 6epeMeHHOCTb 4 800
070151 |A04.30.001.001.3 |YnbTpa3syKkoBOe MccreqoBaHue nnoga

15 1 6onee Hepenb 6GepeMeHHOCTU

O.M.H./MMaBHbIA cneumanucT/pykoBoanTeNb HanpasneHus 6 000
070152 |A04.30.001.001.4 |YnbTpasBykoBOe MccrnegoBaHune nnoga

15 n Gonee Hegenb 6epemMeHHOCTH

K.M.H./goueHT/BegyLumi cneumanmct 6 000
070153 |A04.30.001.001.2 |YnbTpa3BykoBOE MUcCCrefoBaHve nroaa

15 n Gonee Heaenb NPU MHOrOMMOAHON GEpPeMEHHOCTU 7 800
070155 |A04.30.001.001.6 |YnbTpassykoBOe MccreqoBaHue nnoga

15 1 Gonee Hegenb NpyM MHOTOMNOAHON 6epeMeHHOCTH,

K.M.H./OouUeHT/BegyLmn cneumannct 9000
070154 |A04.30.001.001.5 |YnbTpassykoBoe uccrnegoBaHune nnoga

15 n Gonee Heaenb NpU MHOrONMOAHON 6epeMEHHOCTU, 4.M.H./TNaBHbI

crneunanucT/pykoBoanTenb HanpasneHus 9600
070137 |A04.30.001.001 |YnbTpasByKkoBOe MccrieqoBaHue nnoga 3500
070167 |A04.30.001.001.7 [YnbTpa3syKkoBOe MccreqoBaHue nnoga

O.M.H./MMaBHbIA cneumanucT/pykoBognTeNb HanpasneHus 6 000
070176 |A04.30.001.001.11YnbTpa3BykoBoe MccreqoBaHue nnoga

MOHWUTOPWHT 2400
070141 |A04.30.001.004 |YnbTpasByKkOBOE CKPUHWHIOBOE MUCCREfoBaHME Npu cpoke BepeMeHHOCTM

OOVHHapuaTas-yeTbipHaLuaTas Heenum no oueHKe aHTeHaTanbHOro pa3BuTUst

Ns0Q0B C Lefbio BbISIBIIEHNST XPOMOCOMHbIX aHOMasuiA, MOPOKOB Pa3BUTUS,

PUCKOB 3af€pPXKKM pocTa NMo4a, NPeXaeBPEMEHHbBIX POAOB, MPEIKMAMMICUN

npu MHoronmnogHon 6epeMeHHOCTU (CKPUHUHT |) 7 800
070142 |A04.30.001.004.1 |YnbTpa3BykoBOE CKPUHWHIOBOE MUCCRefoBaHME Npu cpoke BepeMeHHOCTH

OOVHHapuaTas-yeTbipHaLuaTas Heenum no oLueHKe aHTeHaTanbHOro pa3BuTUst

Ns0Q0B C Lefbio BbISIBIIEHNST XPOMOCOMHbIX aHOMasuiA, MOPOKOB Pa3BUTUS,

PUCKOB 3af€pPXKKn pocTa NMo4a, NPexXaeBPEMEHHbBIX POAOB, MPEIKMAMMICUN

npu MHoronnogHon 6epeMeHHOCTU (CKPUHUHT |)

0.M.H./rmaBHbIV cneunanvcT/pykoBoanTenb HanpaeneHus 9600
070143 |A04.30.001.004.2 | YnbTpa3BykoBOE CKPUHWHIOBOE MUCCRefoBaHME Npu cpoke BepeMeHHOCTH

OOVHHapuaTas-yeTbipHaLuaTas Heenum no oueHKe aHTeHaTanbHOro pa3BuTUst

Ns0Q0B C Lefbio BbISIBIIEHNST XPOMOCOMHbIX aHOMasuiA, MOPOKOB Pa3BUTUS,

PUCKOB 3af€pPXKKM pocTa NNo4a, NPeXaeBPEMEHHbBIX POAOB, MPEIKMAMMICUN

npu MHoronmnogHon 6epeMeHHOCTU (CKPUHUHT |)

K.M.H./goueHT/BegyLumi cneumanmct 9 000




070147

A04.30.001.006

YnbTpa3ByKkoBOEe CKPUHUHIOBOE UCCREeQoBaHue npu cpoke 6epemMeHHOCTH
BOCeMHaguaras - ABaguaTb nepsas He4enu no oLueHKe aHTeHaTanbHoro
pasBUTKA NOQOB C LieNbio BbIABIEHNS XPOMOCOMHbIX aHOMarui, NopoKoB
pasBUTUSA, PUCKOB 3aAePXKKN PoCcTa Noda, NpexaespeMeHHbIX Poaos,

npeaknammncum npu MHOronnnogHon 6epemeHHOCTU (CKPUHMHT 1) 7 800
070148 |A04.30.001.006.1 |YnbTpa3BykoBOe CKPUHWHIOBOE UCCeAoBaHWe Npy cpoke 6epeMeHHOCTH

BOCeMHajuaTas - ABaguaTb nepBas HEAENW No OLEHKe aHTeHaTanbHoro

pasBUTKS NOQOB C LENbIO BbISIBIIEHWUS XPOMOCOMHbIX aHOMaruWi, NopoKoB

pasBUTKS, PUCKOB 3aAEPXKKU POCTa NMofa, NpexaeBpeMeHHbIX PoaoB,

npeaknammncum npu MHOronnnogHon 6epemeHHOCTU (CKPUHMHE 1)

O.M.H./MMaBHbIA cneumanucT/pykoBognTeNb HanpasneHus 9600
070149 |A04.30.001.006.2 |YnbTpa3BykoBOe CKPUHWUHIOBOE UCCeAoBaHWe Npu cpoke 6epeMeHHOCTH

BOCeMHajuaTas - ABaguaTb nepBas HEAENW No OLEHKe aHTeHaTanbHoro

pa3BUTKS NOQOB C LENbIO BbISIBIIEHWUS XPOMOCOMHbIX aHOMarui, NopoKoB

pasBUTKS, PUCKOB 3aAEPXKKU POCTa Nrofa, NpexaeBpeMeHHbIX PoaoB,

npeaknammncum npu MHOronnogHon 6epemeHHOCTU (CKPUHUMHE 1)

K.M.H./goueHT/BegyLimii cneumanmct 9 000
070211 |A04.10.002.1 Oxokapguorpadmsa nnoga 4 300
07/1 Y3U cmaHndapm
A070131|A04.22.001 YnbTpa3BykoBOE UCCrefoBaHMe LWMTOBUMOHOM Xenesbl U NapalmuToBUaHbIX

xenes
070111 |A04.12.001.002 |[ynnekcHoe cKaHMpOBaHWE apTepui NoYeK 2 300
070196 3anucb n3obpaxkeHnst Ha 3NEeKTPOHHbLIA HOCUTENb 600
070112 |A04.12.001.006 |YnbTpasBykoBasi gonnneporpadgusa TpaHcKpaHuanbHas apTepuin METOA0M

MOHUTOPUPOBAHUS 2800
070128 |A04.21.001.001 |[YnbTpasByKkoBOe MCCrefoBaHWe NpeacTaTeNlbHON Xenesbl TpaHCpeKTanbHoe 2 500
070113 |A04.12.003 [ynnekcHoe CkaHWpOBaHWe aopThbl 2200
070109 |A04.12.001 YnbTpasBykoBas gonnneporpadusa aptTepuin BEPXHUX KOHEYHOCTEN 2800
070110 |A04.12.001.001 |YnbTpassykoBasi gonnneporpagums apTepUn HKHUX KOHEYHOCTEN 2800
070114 |A04.12.005.003 |OynnekcHoe ckaHMpoBaHWe bpaxuouedanbHbIX apTepuin C LBETHbIM

[ONNIepoBCKAM KapTMpPOBaHNEM KPOBOTOKA 3300
070121 |A04.16.001 YnbTpasByKkoBOE UCCIEfOBaHWE OPraHOB GPIOLLHOM NOMOCTH (KOMMIEKCHOE) 2500
070115 |A04.12.002.003 |YnbTpassykoBasi gonnneporpagums BeH BEPXHUX KOHEYHOCTEN 2800
070116 |A04.12.002.002 |YnbTpassykoBasi gonnneporpagumsa BeH HKHNUX KOHEYHOCTEWN 2800
070210 |[B03.052.001 KomnnekcHoe ynsTpa3ByKoBOE MCCNeaoBaHne BHYTPEHHUX OpraHoB 2400
070227 |A04.14.002.1 YnbTpa3BykoBOE UccregoBaHme XenyHoro ny3bips 1 NPOTOKOB 1700
070119 |A04.14.002.001 |YnbTpa3BykOBOE UCCIELOBAHME XKEMYHOMO My3bIpsi C ONPEeAENeHNeM ero

