MpenckypaHT ycnyr

OCHOBHOWN
Ko CrtoumocTb
A Kog HMY HaumeHoBaHwue ycnyrm ycnyru MpumevaHne
ycnyru
(RUB)

14/2/2 14/2/2
01 AM6ynamopHasi 2uHeKos102usi
011 KoHcynbmayuu 2uHekosnoza
01/1/3 3aoyHble KOHCYyIbMayuu
010202 |B01.001.001.13 [[Tpnem (ocMoTp, KOHCYNbTaLKUA) Bpava-aKyLlepa-rmHekonora nepBuyHbIN

3a04Hasl KOHCYNbTaunst 3,000
010245 |B01.001.001.029|TTprem (ocMOTp, KOHCYNbTaLus) -akyLlepa-rMHeKonora nepBuYHbIv

3a04Has KOHCYNbTauMs, CNeuManucT no Ta3oBbiM ANCHYHKUMSM 3,000
010203 |B01.001.002.13 [[Tpnem (ocMoTp, KOHCYNbTaLMA) Bpada-akyLuepa-ruHeKkosiora NoOBTOPHbIN

3a04Hasl KOHCYNbTaunst 3,000
010246 |B01.001.002.022|TTprem (ocMoTp, KOHCYNbTaLus) -aKyLLepa-ruHekonora noBTOPHbIN

3a04Has KOHCYNbTauMs, CNeuManucT no Ta3oBbiM ANCHYHKUMSM 3,000
010271 |B01.001.001.043[TTpnem (ocmMoTp, KOHCYNbTaLUA) -aKyLLepa-TMHEKonora nepemyHas

3ao04Has KOHCynbTauns, 4ETCKUI TMHEKONor 3,000
010272 |B01.001.002.037|TTpnem (ocMoTp, KOHCYNbTaLKUSA) -aKyLLepa-TMHeKoriora NoBTopHas

3aoyHas KoHcynbTaums, AETCKUA TMHEKONor 3,000
220115 [B01.001.001.31 TTpemM (OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra mnepBUYHBIN

OHKOTMHEKOMNOor, A.M.H./rMaBHbIA CNeunanvcT/pykoBoOANTENb OTAENEHNUS,

3a04Has KOHCynbTaums 7,000
220116 |B01.001.002.30 TTpemM (OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra mnepBUYHbBIN

OHKOTMHEKOMNOor, A.M.H./rMaBHbIA CNeunanvcT/pykoBoOANTENb OTAENEHNUS,

3a04Hasl KOHCYNbTaunst 7,000
01/1/2 MHeHue epaya
100811 |B01.001.001.007|TTpriem (ocmOTp, KOHCYNbTALMSA) -aKyLLepa-rmHeKkonora nepBnyHas

MHeHVe Bpaya aKyliepa-rmHekonora 3,000
100812 [B01.001.002.003|TTpvem (0CcMOTp, KOHCYNbTaLMSA) -aKyLlepa-rMHeKonora NnoBTopHas

MHeHVe Bpaya aKyliepa-rmHekonora 3,000
100813 |B01.001.001.008|TTpriem (0CMOTp, KOHCYNbTALMSA) -aKyLLepa-rmHekonora nepBnyHas

MHeHue Bpaya akyllepa-rMHeKkosora, BegyLiero cneumanmicra 3,000
100814 |B01.001.002.004|TTprem (ocmoTp, KOHCYNbTALMSA) -aKyLLepa-rmHekoriora NOBTOpHas

MHeHue Bpaya akyllepa-rMHeKkosora, BegyLiero cneumanmicra 3,000
100825 |B01.001.001.009|TTpriem (oCMOTp, KOHCYNbTALMSA) -aKyLLepa-rmHekonora nepBnyHas

MHeHue Bpaya akyllepa-rMHeKosora, rmaBHoro cneumanmcra 3,500
100826 |B01.001.002.005|TTprem (ocMOTp, KOHCYMNbTALMSA) -aKyLLepa-rMHeKkorora NOBTOpHas

MHeHue Bpaya akyllepa-rMHeKosora, rnaBHoro cneumanucra 3,500
010243 |B01.001.001.028|TTprem (ocMOTp, KOHCYNbTaLus) -akyLlepa-rmHeKonora nepBuYHbIv

MHeHue Bpaya akyLlepa-rMHeKosora, cneynannucra no Ta3oBbiM 3,000
010244 |B01.001.002.021|TTpnem (ocmoTp, KOHCYnbTaLus) -aKyLLepa-ruHekonora noBTOPHbIN

MHeHve Bpaya akyliepa-rmHekorora, cneuvanucra no Ta3oBbiM 3,000
010253 [B01.001.001.033 TTpemM (OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra mnepBUYHBIN

MHeHune Bpaya akyLiepa-rmHekorora, cnewuyanucra no Ta3oBbiM

ONCAYHKUMAM, 4.M.H./TMaBHbIA CNeunanucT/pykoBoOANUTENb OTAENEHNs! 3,500
010254 |B01.001.002.026 TTpremM (OCMOTpP, KOHCYITbTall4) -aKyllepa-rmHeKoJ10ra nMoBTOPHBIN

MHeHune Bpaya aKyLiepa-rmHekorora, cnewuyanucra no Ta3oBbiM

ONCAYHKUMAM, 4.M.H./TMaBHbIA CNeunanucT/pykoBoAUTENb OTAENeHnst 3,500
010251 |B01.001.001.032 TTpemM (OCMOTP, KOHCYITbTalWn4) -aKyllepa-rmHeKo10ra mnepBUYHbIN

MHeHune Bpaya akyLuepa-rmHekorora, cneuyanucra no Ta3oBbiM

ONCAYHKLUMAM, K.M.H./OOUEHT/BeayLwmin cneunanmnct 3,000
010252 |B01.001.002.025 TTpemM (OCMOTpP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra nMoBTOPHBIN

MHeHune Bpaya aKyLuepa-rmHekorora, cnewuyanucra no Ta3oBbiM

ONCAYHKLUMAM, K.M.H./OOUEHT/BeayLwmin cneunanmnct 3,000
010277 1B01.001.001.047|TTpnem (ocMoOTp, KOHCYNbTaLus) -aKyLepa-ruHekonora nepuyHas

MHeHVe OeTcKoro ruHekonora 3,000
010281 |B01.001.001.049 TTpemM {OCMOTP, KOHCYIbTalW4) -aKyllepa-rmHeKoJ10ra nepBnyHad

MHeHue eTckoro ruHekonora, 4.M.H./rnaBHbln

cneumanucT/pykoBoanTenb OTAENEHNs 3,500
010279 |B01.001.001.048[TTpvem (ocMoTp, KOHCYnbTaLus) -aKyLepa-ruHekonora nepsuyHas

MHeHWe 0eTCKOro rMHekonora, K.M.H./goueHT/BeayLumi cneunanuct 3,000
010278 |B01.001.002.041|TTpnem (ocMoTp, KOHCYNbTaLus) -aKyLlepa-rMHekonora noBTopHasi

MHeHVe OeTcKoro ruHekonora 3,000
010282 |B01.001.002.043 TTpemM (OCMOTpP, KOHCYITbTall4) -aKyllepa-rmHeKoJ10ra nMoBTOPHaA

MHeHue eTckoro ruHekonora, 4.M.H./rnaBHbln

cneumanucT/pykoBoanTenb OTAENEHNs 3,500
010280 |B01.001.002.042|TTprem (ocMOTp, KOHCYNbTaLus) -aKyLlepa-ruHekonora noBTopHas

MHeHWe 0eTCKOro rMHeKkonora, K.M.H./goueHT/BeayLumi cneumanuct 3,000




0111

OyYHble KOHCYIbmayuu

010101 |B01.001.001 Mprem (0cMOTP, KOHCYNbTaUUsl) Bpada-akyLlepa-rmHekonora nepBmYHbIn 3,800
010105 |B01.001.001.4 [TTpnem (ocMOTp, KOHCYNbTaLus) Bpaya-akyLlepa-rmHeKornora nepBuYyHbIv

0.M.H./rNaBHbI cneunanuct/pykoBoANTENb OTAENEHNs! 5,000
010103 |B01.001.001.3 [TTpnem (ocMoTp, KOHCYNbTaLus) Bpaya-akyLlepa-rmHeKornora nepBuYdHbIv

K.M.H./goueHT/BegyLmn cneumanmct 4,600
010241 |B01.001.001.027|TTprem (ocMOTp, KOHCYNbTaLus) -akyLlepa-rmHeKonora nepBuYHbIv

CneumanucT no Ta3oBbIM ANCHYHKLMAM 3,800
010249 [B01.001.001.031 TTpemM (OCMOTP, KOHCYITbTall4) -aKyllepa-rmHeKo10ra mnepBUYHBIN

CneumanucT no Ta3oBbIM AUCHYHKUMAM, A.M.H./TMaBHbINA

cneumanucT/pykoBoanTenb OTAENEHNs 6,000
010247 |B01.001.001.030[TTpnem (ocMoTp, KOHCYNbTaLMSA) -aKyLLepa-TMHeKornora nepBrUYHbIN

CneumanucT no Ta3oBbiM AMCHOYHKUMAM, K.M.H./QOUEHT/BeayLmin 4,600
010102 |B01.001.002 Mpnem (0CcMOTP, KOHCYNbTauus) Bpada-akyLepa-rmHekonora noBTOPHbIN 3,800
010106 |B01.001.002.4 [TTpnem (ocMOTp, KOHCYNbTaLus) Bpaya-akyLlepa-ruHeKonora noBTOPHbLIN

0.M.H./rNaBHbIA CneunanucT/pykoBoanUTENb OTAENEHNs! 5,000
010104 |B01.001.002.3 [TTpnem (ocMoTp, KOHCYNbTaLus) Bpaya-akyLlepa-ruHeKonora noBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 4,600
010242 |B01.001.002.020[TTprem (ocMoTp, KOHCYnbTaLus) -aKyLLepa-ruHekonora noBTOPHbIN

CneumanucT no Ta3oBbIM ANCHYHKLMAM 3,800
010250 |B01.001.002.024 TTpemM (OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra nMoBTOPHBIN

CneumanucT no Ta3oBbIM AUCHYHKUMAM, A.M.H./TMaBHbIA

cneumanucT/pykoBoanTenb OTAENEHNs 5,000
010248 [B01.001.002.023[TTpnem (ocMoTp, KOHCYNbTaLUA) -aKyLLepa-TMHEKonora NoBTOPHbIN

CneumanucT no Ta3oBbiM AMCHOYHKUMAM, K.M.H./QOUEHT/BeayLmin 4,600
010101NMBB KoHcynbTaumsa Bpaya akyliepa-rmHekorora 3,800
010265 |B01.001.001.040[TTpvem (ocMoTp, KOHCYnbTaLus) -aKyLlepa-ruHekonora nepBuyHas

[eTckuii ruHekonor 3,800
010269 |B01.001.001.042[TTpvem (ocMoTp, KOHCYNbTaLus) -aKyLepa-ruHekonora nepBuyHas

[eTckuii rmHekonor, 4.M.H./rmaBHbIN cneumnanncT/pykoBoguTenb 5,000
010267 |1B01.001.001.041|TTpnem (ocmoTp, KOHCYnbTaLus) -aKyLepa-ruHekonora nepuyHas

[eTcKknii rMHekonor, K.M.H./4oueHT/BegyLumn cneumanmct 4,600
010266 |B01.001.002.034|TTpnem (ocMoTp, KOHCYNbTaLKSA) -aKyLLepa-TMHeKoriora NoBTopHas

[eTckuii ruHekonor 3,800
010270 |B01.001.002.036|[Tpnem (ocMoTp, KOHCYNbTaLKUS) -aKyLLlepa-TMHeKoriora NoBTopHas

[eTckuii rmHekonor, 4.M.H./rmaBHbIN cneumnanncTt/pykoBoguTenb 5,000
010268 [B01.001.002.035|Tpnem (ocMoTp, KOHCYNbTaLKUs) -aKyLLlepa-TMHeKoriora NnoBTopHas

[leTcKknii rMHekonor, K.M.H./4oueHT/BegyLumn cneumanmct 4,600
010135 |B01.001.002.2 [TTpnem (ocMoOTp, KOHCYNbTauus) Bpaya NoBTOPHbLIN

KpaTtkas 2,500
010222 [B01.001.001.001 TTpnemM (OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra nepBnyHad

MpenBaputenbHasa KOHCYNbTaUMs akyllepa-rMHeKonora no BegeHuo

OepemMeHHOCTH
010223 |B01.001.001.002 TTpnemM {OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra nepBnyHad

MpenBaputenbHasa KOHCYNbTaUMs akyllepa-rMHeKonora no BegeHuo

OepeMeHHOCTH, K.M.H./gOLEeHT/BeayLumi cneumanuct
010224 |B01.001.001.003 TTpnemM {OCMOTP, KOHCYITbTalW4) -aKyllepa-rmHeKoJ10ra nepBnyHad

MpenBaputenbHasa KOHCYNbTaUMs akyllepa-rMHeKonora no BegeHuo

0epemMeHHOCTH, 4.M.H./rNaBHbIA CNeumManucT/pykoBoanTeNb OTAENEHNS
01/2 Marnunynsayuu
010146 |A03.20.004 BarnHockonus 2,300
010161 |A11.20.041 BBeneHve akylepckoro pasrpyKatoLero NnoaaepKuBaroLLero konbLa