COKpaTMMOCTH

Y3W dyHKLUMOHaNbHOE XenyHoro ny3sbipsi TpebyeT ObITb CTPOro HaTOLLAK,

MUHUMYM 5-6 YacoB ronogaHus 1700
070161 | A04.30.003 YnbTpa3BykoBOE UccregoBaHve 3abproLMHHOIO NPoCcTpaHcTea 2200
070105 |[A04.06.002 YnbTpasBykoBoOe uccnegosaHne numdarmyeckmx y3nos (ogHa aHaToMuyeckas

30Ha) 1400
070126 |[A04.20.002 YnbTpa3BykoOBOE UCCregoBaHe MOSOYHbIX XXerne3 2500
070134 |A04.28.002.003 |YnbTpasBykoBOe UCCNEQOBaHWE MOYEBOrO My3blpst 1200
070135 |A04.28.002.005 |YnbTpasBykoBOe UCCNEAOBaHME MOYEBOIO My3blpsi C OnpeaeneHmem

OCTaTO4HOW MOYU 1400
070101 |A04.01.001 YnbTpa3BykoBOE UCCrefoBaHve MArkux TkaHew (ogHa aHaToMuyeckas 30Ha) 2000
070103 |A04.04.001 YnbTpasBykoBOe UccnegoBaHne cyctasa 2200
07/1/1 Y3U opaaHoe manozo masa
070124 |A04.20.001.001 |[YnbTpasByKoBOe MUcCCrefoBaHNe MaTkM U NpUOATKOB TpaHCBarMHanbHoe 3900
070219 |A04.20.001.001.4 [YnbTpa3ByKkoBOe MUCCreqoBaHNe MaTkuM U NpUaaTKkoB TpaHCBarMHanbHoe

K.M.H./goueHT/BegyLimii cneumanmct 4 400
070136 |[A04.28.003 YnbTpa3BykoBOE UccrnegoBaHne opraHoB MOLLOHKU 2200
070132 |A04.24.001 YnbTpa3BykoBOE UccrnegoBaHve nepmgepuyecknx HepeoB (ogHa

aHaToMu4eckas obnacTb) 1900
070118 |A04.14.001 YnbTpas3BykoBOE UCCreoBaHe NevYeHn 1700
070107 |A04.09.001 YnbTpa3BykoBOE UccrnegoBaHve nnespanbHOn NonocTu 1400
070120 [A04.15.001 YnbTpa3BykoBOE UCCregoBaHMe NOMQKeNya04HON XKenesbl 800
070133 [A04.28.001 YnbTpa3BykoBOE UccregoBaHve nodek 1 HagnoyeyHKoB 1700
070127 |A04.21.001 YnbTpa3BykoBOE UCCreaoBaHe npeacTatenbHOM xernesbl 2800
070104 |A04.06.001 YnbTpa3BykoBOE UCCreoBaHne ceneseHku 900
070108 |[A04.10.002 Oxokapguorpacdus 2500
070106 |[A04.07.002 YnbTpa3BykoBOE UCCreoBaHMe CrOHHBIX Xene3 1300
070102 |A04.04.001.001 |YnbTpassykoBoe uccnegoBaHue TazobegpeHHOro cyctasa 2200
070123 |A04.18.001 YnbTpa3BykoBOE UccrnegoBaHve TONCTON KULLIKA 1100
070122 |A04.17.001 YnbTpasBykoBOE UccregoBaHne TOHKOW KULLKK 800
070131 [A04.22.001 YnbTpa3BykoBOE UCCrefoBaHMe LWMTOBUOHOM Xenesbl U NapalmuToBUaHbIX

xenes 2 300
070207 |[A04.26.002 YnbTpasByKkoOBOE UCCIefoBaHMeE rnasHoro sibrnoka 1700
070264 |[A04.08.002 YnbTpa3BykoBOE UCCreaoBaHNe ropTaHu 2200
070190 |A04.08.001 YnbTpa3BykoBOE UCCregoBaHe OKONTOHOCOBbIX Ma3yx 1500
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Y3kue cneyuanucmoi

10/18 HononHeHusi Kk o0CHOBHOMY npuemy epayel
10/2 lNcuxonozu4yeckoe KOHCysIbmupogaHue
10/2/1 KoHcynbmayuu ncuxosioza
10/2/1/3 3ao4yHbie KOHCcybmayuu
100205 |B01.070.009.1 Mpuem (TecTMpoBaHme, KOHCYNbTaUnst) MEAULMHCKOrO NCUXOrora NepBUYHbI

3ao4Hast KoHCynbTauus 5100
100206 |B01.070.010.1 Mpuem (TecTMpoBaHue, KOHCYNbTaums) MeAMLMHCKOrO NCUXomora NoBTOPHbIN

3ao4Hast KoHCynbTauus 5100
100261 |B01.070.009.5 Mpuem (TecTMpoBaHme, KOHCYNbTaUnst) MeAULMHCKOrO NCUXOrora NepBUYHbIN

CEMENHbIN, 3a04HbIV NPUEM 6 300
100262 |B01.070.010.5 Mpuem (TecTMpoBaHue, KOHCYNbTaUms) MEAULMHCKOrO NCUXONora NOBTOPHbIN

CEMENHbIN, 3a04HbIV NPUEM 6 300
10/2/1/2 MHeHue epaya
10/2/1/1 OyHble KOHCynbmayuu
100350 |B01.070.009.001 |Mpuem (TecTMpoBaHune, KOHCYMNbTaUUs) MEAULMHCKOrO NCUXOrora NepBUYHbI

B pamkax VIBb 5100
100352 |B01.070.009.003 |Mpuem (TecTMpoBaHune, KOHCYNbTaUuUst) MeAULMHCKOro NCUXOrora NepBUYHbI

B pamkax VBB (B nakete n3 12 koHcynsTauui) 4 400
100351 |B01.070.009.002 |Mpuem (TecTMpoBaHWe, KOHCYMNbTaUuUst) MeAULMHCKOro NCUXOrora NepBUYHbIN

B pamkax VBB (B nakete n3 7 KkoHCynsTaumn) 4700
100103 |B01.070.009 [Mpuem (TecTnpoBaHue, KOHCYyNbTaLMs) MEAMLMHCKOrO NCMXosiora NepBUYHbIN 5100
100104 |B01.070.010 Mpuem (TecTMpoBaHue, KOHCyNbTaums) MeAMLMHCKOrO NCUX0Nora NoBTOPHbIN 5100
100259 |B01.070.009.4 Mpuem (TecTMpoBaHmne, KOHCYNbTaUnst) MEAULMHCKOrO NCUXOrora NepBUYHbI

CeMeNHbIN 6 300
100260 |B01.070.010.4 Mpuem (TecTMpoBaHue, KOHCYyNbTaums) MEAULMHCKOrO NCUXONora NOBTOPHbIN

CeMeNHbIN 6 300
10/1 Ycnyau annepzonoea
10/1/2 ACHUT u annepzonpobbi
100187 |A12.26.012 MpoBeneHne Npobbl C NekapcTBEHHLIMU NpenapaTamm

BBeneHve npenapata Akapusakc 9500
100188 |A12.26.012.1 MpoBeneHne Npobbl C NekapcTBEHHLIMU NpenapaTamm

BeepneHve npenapata pasakc 9500
100189 |A12.26.012.2 MpoBeneHne Npobbl C NekapcTBEHHLIMU NpenapaTamm

BeepneHune npenapata Paresusakc 9600
100201 |A12.26.012 MpoBeneHve Npobbl ¢ NeKapCTBEHHLIMK NpenapaTamm 9800
100202 |A12.26.012.001 |lNpoBeaeHne npobkl C ieKapCTBEHHbIMY NpenapaTamm

BeeneHwve npenapata Ctanoparnb NoaaepXvBatoLLmnii Kypc (annepreH nbinbLbl

6epesbl) 29 500
101472 |B03.002.004.003 |Komnnekc nccnenoBaHuin Ans BbISBNEHUS annepreHa

MpoBeneHne KoxHoM annepronpobbl - annepreH 6enok KypuHbIX snL 800
101473 |B03.002.004.004 |Komnnekc nccnenoBaHuin AN BbISBNEHUS annepreHa

[MpoBeneHne KoXXHOWM annepronpoOdbl - annepreH ropaguHa 800
101474 |B03.002.004.005 |Komnnekc nccnenoBaHuin Ans BbISBNEHUS annepreHa

MpoBeneHne KoxHOM annepronpobbl - annepreH KOPoBbLE MOJTOKO 800
101478 |B03.002.004.009 |Komnnekc nccnenoBaHuin AN BbISBNEHUS annepreHa

MpoBeneHne KoxHOM annepronpobbl - annepreH nyroeble Tpasbl 800
101475 |B03.002.004.006 |Komnnekc nccnenoBaHuin Ans BbISBNEHUS annepreHa

MpoBeaeHve koxHow annepronpobbl - annepreH MAco Kypuubl 800
101476 |B03.002.004.007 |Komnnekc nccnenoBaHuin AN BbISBNEHUS annepreHa

[MpoBeneHne KoxXHOM annepronpobbl - annepreH OpeLIHnK 800
101477 |B03.002.004.008 |Komnnekc nccnenoBaHuin Ans BbISBNEHUS annepreHa

MpoBeneHne KoxxHOM annepronpobbl - anneprex WepcTb cobaku 800
100191 |B03.002.004.1 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWA anneprexHa

MpoBeneHne KoxxHoM annepronpobbl - ambpo3un annepreH 800
100192 |B03.002.004.2 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWA anneprexHa

MpoBeneHne KoxxHoM annepronpobbl - 6epesbl anneprex 800
100193 |B03.002.004.3 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWA anneprexHa

MpoBeneHne KoxHoW annepronpobbl - yba annepreH 800
100194 |B03.002.004.4 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWA anneprexHa

MpoBeneHne KoxxHoM annepronpobbl - exwu cbopHow anneprex 800
100190 |B03.002.004 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWA anneprexHa

MpoBeaeHve koxHow annepronpobbl - HAMBUAYanbHbIA anneprex 400
100197 |B03.002.004.7 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWS anneprexHa

MpoBeneHne KoXXHOM annepronpobbl - NewmHbl 0ObIKHOBEHHOW annepreH 800
100195 |B03.002.004.5 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWS anneprexHa

MpoBeaeHve koXHOW annepronpobbl - MATAMKA fyroBOro annepreH 800
100196 |B03.002.004.6 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWS anneprexHa

MpoBeaeHve koXHOW annepronpobbl - OBCAHULbI NYrOBOW anneprex 800
100198 |B03.002.004.8 Komnnekc nccneqoBaHuii Ansi BeiSIBNEHWSA anneprexHa

MpoBeneHne KoxHoM annepronpodbl - nonesuubl 6enon annepreH 800




100199

B03.002.004.9

Komnnekc nccnegosaHuii Ansi BbiSIBNEHWS annepreHa

MpoBeneHWe koXXHOW annepronpobbl - NOMbIHM FOPLKON annepreH 800
100200 |B03.002.004.10 |Komnnekc uccneqoBaHuin Ans BbISIBNEHUS ansnepreHa

MpoBeneHne koXHOW annepronpobbl - TMIMOMEEBKM NYrOBOW anneprex 800
10/1/3 eHHO-UH)XeHepHasi mepanus
100973 |A11.01.002.019 |lNoagkoxHOe BBEAEHUE NeKkapCTBEHHbIX NpenapaToB

leHonap (omanuay6am), nuodp. o/npuroToB. p-pa a/n/k eBegeHus 150 mr, 1 don.

(B KOMMEKTE C pacTBOpUTENEM) 15 000
10/1/1 KoHcynbmauyuu annepzosioea
10/1/1/3 3aoyHbie KOHCybmayuu
100203 |B01.002.001.1 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-anneproriora-MmMMyHOora nepBuYHbIN

3ao4Has KoHcynbTauus 2 500
100204 |B01.002.002.1 [Mprem (0CMOTp, KOHCYNbTaLUWs) Bpadya-anneprosiora-MMMyHOora NoBTOPHbIN

3ao4Has KoHcynbTauus 2 500
10/1/1/2 MueHue epaya
100878 |B01.002.001.004 |MMpuem (0CMOTP, KOHCYNbLTaLUWSA) -anneproyora-MMMyHOrora NepBUYHbIA

MHeHune Bpava-annepronora-umMmmyHorsora 2960
100879 |B01.002.002.003 [MMpuem (0OCMOTP, KOHCYMbTaLWSA) -annepronora-MMMyHonora NoBTOPHbIV

MHeHune Bpava-annepronora-umMmyHosora 2960
101111 O4Hble KOHCYnIbmayuu
100101 |B01.002.001 Mpuem (0CcMOTp, KOHCYNbTaLWSA) Bpaya-annepronora-MMMyHoONora nepBuYHbIn 3700
100447 |B01.002.001.001 |Mpuem (0CMOTP, KOHCYNbLTaLUMSA) -anneproyora-MMMyHOrora NepBUYHbINA

no TapreTHoW Tepanum 4 400
100228 |B01.002.001.2 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-annepronora-MMMyHoONora nepBuYHbIn

K.M.H./OouUeHT/BegyLmn cneumannct 5000
100102 |B01.002.002 [Mprem (0CMOTp, KOHCYNbTaLUWs) Bpadya-anneprosiora-MMMyHOora NoBTOPHbIN 3700
100229 |B01.002.002.2 [Mprem (0CMOTp, KOHCYNbTaLUMs) Bpadya-anneprosiora-MMMyHOrora NoBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 3700
10/7 Ycnyau epaya JI®K
10/7/1 KoHcynbmayuu epa4va JI®K
10/7/1/3 3ao4yHble KOHCybmayuu
10/7/1/2 MHeHue epaya
10/7/1/1 OyHble KOHCynbmayuu
10/4 Ycnyau ecenemuka
10/4/1 KoHcynbmayuu eeHemuka
10/4/1/3 3aoyHbie KOHCynbmayuu
450305 (B01.006.001.2 3ao4yHas KOHCynbTauus Bpava-reHeTuka 3900
100178 |B01.006.001.2 Mpuem (0CMOTP, KOHCYNbTaLKWS) -reHETUKA NEPBUYHbIN

3a04Has KOHCynbTauus 4 400
100179 |B01.006.002.2 Mpuem (0CMOTP, KOHCYNbTaLWS) -reHETUKa NOBTOPHbI

3a04Has KOHCynbTauus 4 400
10/4/1/2 MHeHue epaya
100829 |B01.006.001.001 |Mpuem (0OCMOTP, KOHCYNbLTAUMS) -reHETMKA NEPBUYHBIN

MHeHue Bpaya-reHeTuka 3520
100830 |B01.006.002.001 |Mpuem (OCMOTP, KOHCYNbTALWSA) -rEHETUKA NOBTOPHbI

MHeHue Bpaya-reHeTuka 3520
10/4/1/1 OyHble KOHCynbmayuu
100117 |B01.006.001 [Mprem (0CMOTp, KOHCYNbTaLUMs) Bpadya-reHeTvka nepBuYHbIN 4 400
100118 |B01.006.002 Mpuem (0CcMOTP, KOHCYNbTaLWS) BpadYa-reHeTuka NnoBTOPHbIN 4 400
10/3 Yenyau uHgekyuoHucma
10/3/1 KoHcynbmayuu uHgekyuoHucma
10/3/1/3 3aoyHbie KOHCynbmayuu
10/3/1/2 MueHue epaya
10/31111 O4Hble KOHCYnIbmayuu
10/11 Ycnyau mammoroza
10/11/1 KoHcynbmayuu mammoroza
10/11/1/3 3ao4yHble KOHCybmayuu
10/11/1/2 MHeHue epaya
10/11/111 OyHble KOHCynbmayuu
100148 |B01.027.001.001 |Mpuem (0CMOTP, KOHCYNbTaLMSA) Bpaya-oOHKONora nepBuYHbIN

OHKOIOr-Mammorior 5500
100149 |B01.027.002.001 |Mpuem (0CMOTp, KOHCYNbTaLUMs) Bpaya-OHKONOra NOBTOPHbIV