(neccapus) 1,700
010143 |A11.20.014 BBeneHve BHyTpUMaTo4HOW cnvpanm 5,600
010159 |A11.01.012 BBegeHne NCKYCCTBEHHbIX MMMNIAHTATOB B MSrKME TKaHU 4,300
010139 |A03.20.005 BynbBockonus 1,950
010137 |A11.20.005 [MonyyeHve BnaranuwHoro maska 550
010151 |A11.20.002 [MonyyeHve uepBMKanbHOro Maska 500
010162 |A05.30.001 KapgunoTokorpadus nnoga 2,500
010163 |A05.30.001.1 KapavoTokorpadus nnoaa

[BOWHS 2,900
010138 |A03.20.001 Konbnockonus 3,400
010147 |A11.20.003 Broncus TkaHen matku 4,000
010171 |A11.20.006 Broncus otBepcTus 6apTONMHOBON Xernesbl (nocTaHoBka word- 21,150
010182 |A11.20.014.2 BBeneHve BHyTpuMaTo4HOM cnvpanmu

Kannuna 18,100
010144 |A11.20.014.1 [MprMeHeHVe BHYTpUMaTo4HOM cnucteMbl MupeHa 22,800
010175 |A11.01.002.001 |TToakoxHOe BBeAeHNe nekapCTBEHHbIX NpenapaTos

mnnaHoH 15,500
010212 |A25.20.004.1 Ha3HaueHve nekapCTBEHHbIX MpenapaToB Npy bepeMeHHoCTH

Mwu3sonpocTton 1,700
010168 |A25.20.004 Ha3HaueHve nekapCTBEHHbIX MpenapaToB Npy bepeMeHHoCTH

MundenpucToH/Musonpocrton 6,300




010158 |A11.20.011.002.1Bvoncus wenkm maTku pagnoBOfHOBas KOHYCOBUAHAS

2 KaTeropusi CroXHoOCTn 15,000
010157 |A11.20.011.002 |Bvioncus wenkn maTkn pagnoBOHOBAas KOHYCOBUAHAS

1 KaTeropumsi CoXHOCTU 15,000
010153 |A16.20.036.003 |PagroBonHoBas Tepanuns LWENKU MaTKu 2,300
010155 |A11.20.011.001.1Bvoncus wenkn maTkn pagnoBofHOBas

1 KaTeropms CoXHOCTU 6,500
010156 |A11.20.011.001.4Bvoncus wenkn maTkn pagnoBofHOBas

2 KaTeropusi CroXHoOCTu 12,000
010185 |A16.01.017.001.1 YOarneHne JO0POKa4YeCTBEHHBIX HOBOODPAa30BaHNN KOXN METOOM

anekTpokoarynsaumm

rMHekonorus, 1 anemMeHT 3,000
010140 |A16.01.017.001.1 YOarneHne JO0POKa4YeCTBEHHBIX HOBOODPAa30BaHNN KOXN METOIOM

anekTpokoarynsaumm

T'MHEKoIorus, 2-5 anemMeHToB BKIIOYUTENbHO 5,000
010141 |A16.01.017.001 .4 YOarneHne JO0POKa4yeCTBEHHBIX HOBOODPAa30BaHNN KOXN METOIOM

anekTpokoarynsaumm

rMHekornorusi, bonee 5 anemeHToB 10,000
100164 [A16.30.069 CHsATVe nocneonepaumoHHbIX WBOB (Nuratyp) 2,150
010148 |A01.20.002 BuayanbHbIi OCMOTP HAapYXXHbIX NMOMOBbIX OPraHOB

TECT Ha NoATeKaHWe OKONONNOAHbIX BOA 1,200
010145 |A11.20.015 YpaneHve BHyTpUMaTO4HOW cnvpanmu 1,650
010177 |A16.20.059 YaaneHue NHOPOAHOro Tena u3 Brnaranuwia 2,150
010160 |A16.30.026 YaaneHue noAKOXHOro MMnaHTaTa 3,000
010142 |A16.20.084 YaaneHue nonvna XXeHCKMX NoIoBbIX OPraHoB 4,200
010149 |A01.20.002.1 BuayanbHbIi OCMOTP HapYXXHbIX NMOMOBbIX OPraHOB

TECT AN ANArHOCTUKN NPEXOeBPEMEHHbBIX POAOB 2,500
010150 |A03.20.003.002 [KoHTpacTHasi 9XxormcTepocanbnuMHrocKkonmst 6,800
01/3 lMpoz2pammbl eedeHust 6epemeHHOCMU
010192 |A25.20.006.7 Ha3Ha4eHne 1Te4e0HO-030POBUTETTBHOTO pPeXXMa NMpn bepeMeHHOCTU

[ononHntenbHasa KOHCYNbTauus Bpaya-cneynanmcra B paMmkax

nporpammsl UBB 2,300
01/4 lIpoepamMmMbI U akyuu
0101781 AKUWNA KapaunoTtokorpadus (mHoronnogHas 6epeMeHHoCTb) MUHYC 25%
0101791 AKUWNA KapaunoTtokorpagus MuHyc 25%.
990004 AKUWNA Y3U Ha npueme y akyliepa-rmHekonora
A011110 Komnnekc ans XeHWwmH co cknagkon 25% (akumsi) 3,975
010401 Mporpamma "XeHckoe 3nopoBbe (6a3oBbii) ¢ Y3 MXK" 10,200
010402 Mporpamma "XeHckoe 3gopoBbe (6a3oBbiv) ¢ Y3 OMT" 11,300
010403 Mporpamma "XKeHckoe 300poBbe (paclumpeHHas)" 20,300
010404 Mporpamma "MNogroTtoBka k 6epemeHHoCTH" 18,650
010407 Yekan nocnepogosebir (LITE) 6,600
010408 Yekan nocnepogoBbil (C aHanm3amm) 10,800
03 AmM6ynamopHasi ypoJsio2usi, aHOpoJjio2usi
031 KoHcynbmayuu yposnoza
03/1/3 3aoyHble KOHCYIbMayuu
030316 |B01.053.001.011| TTpuem (ocmoTp, KOHCYyNbTaLMs) Bpada-yponora nepBuyHbIn

K.M.H./goueHT/BegyLmn cneumanmcT, 3a04Has KoHcynbTaums"” 4,000
03/1/2 MHeHue epaya
100847 |B01.053.001.016|TTpriem (ocmOTp, KOHCYNbTALMA) -yponora nepBnYHbIN

MHeHue Bpayda-yporsora, BegyLiero cneumanmicra 3,500
100848 |B01.053.002.005|TTpriem (ocMOTp, KOHCYNbTAaLMSA) -yporiora NOBTOPHbIN

MHeHue Bpayda-yporsora, BegyLiero cneumanmicra 3,500
03/1/1 OyYHble KOHCYJIbmayuu
030117 1B01.027.001.2 [TTpnem (ocMOTp, KOHCYNbTaLMs) -OHKONOra NnepBuYHbIN

OHKOYpPOI0 4,000
030118 |B01.027.002.2 [TTpnem (ocMOTp, KOHCYNbTaLMS) -OHKOMNOra NoOBTOPHbLIN

OHKOoypono" 3,500
030312 |B01.053.001.010|TTpvem (ocMoOTp, KOHCYNbTauus) Bpaya-yporiora nepBuYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 5,000
030313 |B01.053.002.008|TTprem (ocMoTp, KOHCYNbTaLus) Bpaya-yporiora NoOBTOPHbIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
030101 |B01.053.001 Mprem (0cMOTP, KOHCYNbTaUUsl) Bpaya-yponora nepBuYHbIn 3,500
030109 |B01.053.002 [Mprem (0CcMOTP, KOHCYNbTaUus) BpaYa-yposiora nOBTOPHbIN 3,000
03/2 KoHcynbmayuu yponoza-aHOpoJioza
03/2/3 3aoyHble KOHCYyIbMayuu
03/2/2 MHeHue epayva
03/2/1 OyYHble KOHCYIbmayuu
03/3 Marnunynsayuu
030121 |A11.21.004 C6op cekpeTa npocTarhl 1,150
030122 |A11.28.006.001 [MMony4eHne cockoba 13 ypeTpbl 500
03/4 lIpoepamMmMbI U akyuu
13 AHecme3uonozaus




13/2

KOHcynbmauuu aHecme3uoJsioca

13/2/3 3aoyHble KOHCYyIbMayuu
13/2/2 MHeHue epaya
13/21 OyYHble KOHCYIbmayuu
130112 [B01.003.001 OcMoTp (KOHCYyNbTaumMs) Bpa4oM-aHECTE3NONOrOM-PEaHNMaTOI0rOM 2,800
131 Ycnyau
130136 [B01.003.004.009| ToTanbHas BHyTp1BEHHasi aHecTesus npu TBI 9,100
130134 [B01.003.004.001|MecTHas aHecTe3uns 350
130130 |B01.003.004.009| ToTanbHasa BHyTpUBEHHasA aHeCcTe3uns

1 yac 9,100
130145 |B01.003.004.009| ToTanbHas BHyTPYBEHHAs aHECTE3ns

2-01 Yac 1 Kakgbli nocnegywLwmmn 4,000
130131 |B01.003.004.009| ToTanbHasa BHyTpnBeHHast aHecTe3us (00 30 MUHYT, BKMOYas OCMOTP

Bpaya-aHecTe3nonora Anas Manbix onepauui) 5,700
16 BakyuHauusi
16/1 Ycnyeau sakyuHayuu
160131 |B04.014.004.29 |[BakumnHaums

NPOTMB KNELLEBOro s3HuedanuTa KynbTypanbHas ounlieHHas (QHueBup) 1,500
160132 |B04.014.004.30 |BaKUMHA

NPOTUB KNeLEeBOro aHUedanunta KyrnbTypaneHasi ouunLLieHHas [netu]

(3HueBwup Heo) 1,500
160114 |B04.014.004.14 [BakuuHaums

npoTuB Kopy (BaKUMHa KopeBas KynbTypHas xwuBas (1 go3a/0,5 mn)) 1,150
160102 [B04.014.004.2 [BakuuHaums

ot BIMNY (Fapgacun) 17,450
160125 [B04.014.004.24 |BakumHaums ot BINY (LepBapukc) 10,900
160103 [B04.014.004.3 [BakuuHaums

ot renatuta B (PereBak) 1,400
160104 |B04.014.004.4 [BakuuHaums

ot renatuta A (XaBpukc) 2,750
160136 |B04.014.004.34 [BakumnHaums

ot rpunna (MHdnosak) 1,250
160105 |B04.014.004.5 [BakuuHaums

oT rpunna (YnbTpuKC KBagpu) 1,150
160126 |B04.014.004.25 [BakunHaums

ot rpunna (enro-M) 1,150
160106 |B04.014.004.6 [BakuuHaums

OT KNneLeBoro sHuedanuta (BakunHa Knew-3-Bak) 1,500
160127 |B04.014.004.26 |BakuuHaums

OT KNeLleBoro sHuedanuta (BakunHa Knew-3-Bak), netu 1,500
160107 |B04.014.004.7 | BakumHaums

OT KOKMLWa, andrepun, ctondHsika (Agacens) " 4,550
160108 [B04.014.004.8 [BakuuHaums

OT KOpW, KpacHyxu, napotuta (MMR-II) 2,150
160109 [B04.014.004.9 [BakuuHaums

OT MEHWHIOKOKKOBOW NMHGekummn (MeHakTpa) 6,800
160128 |B04.014.004.27 |[BakumnHaums

OT NHEBMOKOKKOBOW MHAeKumK (BakumHa "lMpeseHap 13") 3,650
160129 [B04.014.004.28 |BakunHaums oT nonnommenuta (buBak nonvo, opanbHasi) 1,050
160117 |B04.014.004.17 [BakunHaums

NpOTUB POTaBUPYCHOM nHdekunn (PoTtaTek) 4,500
160115 |B04.014.004.15 |BaKOMRATAA

NPOTUB BETPSHOM OCIbI

(BapuBakc) 5,200
160110 [B04.014.004.10 [BakuuHaums

npoTUB BETPsIHOM ocnbl (Bapunpukc) 7,000
160118 [B04.014.004.18 |[BakumnHaums

npoTnB BUpYCcHoro renatnta A [geTtn] (XaBpukc) 2,600
160119 [B04.014.004.19 [BakuuHaums

npoTmMB BUPYCcHoro renatnta A [geTtn] (XaBpukc) 1,400
160120 [B04.014.004.20 [BakuuHaums

npoTtmnB andtepun n ctonbHsika (AQC-M-aHaToOKCKH) 500
160121 |B04.014.004.21 [BakumuHaums

npoTnB andtepun, cTonbHsika, koknwowa (MHdpaHpuke) 1,600
160116 |B04.014.004.16 |BaKIMHALIAA