OHKOOr-Mammorior 5500
10/11/2 Ma+unynayuu
070106 _ Ma3sok-oTne4yaTok oTAenieMoro u3 cocka Momno4Hom »ernesbl 2100
100153 |A11.20.010.003 [MyHKUMS HOBOOGPA30BaHMNSI MOTOYHON Xenesbl NpuuenbHas NyHKUMOHHAs Nog,

KOHTpPOIeM ynbTpa3ByKOBOIO UCCMEfoBaHNs

NyHKUMS 06pa3oBaHNsi MOMOYHON XKenesbl 2200
100152 |A11.20.010 Buoncusa MonodHom xenesbl YpecKoxxHas 6900
10/11/3 Onepayuu




100157 |A16.20.032 Pesekuns MoOno4YHOM xenesbl

1 kaTeropms CNoXHoOCTU 28 800
10/10 Ycnyau Heeponoea
10/10/1 KoHcynbmayuu Heeposoza
10/10/1/3 3ao4yHbie KOHCcybmayuu
100219 |B01.023.001.6 Mpuem (0CMOTP, KOHCYNbTaLUMS) -HEBPONOra NepBUYHbIN

3ao4Hast KOHCynbTauus 3900
100248 |B01.023.001.8 Mpuem (0CMOTP, KOHCYNbTaLUMS) -HEBPONOra NepBUYHbIN

3ao4yHas KoOHCynbTaums, K.M.H./goueHT/BeayLwmin cneumanmcT 4 400
100220 |B01.023.002.6 Mpuem (0CMOTP, KOHCYNbTaLWS) ~-HEBPOSIOra MOBTOPHbIV

3ao4yHast KoHCcynbTauus 3900
100249 |B01.023.002.7 Mpuem (0CMOTP, KOHCYNbTaLWS) ~-HEBPOSIOra MOBTOPHbIV

3ao4yHas KoOHCynbTaums, K.M.H./goueHT/BeayLwmin cneumanmcT 4 400
10/10/1/2 MHeHue epaya
100837 |B01.023.001.007 |Mpuem (0OCMOTP, KOHCYNbTaLUWS) -HEBPOSOra NepPBUYHBI

MHeHue Bpaya-HeBponora, BegyLlero cneumnanucra 4 400
100838 |B01.023.002.003 |Mpuem (0OCMOTP, KOHCYNbTaLWSA) ~-HEBPOIOra MOBTOPHbI

MHeHue Bpaya-HeBponora, BegyLlero cneumnanucra 3520
10/10/1/1 OyHble KOHCynbmayuu
A101101 Akumsa! KoHcynesrauusa remarosora nepemyHas
100133 |B01.023.001 Mpuem (0cMOTp, KOHCYNbTaLWS) Bpaya-HeBponora nepBuYHbIn 3500
100171 |B01.023.001.2 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-HeBponora nepBuYHbIn

K.M.H./OouUeHT/BegyLmn cneumannct 5500
100135 |B01.023.002 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpada-HeBporora NOBTOPHbIN 2800
100172 |B01.023.002.2 [Mprem (ocMOTp, KOHCYNbTaLUMs) Bpada-HeBporiora NOBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 4 400
10/10/2 Manunynsyuu
100139 |A11.01.002.32 MopkoxxHoe BBeAEHME NekapCTBEHHbIX Npenaparos

Apxosu 150 mr/1 mn N1 wnpuy 1,5 mn 25000
100141 |A11.02.002.17 BHyTpMMbILEYHOE BBEAEHME NEKAPCTBEHHLIX NpenapaToB

BotynoTtokcun 100E[ Ne1 cpnakoHbl, 1 . 18 700
100140 |A11.01.002.33 MopkoxxHoe BBeAEHME NekapCTBEHHbIX Npenaparos

Wpunake 0,07/mn, 1mn, Ne1 wnpuy, p-p n/k 25 000
100142 |A11.02.002.18 BHyTpMMbILEYHOE BBEAEHME NEKAPCTBEHHLIX NpenapaToB

Kceomun 100 EO 14 500
100143 |A11.02.002.19 BHyTpMMbILEYHOE BBEAEHME NEKAPCTBEHHLIX NpenapaToB

KceomuH 50 E1 9000
100138 |A11.02.002.22 BHyTpMMbILIEYHOE BBEAEHME NEKApPCTBEHHbIX NpenapaToB

BBepneHwve npenapata npu MmmodacumansHom 6orneBomM cuHApoMe nuua un

XPOHNYECKOW MUrPEHN 8 300
100144 |A11.02.002.20 BHyTpMMbILWEYHOE BBEAEHME NEKapPCTBEHHbIX NpenapaToB

Penatokc 60TynmHuyeckuii TokemnH Tuna A 100 eg Ne1 conakoHbl, 1 . 15400
100145 |A11.02.002.21 BHyTpMMbILIEYHOE BBEAEHME NEKApPCTBEHHbIX NpenapaToB

Penatokc 60TynmHuyecknii TokeunH Tuna A 50 eg Ne1 conakoHbl, 1 WT. 8 800
100214 |A17.23.004 OnNeKTPOHeNpPOCTUMYNALUS TONOBHOIMO MO3ra

nepBunYHbIN ceaHc 20 MUH 1700
100215 [A17.23.004.1 OnNeKTPOHeNpOCTMMYNALUS TONOBHOIMO MO3ra

nepBunYHbIN ceaHc 60 MUH 2400
100216 |A17.23.004.2 OnNeKTPOHeNpPOCTUMYNALUS TONOBHOIMO MO3ra

NOBTOPHbIN ceaHc 20 MUH 1000
100217 |A17.23.004.3 OnNeKTPOHeNpOCTMMYNALUS TONOBHOIMO MO3ra

NOBTOPHbIN ceaHc 60 MUH 1700
100137 |A11.24.001 BBeneHve nekapcTBeHHbIX NpenapaToB B 06nactb nepudepruyeckoro Hepaa

MapaBepTebpanbHas 6nokana 3700
101559 |A23.30.008.030 |HasHauyeHue nekapcTBEHHbIX NpenapaToB, MeToA0B, hopm neyvebHon

PU3KYNLTYPbI

MprumeHeHne npenapata npoTtne murpendn KbOJTUIMTA 25200
10/8 Ycnyau Helipoxupypea
10/8/1 KoHcynbmayuu Helipoxupyp2a
10/8/1/3 3aoyHbie KOHCynbmayuu
10/8/1/2 MueHue epaya
10/8/1/1 O4Hble KOHCYIbmMayuu
10/5 Ycnyau Heghponoea
10/5/1 KoHcynbmayuu Heghpornoza
10/5/1/3 3ao4yHbIe KOHCynbmayuu
10/5/1/2 MHeHue epaya
10/5/1/1 Oy4Hble KOHCynbmayuu
10/14 Ycnyau omopuHonapuHeaonoza
10/14/1 KoHcynbmayuu omopuHonapuHzosnozaa
10/14/1/3 3aoyHbie KOHCynbmayuu
101560 |B01.046.001.007 |Mpuem (0CMOTP, KOHCYNbTaALUMS) CypAOSiIora-oTOPUHONAPUHIONOra NePBUYHBIA

3ao4Has KoHcynbTauus 3 300




101561

B01.046.002.004

Mpuem (0CMOTP, KOHCYNLTaLUs!) CypAoSiora-0TOPUHONAPVUHIONora NOBTOPHLIN

3ao4Has KoHcynbTauus 2 800
10/14/1/2 MueHue epaya
100855 |B01.028.001.005 |Mpuem (0CMOTp, KOHCYNbTaLMS) -OTOPUHONAPUHIONOra NEPBUYHbLIN

MHeHue Bpaya-oTopuHONapuHrorora 2960
100856 |B01.028.002.005 |Mpuem (ocMOTp, KOHCYNbLTaUMs) -OTOPUHOMNAPUHIONOra NOBTOPHbIN

MHeHue Bpaya-oTopuHONapuHrorora 2 560
10/14/11 O4Hble KOHCYnIbmayuu
100166 |B01.028.001 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-OTOPUHONAPUHIonora nepBuYHbIv 3700
100275 |B01.028.001.5 Mpuem (0CcMOTP, KOHCYNbTaLMS) -OTOPUHOMAPMHIoNora NePBMUYHbIN