npoTnB AndTepun, CTONGHSKA, KOKNIOLWA, NonnomMmenuTe, reMounnbHOM

nHopekumn (MeHTakcnm) 3,950
160122 [B04.014.004.22 |BaKUMHaLmA

NpoTUB KOKMoLWa, Andtepuu, ctonbHsika, nonnommenuta (BakumHa

WHdaHpuke Nekca) 4,450
160153 |B04.014.004.015|BakumHaums

NpPOTUB KOPW, KpacHyxu, napotnta (Baktpusmp) 3,500




160158 [B04.014.004.025|EaKLVHA0NH v
NpOTUB KOpWY, NAapoTUTa U KPaCHYXM xuBasi aTteHympoBaHHas (Tpusana),
1 no3a/0.5 mn 3,000
160111 [B04.014.004.13 |[BakumuHaums
NPOTMB KPaCHYxM (BakLMHa NPOTMB KPACHYXM KynbTypHasi »xuas (1 600
160133 [B04.014.004.31 |BakunHaums NpoTMB NHEBMOKOKKOBOW MHApeKumnn (BakumHa MHeBmoBake 4,450
160159 |B04.014.004.027|BakumHaums
NPOTUB NMHEBMOKOKKOBOW MHA KUK (MHemoTekc) 2,500
160123 [B04.014.004.23 [BakumnHaums
npoTtune nonvommenuta (MonMmmnekc) 4,000
160150 |B04.014.004.010[BakumHaums
npoTme nonvommenuta (MonnosakCwuH) 2,400
160124 [A12.26.002 OuaroBast npo6a ¢ Ty6epKynuHoM 3,200
160130 [A12.26.002 QOuaroBas npoba ¢ Ty6epKynMHom) 1,150
12 T acmpoaHmepos102usi, MPOKMOoJ102uUst
12/1 T acmpoaHmeponozus
12/11 KoHcynbmayuu 2zacmpoaHmeposioza
1211113 3aoyHble KOHCYIbMayuu
120179 |B01.004.001.5 |[TTprem (ocmOTp, KOHCYNbTAaLMA) Bpa4a-racTpo3HTepornora nepBnYHbIv
3ao04Has KoHCynbTauns 3,500
120181 BO1 004 001 6 TTPVICVT \UUIVIUI'J, hUHbyJIDIdHVIH) “TACUTPUIHRTTCPUITUT A TTCYBVTTHADIVI.
’ ’ ’ 3aoyHas KoHCynbTaums, 4.M.H./rMaBHbI CneumManucT/pykoBoamTenb
oTaeneHus 3aoyHas KOHCYNbTaUMs racTPOdHTEporora (nepBnyHas),
0.M.H./rNaBHbI CneunanucT/pykoBoANTENb OTAENEHNs! 4,500
120180 |B01.004.002.5 |[TTprem (ocmoOTp, KOHCYNbTAaLMSA) Bpa4a-racTpo3HTeporora NoBTOPHbLIN
3ao4Has KoHCynbTauns 3,500
120182 BO1 004 002 6 TTPVICVT \UUIVIUI'J, hUHbyJIDIdHVIH) TACTPUIARTTCPUTTUT A TTUB TUPYHDIVT.
T 3aoyHas kKoHCynbTaums, 4.M.H./rMaBHbI CneumanucT/pykoBoamTenb
oTaeneHus 3aoyHasi KOHCYNbTaUMs racTpoaHTeporora (MoBTOPHas),
0.M.H./rNaBHbI CneunanucT/pykoBoANTENb OTAENEHNs! 4,500
12/1/1/2 MHeHue epaya
100801 |B01.004.001.00 [TTpriem (ocMOTp, KOHCYNbTALMSA) -raCTPO3HTEpPONora NepBnUYHbIN
7 MHeHue Bpayva-racTpoaHTeposiora 3,000
100802 |B01.004.002.005|TTpriem (0CMOTp, KOHCYNbTALMSA) -raCTPO3HTEpPOora NOBTOPHLIN
MHeHne Bpayva-racTpoaHTeposiora 3,000
100866 |B01.004.001.00 [TTpriem (oCMOTp, KOHCYNbTALMSA) -raCTPO3HTEpONora NepBnUYHbIN
8 MHeHWe Bpaya-racTposHTeposiora, K.-M.H./goueHT/BeayLumnn cneunanmct 3,000
100867 |B01.004.002.007|TTpriem (oCMOTp, KOHCYNbTALMSA) -raCTPO3HTEpOora NOBTOPHLIN
MHeHue Bpa4a-racTpoO3HTEPOSIOra, K.M.H./OUEeHT/BeayLumi cneymanunct 3,000
1211111 OyYHble KOHCYIbmayuu
A120188 [MepBWYHbIV NpYEM racTposHTEpPOSIora No Bonpocam aueronorum (2
120107 [B01.004.001 [Mprem (ocMOTp, KOHCYNbTauMs) Bpaya-raCTpoOSHTEPOIOra NePBUYHbIN 4,000
120109 |B01.004.001.1 [TTpnem (ocmoTp, KOHCYNbTaUMS) -raCTPO3HTEpPOora NepBUYHbIN.
0.M.H./rNaBHbI cneunanucT/pykoBoanUTENb OTAENEHns! 5,000
120108 [B01.004.002 Mprem (ocMOTp, KOHCYNbTaUMs) Bpaya-raCTpO3HTEPONOra NoBTOPHbIN 4,000
120110 |B01.004.002.1 [TTpriem (0cMOTP, KOHCYMNbTALIMA) -raCTPO3HTEPOIIOra NOBTOPHLIN.
0.M.H./rNaBHbI cneumanucT/pykoBoANTENb OTAENEHNs! 5,000
120114 |B01.004.001.4 [TTpriem (0cMOTp, KOHCYNbTALMA) Bpa4a-racTpo3HTeponora nepBnYHbIv
K.M.H./goueHT/BegyLmn cneumanmct 4,500
120115 |B01.004.002.4 [TTpnem (ocmoOTp, KOHCYNbTALMSA) Bpa4a-racTpo3HTeporora NoBTOPHbLIN
K.M.H./goueHT/BegyLmn cneumanmct 4,500
120195 |A23.30.051 CocTaBneHne MeHo QUEeTMYECKOro NUTaHWs
KoHcynbTaums cneumanucta no paumMoHanbHOMY NUTaHUKD 17,000
120188 [B01.004.001.11 |MNepBnYHbIA NpUem racTpo3HTEPOsIora No Bonpocam anetonorum (2 5,000
120189 [B01.004.002.11 |[NOBTOPHLIN NpUEM racTPO3HTEpPOIIOra no Bonpocam guetonoruu (1 yac) 3,500
121112 Marnunynsayuu
12/2 lIpokmonoaus
12/21 KoHcynbmayuu npokmosoeza
12/2/1/3 3aoyHble KOHCYyIbMayuu
12/2/1/2 MHeHue epaya
1212111 OyYHble KOHCYIbmayuu
12/2/2 Marnunynsayuu
23 Temamonozaus
231 KoHcynbmayuu zemamoJsioza
231113 3aoyHble KOHCYyIbMayuu
100182 |B01.005.001.2 [TTpnem (ocmoOTp, KOHCYNbTaLMA) Bpada-remartonora nepBuyHbIn
3a04Hasl KOHCYNbTaunst 3,200
100184 |B01.005.001.3 [TTpnem (ocmMOTp, KOHCYNbTaLMA) Bpada-remartonora nepBuyHbIn
3a04Hasl KOHCYNbTauus, K.M.H./QOLEeHT/BeayLumi cneumanuct 10,000
100183 |B01.005.002.2 |[TTpnem (ocmoOTp, KOHCYNbTaLMA) Bpava-remaToniora noBTOPHbLIN
3a04Hasl KOHCYNbTaunst 3,200
100185 |B01.005.002.3 |[TTpriem (ocMOTp, KOHCYNbTaLMA) Bpava-remaTtosniora noBTOPHbLIN
3a04Hast KOHCYNbTauus, K.M.H./0OLEeHT/BeayLumii cneumanunct 8,000




2311/2

MHeHue epayva

100827 |B01.005.001.005|TTpriem (ocMOTp, KOHCYNbTaLUMS) -remaTonora nepBnYHbLIN
MHeHue Bpava-remaToniora 3,000
100828 |B01.005.002.004|TTpriem (ocMOTp, KOHCYNbTaLUMSA) -remaTonora NoBTOPHbLIN
MHeHue Bpayva-remaToniora 3,000
23111 OyYHble KOHCYIbmayuu
100115 [B01.005.001 [Mprem (ocMOTp, KOHCYNbTaUWs) Bpaya-reMaronora nepBuUYHbIf 4,000
100113 |B01.005.001.1 [TTpnem (ocmoTp, KOHCYNbTaLMA) Bpada-remartonora nepBuyHbIn
K.M.H./goueHT/BegyLmn cneumanmct 5,000
100116 [B01.005.002 Mpnem (0CMOTP, KOHCYNbTaUUsl) Bpaya-remarosnora noBTOPHbIN 3,400
100114 |B01.005.002.1 |[TTpnem (ocmoOTp, KOHCYNbTaUMA) Bpava-remartoniora noBTOPHbLIN
K.M.H./goueHT/BegyLmn cneumanmct 3,200
9500 FeHemuy4eckue ucciedoeaHusi
9502 Medukan l'eHoMukc
9502/3 Kapbep CKpuHUH2
C-10 B03.019.014 VICCTTEJOBAHNE HOCWTENBCTBA CTMIA (MLFPA] UNPEneENennie KoNMIecTsa
konuit ak3oHoB 7 1 8 reHoB SMN1 1 SMN2, oTBETCTBEHHbIX 3a
CNMHanbHy MblweyHyo atpoduio (CMA) 13,500
C-9 KAPBEP CKPUHWHI" (CKpMHWHI Ha HOCUTENbCTBO FEHETUYECKNX
3aboneBaHun), 1 Yenosek 42,500
C-9.1 KAPBEP CKPUHWHI (CKpMHWHI Ha HOCUTENbCTBO FEHETUYECKNX
3aboneBaHuii), 2 Yenoseka 84,750
C-94 |A27.05.065 Kapbep-CKpMHWUHI Ha HOCUTENbCTBO MOHOIEHHbIX 3a6onesanun "Ontnma" 63,500
C-9.5 A27.05.065.001 [Kapbep-CKPUHMHI HA HOCUTENBLCTBO MOHOMEHHbIX 3ab0on1eBaHumn 117,500
C-9.6 A27.05.066 Kapbep-CKPUHMHI HA HOCUTENbCTBO MOHOIEHHbIX 3aboneBaHni 80,000
C-9.7 A27.05.066.001 [Kapbep-CKPUHWHI HA HOCUTENBLCTBO MOHOMEHHbIX 3ab60n1eBaHMmn 148,500
C-92 |A27.05.063 Kapbep-CKpUHWHI Ha HOCUTENBLCTBO Hanbonee pacnpoCcTpaHeHHbIX
MOHOT€HHbIX 3aboneBaHui "Ctangapt” 29,000
C-93 |A27.05.063.001 |Kapbep-CKPMHWHI Ha HOCUTENLCTBO Hanbonee pacnpoCTpaHEHHbIX
MOHOTEeHHbIX 3aboneBaHuin "Ctangapt2" 57,000
9502/1 HUNT
C3 C3 AEVIABAIVIBABIVI TIPEFATAITBABIVT TEC T LTECOJEXX Aa
onpeaernexHve Hanuuusa y nnoga Tpucomum no 21 xpomocome (CUHapoM
[ayHa) + onpegenexHve nona 28,150
C4 C4 AEVIABAIVIBABIVI TIPEAATAITBABIVT TEC T LTECOJeExX Aa
onpeaernexHve Hanuuusa y nnoga Tpucomuu no 21, 13 n 18 xpomocome
(cungpombl ayHa, MaTay, OgBapaca), + onpegenexHve nona (ans 46,800
C-5 C-5 TTEVITIDAOSVIDTIDIVITIT CTTATAJTIDTTIDIVT TEO T CMTCUUUTXAX AdA
onpegernexHve Hanuuua y nnoga Tpucomuu no 21, 13 n 18 xpomocome
cungpombl [layHa, MNaTay, OgBapAaca)+t YMCroBble HApYLLEHNS MOSOBbLIX
y y Yy
XPOMOCOM W onpeferneHne nona 46,800
C-7 2 A27 20 001 TTCEVITTIDAOSVIDTIDIVTITIT CTTATAJIDTTIDIVT TEOT VETNACUIT T AAd
’ o onpepgenexHue Hanuuus y nnoga Tpucomun no 21, 13 u 18 xpomocome
(cunpgpombl JayHa, MNatay, OaBapaca) + aHeynnonaum nNonoBbiX epeMenHo He
XpoOMOoCcoM X, Y+ onpegerneHue nona 40,000 npefocTaBnsem
C-7 3 A27 20 001 TTCEVITTIDAOSVIDTIDIVTITIT CTTATAJIDTTIDIVT TEOT VETNACUIT T AAd
’ o onpepgenexHue Hanuuus y nnoga Tpucomun no 21, 13 u 18 xpomocome
(cuHgpombl [ayHa, MNatay, OaBapaca) + mukpogeneumu (notepu epeMenHo He
Y4aCTKOB XPOMOCOM) + aHeynnongumn nonosbix xpomocom X, Y + 43,000 npegocTasnsiem
C71 A27.20.001 HEVIABAIVIBHBIVI I TPEFHATAIIBHBIVT TECT VERATGITY Ha
onpegernexHve Hanuuua y nnoga Tpucomum no 21, 13 n 18 xpomocome epeMenHo He
(cungpombl JayHa, MaTay, OgBapaca) + onpegenenne nona 33,000 npegocTasnsiem
C7 A27.20.001 HEVIHBAIVIBHBIVI TIPEHATAIIBABIVT TECT VERATITY Ha
onpeaernexHve Hanuuusa y nnoga Tpucomuu no 21, 13 n 18 xpomocome epeMenHo He
(cunppowms! [layha, MNatay, Oasapaca) 33,000 pepocTaBnAeM
C-74  |A27.20.001 onpeaernexHve Hanuuua y nnoga Tpucomuu no 21, 13 n 18 xpomocome
(cuHgpombl [ayHa, MNatay, OaBapaca) + MOHOreHHble 3aboneBaHus +
MUKpoaeneuuy (noTepu y4acTkoB XpPOMOCOM) + aHeynoManum nonoBbIxX
xpomocom X, Y + onpegenenve nona 61,000
C84 |A27.20.001 HEVIABAIVIBABIVI 1 TPEAATAITBABIVT TECT MGIEASY EXTRA Ha BCE
Xpomocomsl + aHeynnonguu (CuHgpom TepHepa, CUHAPOM
KnarnHdensTtepa, Tpucommsa X, CuHgpom Axkobea, CuHgpom XXVYY) + 44,000
c-8 A27.20.001 HEVMHBASVBHEIV TTIPEHATAITEHBI TECT MGIEASY Ha
onpegenenne Hannumsa y nnoga Tpucomum no 21 (cuHgpom JdayHa) + 22,500
C-8 2 A27 20 001 TTEVITTIDAOSVIDTIDIVITIT CTTATAJIDITDIWT TEOT WIOIEAS T AAd
’ o onpepgenexHue Hanuuus y nnoga Tpucomun no 21, 13 u 18 xpomocome
(cuHgpombl [ayHa, MNatay, OaBapaca) +aHeynnovguu (CuHgpom
TepHepa, cungpom KnarnHdensTtepa, Tpucomus X) + onpegenenvne nona 33,000
C-8 3 A27 20 001 TTEVITTIDAOSVIDTIDIVITIT CTITATAJIDTITDIWT TEOT WIOIEAS T AAd
’ T onpepgenexHue Hanuuus y nnoga Tpucomum no 22, 21, 18, 16,131 9
xpomocome + aHeynnouguu (CuHgpom TepHepa, CUHAPOM
KnarnHdenbTtepa, Tpucommsa X) + onpegenenve nona 39,000