O.M.H./MmaBHbIA cneumanucT/pykoBoauTeNb HanpasneHus 5100
100218 |B01.028.001.1 Mpuem (ocMOTp, KOHCYNbLTaLWS) Bpaya-OTOPUHOMNAPMHIonora nepBuYHbIv

K.M.H./OoueHT/BegyLumin cneumanuct 4 400
100212 |B01.028.002 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-0TOPUHONAPUHIONora NOBTOPHbIN 3200
100314 |B01.028.002.2 [Mprem (OCMOTp, KOHCYNbTaLWS) ~-OTOPUHONAPUHIONOra NOBTOPHbIN

0.M.H./rmaBHbIV cneumnanvcT/pykoBoanTenb HanpaeneHus 5100
100213 |B01.028.002.1 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-0TOPUHONAPUHIONOra NOBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 4 400
100230 |B01.046.001 [Mprem (oCcMOTp, KOHCYNbTaLUMs) Bpadya Cypaonora-oTopMHoapuHronora

nepBUYHbIN 3900
101277 |B01.046.001.003 |Mpuem (0CMOTP, KOHCYNbTaLUMS) CypAOSiIora-oTOPUHONAPUHIONOra NePBUYHbIA

0.M.H./rmaBHbIV cneunanvcT/pykoBoanTenb HanpaeneHus 5100
100354 |B01.046.001.001 |Mpuem (0CMOTp, KOHCYNbTALUMS) CypAOSiora-oTOPUHONAPUHIONOra NePBUYHBIA

K.M.H./goueHT/BegyLumi cneumanmct 4 400
100231 |B01.046.002 [Mprem (oCcMOTp, KOHCYNbTaLUMsI) Bpadya Cypaonora-oTopMHoapuHronora

NOBTOPHbIN 3900
101278 |B01.046.002.003 |Mpuem (0CMOTP, KOHCYNbTaLMSA) CypAosiora-oTOPUHONAPUHIONora NOBTOPHbIN

0.M.H./rmaBHbIV cneunanucT/pykoBoaMTenb HanpaeneHus 5100
100355 |B01.046.002.001 [Mpuem (0CMOTP, KOHCYMbTaLMSA) CypAosiora-oTOPUHOMNAPUHIONora NOBTOPHbIN

K.M.H./goueHT/BegyLumi cneumanmct 4 400
100232 |B01.046.001.1 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya Cypaonora-oTopMHonapuHronora

NepBUYHBbIN

C uccnegoBaHvem BeCTUBYNAPHOro aHanmaaTtopa (rofioBOKpYXeHWE) 5500
10/14/3 Manunynsiyuu
040508 AyanomeTtpuyeckoe uccnegosaHme 6e3 KoHcynsTauum 1400
100323 |A11.07.004 Buoncus rmoTkn, AeCHbI U A3blYKa 4 400
100322 |A11.08.002 Broncusa cnuanctoi 060504KM HOC, POT, YXO C rmcTonornen 4 400
100321 |A22.08.025 JlasepHas koarynauus MMHOAnNMH rnoTku 8700
100593 |A11.25.004.001 [BBeneHwve nekapCTBEHHbIX NpenapaTtoB B 6apabaHHyto NonocTb

TpaHCTUMMaHanbHO 3 000
100315 |A16.08.010.001 |MNMoacnuanctas Ba30TOMUS HMKHUX HOCOBbLIX PaKOBWUH 23700
100318 |A16.08.074 JlasepHas gecTpykums cocygoB HOCOBOWM Neperopoaku 11 200
100316 |A16.07.086 MnacTtmka msrkoro HEGa 26 200
100317 |A16.08.035 YnaneHne HoBoobpa3oBaHMs NOMOCTN Hoca 4 400
100353 |B03.028.001 O6beKTNBHasA ayanomeTpus 1600
100319 |A16.07.044 Mnactuka y3aedku s3bika 17 400
170125 |A05.25.006.3 Pernctpaums Bbi3BaHHbIX aKyCTUYECKUX OTBETOB MO3ra Ha NOCTOSAHHbIE

MOAynupoBaHHbIe ToHbl (ASSR TecT)

gononHutensHoe Bpems 30 MUHYT 1400
170121 |A03.25.001 Bectubynometpus 3 850
100233 |A03.08.005 durbponapuHrockonus 2200
170128 |A16.08.016 [MpomMbiBaHWEe nakyH MUHAANWH 2400
170129 |A11.25.002 BBeaeHve nekapCcTBEHHbIX NpenapaToB B HAPYXXHbINA CIyXOBOW NPOXo4 900
100320 |A16.08.055.001 |WcceveHne cMHEXMI 1 aTpe3nin NONOCTN HOCA C MOMOLLBIO Nasepa 21 200
100234 |A12.25.001.003 |ToHanbHas ayAMOMETPUSI C pe4eBbIM NPOLECCOPOM B CBOGOAHOM 3BYKOBOM

none 1200
101328 |A03.08.007 SnudaprHronapuHrockonusi

Cnun-aHgockonus 18 700
10/14/2 Onepayuu
10/14/2/2 lMonocmb HOCa U OKOJIOHOCO8bIEe Na3yxu
10/14/2/1 lMonocmb pma, pomoasiomka, Hoco2/10mKa, 20pmaHb
10/14/2/3 Yxo
10/13 Ycnyau opmanbmoroza
10/13/1 KoHcynbmayuu ogpmanbmornoza
10/13/1/3 3ao4yHble KOHCyIbmayuu
10/13/1/2 MHeHue epaya
10/13/1/1 OyHble KOHCynbmayuu
10/13/2 Manunynsiyuu
10/20 Ycnyau namomopdgposioza
10/20/1 KoHcynbmayuu namomopdghosnoza
10/20/1/3 3ao4yHbIe KOHCynbmayuu




10/20/1/2

MueHue epaya

10/20/1/1 O4Hble KOHCYIbmMayuu
10/17 Ycnyau ncuxuampa
101171 KoHcynbmayuu ncuxuampa
10/17/1/3 3ao4yHbIie KOHCybmayuu
10/17/1/2 MHeHue epaya
10/17/1/1 OyHble KOHCynbmayuu
10/15 Ycnyau nynbmoHonoza
10/15/1 KoHcynbmayuu nynbmoHosio2a
10/15/1/3 3aoyHbie KOHCynbmayuu
10/15/1/2 MueHue epaya
10/15/11 O4Hble KOHCYIbmMayuu
10/6 Ycnyau peemamorioza
10/6/1 KoHcynbmayuu peemamornoza
10/6/1/3 3ao4yHblie KOHCynbmayuu
10/6/1/2 MHeHue epaya
10/6/1/1 OyHble KOHCynbmayuu
10/9 Ycnyau mpancgpysuonoea
10/9/1 KoHcynbmayuu mpaHcgy3uosoea
10/9/1/3 3aoyHbie KOHCynbmMayuu
10/9/1/2 MueHue epaya
10/9/1/1 O4Hble KOHCYIbmMayuu
10/16 Ycnyau pmusuampa
10/16/1 KoHcynbmayuu ¢pmusuampa
10/16/1/3 3ao4yHbIie KOHCybmayuu
10/16/1/2 MHeHue epaya
10/16/1/1 OyHble KOHCynbmayuu
10/12 Ycnyau xupypea
10/12/1 KoHcynbmauyuu xupypzaa
10/12/1/3 3aoyHbie KOHCynbmMayuu
10/12/1/2 MueHue epaya
10/12/11 O4Hble KOHCYIbmMayuu
10/12/2 Manunynsyuu
10/12/3 Onepayuu
100675 |A11.30.013.001 |Buoncus onyxonewn, onyxonenogobHbIx 06pa3oBaHNii MSArKMX TKaHeN
ToHKoMronbHas acnupaunoHHas 6uoncus, 1 KaTeropusi CoXHoCTH 7 000
10/19 Ycnyau yenrocmro-nuyesoe2o xupypaa
10/19/1 KoHcynbmayuu 4yesnrocmHo-1uyeso20 xupypaa
10/19/1/3 3ao4yHble KOHCybmayuu
10/19/1/2 MHeHue epaya
10/19/1/1 OyHble KOHCynbmayuu
09 Ycnyeu cmayuoHapa
09/1 Ycnyau dOHeeHo20 cmayuoHapa
090111 |B02.057.001.005 |lMpoueaypbl CECTPUHCKOrO yXoAa B yCIOBUSX CTaumnoHapa
MpebbiBaHne B nanate ctaunoHapa BPT 3600
090104 |B02.057.001.004 |Mpoueaypbl CECTPUHCKOrO yXoAa B yCOBUSX CTaumoHapa
MpebbiBaHWe B nanate ctaunoHapa Ao 4 Yacos 3600
09/2 Ycnyau kpyenocymo4Hoz2o cmayuoHapa
21 ®dnebonozus
211 KoHcynbmayuu
21/1/3 3ao4yHble KOHCybmayuu
21/1/2 MHeHue epaya
2111 OyHble KOHCynbmayuu
210120 |B01.057.001.002 |Mpwem (oCcMOTP, KOHCYNbTaLMS) -XMpypra NnepBUYHbI
KoHcynbTaumna dnebonora 2700
210121 |B01.057.002.002 |Mpnem (oCcMOTP, KOHCYNbTaLUMA) -Xupypra NoOBTOPHbI
KoHcynbTaumnsa cnebonora 2 500
21/2 Marunynayuu
05 KO
A05 Akyuu
935870 Axumsa! «Bmecte k uyay» TBI1 6e3 aHecTe3nu 80 000
05/1 FoHadomponuHbi
050103 [A11.01.002.3 lMonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos
lonan-® (®onnutponuH ansda) 75 ME 2100
050101 |A11.01.002.1 [MoakoxHoe BBeAeHME NeKkapCTBEHHbIX NpenapaTos
[oHan-® (PonnutponuH anbda) wnpuu-pyyka 300 ME 8 400
050102 [A11.01.002.2 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos
lonan-® (donnutponuH anba) wnpuu-pyyka 450 ME 12100
050104 |[A11.01.002.4 "MMogkoxxHoe BBeAEHWE NeKapCTBEHHbIX NpenapaToB
lonan-® (donnutponuH ansdga) wnpuu-pyydka 900 ME" 24 300