HEVIHBAISVIBABIVI TIPEAATAJIBADIVI TEUT MGIEASY Ha

C-8.1 A27.20.001

onpegernexHve Hanuuua y nnoga Tpucomuu no 21, 13 n 18 xpomocome

(cungpombl [ayHa, MaTay, OgBapaca) + onpegenenve nona 28,000
C-141 A27.20.001 Onpegenenne nona nnoga 97% 10,000
C-1.2  |A27.20.001 Onpegenenne nona nnoga akcnepTHbii 99% 12,000
C2 C2 UTIPEOEJTEAVIE PE3YC-OARTUPA TIITULOA 10 KpOBW Marepm, npn

JocTaBKe KpoBuM B nabopartoputo B TedeHne 48 yacoB, UCMOoNb3yeTca

npobupka CPDA, 9 mn 9,650
c22 |c=22 OTPEOEJTEHVE PE3YC-®AKTOPA TIITOOA no kpoBu matepu, npu

[OCTaBKe KpOBM B nabopatopuio B TedeHne 7 gHen 12,450
9502/2 nrr
P-5 P-5 ViccnenoBaHve MONEKyNsipHOro KapnoTuna marepuarna

HepasBuBawwencs 6epemeHHocTn metogom NGS 22,600
P-9 P-9 KomnnekcHoe nccnegosanue MIT-M m MIFT-A, 1 am6punoH 46,400
P-4 A10.20.001 OnpepeneHve nnonaHocT ambproHa metogom STR-npodunvposaHus,

1 aMGpUOH 11,000
P-6 P-6 MI'T pesyc chakTopa ambproHa, 3a 1 aMGprnoH 22,050
P-7,3 P-7,3 [T T-M MoHoreHHOro cemenHoro 3abonesaHus (4ONOMHUTENbHOE

ncenenoBaHve Ha aHeynonaumn no xpomocomam 13,18,21,X,Y, metogom 22,600
P-8 P-8 MI'T-M cTaTyc MoHoreHHoro 3abonesanns, 1 aM6pnoH 20,350
P-7.2 P-7.2 [MoaroToBUTENbHBIV 3TaN - 4OMNOSTHUTENbHBINA Y4aCTHUK 14,150
P-7 P-7 TTOAFOTOBWTENBHEBIN STaM (A/arH03 YyCTaHOBIEH, TEHO TV N3BECTEH):

pa3paboTka uHaAMBUAYanbHOW TECT-CUCTEMBI (3aKa3 MapKepoB, aHanm3

MHOPMATMBHOCTW AN CEMbW, UCCEeAOoBaHNE MyTaunin 3aboneBanHms) 79,100
P71 P71 TTOATOTOBUTENBHEBIN STaM (AMarHO3 YCTaHOBIEH, | EHO TV N3BECTEH):

pa3paboTka uHaAMBUAYanbHOW TECT-CUCTEMBI (3aKa3 MapKepoB, aHanm3

MHOPMATMBHOCTW AN CEMbW, UCCeAoBaHNe MyTaunin 3aboneBanuns) 86,450
P-2 P-2 MonHoreHomMHast amnnudmkaumnsa OHK obpasua 6uonornveckoro 18,100
P-10 P-10 IMonHoe cekBeHMPOBaHUE 3K30Ma 79,100
P-1 P-1 [MpenmnnaHTaunmoHHOE reHeTMYEeCKoe TECTMPOBaHNE Ha aHeynnonanm

metogom NGS (ans naumeHToB ¢ HOpMaribHbIM KAPMOTUNOM KPOBW) 37,300
P11 P11 TTPEVMITTaHTalVIOHHOE TEHETNYECKOE TECTMPOBaHNE CTPYKTYpHON

XPOMOCOMHOWM nepectporikn metogom NGS (ons naumeHToB co

cbanaHcnMpoBaHHLIMM XPOMOCOMHBLIMM NEPECTPOMKaMMN) NOKPbITUE 1 MIH. 37,300
P-11 P-11 CekBeHvpoBaHune no CaHrepy (1 myTauums) 23,750
P-12 P-12 CekBeHvipoBaHue no CaHrepy (2 mytaumm) 31,100
P-13 P-13 CekBeHvipoBaHue no CaHrepy (3 myTtaumm) 40,150
14 [depmamornozaus, kKocMemosio2usi
14/1 [depmamonozus
141111 KoHcynbmayuu depmamosioza
1411113 3aoyHble KOHCYIbMayuu
140147 |B01.027.001.3 |[TTpnem (ocmoOTp, KOHCYMNbTaLMS) -OHKOOra nepBnYHas

3ao04Has KoOHCynbTauns 3,500
140148 |B01.027.002.3 [ TIpvem (0CMOTpP, KOHCYrbTaLMA) -OHKOSOra NOBTOPHbIN

3ao4Has koHcynbTaums" 3,500
14/1/1/2 MHeHue epaya
100815 |B01.008.001.001|TTpriem (ocmOTp, KOHCYNbTaLMA) -AepMaTOBEHEPOIOra NepBUYHbLIN

MHeHue Bpava-gepmarosiora 3,000
100816 |B01.008.002.001|TTpriem (ocmOTp, KOHCYNbTaLMSA) -AepMaTOBEHEPOIIOra NOBTOPHbIN

MHeHue Bpava-gepmarosniora 3,000
14111 OyYHble KOHCYIbmayuu
450521 Akums! KoHcynbTauus Bpada-gepmaroriora 1,700
140103 [B01.008.001 Mpuem (ocMOTp, KOHCYNbTaUMs) Bpaya-4epMaToOBEHEPOOra NepBMYHbIv 4,300
140104 [B01.008.002 Mprem (ocMOTp, KOHCYNbTaUMsi) Bpaya-4epMaToOBEHEPONora NOBTOPHbIN 4,300
140149 |B01.008.001.4 |[TTprem (ocmoOTp, KOHCYNbTaLMA) Bpada-AepmMaToBeHeporiora NnepBnYHbLIN

Tpuxonor 4,300
140150 |B01.008.002.4 [TIpnem (ocmoOTp, KOHCYNbTaLMA) Bpada-AepMaToBeHeporiora NOBTOPHLIN

Tpuxonor 4,300
140101 [B01.027.001 [Mprem (ocMOTp, KOHCYNbTaUMs) Bpada-oOHKOMNora nepBuYyHbIv 4,500
140102 [B01.027.002 [Mprem (ocMOTp, KOHCYNbTaUMs) Bpaya-OHKOMNOra NoBTOPHbIN 4,000
140204 |B01.008.001.2 [TTpnem (ocmoTp, KOHCYNbTaUMA) -AepMaTOBEHEPOIOra NepBUYHbIN

O.M.H./rNaBHbI cneunanucT/pykoBoanNTENb OTAENEeHns! 5,300
140205 |B01.008.002.2 [TTpnem (ocmoOTp, KOHCYNbTaUMSA) -AepMaTOBEHEPOiora NOBTOPHbIN

O.M.H./rNaBHbI cneunanucT/pykoBoanNTENb OTAENEeHns! 5,300
140122 |B01.008.001.1 [TTpnem (ocmoTp, KOHCYNbTaLMA) Bpada-AepmaTtoBeHeporiora

NepBUYHBIN, K.M.H./JOLEHT/BeayLumMii cneymanunct 4,300
140123 |B01.008.002.1 [TTpnem (ocmoTp, KOHCYNbTaLMA) Bpada-AepmaTtoBeHeporiora

NOBTOPHbIN, K.M.H./OOUEHT/BeayLMIN cneumnannct 3,400
14/1/2 Marnunynsayuu
140157 [B01.003.004.004|AnnnvkaunoHHas aHecTe3us 700
140153 [A11.01.001 Buroncus koxu

(many-6mnoncus) 8,000




140199

A11.01.001.6

Buoncua koxu
(naH4-6moncus), obnacTb reHnTanun

4,600

140154

A11.01.001.1

buoncusa koxmn
(wens-6uoncus)

6,000

140203

A11.01.001.10

buoncusa koxmn
(wens-6uoncus), obnactb N1uUa, reHnTannmn, BONIOCUCTas YacTb rofoBbI

3,800

140155

A11.01.001.2

buoncua koxu
(3KcumM3noHHas bruoncusi)

15,000

140200

A11.01.001.7

buroncusa koxm
C HaNoXXeHWeM LLBa

10,000

140202

A11.01.001.9

Buoncua koxu
C HanokeHuem LBa (06nacTb reHMTanumn)

7,400

140201

A11.01.001.8

Buoncua koxu
C HanoeHuewm LwBa (ob6nacTb N1ua, BOOCUCTAas YacTb rofoBbl)

6,800

140105

A03.01.001

OcMOTp KOXM Nnog yBenn4eHnem (gepmatockonus)

3,200

140158

B01.003.004.005)

MHprnbTpaunoHHasa aHecTe3nd
B JepMaTOBEHEPONOru

140160

A11.01.010.6

800

VIHEEKLOHHOE BBEAEHNE JITEKAPCTBEHALIX NPErnaparos B odar
NopaxeHUsi KOXWu
VIHbEKLMOHHOE NledeHne rHe3qHoN anoneumm B Kypce (aunpometa

5,000

140146

A11.01.010

VIHbEKLMOHHOE NledeHne rHe3gHon anoneumm B kypce (dunpocnaH

5,000

140145

A11.01.010.001

VIHbEKLMOHHOE fiedeHne KennouaHeix pybuos (pacteop 1 mn)

6,500

140118

A16.01.023.4

ViccedyeHune pybuoB KOXun
0o 20 cm

11,300

140196

A16.01.028

YnaneHne Mo3onm

2,900

140125

A11.02.002.23

BHYTpUMEILLEYHOE BBEAEHVE NEKAPCTBEHHbIX NMPENApaToB
JleyeHune runeprugposa npenapartom Penatokc 100 E[J

24,900

140144

A03.01.001.1

OCMOTp KOXM nog yBenuyeHnem (gepmaToCcKonus)
TPUXOCKONWS

3,200

140126

A16.01.017.001.1

Y AIeAne A00OPOKaYECTBERHBIX HOBOOOPA30BaA KoK METO0M
3reKTpoKoarynsaumm
YaaneHue BMPYCHbIX KOHAMIOM (NaxoBasi 30Ha) 1ea.

2,500

140127

A16.01.017.001.1

Y aITeAnNe AO0OPOKaYECTBEHHBIX HOBOODPA30BaAVN KOXA METOL0M
3reKTpoKoarynsaumm
YaaneHue BUpYCHbIX nanunnom (nuuo) 1eq.

1,300

140128

A16.01.017.001.1

Y aITeAne AO0OPOKaYECTBEHHBIX HOBOOOPA30BaAV KOKA METOL0M
3reKTpoKoarynsaumm
YaaneHue BMpPYCHbIX Nanunnom (naxoeasi 3oHa) 1ea.

1,500

140129

A16.01.017.001.1

Y aITeAne A00OPOKaIYECTBEHHBIX HOBOODPA30BaHVN KOKA METOL0M
3reKTpoKoarynsaumm
YaaneHue BMpYCHbIX nanuniom (Tynosuwe) leq.

1,000

140130

A16.01.017.001.1

Y aITeAne AO0OPOKaIYECTBEHHBIX HOBOODPA30BaRNN KO METOL0M
3reKTpoKoarynsaumm
YpaaneHue gobpokayecTBeHHOro 06bemMHoro obpasosanus 6onee 1 cm

4,000

140132

A16.01.017.001.4

Y OaleAne A00POKaIYECTBEHHBIX HOBOODPA30BaHNN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHne 0o6poKkadeCcTBEHHbLIX HEBYCOB (BOJIOCUCTAsi YaCTb rosfioBbI)

3,800

140165

A16.01.017.001.§

J OAITCHVIT HUUPU[\GHUU TBTHHADIX HUDUUUPC‘JUDGI‘IVIVI RURVT VICTULOUIV
3reKTpoKoarynsaumm

YpaneHvne 0o6poKavyeCTBEHHbIX HEBYCOB (NMLIO U BONOCKCTas YacTb
ronosbl), 4O 5 MM

3,800

140166

A16.01.017.001.§

J OAITCHVIT HUUPU[\GHUU TBTHHADIX HUDUUU}JC‘JUDGHVIVI RURVT VICTULOUIV
3reKTpoKoarynsaumm

YpaneHvne 0o6poKavyeCTBEHHbIX HEBYCOB (NMLIO U BONOCKCTas YacTb
ronoBbl), CBbILLE 5 MM

4,600

140131

A16.01.017.001.1

Y OAITeAne AODPOKAYECTBERHBIX HOBOODPA30BaAN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHue 0obpokadecTBEHHbIX HEBYCOB (nnuo) 1ea.

2,500

140184

A16.01.017.001.§

Y OaleAne A00DPOKaIYECTBEHHBIX HOBOODPA30BaHNN KOKA METOL0M
3reKTpoKoarynsaumm
YaaneHue 0o6poKadeCcTBEHHbIX HEBYCOB (001aCTb BEK U reHUTanun)

6,300

140182

A16.01.017.001.§

Y aleAne A00POKaIYECTBEHHBIX HOBOODPA30BaANN KOKA METO0M
3reKTpoKoarynsaumm
YaaneHne go6poKayeCTBEHHbLIX HEBYCOB (TYNTOBULLIE M KOHEYHOCTM), A0 5

3,000

140183

A16.01.017.001.§

Y aleAne A00POKaIYECTBEHHBIX HOBOODPA30BaAN KOKA METOL0M
3reKTpoKoarynaumm
YpaaneHue 0o6poKayeCcTBEHHbIX HEBYCOB (TYNTOBULLIE U KOHEYHOCTM),

3,800

140133

A16.01.017.001.4

Y OaleAne A00POKaIYECTBEHHBIX HOBOODPA30BaAN KO METOL0M
3reKTpoKoarynaumm
YpaaneHne go6pokadecTBEHHbIX HEBYCOB (TynosuLue) 1eq.

2,500

140140

A16.01.017.001.9

Y OaleAne A00POKaIYECTBEHHBIX HOBOODPA30BaANN KO METOOM
anekTpokoarynauum YaaneHue 4o6pokayecTBEHHbIX HEBYCOB
(tynosuuwe), 1ea. (npy yaanexHuun 3 n 6onee wr)

2,100




140185

A16.01.017.001.§

Y aIeAne A00POKaYECTBEHHBIX HOBOODPA30BaAN KO METOL0M
3MeKTpoKoarynsaumm
YpaaneHne gobpokayecTBEeHHbIX HEBYCOB cBbiwe 10 Mm

5,700

140193

A16.01.017.001.4

Y AareHnne A0DPOKadeCTBEHHBIX HOBOOOPA30BaHN KO METOA0M
3reKTpoKoarynaumm
YaaneHue kepatonanuniomMbl B 00611acTu BekK

4,000

140191

A16.01.017.001.4

Y Aarnene A00POKAYEC TBEHHEIX HOBOODPA30BaRN KO METOOOM
3MeKTpoKoarynsaumm
YnaneHue kepatonanunnomsl 4o 5 Mm

2,300

140192

A16.01.017.001.4

YOarneHne JO0POKa4YeCTBEHHBIX HOBOODPAa30BaHNN KOXN METOIOM
AneKTpokoarynauymm
YpaaneHue KepaTonanuniombl CBbiLEe 5 MM

3,400

140195

A16.01.017.001.4

Y aITeAne AO0OPOKAYECTBEHHBIX HOBOODPA30BaAVN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHue kcadtenasmsbl (5-10 mm)

5,700

140194

A16.01.017.001.4

Y Aarnene A00PORAYECTBERHEIX HOBOOOPA30BaR KO METOOOM
3MeKTpoKoarynsaumm
YnaneHve kcaHtenasmbl MeHee 5 MM

3,400

140113

A16.01.018.1

Y aIeAne A00OPOKAYECTBEHHBIX HOBOODPA30BaAVN TTOAKOKHO-KAPOBON
KrneT4yaTKu
1 KaTeropumsi CoXHOCTU

20,000

140114

A16.01.018.2

YOarnenne A00POKaYECTBEHHBIX HOBOODPA30BaAVN TTOAKOKHO-KAPOBON
KrneT4yaTKu
2 KaTeropusi CroXHOCTU

30,000

140138

A16.01.017.001.4

J AAITCHVIC QUUPURAATU TBTHADIA AUBUUUDASUBARVIVI RUARYVT MICTULUIVT
3MeKTpoKoarynsaumm

YpaneHue nanunnom, reMaHrmom (Tynosuile), 1 eg. (npy yganexsum ot
11 go 15 wT)

700

140139

A16.01.017.001.4

YaaneHue nanuniom, remaHruom (Tynosuile), ueHa 3a Teq. (npu
yaaneHuun ot 16 go 30 wT)

650

140137

A16.01.017.001.4

J AAITCHVTC JQUUPURAATU TBTHADIA AUBUUUDASUBARVIVI RUZARVT MICTULUIVT
3MeKTpoKoarynsaumm

YpaneHue nanunnom, reMaHrmom (Tynosuile), 1 eg. (npy yganexHum ot 5
0o 10 wr)

750

140188

A16.01.017.001.4

YOarneHne JO0POKa4YeCTBEHHBIX HOBOODPAa30BaHNN KOXN METOIOM
AneKTpokoarynauymm
YaaneHue nanunioMbl BEKA Ha HOXKE

2,300

140135

A16.01.017.001.4

Y aITeAne AODPOKAYECTBEHHBIX HOBOODPA30BaAVN KOKA METO0M
3reKTpoKoarynaumm
YpaaneHue ceboperiHbix kepaTtoM (BOJIocMcTas YacTb ronossbl) 1ea.

3,200

140198

A16.01.017.001.7

Y aITeAne A00OPOKAYECTBEHHBIX HOBOODPA30BaANN KOKA METO0M
3reKTpoKoarynsaumm
YpaaneHue ceboperiHbix kepaToM (BOocMcTas vYacTtb ronosbl), 6onee 1,5

3,400

140134

A16.01.017.001.4

Y aITeAne A00POKAYECTBEHHBIX HOBOODPA30BaANN KOXA METOL0M
3reKTpoKoarynsaumm
YpaaneHue ceboperiHbix kepaTtom (nuuo) 1eq.

2,300

140136

A16.01.017.001.4

Y aITeAne A00POKAYECTBEHHBIX HOBOODPA30BaAVN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHue ceboperiHbix kepaTtoMm (Tynosuwe) leq.

2,300

140141

A16.01.017.001.4

YaaneHue ceboperHbix kepaTtoMm (Tynosuiie) o T cm, ueHa 3a Tea. (npu
yaanexHuun 3 n 6onee wT)

1,900

140197

A16.01.017.001.7

YOaneHne Ao00pOKadeCcTBEHHBIX HOBOOOPA30BanN KO METOA0M
3reKTpoKoarynsaumm
YpaaneHue cebopeliHbix kepaTtom, 6onee 1,5 cm

2,900

140189

A16.01.017.001.4

Y aITeAne A00OPOKAYECTBEHHBIX HOBOODPA30BaAVN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHue ombposnurenvanbHoro nonvna

2,300

140190

A16.01.017.001.4

Y aIeAne J00POKaYECTBEHHBIX HOBOODPA30BaAVN KOKA METOL0M
3reKTpoKoarynsaumm
YpaaneHue ombposnurtenuvanbHoro nonvna (naxosas oénactb)

2,900

140186

A16.01.017.001.4

Y Oarnenne A O0POKaUeCTBEHHBIX HOBOOOPAa30BaHN KOXN METOA0M
3MeKTpoKoarynsaumm
YaaneHvie 4eppv aHrmoMbl MeHee 5 Mm

2,500

140187

A16.01.017.001.4

Y Oarnenne f00POKaUYeCTBEHHEIX HOBOOOPa30BaHV KOXKI METOA0M
3MeKTpoKoarynsaumm
YganeHvie 4yeppv aHrMoMbl CBbile 5 MM

2,300

14/2

Kocmemonozaus

14/2/1

KoHcynbmayuu kocmemodsioza

14/2/1/3

3aoyHble KOHCYyIbMayuu

14/2/1/2

MHeHue epayva

14/21111

OyYHble KOHCYIbmayuu

140209 [B01.008.003

Mprem (ocMOTp, KOHCYNbTauusl) BpaYa-kKocMeTonora nepBuYHbIn

2,900

14/2/2

Marnunynsayuu




A140103

BBEOEHNE VICKYCCTBERHBIX HANOITHATENEN B MATKE TRAAW C LENB
KOppPEKUUN hopmbl
BBefeHve npenapaTa penartokc

4,760

A140101

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MATKE TRAAW C LENBR0
KOppEKUUN hopmbl
BBefeHve npenapara penartokc

9,520

A140102

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MATKE TRAAW C LENBR
KOppPEKUUN hopmbl
BBefeHve npenapaTa penartokc

7,140

A140104

BBEAEHNE VICKYyCCTBEHHBIX HAOITHATENEN B MSATKE TRAAW C LENB
KOppEeKUUn hopmbl
BBefeHve npenapaTa penartokc

4,760

140252

A11.01.003.018

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Hair X Peptide 1,3 mn

6,700

140251

A11.01.003.017

BHYTPUKOXXHOE BBELAEHWE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Hair X vita line E 2,5 mn

4,000

140250

A11.01.003.016

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BBegeHuve npenapara Hair X vita line E 4 mn

5,100

140238

A11.01.003.004

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Jalupro

11,300

140239

A11.01.003.005

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHuve npenapara Jalupro HMW 2.5

17,600

140240

A11.01.003.006

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHue npenaparta Meso-Wharton 1,5

17,600

140241

A11.01.003.007

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Meso-Xanthin 1,5

17,600

140245

A11.01.003.011

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX MPENapaToB
Beenenve npenapata NCTF 135 HA 3 mn

10,100

140257

A11.01.003.023

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Nithya 5 mn

21,500

140244

A11.01.003.010

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenaparta Profhilo 2 mn

21,500

140258

A11.01.003.024

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Radiess 1,5 mn

24,300

140242

A11.01.003.008

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapata Revi Strong 1 mn

15,300

140243

A11.01.003.009

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX MPENapaToB
BeegeHune npenaparta Revi Strong 2 mn

21,000

140231

A11.01.013.022

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MSATKAE TRAaAW C LENB
KOppEKUUN hopmbl
BeegeHune npenapara Revitacare Cytocare S line 3 mn

17,600

140259

A11.01.003.025

BHYTpPUKOXXHOE BBELEHVE NEKAPCTBEHHbLIX NMPENapaToB
BBegeHune npenapara Sculptra

45,200

140230

A11.01.013.021

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MATKAE TRAAW C LENBR0
KOppEKUUN hopmbl
BeegeHune npenaparta Viscoderm Hydrobooster 1,1 mn

18,100

140260

A11.01.003.026

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenaparta Ycellbio 1 npobupka (PRP-Tepanus)

12,500

140236

A11.01.003.002

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BBegenve npenapara Buckogepm 1,6% 1,5 mn

9,100

140247

A11.01.003.013

BHYTpPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX MPENapaToB
BeegeHune npenaparta Buckogepm CkuHko 2,5 mn

4,600

140246

A11.01.003.012

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenapara Buckogepm CkuHKO 5 M

7,700

140249

A11.01.003.015

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHune npenaparta Buckogepm CkuHko E 2,5 mn

5,700

140248

A11.01.003.014

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX MPENapaToB
BeegeHune npenapara Buckogepm CkuHko E 5 mn

9,400

140234

A11.01.013.025

BBEOEHNE VICKYCCTBEHHBIX HAOITHATENEN B MSTKAE TRAAW C LENB
KOppEKUUN hopmbl
BBegeHuve npenapara gucnopT 1 eanHmua

200

140255

A11.01.003.021

BHYTPUKOXXHOE BBEAEHVE NEKAPCTBEHHbLIX MPENapaToB
Beenenve npenapata Konnoct 15% 1 mn

18,100

140253

A11.01.003.019

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
Beenenve npenapara Konnoct 7% 0,5 mn

10,200

140254

A11.01.003.020

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
Beenenve npenapara Konnoct 7% 1,5 mn

13,900

140256

A11.01.003.022

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX NMPENapaToB
BeegeHuve npenapara Konnoct Mukpo 5 mn

15,900

140233

A11.01.013.024

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MSTKAE TRAAW C LENB
KOppPEKUUN hopMbl
BBegeHuve npenapara kceomvH 1 eguHnua

290

140237

A11.01.003.003

BHYTPUKOXXHOE BBELAEHVE NEKAPCTBEHHbLIX MPENapaToB
BeegeHune npenapata MHA 10 3 mn

10,100




140232

A11.01.013.023

BBEOEHNE VICKYCCTBERHBIX HANOITHATENEN B MATKE TRAAW C LENB
KOppPEKUUN hopmbl
BBegeHve npenapara Ha OCHOBe nonmMmonoyvHon kucnotbl Aesthefill

48,600

140235

A11.01.013.026

BBEAEHNE VICKYCCTBEHHBIX HAMOITHATENEN B MATKE TRAAW C LENBR
KOppEKUUN hopmbl
BBegeHuve npenapara penartokc 1 eguHuiua

280

140228

A11.01.013.019

DBTLATHVIT Vlbl\y‘ub TBEHAADIX AAITUITAVITTITCVT B VIATRVIC TRAAVT U TTITBRU
KOppPEKUUN hopmbl

KoHTypHasi nnactuka B KOMNEKCHOWN KOPPEKLIMN HECKOSBKUX 30H
npenapatom Platinum 2 mn