050105 |[A11.01.002.5 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Oekanentun (TpuntopenuH) 0,1 Mr pacTeop 1300
050114 |[A11.01.002.8 lMopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Menonyp Mynbstngosa (MernotponuHbl) 1200 ME Ne1 52 900
050113 |[A11.01.002.7 lMonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Menonyp Mynbstngosa (MernotponuHbl) 600 ME Ne1 29 600
050272 |A11.02.002.23 BHyTpMMbILWEYHOE BBEAEHME NEKapPCTBEHHbIX NpenapaToB

Mepwvodept (MeHoTponuHbl), 150 ME 5400
050115 |A11.02.002.16 BHyTpMMbILIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

Mepvodept (MeHoTponuHbl), 75 ME 3200
050116 |[A11.01.002.9 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

OsuTtpenb (XopuoroHagoTponuH anbda) 250 mkr, Ne1 8 400
050117 |A11.01.002.10 lMonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

OpranyTtpaH (MaHupenukc) 0,25 mr, Ne1 3100
050118 |A11.01.002.11 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Meprosepuc (PonnuTtponuH anbta+lytponuH anbga) 150ME +75 ME, Ne1 6 200
050142 |A11.01.002.26 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbga) 300 ME Ne1 8100
050143 |A11.01.002.27 [MonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbga) 450 ME Ne1 11 900
050144 |A11.01.002.28 [MopkoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbga) 900 ME Ne1 23 200
050148 |A11.01.002.29 [MogkoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos

MpontoTtekc (MporectepoH) 25 mr Ne1 2200
050123 |A11.01.002.14 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

MyperoH (PonnuTtponuH 6eta) 300 ME p-p, Ne1 13100
050125 |A11.01.002.16 [MonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

MyperoH (PonnuTtponuH 6eta) 600 ME 24 800
050124 |A11.01.002.15 [MonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

MyperoH (PonnutponuH 6eta) 900 ME p-p, Ne1 37 100
050128 |A11.01.002.19 [MogkoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos

Pekosenb (PonnutponuH gensta) 12 mkr/0.36 mn no 3 mn Ne1 11 400
050129 |A11.01.002.20 [MonkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Pekosenb (PonnutponuH gensra) 36 mkr/1.08 mn no 3 mn Ne1 31200
050130 [A11.01.002.21 [MogkoxHoe BBeAeHWe nekapCTBEHHbIX NpenapaTos

Pekosenb (PonnutponuH gensta) 72 mkr/2.16 mn no 3 mn Ne1 62 000
050133 |[A11.02.002.8 BHyTpuMbILLEYHOE BBEAEHME NeKapCTBEHHbIX NpenapaTos

XopuoHudeckuin roHagoTponuH yenoseka 1000 ME Ne1 1100
050134 |[A11.02.002.9 BHyTpMMbILWEYHOE BBEAEHME NEKApPCTBEHHbIX NpenapaToB

XopuoHudeckuin roHagoTponuH yenoseka 1500 ME ,Ne1 1400
050135 |A11.02.002.10 BHyTpMMbILIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

XopuoHUYeckuin roHagoTponuH Yenoseka 5000 ME 900
050146 |A11.02.002.13 BHyTpuMbILLEYHOE BBEAEHME NeKapCTBEHHbIX NpenapaTos

XyMol™ (MeHoTponuHbl) 150 ME Ne1 3 300
050145 |A11.02.002.12 BHyTpMMbILIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB

XyMol™ (MeHoTtponuHbl) 75 ME Ne1 1900
050136 |A11.01.002.22 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

Lletpotug (Lietpopenukc) 0.25 mr, Ne1 4100
050138 |[A11.01.002.24 [MoakoxHoe BBeAeHMe NekapCTBEHHbIX NpenapaTos

OnoHBa (Kopudonnutponun) 100 mkr 0,5 mn Ne1 37 200
050137 |A11.01.002.23 [MopkoxHoe BBeAeHMe nekapCTBEHHbIX NpenapaTos

OnoxBa (KopudonnutponuH) 150 mkr 0,5 mn Ne1 41 000
05/2 lpozpammbl IKO
050290 BasoBas nporpamma OKO 6e3 nepeHoca ambpuoHa 122 200
050292 Baszosas nporpamma OKO ¢ nepeHocomM ambpuoHa 152 300
050291 OtcpoyeHHoe matepuHcTeo /MAKCUMYM/ 134 000
050276 OTcpoyeHHoe matepuHcTeo /OMNTUMYM/ 120 900
025004 Mporpamma 3KO B ecTtecTBEHHOM UuKne 108 700
050156 Mporpamma 3KO KpnonepeHoc ambpuoHa 68 000
050293 Mporpamma 3KO ¢ UKCWU ctaHpapTHas 155 900
05/3 CnepmozpaMMbi
050329 |A11.21.010.001 [O6paboTka cnepmbl 4Ns NPoOBeAeHNs NpoLeaypbl 3KCTpakoprnopanbHOro

OMNOAOTBOPEHUS

Mcnonb3oBaHne MUKPOXUAKOCTHBIX YMMOB AN COPTUPOBKM CNepMaTo3onios

(Mukpodhntonauka) 22 000
050158 |(B03.053.002.1 Cnepmorpamma

MAR-TecT (onpegeneHvue aHTUCNepM. aHTUTeN) 2100
050162 [A27.21.001 OueHka cpparmeHTaummn OHK cnepmartosongos 9600
050160 (B03.053.002.2 Cnepmorpamma

onsa BPT
050159 |B03.053.002 Cnepmorpamma 2800




050161

B03.053.002.3

Cnepmorpamma

TecT ¢ rmanypoHoBow kucrnoton (HBA TecT) 6 900
05/4 TpaHcnopmupoeka 6uomamepuasna
05/4/1 noy6 medukan
050181 |A23.30.042.002.1 [CaHuTapHasi 3BakyaLus HA3eMHbIM TPaHCMOPTOM 1 TpaHcn MecTo 8700
05/4/3 TpaHcnopmuposka Kanyaa
05/4/2 TpaHcriopmupoeka K[J® Mockea
05/4/4 TpaHcnopmuposka Tyna
05/6 Ycnyau OMC
05/5 Ycnyeu penpodykmoisioza
05/5/1 KoHcynbmayuu penpodykmousioza
05/5/1/3 3aoyHbie KOHCynbmayuu
050277 |B01.001.001.20 |[Mpwuem (oCcMOTP, KOHCYNbTaLMS) Bpada-akyLlepa-ruHekonora nepBuYHbIN

TMIHEKOSOr-penpoAyKTOsOor, 3a04Hasi KOHCYNbTauuns 5000
050278 |B01.001.002.21 |Mpwuem (oCcMOTP, KOHCYNbTaLMs) Bpada-akyLlepa-rmHeKkosiora NoBTOPHbIN

rMHEKONOr-penpoayKTOmor, 3a04Hasi KOHCYNbTaums 4 400
05/5/1/2 MueHue epaya
100803 |B01.001.001.006 |MMpuem (ocMOTp, KOHCYNbTaLWA) -aKkyLlepa-rmHeKkosiora nepemuYHas

MHeHune Bpaya ruHekornora-penpoaykronora 4 000
100804 |B01.001.002.002 |Mpuem (0CMOTP, KOHCYMbTaLWA) -aKkyLlepa-rmHekosiora NoBTopHas

MHeHune Bpaya ruHekornora-penpoaykronora 3520
100831 |B01.001.001.010 [Mpuem (ocMOTP, KOHCYNbTaLWSA) -aKyLlepa-rmHeKkosiora nepemuYHasi

MHeHune Bpaya ruHekonora-penpoayKronora, BegyLiero cneymanucra 4 880
100832 |B01.001.002.006 |Mpuem (0CMOTP, KOHCYMbTaLUWA) -aKkyLlepa-rmHekoniora NoBTopHas

MHeHue Bpaya ruHekonora-penpogykronora, BegyLero cneymanncra 4 400
05/5/1/1 O4Hble KOHCYnIbmayuu
A050101 [Mprem (oCcMOTp, KOHCYNbTaLUWs) Bpaya-akyLlepa-rmHeKkonora nepBuYHbIn

rMHEKONor-penpoayKTonor
020154 AKLINA KoHcynbraums ruHekonora-penpogykronora 3150
050191 |B01.001.001.1 Mpuem (0CMOTP, KOHCYNbLTaLUMS) Bpaya-akyLlepa-ruHekonora nepBuYHbIN

rMHEKOoNor-penpoayKTonor 5000
050265 |B01.001.001.17 |Mpwnem (oCMOTP, KOHCYNbTaLMSA) -aKyLuepa-rMHeKonora nepBuYHas

TMHEKONOr-penpoayKTosor, K.M.H./AoUeHT/BeayLmii cneunanmct 6 100
050192 |B01.001.002.1 Mpuem (ocMOTp, KOHCYNbTaLWS) Bpaya-akyLLepa-ruHeKonora noBTOPHbIN

rMHEKOoNor-penpoayKTonor 4 400
050266 |B01.001.002.18 |lNpuem (oCMOTP, KOHCYNbTaLMS) -aKyLlepa-rMHeKkonora noBTopHas

TMHEKONOr-penpoayKTosor, K.M.H./AoUeHT/BeayLmii cneunanmct 5500
050274 |B01.001.001.19 |[lMNpuem (oCcMOTP, KOHCYNbTaUMS) Bpada-akyLlepa-ruHekonora nepeBuYHbIN

(koHcynbTaumsa penpogykronora ¢ Y3W B pamkax nporpammel BPT) 3700
05/5/2 Manunynsiyuu

OlPEQEIIEHUE BUOJIOMMYECKOIO PO4CTBA B CEMbE: OTLJOBCTBA U
9029 MATEPUHCTBA
BP/O0MN [ononHnTenbHbIA y4acTHUK UccrnenoBaHust (pebeHok nnm maTb unm otew)

(Additional research participant (child or mother or father)) 9300
BP3/5 CpoyHoe ycTaHoBMeHMe BMONOrMYeckoro poacTea Ans O4HOMo U3 poauTenen

npu 6eccnopHom pogctee apyroro (3 yen.) (Urgent Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3

Persons)) 61 700
BP2/5 CpouHoe ycTaHoBMeHe 6Monormyeckoro poacTea Ansa ogHOro 13 pogutenen

npu otcyTcTBum apyroro (2 ven.) (Urgent Establishment of Biological

Relationship for One Parent in Absence of Another (2 Persons)) 61 700
BP3/20 YcTaHoBneHne 6uonorm4eckoro poAacTea Anst O4HOro U3 poauTenen npu

6eccnopHom pogcTtse gpyroro (3 yen.) (Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3

Persons)) 29 450
BP2/20 YcTaHoBneHne 6G1Monorn4eckoro poacTea Asnsi O4HOro U3 poauTenei npu

otcyTcTBUM apyroro (2 yen.) (Establishment of Biological Relationship for One

Parent in Absence of Another (2 Persons)) 26 250
050196 |A11.20.034.1 BHyTprmaTOo4HOE BBeAeHmne cnepmbl Myxa (napTHepa)

BHyTprmaTo4Has nHcemmHaums 31900
050199 |A11.20.030 BHyTprmaTouHOe BBeAeHNe aMOproHa 30 100
050283 |A11.20.030.1 BHyTprmaTouHoe BBeAeHNe aMOproHa

B pamMKax KpMonpoTokona 43 900
050198 |A11.20.019 TpaHcBarnHanbHas NyHKUMsi PONMKYNOB ANYHUKOB 43 500
050269 |[A04.20.003 YnbTpasBykoBoe uccnegosaHme onnukynoreHesa 2800
05/7 Ambpuosozus
050201 |[A11.30.010.2 Broncus ambpuoHa

6uoncust TpodpakTogepMbl 1 BriactouncTa 30 900
050202 [A11.30.010.3 Broncus ambpuoHa

6uoncus TpodakToaepmMbl 2-5 Gnactoumct 46 100
050203 |[A11.30.010.4 Broncus ambpuoHa

6uoncusi TpochakToaepmbl 6 1 Gonee GnactoumcT 60 000




050206 |A11.20.029 BcnomoratenbHbI XETYUHT (pacceveHmne bnectawert 060noyku) ambproHa 13 800
050219 [A11.20.026.7 MaeHTudmrkaumsa n oueHka 3penoct ooLmToB

[o3peBaHmne ooLMT-KYMYIHOCHBIX KOMMECOB B YCnoBusix in vitro (IVM) 104 500
050220 [A11.20.032.1 KprokoHcepBauusa rameT (0ouuToB, CriepmMaTo3omaos)

[oHopcKas crnepma 21900
050221 [A11.20.032.2 KprokoHcepBauusa rameT (0ouuToB, CriepmMaTo3omaos)

[LOHOPCKUIA ooLUT 31 000
050230 (A11.20.032.5 KprokoHcepBauusa rameT (0ouuToB, CriepmMaTo3omaos)

KpunokoHcepBaumsa ooumToB, 1 HOCUTENb 21 600
050231 [A11.20.032.6 KprokoHcepBauumsa rameT (0ouuToB, CriepMaTo3omaos)

KpunokoHcepBaumsa ooumToB, 2 HOCUTeNs 46 600
050232 (A11.20.032.7 KprokoHcepBauusa rameT (0ouuToB, CriepmMaTo3omaos)

KpunokoHcepBaumsa ooumToB, 3 HocUTens 56 000
050233 (A11.20.032.8 KprokoHcepBauwmsa rameT (0ouuToB, CriepmMaTo3omaos)

KpunokoHcepBaums ooumToB, 4 HOoCUTenNs 59 700
050337 |A11.20.032.001 |KpuokoHcepBaums rameTt (0OLMUTOB, CEepMaTo3onaos)

gonnara 3a Kaxablvi nocrnegyoLwmin HocuTenb, HadnHas ¢ 5 HocuTens 13 200
050223 (A11.20.032.3 KprokoHcepBauusa rameT (0ouuToB, CriepMaTo3omaos)

crnepmbl 1-s fo3a 12 300
050224 (A11.20.032.4 KprokoHcepBauusa rameT (0ouuToB, CriepmMaTo3omaos)

cnepMmbl 2-9 403a 1 nocnegyouime 5000
050225 |[A11.20.031.1 KpunokoHcepBauns aMGpuoHoB

(1 HocuTenb) 21600
050229 [A11.20.031.5 KpunokoHcepBaums aMGpnuoHoB

(11 n bonee HocuTenewn) 65 300
050226 |A11.20.031.2 KpunokoHcepBaums aM6pnoHoB

(2 HocuTens) 37 300
050227 |A11.20.031.3 KpunokoHcepBauns aM6pnoHoB

(3-4 HocuTens) 46 600
050228 [A11.20.031.4 KpunokoHcepBaums aM6pnoHoB

(5-10 HocuTenen) 56 000
050216 |A11.20.028 KynetnBupoBaHue ambpuoHa 36 700
050165 |A11.21.010 O6paboTka cnepMbl A4S NPOBEAEHUS NPOLIeaypbl IKCTPaKopropanbHOro