28,900

140229

A11.01.013.020

DBTLTHVIT Vlbl\y‘ub TBEHAADIX AAITUITAVITTITCVT B VIATRVIC TRAAVT U TTITBRU
KOppEKUUN hopmbl

KoHTypHasi nnactuka B KOMNEKCHOWM KOPPEKLIMN HECKOSBbKUX 30H
npenapatom Platinum 3 mn

40,200

140221

A11.01.013.012

BBEOEHVE VICKyCCTBEHHBIX HANOITHATENEN B MSATKAE TRAAW C LENB0
KOppEeKUUn hopmbl
KoHTypHas nnactuka npenapartoM Art filler fine lines 1 mn

17,000

140223

A11.01.013.014

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MSTKAE TRAAW C LENBR
KOppEKUUn hopmbl
KoHTypHas nnactuka npenapartom Art filler lips 1 mn

20,400

140222

A11.01.013.013

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKE TRAAW C LENBR0
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapartom Art filler universal 1,2 mn

21,000

140224

A11.01.013.015

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKE TKaAW C LENB
KOppEKUUn hopmbl
KoHTypHas nnactuka npenapartoM Art filler volume 1,2 mn

23,200

140216

A11.01.013.007

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSATKAE TRAaAW C LENB
KOppEKUUn hopmbl
KoHTypHas nnactuka npenapatom Belotero Balance 1 mn

18,100

140332

A11.01.013.036

BBEOERNE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKE TRAAW C LENB
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapatom Belotero Intense 1 mn

18,000

140333

A11.01.013.037

BBEOERNE NCKyCCTBEHHBIX HAMOITHATENEN B MSATKAE TKAaAW C LENB
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapatom Belotero Intense Lidocaine 1 mn

18,000

140217

A11.01.013.008

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MSTKAE TKAaAW C LENbR
KOppPEKUUN hopMbl
KoHTypHas nnactuka npenapartom Belotero Lips Contour 0,6

12,400

140218

A11.01.013.009

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKE TKAAW C LENBR0
KOppPEKUUN hopMbl
KoHTypHas nnactuka npenapatom Belotero Lips Shape 0,6

13,500

140219

A11.01.013.010

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKAE TKAAW C LENB
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapartom Belotero Soft

16,000

140213

A11.01.013.004

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSTKAE TRAAW C LENBR
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapatom Juvederm Retouch 0,55 mn

13,200

140211

A11.01.013.002

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKAE TKAHW C LENB0
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapatom Juvederm Ultra 3 1 mn

19,800

140210

A11.01.013.001

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSATKE TRAAW C LENBR0
KOppEeKUUn hopmbl
KoHTypHas nnactuka npenapartom Juvederm Ultra smile 0,55 mn

13,000

140214

A11.01.013.005

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSATKE TKAAW C LENb
KOppPEKUUN hopMbl
KoHTypHas nnactuka npenapatom Juvederm Volbella 1 mn

22,100

140212

A11.01.013.003

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MSTKAE TRAAW C LENBR
KOppPEKUUN hopMbl
KoHTypHas nnactuka npenapartom Juvederm Volift 1 mn

22,100

140215

A11.01.013.006

BBEOEANE NCKYyCCTBEHHBIX HAMOITHATENEN B MSATKAE TKAAW C LENB0
KOppEKUUN hopmbl
KoHTypHas nnactuka npenaparom Juvederm Voluma 1 mn

23,500

140227

A11.01.013.018

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSTKE TRAAW C LENBR
KOppEKUUN hopmbl
KoHTypHas nnacTtuka npenapartom Platium Bronze 1 mn

12,500

140225

A11.01.013.016

BBEOERNE NCKyCCTBEHHBIX HAMOITHATENEN B MSTKAE TKAaAW C LENB
KOppPEKUUN hopMbl
KoHTypHas nnactuka npenapartom Platium Gold 1 mn

16,400

140226

A11.01.013.017

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MSATKVE TRAAW C LENB
KOppPEKUUN hopMbl
KoHTypHas nnactunka npenapartom Platium Silver 1 mn

15,300

140220

A11.01.013.011

BBEOEAVE NCKYyCCTBEHHBIX HAMOITHATENEN B MATKAE TRAAW C LENB
KOppEKUUN hopmbl
KoHTypHas nnactuka npenapatom Restylane Lift 1 mn

23,200




140287 [A16.01.024.005 |HepmaTonornyecknii AUNNHF

JleyeHune 3aboneBaHnn Ko MuHaanbHbiM nunuHrom MAHOENAK 3,500
140284 |A16.01.024.002 HepMaToJITOTMYeCKNN MNITUHT

JleyeHune 3aboneBaHnn Koxu xummdeckum nunuHrom IPDKECHEPA

MNOBEPXHOCTHbIN (JESSNER Peel) 5,000
140309 |A11.01.003.035 |BHYTpuUkoXHOE BBEAEHME NEKapCTBEHHbIX NpenapaToB

BbuopesuTtanusauus Bellarti Lift, 1 mn 10,000
140310 |A11.01.003.036 |BHYTpPukoXHOE BBEAEHME NEKapCTBEHHbIX NpenapaToB

BbuopesuTtanusauus Bellarti Lift, 2 mn 20,000
140311 |A11.01.003.037 |BHyTpPukoXHOE BBEAEHME NEKapCTBEHHbIX NpenapaToB

BuopesuTtanusaums F-hair 4,500
14/3 lIpoepamMmMbI U akyuu
M141104B01.008.001 Komnnekc "KoHcynbTauusi Bpada-gepmarorniora u Tpyuxoniora nepsuyHas” 8,300
Mn141103 Komnnekc "TlepBnyHas TpUxoCcKonms + MHBbEKLMOHHOE NeYeHne

rHe3gHown anoneunn B3pocnble (OunpocnaH pacteop 1 mn)" 5,500
24 JlabopamopHbie uccredoeaHusi
24/17 AlidxeHomukc PC
5.4.7. |A27.30.121 MLPA - CYP21A2 15,000
5.4.8. |A27.30.122 MLPA - DMD 15,000
5.4.6. |A27.30.120 MLPA - SMA 7,000
54.19. |B03.006.003 ApnpeHoreHuTansHbIn cuHgpoM.ITonck 9-Tn Hamboree YacTbiX MyTauumn B

reHe CYP21A2 22,000
3.2.3.14.|A27.30.115.014 |ApTporpunos n BpoxxaeHHbIi MMaCTEHUYECKUIA CUHOPOM 65,000
5.56.9.7. |A27.05.135 BokoBoN amMmnoTpodryeckmii CKnepos 65,000
5.5.9.15.|A27.05.143 BonesHb Lapko-Mapu-TyTa 1 BpoxgeHHasi CEHCOpHas HerponaTtusi 65,000
3.2.3.19./A27.30.115.019 |BeHTpukynomeranus 65,000
3.2.3.13.|A27.30.115.013 [BogsiHka nnoga 65,000
5.5.16.6.|A27.05.189 BpoxgeHHas rmnepnnasns Hagnovye4YH1KoB 65,000
5.5.13.1.|A27.05.166 BpoxgeHHas kaTapakta 65,000
3.2.3.1. |A27.30.115.001 [BpoxaeHHble nopoku cepaua (BIMNC) 65,000
3.2.3.18./A27.30.115.018 |BpoxaeHHble pacLienuHbl ryobl u Heba 65,000
3.2.3.2. |A27.30.115.002 [BpoxaeHHbIi dnbpo3 neyeHun 65,000
3.2.3.15.|/A27.30.115.015 |OucreHesus roHag 65,000
5.5.8.2. |A27.05.125 Kapgnomumonatum 65,000
1.3.1 A12.05.013 KapunoTtunn akcnepTHbIV (KONMYECTBEHHbIE U CTPYKTYPHbIE aHOMaNun 11,900
1.23. |A27.05.069.002 [KombuHupoBaHHas ycnyra CKPUHUHN Ha HOCUTENbCTBO MOHOTMEHHbIX

3abonesaHnit CGT®-Bank + Bank-Upgrade 42,000
5.5.8.3. |A27.05.126 KomnnekcHasi kKapanonornyeckasi naHesnb 65,000
5.5.9.9. |A27.05.137 KomnnekcHasi naHenb Ansi AMarHOCTUKM Snuiencum 65,000
3.2.3.17.|A27.30.115.017 |KpaHnocrMHOCTO3 65,000
5.5.1.5. |A27.05.091 JIn30coMHble 6ONIE3HN HAKOMeHUs 65,000
3.2.3.10./A27.30.115.010 [JlnccaHuedanus 65,000
4.1.2. A27.30.132.002 VIOITEKYITADHOE KapnOTUMMPOBaHME KITETOK a0OOPTMBHOIO Matepwnarna npu

HepasBuBarLencs 6epeMeHHOCTN C NMOMOLLbH TEXHOIOMK

XPOMOCOMHOro MMKpoMaTpuyHoro aHanusa - POC analysis CMA 750k 57,000
522 |A27.05.086.002 |MonekynspHoe KapnoTunMpoBaH/e C NOMOLLIbI0 TEXHOOrMK

XPOMOCOMHOIr0 MMKpOMaTpu4Horo aHanusa HD 80,000
3.2.3.3. |A27.30.115.003 HapymevH'vm nonoeqlrol passutus _ orrerr oo 65,000
3.1.3. A27.20.001.003 HapyLleHWin nnoaa - Tect NACE24C c ,qeneuvlﬂMM/ aynnukaumsamm

(CKPUHVHI YMCIEHHOW NaTonorum BCEX XpOMOCOM, BKIoYasi XPOMOCOMbI

X 1Y, a TaKke cerMeHTapHbIX geneuvin/gynnukaumn pasmepom 6onee 7

Mb xpomocomMHoro marepuana+ onpegeneHue nona nnoga) 66,000
311 A27.20.001.001 |[TEVHBa3VBHas NpeHaTallbHas TeHe TMYECKas AarHOCTKA XPOMOCOMHBIX

HapyweHui nnoga - Tect NACE5SC (4acTble XpOMOCOMHbIE

aHeynnounamn: 13, 18, 21, X n Y + onpeagenexue nona nnoga) 41,500
3.1.5 A27.20.001.005 [HeunHBasnsHoe onpeneneHne pesyc - dpaktopa nnoga ¢ 10 Hegenb

OepemMeHHOCTH 16,900
5.5.9.2. |A27.05.130 Helipodunbpomaros 65,000
531. A27.30.133 HeoHaTanbHbI CKPUHWHT Ha 237 TeHOB C NOMOLLbIO TEXHOSIOrMn

BbICOKOMPOM3BOAUTENBHOIO cekBeHnpoBaHusi - Newborn Screening 49,000
5.5.5.1. |A27.05.114 HecoBepLUEHHbI OCTEOreHes3 65,000
3.2.3.4. |A27.30.115.004 |OnurorngpamH1MoH 65,000
3.2.3.5. |A27.30.115.005 [Omdcanouene 1 ractpomnaunc 65,000
3.2.3.6. |A27.30.115.006 |MepBur4yHas mukpouedanus 65,000
6.6. A27.30.141 [MTepeaHanv3 aHanv3 gaHHbIX CEKBEHMPOBaHWSA reHoMa (OaHHbIe

npegocTaBnsATCS 3aKa3y4nkom) 36,000
6.5. A27.30.140 lNepeaHanv3 aHann3 gaHHbIX CEKBEHUPOBAHMWSA 3K30Ma (OaHHbIE

npegocTaBnsATCS 3aKa3y4nkom) 22,000
6.4. A27.30.139 [MepeaHanun3 gaHHbIX nocne TapreTHon naHenu 40 TTONHO3K30MHOro

CeKBeHVpPOBaHUs 22,000
514 A27.05.085 [MonHOreHoMHOEe CEKBEHMPOBaAHME 207,000




TTUCVIVITOTAATAUVTUARUT TCATTVTAHTCURUT TTU TVIPUB ARV APUNMUCUUNHADIA

2.2.2. |A10.20.001.003.¢ N o

HapyweHuit metogoM NGS B kpuoumkne 3a kaxablin obpasel, Bknovasi

oLeHKy konnyectsa mutoxoHapuanesHou AHK (MitoScore), B cnyyae

Po6epTCOHOBCKOW TpaHCoKaumMm y ogHoro us naptHepos PGT - A 24,000
223 A1 020001 003( TTUCVIVITOTAATAUVTUARUT TCATTVTATURUT TTU TVIPUB ARV APUNMUCUUNHADIA

HapyweHuit metogoM NGS B kpuoumkne 3a kaxablin obpasel, Bknovasi

oLeHKy konnyectBa mutoxoHapuansHon OHK (MitoScore), npu

cbanaHcnMpoBaHHOW peumnpokHon TpaHcnokauum PGT - SR 30,000
3.2.1.1 |A27.30.130.001 I'IpeﬁngﬂbHoe I'IOgHOSKSOMHoe ceKBeHmposaHme o 57,000
3.2.2.1. |A27.30.131.001 (onpegenexue aHeynnonauii, NONUNNONANMIKA, AynnvKauun n neneumm

6onee 200 kb, ogHopoguTenbckne gucommun, mosamumam ot 20% + STR

— aHanm3 anst o6HapyxeHUsi KOHTaMMHALMM MaTEPUHCKUMM KIeTkamu).

Yucno mapkepos: 750 ThbiC. 57,000
5511.1.|A27.05.156 PacluvpeHHas naHenb Anst AMarHoCTUKW HacNeACTBEHHbIX ONyXONEeBbIX

CUHOPOMOB 67,500
5.4.17. |A27.05.036.001 [PaclumpeHHbIn nomck YacTbix MyTaumi B reHe CFTR (30 wr.) 22,000
5.4.16. |A27.30.129 CekBeHunpoBaHue 1 reHa metogom NGS 52,000
5.4.15. |A27.30.128.002 |CekBeHupoBaHue no CaHrepy (Tpno) 52,000
3.2.3.11.|A27.30.115.011 |CuHapom XKybepa 1 cBsi3aHHblE C HAM PacCTpPoOnCcTBa 65,000
3.2.3.16./A27.30.115.016 |CuHgpom KannmaHa - CuHgpom Kannmana 65,000
3.2.3.9. |A27.30.115.009 [Cungpom Mekkensi-I'pybepa 65,000
3.2.3.8. |A27.30.115.008 |CuHagpom HyHaH 1 PAConatum 65,000
5.5.9.5. |A27.05.133 Cungpowm PetTta 65,000
5.5.12.4.|A27.05.165 CvHgpomanbHas 1 HeCUHAPOMaIbHas TYroyxocTb 65,000
3.2.3.7. |A27.30.115.007 |CkeneTHas gncnnasug 65,000
1 1 6 A2705066 U RPVIHVIAT \IVIUJ IU[\yJ TAPHUSTTHATTITATCURUT VITUJ IUHUDGHVIC) Ha

HOCUTENbCTBO MOHOreHHbIX 3aboneBanHuii -CGT®-Exome (6onee 2200

3aboneBaHui, 1979 reHoB y MyxumH, 2043 y xxeHwmH; 6onee 50 000

mytaumi + CYP21A2, HBA1/2, SMN1, FXN, DMD, FMR1, F8) 89,600
1 1 7 A2705066001 O RPVTAVIAT \IVIUJ IU[\yJ TAPHRUSTTHTTITATCURUT VITUI IUHUDGHVIC) Ha

HOCUTENbLCTBO MOHOreHHbIX 3abonesaHunin -CGT®-Exome Couple ans

napbl (6onee 2200 3abonesanuit, 1979 reHoB y MyxunH, 2043 y

XeHwuH; 6onee 50 000 mytaunii + CYP21A2, HBA1/2, SMN1, FXN, 162,400
1 1 4 A2705065 URPVIHVIAT \IVIUJ IU[\yJ TAPHUSTTATTITATCURUT VITUI IUHUDGHVIC) Ha

HOCUTENbCTBO MOHOreHHbIX 3aboneBanuii -CGT®-Plus (go 570

3aboneBaHui, 455 reHoB y Myxx4mH, 519 reHoB y xeHwuH; 6onee 20 000

mytaumni + CYP21A2, HBA1/2, SMN1, FXN, DMD, FMR1, F8) 80,000
1 1 5 A2705065001 O RPVTAVIAT \IVIUJ IU[\yJ TAPHRUSTTHATTITATCURUT VITUJ IUHUDGHVIC) Ha

HOCUTENbLCTBO MOHOreHHbIX 3aboneBannin -CGT®-Plus Couple gns napbl

(mo 570 3aboneBaHui, 455 reHoB y MyxuurH, 519 reHoB y XeHLLUuH; 6onee

20 000 mytaumn + CYP21A2, HBA1/2, SMN1, FXN, DMD, FMR1, F8) 148,000
111 A27.05.063 CKPVIAVIHT (MOTERYITPHO-TEHETUYECKOE VICCITEAOBAHNE) Ha

HOCUTENbLCTBO Hanboree pacnpoCTpaHEeHHbIX MOHOMEHHbIX 3aboneBaHni

- CGT®-essential (26 3aboneBanuii, 24 reHa, 2825 mytaumi + SMN1 n 30,000
1.1.2. A27.05.063.001 CKPWHUHT (MOJTEKYITADHO-TeHETNUYEeCKOe NCCrieJOBaHne) Ha

HOCUTENbLCTBO Hanboree pacnpoCTpPaHEHHbIX MOHOMEHHbIX 3aboneBaHni

-CGT®-essential Couple ansi napbl (26 3abonesaHun, 24 reHa, 2825 52,000
5.5.4.6. |A27.05.113 TyGepo3HbI cKNepos 65,000
3.2.3.12.|A27.30.115.012 |YBenuyeHue TonLmHbl BOPOTHNKOBOrO npoctpaHcTtea (TBIM) 42,990
5.4.3. |A27.30.117 OKCMaHCKs NONMHYKNEeoTMAHbIX NOBTOpPOB B reHe FMR1 7,000
54.4. |A27.30.118 OKCMNaHCcKs NONMHYKNEOTUAHbIX MOBTOPOB B Crydae

CnuvHouepebennspHon atakcuu (tmn 1,2,3,6 1 7)
24/47 Y3 HUN-KBB Ne1 (2.KpacHodap)
A09.05.089.003 VICCITE[OBaHNE YPOBHS allb(Pa-pe10NpOTENHA T XOPVIOANIECKOTO

roHagoOTPOMNUHa B CbIBOPOTKE KPOBM (ABOMHas meTka) metogom NPnA

(ons NpeHaTanbHOM ANMAarHOCTUKM HapyLeHWe pas3BMTUin nnoga) 2,300
A09.05.090.0011 ViccnegoBaHue yYpOBHS XOPMOHUYECKOrO FOHal0TPONMHA B CbIBOPOTKE

KPOBM MMMyHOyopecueHTHbIM meTogom (ABTOLOEJIOUNA B-XIY) 1,700
A12.05.139.1 Onpepenexve nna3meHHoro aktopa A (PAPP-A) B cbiBOpOTKe KpOBU

MMMyHodnyopecueHTHbIM metogom (ABTOLOENPUA PAPP-A) 2,500
24/27 FEMOTECT
®T-P00000000245 18.UNTO
1.42. Ca++, Na+, K+(komnnekc ) 620
6.8. D-gumep 1,320
2.36. B-XT4 520
157.0. ApeHoBupyc (Adenovirus, AuapenHbIi CUHAPOM), aHTUTEHHbIN TeCT 1,300
1.3.1. AnbOyMUH 240
1.36.1. Brunnpy6uH Henpsimon (BunupybuH npsimon, BunnupybuH obwwmin) 400
1.36. Bunnpy6uH Henpsimon (BununpybuH npsmon, bunnupyouH obmin) 400
27.108. Broxumus (6asosas) 1,800
27.4. TEMOCTA3VNOINPAMMA (Koarynorpamma) 1,400
27.1. ["locnuTanbHbIV KOMINEKC 2,100




27.99.1. 300POBbI/ PEBEHOK (BeHo3Hast kpoBb) MK 900
27.99.2. 300POBbIN PEBEHOK (kanunnsipHast kposb) MK 900
2.20. KopTtunson 520
158.0. Kpuntocnopunguu napsym (Cryptosporidium parvum, guapenHoin

CUHOPOM), aHTUFEHHbIN TECT 1,400
159.0. JIam6num (Giardia liamblia, gnapenHbIn cMHAPOM), aHTUTEHHbIN TecT 1,100
175.0. OBHapyxeHue poTaBUpPYCOB 1 afeHOBUPYCOB, aHTUIEeHHbIV TECT 1,330
3.1.1. O6wui aHanun3 Kposu 6e3 nerkouMTapHo opMyrbl (BEHO3Hasi KPOBb) 260
3.2.1. 06K aHanNn3 KpoBU C NerKouMTapHon opMyrnon (BeHO3Has KPOBb) 650
3.81. OnpegeneHve NpoLeHTHOro CoAepXXaHUsl MOHOHYKIIEapOB B KPOBU (BEH.

KpoBb) (HazHa4aTb BMecTe ¢ "OAK") 250
3.8.2. OnpenenexHve NpoLeHTHOro CoAepXXaHNsi MOHOHYKIIEapOB B KPOBM

(kanunnspHas KpoBb) (HasHa4Yatb BMmecTte ¢ "OAK") 250
3.71. [Toacyet TpomboLmTOB Mo MeToay PoHMO (BEH. KPOBL) (Ha3HavaTb

BmecTe ¢ "OAK") 340
143.0. MoceB Ha remopunbHy0 nHdekumto (Haemophilus influenzae) 1,400
156.0. PoTtaBupyc (Rotavirus, AnapenHbii CUHAPOM), aHTUTEHHbIN TECT 1,330
162.0. CrtpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbI TecT 1,100
161.0. CrtpenTokokka rp.B (Streptococcus agalactiae), aHTureHHbIi TecT 1,200
160.0. TokcurH A (Clostridium difficile, nceBgoMembpaHHbI KONWUT), aHTUrEHHbIN 1,300
186.0. TokcurH A 1 B (Clostridium difficile, nceBnomem6paHHbiin 1,800
27.5. LLinToBnaHas >xxenesa (CKpUHWUHI) 3,000
24/45 FeHomed
1892 AHanus peuentMBHOCTU 3HAomeTpus "ERT-TecT" 55,000
1947 [MonHoe cekBeHMpOBaHVE 9K30Ma NpeHaTanbHoe 51,000
0589 XPOMOCOMHbIN MMKPOMATPWUYHbIA aHann3 npeHaTtanbHbIf 21,000
24/9 UHBUTPO

OlNPEOEJIEHUE BUOJIOTMYECKOIo POA4CTBA B CEMBE: OTLJOBCTBA U
9029 MATEPUHCTBA
BP/O0N JlononHUTenbHbIN Y4aCTHUK NccnefoBaHns (pebeHoK unn matb unu

otel) (Additional research participant (child or mother or father)) 8,450
BP3/5 TPOYHOE YCTaHOBITEHNE DMOITOTVUUECKOTO POACTBa AT OQHOTO 13

poouTtenen npu 6eccnopHom poactee agpyroro (3 ven.) (Urgent

Establishment of Biological Relationship for One Parent at Indisputable 56,100
BEP2/5 TPOYHOE YCTaHOBITEHNE DMOTOTVYECKOTO POACTBaA AT OQHOTO 13

poguTtenen npu otcyrcTeum gpyroro (2 4en.) (Urgent Establishment of

Biological Relationship for One Parent in Absence of Another (2 Persons)) 56,100
BEP3/20 YCTaHOBITEHNE DMOITOTVUECKOTO POACTBa AT OAHOTO N3 POAWTENEN NpK

6eccnopHom poactee gpyroro (3 yen.) (Establishment of Biological

Relationship for One Parent at Indisputable Relationship of Another (3 26,750
BEP2/20 YCTaHOBITEHE DMOITOTVYECKOTO pOACTBa AT OAHOTO M3 pOANTENEN NP

otcyTcTBMmM gpyroro (2 ven.) (Establishment of Biological Relationship for

One Parent in Absence of Another (2 Persons)) 23,850
OBC64MOD «bonu B cyctaBax: ckpuHuHr (Arthralgia: screening tests)» 6,600
1603 1,25(0H)2D3 — 1,25-gurngpokcusmtammy D3 2,150
6830M6 Alternaria alternata (m6) IgE, ImmunoCAP 1,050
6846M229 Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2,350
6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1,050
6833M5 Candida albicans (m5) IgE, InmunoCAP 1,050
6834M2 Cladosporium herbarum (m2) IgE, InmunoCAP 1,050
6863M227 Malassezia spp. (m227) IgE, InmunoCAP 1,050
6832M1 Penicilium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1,050
6802PH Phadiatop ImmunoCAP, IgE 1,750
6801PI Phadiatop Infant ImmunoCAP, IgE 2,750
1647 ST2 pactBopumbiIl (soluble ST2, sST2) 3,750
66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, 900
66605 Asokago (f96), IgkE, ImmunoCAP (Avocado, Persea americana, IgE,

ImmunoCAP) 900
404 AOEHOBVPYC pECNPaTOpPHEIN, BESIBITEHNE aHTTERA B pECNPATOPHOM

TpakTe, ummyHoxpomaTorpadus (Adenovirus, respiratory infection, One

step rapid immunochromotographic assay, antigen) 1,250
9021 AJIJIEPIOJIOTMYECKUE UCCJIEQOBAHUS (OnpedeneHue cneyudguveckux IgE)
1308ISAC Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip

ImmunoCAP ISAC, 112 allergic components) 47,100
677 AnaHac, IgE (Pineapple, IgE, F210) 650
998 AnenbcuH, IgE (Orange, IgE, F33) 650
611 Apaxuc, IgE (Peanut, IgE, F13) 650
676 BaHaH, IgE (Banana, IgE, F92) 650
673 BapaHuHa, IgE (Lamb, IgE, F88) 650
657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 650
649 Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 650
661 BonHucThi nonyran, nepo, IgE (Budgerigar Feathers, IgE, E78) 650