ONNoAoTBOPEHUS 4100
050246 |A11.20.027 OKcTpakopnoparnbHoe OnnogoTBOPEHNE OOLMTOB 24 900
050208 [A11.30.012.4 MHbekumns cnepmartosovga B umtonnasmy oouuta (MKCW)

1-2 anUekneTok 37 300
050211 [A11.30.012.7 MHbekumns cnepmartosovga B umtonnasmy oouuta (MKCW)

13 1 bonee ANUEKEToK 60 900
050209 (A11.30.012.5 MHbekumns cnepmartosovga B umtonnasmy oouuta (MKCW)

3-5 anuekneTok 51 000
050210 [A11.30.012.6 MHbekumns cnepmartosovga B umtonnasmy oouuta (MKCW)

6-12 anuekneTok 55900
020219 OTtTauBaHue 6uomartepwmana (1-2 HocuTens) 20 500
050212 |A11.20.032.10 KpunokoHcepBauums ramet (oouMTOB, CNEpPMaTo30ma0B)

oTTamBaHue oounToB, 1 HoCUTENb 20 500
050214 |A11.20.031.6 KprokoHcepBauns aMb6p1MoHoB

oTTavBaHune ambpuoHa, 1 HocuTenb 20 500
050215 |A11.30.012.001 |MHBbekuns cnepmaTo3omaa, oTobpaHHOro Mo PU3MONOrMYECKOMY NPU3HaKY, B

uutonnasmy ooumuta (MAKCW) 18 600
050285 |[A11.30.012.8 MHbekuusa cnepmartosounga B uutonnasmy ooumnta (MKCW)

MpumeHeHne metoga MKCW B nporpamme BPT 33700
050213 |[A11.20.032.11 KprokoHcepBauwmsa rameT (0oUMTOB, CNepMaTo3oMaoB) pasmopo3ska CnepMbl
050163 |B03.053.002.4 Cnepmorpamma

TecT Ha KPUOTONEPAHTHOCTb CNEPMbI 5600
050236 [A11.20.031.7 KpunokoHcepBauns aM6pnoHoB

XpaHeHne 1 mecs 1400
050237 [A11.20.031.8 KpunokoHcepBauns aM6pnoHoB

XpaHeHue 12 mecsLes 13700
06 BHOoKpuHonozus
06/1 KoHcynbmayuu aHOoKkpuHosio2a
06/1/3 3aoyHbie KOHCynbmayuu
450304 (B01.058.001.13 |3ao4Has KOHCynbTaUMsi Bpava-aHAOKPUHOMOra 1900
060342 |B01.058.001.12 |lNpuem (oCMOTP, KOHCYNbTaLMSA) ~-9HOOKPMHONOra NePBUYHbI

3ao4yHast KOHCynbTauus 3900
060344 |B01.058.001.13 |Mpwnem (ocMOTp, KOHCYNbTaLMA) Bpa4a-aHAOKPUHOMOra NepPBUYHbIN

K.M.H./0oUeHT/BegyLLmMi cneumanucT, 3a04Hasa KOHCynbTaums 4 400
060343 |B01.058.002.11 |lMNpwnem (oCcMOTP, KOHCYNbTALMS) -9HAOKPMHONOra NOBTOPHbIV

3ao4yHast KOHCynbTauus 3900
060345 |B01.058.002.12 [lNpuem (OCMOTP, KOHCYNbTaLMS) Bpada-3aHAOKPUHOOra NOBTOPHLIN

K.M.H./0OUeHT/BegyLLmMi CneumanucT, 3a04Hasa KOHCynbTaums 4 400
06/1/2 MHeHue epaya




100807 | B01.058.001.001 |Mpuem (0CMOTp, KOHCYNbTALWA) -3HAOKPUHOSOra NEPBUYHLIN

MHeHue Bpaya-aHOoKpMHOMora 3120
100808 |B01.058.002.001 |Mpuem (0CMOTP, KOHCYNbTAUMS) -3HAOKPUHOSIOra NOBTOPHLIN

MHeHue Bpaya-aHOoKpMHOMora 3120
06/1/1 OyHble KOHCynbmayuu
060212 |B01.058.001 Mprem (0CMOTp, KOHCYNbTaLUWs) Bpaya-aHAOKPMHOMOra nepBuUYHbIN 3900
060214 (B01.058.001.2 Mprem (0CMOTp, KOHCYNbTaLUWs) BpadYa-aHAOKPMHOMOra NepBuUYHbIN

0.M.H./rmaBHbIV cneunanuct/pykoBoamTenb OTAENeHNst 6 600
060229 (B01.058.001.8 Mprem (0CMOTp, KOHCYNbTaLUWs) Bpaya-aHAOKPMHOMOra nepBuUYHbIN

K.M.H./goueHT/BegyLumi cneumanmct 4 400
060221 |B01.058.002 Mpuem (0CcMOTP, KOHCYNbTaLWSA) Bpaya-aHAOKPMHONOra NOBTOPHbIN 3900
060223 |(B01.058.002.2 Mpuem (ocMOTP, KOHCYNbTaLMS) Bpaya-aHAOKPMHONOra NOBTOPHbIN

0.M.H./IMaBHbIN cneumManuct/pykoBoavTens oTaeneHuns 6 600
060230 (B01.058.002.8 Mpuem (0cMOTP, KOHCYNbTaLUMS) Bpaya-aHAOKPMHONOra NOBTOPHbIN

K.M.H./OouUeHT/BegyLmn cneumannct 4 400
060392 |B01.058.001.003 |lMpuem (oCcMOTP, KOHCYNbTaLMSA) ~-9HOOKPMHONOra NePBUYHbI

OHAOKPUHOMOr-XMPYPT, K.M.H./AOUEeHT/BeayLumin cneumanuct 12 500
060393 |B01.058.002.005 |Mpuem (ocMOTp, KOHCYNbTALMA) -9HAOKPMHONOra NOBTOPHbIV

OHAOKPUHOMOr-XMPYPT, K.M.H./goLeHT/BegyLumi cneynanuct” 12 500
060337 |B01.058.001.11  |Mpwnem (oCcMOTp, KOHCYNbTaLMA) Bpa4a-aHAOKPUHOMOra NepPBUYHbIN

no Bonpocam AneTonorum 8 800
060338 |B01.058.002.10 [lNpuem (oCMOTP, KOHCYNbTaLMS) Bpada-aHAOKPUHOIOra NOBTOPHLIN

no Bonpocam AneTonorum 4 400
06/5 KoHcynbmayuu aHOokpuHonoz2a-duemoJsioza
06/5/3 3ao4yHbie KOHCcybmayuu
060395 |B01.058.002.007 |Mpuem (oCcMOTP, KOHCYNbTALMA) -9HAOKPUHONOra NOBTOPHbIV

OHAOKPUHOMOr-ANETONNON, 3a04Hast KOHCYNbTaumMs, KpaTkas 1100
06/5/2 MHeHue epaya
06/5/1 OyHble KOHCynbmayuu
060423 (B01.058.001.018 [lMpuem (OCMOTpP, KOHCYNbTaLMS) -9HAOKPMHOMNOra NepBUYHbIN

ConpoBoXaeHne 3HAOKPUHONOTOM B paMKax NnporpamMmsl "CTPONHOCTb U

3gopoBbe” (1 mecsu) 15 000
060424 |B01.058.001.019 |lMNpwnem (ocMOTp, KOHCYNbTaLMSA) ~-9HOOKPMHONOra NePBUYHbI

ConpoBoxgeHne 3HOOKPUHOMOroM B paMkax nporpammbl "CTPOMHOCTb U

3gopoBbe” (1 Mecsu), K.M.H./goueHT/BeayLumii cneunanmct 20 000
06/2 Manunynsiyuu
06/3 Onepayuu
06/4 lMpo2paMmMbI u akyuu
A060101 Mpuem (0CMOTP, KOHCYNbTaLWSA) Bpadya-aHAOKPUHONOra NepBUYHbIN 2900
A060229 Mprem sHOookpuHonora B3pocrnoro + Y3U wutosnaHom xenesbl
CornacoBaHo

maBHbIV Bpay