645 loBsgvHa, IgE (Beef, IgE, F27) 650
636 penndpyrt, IgE (Grapefruit, IgE, F209) 650
641 pevHeBasi myka, IgE (Buckwheat, IgE, F11) 650
631 HomawHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 650
650 KasewuH, IgE (Casein, IgE, F78) 650
642 Kanycta koyaHHas, IgE (Cabbage, IgE, F216) 650
646 Kaptodens, IgE (Potato, IgE, F35) 650
654 Kusw, IgE (Kiwi Fruit, IgE, F84) 650
622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, 650
621 Krew, Dermatophagoides pteronyssinus (D7), IgE (Dermatophagoides

pteronyssinus, IgE, D1) 650
634 KnybHuka, IgE (Strawberry, IgE, F44) 650
608 KopoBbe monoko, IgE (Milk, IgE, F2) 650
605 Kowika, IgE (Cat Dander-Epithelium, IgE, E1) 650
614 Kpabbl, IgE (Crab, IgE, F23) 650
615 KpeBeTku, IgE (Shrimp, IgE, F24) 650
651 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 650
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 650
628 JlaTekc, IgE (Latex, IgG, K82) 650
635 JlumoH, IgE (Lemon, IgE, F208) 650
675 Matro, IgE (Mango, IgE, F91) 650
617 MopkoBb, IgE (Carrot, IgE, F31) 650
660 Mopckasi cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, E6) 650
648 OBcsiHasa myka, IgE (Oat, IgE, F7) 650
662 OBua, snutenun, IgE (Sheep Epithelium, IgE, E81) 650
670 MaHenb neguatpudeckas, IgE (Pediatric Panel, IgE) 5,500
669 MaHenb nuweBble anneprexsl, IgE (Food Allergy Panel, IgE) 5,500
665 MaHenb pasHble anneprexsbl, IgE (Panel Different Allergens, IgE) 5,500
666 MaHenb pecnupartopHble anneprexsl, IgE (Respiratory Panel, IgE) 5,500
632 Mekapckne gpoxoku, IgE (Baker's Yeast, IgE, F45) 650
674 Mepcuk, IgE (Peach, IgE, F95) 650
655 MuBHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 750
627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 650
625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 650
626 MNMneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 650
624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 650
623 MneceHb Penicillium notatum, IgE (Penicilium notatum, IgE, M1) 650
659 MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 650
658 MonblHb 06bIKHOBEHHASA, Nbinbua, IgE (Mugwort, IgE, W6) 650
647 Mpoco, IgE (Common Millet, IgE, F55) 650
610 MweHuyHasa myka, IgE (Wheat, IgE, F4) 650
652 Puc, IgE (Rice, IgE, F9) 650
644 CeuHuHa, IgE (Pork, IgE, F26) 650
619 Cenbgepen, IgE (Celery, IgE, F85) 650
603 TMeChb aniepleHoB AePEBLEB; ONbXa, NELiHa ODBEIKHOBEHHAM, VBa,

6epesa, oyob, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut,

Willow, Birch, Oak, IgE)* 1,400
1070 UNVTUD AIUJTCPTTCHUB JQUNIALIAVIXT pDIdyHUb. ITIVITTTTVIVT NMTUPURUVT UBVIARTT,

ANUTENWIA Kpomnuvka, SNUTENUIN XOMsIKa, Kpbica, Mbiwb, IgE (EP70 (E6,

E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit

Epithelium, Hamster Epithelium, Rat, Mouse, IgE)* 1,400
602 UNTUD ATJTCPTTHUDB TUTCUTHIT. T ©T TICIMOTIT ITowatart T, UCTAUUSPUTTUTTT

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE

(MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicilium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, 1,400
604 UNVTUD ATTTCPTTHUB CUPRUIT TPaBDbI. dViUPU3VTA TTUJTBIAAUTTVIC THAA,

nonbiHb 0ObIKHOBEHHAs!, MOOOPOXHUK, Mapb benas, 4epTononox

pycckun, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common

Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, 1,550
600 UNICUD AIUJTCPTCHRUB TPabbl. ©/Ra COUPHRAA, UBUARAVILA .llyl UBdA, JURD

MHOroneTHss, TuMmodeeBka, MATnmk nyrosow, Ige (GP1 (G3, G4, G5,

G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye

Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 1,400
601 UNTUD AIUJTCPTTHUDB TPaBbl. RUITUVUR HyI.IJVILaI BT, PUARD NMIAUTUITCTHAA,

TMMOdpeeBKa, POXb KynbTMBUPOBaHHAs, OyxapHuK LWepcTucToin, IgE

(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,

Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, 1,400
637 Cwmechb nuweBbIx annepreHoB 1: anensbcuH, baHaH, abnoko, nepcuk, IgE

(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, 1,400
638 CmMech nuvLLeBbIX annepreHoB 2: KUBKU, MaHro, baHaH, aHaHac, IgE (FP50

(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, 1,400




639 TMeCh NMLEBLIX allliePTreH0B 3: CBWHNHAA, KYPVUHOE M3ICO, TOBSOVHG,

6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

Chicken Meat, Lamb, IgE)* 1,400
606 Cobaka, IgE (Dog Epithelium, IgE, E2) 650
612 CoeBble 6006bl, IgE (Soybean, IgE, F14) 650
620 TapakaH, IgE (Cockroach, IgE, 16) 650
656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 650
616 Towmartsbl, IgE (Tomato, IgE, F25) 650
640 Tononb, IgE (Cottonwood, IgE, T14) 650
609 Tpecka, IgE (Codfish, IgE, F3) 650
643 ToikBa, IgE (Pumpkin, IgE, F225) 650
613 DyHayk, IgE (Hazelnut, IgE, F17) 650
633 LWokonag, IgE (Chocolate, IgE, F105) 650
653 Abnoko, IgE (Apple, IgE, F49) 650
607 Aununbin 6enok, IgE (Egg White, IgE, F1) 650
618 Aununbin xenTok, IgE (Egg Yolk, IgE, F75) 650
9022 AJIJIEPIOJIOTMYECKUE UCCJIEQOBAHUA (OnpedeneHue cneyudguyeckux IgG)
6672 AHaHac, IgG (Pineapple, I1gG, F210) 750
6667 AnenbcuH, IgG (Orange, IgG, F33) 750
6645 Apaxuc, IgG (Peanut, IgG, F13) 750
6671 BaHaH, IgG (Banana, IgG, F92) 750
6668 BapaHuHa, IgG (Lamb, IgG, F88) 750
6601 Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 750
6654 roBsgvHa (F27), annepreH-cneundudeckme IgG (Beef, IgG, F27) 750
6666 penndpyt (F209), anneprex-cneundmdeckue IgG (Grapefruit, IgG, 750
6644 'pevHeBasi myka (F11), annepren-cneunduyeckne IgG (Buckwheat, IgG, 750
6635 HNomawHas neins/Greer (HT), anneprex-cneunduyeckue IgG (House

Dust — Greer, IgG, H1) 750
6602 KaseuH (F78), annepreH-cneundmyeckme IgG (Casein, 1gG, F78)) 750
6649 Kanycta koyaHHas (F216), annepren-cneuududeckue IgG (Cabbage, 750
6657 Kaptodens (F35), annepren-cneuududeckue IgG (Potato, IgG, F35) 750
6608 Kusu (F84), annepreHn-cneundmnyeckune IgG (Kiwi Fruit, 1gG, F84) 750
6633 Knew Dermatophagoides farinae (D2), annepreHn-cneundunyeckue IgG

(Dermatophagoides farinae, IgG, D2) 750
6634 Knew Dermatophagoides microceras (D3), annepreH-cneunduyeckme

IgG (Dermatophagoides microceras, IgG, D3) 750
6632 Knew Dermatophagoides pteronyssinus (D7), annepren-cneunduyeckme

IgG (Dermatophagoides pteronyssinus, IgG, D1) 750
6659 KnybHuka (F44), annepreH-cneundmyeckue IgG (Strawberry, IgG, F44) 750
6648 KopoBbe Mmonoko (F2), annepreH-cneundmyeckme IgG (Milk, IgG, F2) 750
6638 Kowika, snutenun (ET), annepren-cneundunyeckme IgG (Cat Dander-

Epithelium, IgG, E1) 750
6652 KpeBetku (F24), anneprex-cneunduyeckne IgG (Shrimp, IgG, F24) 750
6603 KypuHoe msco (F83), annepren-cneundumyeckue IgG (Chicken Meat, 1gG, 750
6609 JlumoH (F208), annepreH-cneunduyeckume IgG (Lemon, IgG, F208) 750
6670 Matro (F91), annepreH-cneundudeckme IgG (Mango, IgG, F91) 750
6656 MopkoBb (F31), anneprex-cneundudeckume IgG (Carrot, IgG, F31) 750
6661 OBcsiHasa myka (F7), annepren-cneumdmyeckue IgG (Oat, 19G, F7) 750
ALL Onpepenenne cneundunyecknx nmmyHornobynmnHos knacca G (IgG) k

nuwieBbiM annepreHam (Basic Food Profile, IgG) 21,300
6664 Mekapckne gpoxokn (F45), annepreH-cneumdudeckue IgG (Baker's

Yeast, I9G, F45) 750
6669 Mepcuk (F95), annepreH-cneundumyeckme IgG (Peach, IgG, F95) 750
6610 IMneHble apoxokn (F403), annepreH-cneundudeckue IgG (Brewer's

Yeast, I9G, F403) 750
6618 IMneceHb Alternaria tenuis (M6), annepren-cneunduyeckue IgG

(Alternaria tenuis, IgG, M6) 750
6615 [TneceHb Cladosporium herbarum (M2), annepreHn-cneunduyeckue IgG

(Cladosporium herbarum, 1gG, M2) 750
6614 [Tnecenb Penicillium notatum (MT), annepren-cneundudeckue IgG

(Penicillium notatum, IgG, M1) 750
6660 Mpoco (F55), annepreH-cneundgmyeckme IgG (Common Millet, IgG, F55) 750
6658 MuwenunyHasa myka (F4), annepreH-cneundudeckme IgG (Wheat, I9G, F4) 750
6605 Puc (F9), annepren-cneundmyeckue IgG (Rice, IgG, F9) 750
6653 CeuHuHa (F26), anneprex-cneundudeckue IgG (Pork, I9G, F26) 750
6619 UNTUD AIJTCPTTCHRUB TUTCUTHT. T~ CTITCIMOTTT TTUTAtuTIT, UTaUUSPUTTUTIT

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG

(MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicilium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, 1,400
6612 Cwmech nvweBbIx annepreHoB 1: anenscuH, baHaH, abnoko, nepcuk, IgG

(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, 1,400




6611 Cmech nuvLeBbIX annepreHoB 2: KUBKU, MaHro, baHaH, aHaHac, IgG (FP50

(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, 1,650
6613 CMeCh NMLLEBLIX alliepreHoB 3: CBYHWAA, KYPVHOE M3ICO, TOBSaVHa,

b6apaHuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

Chicken Meat, Lamb, IgG)* 1,400
6639 Cobaka, anutenun (E2), annepren-cneunduyeckme IgG (Dog Epithelium,

IgG, E2) 750
6646 CoeBble 606bI (F14), annepreH-cneundudeckme IgG (Soybean, IgG, F14) 750
6607 Towmarbl (F25), annepreH-cneundudeckme IgG (Tomato, IgG, F25) 750
6655 Tpecka (F3), annepren-cneuunduyeckne IgG (Codfish, IgG, F3) 750
6650 ToikBa (F225), anneprex-cneuududeckne IgG (Pumpkin, IgG, F225) 750
6647 DdyHayk (F17), annepren-cneundgumdeckue IgG (Hazelnut, IgG, F17) 750
6665 Lokonag (F105), annepren-cneunduyeckue IgG (Chocolate, IgG, F105) 750
6606 Abnoko (F49), annepren-cneunduyeckue IgG (Apple, IgG, F49) 750
6643 Aununbin 6enok (F1), annepren-cneundumdeckue IgG (Egg White, IgG, F1) 750
6662 Aununbin xenTtok (F75), annepreH-cneundudeckme IgG (Egg Yolk, IgG, 750
6806F76 Anbda-nakranbbymuH (nBos d4) (f76) IgE, ImmunoCAP 1,050
6814W230 AmBpo3ns Bbicokasi, nonbiHonncTHas, NAmb a1 (w230) IgE, ImmunoCAP 2,350
7653 Ananus mytaumn B reve BRAF (VE00E) (MLIP, kay) 10,800
7654 Ananus nepectpoek 1 xpomocomsl (FISH, konny.) 17,800
6903F210 AnaHac (f210) IgE, ImmunoCAP 1,050
1412 AHTU-Xa aktnBHocTb, ME/Mn (TenapuH, koHueHTpauuda, ME/mn), Anti-Xa

activity, IU/ml (Heparin concentration, IU/ml) 1,650
1584AN AHTVHenpoHanbHble aHTuTena, IgG, meTo HenpsiMoun

nmmyHodnyopecueHumm (Neuronal antibodies, 1gG, Indirect 4,400
202CMXK AnTtutena k GAD (rnytamataekapbokcunase), IgG, nuksop (Anti-GAD

(glutamic acid decarboxylase), IgG, CSF) 2,750
1581CMXK AntuTtena k LGIT n CASPR2 (KOMMOHEHTbI KOMMeKkca KanveBbIX

kaHanoB), IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 8,000
1581CB AHTUTENA K LGIT 1 CASPRZ (KOMITOHEHTEI KOMMITERCA KalTNEBBIX

kaHanoB), IgG, ceiBopoTka kpoBu (VGKC-associated proteins LGI1 and

CASPR2 antibodies, serum) 8,000
954CMK Antutena k NMDA rnytamaTHOMy peuenTtopy, IgG, onpegenenne B

nuksope (aHTn-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, 4,000
299 AHTuTena k aHtureHam Kutarickon asyyctku Clonorchis sinensis IgG 1,400
297 AHTUTEna K aHTureHam Hematog poga Anisakis 1gG 1,050
1664 AHTUTEna k Bupycy nonvomuenuta 1-ro un 3-ro tunos (Anti-Poliovirus

serotypes 1, 3, IgG) 2,150
1665 AHTUTENA K TEMOPUITEHON NMalnodJke Tvna b, 190G (AHTHATENa Kitacca IgG K

nonupuboannpubuTondocdary) (polyribosylribitolphosphate, PRP)

(Haemophilus influenzae tuna b (HiB), anti-PRP Haemophilus influenzae 2,650
1586ADN AHTUTENA K OCOHR B CEIBOPOTKE KPOBW, NTOATBEPXKAAFOLINN TECT C

ncnonb3oBaHnem cybctpara Crithidia luciliae, IgG, meTogom Henpsimoi

nmmyHodnoopecueHumm (Crithidia luciliae indirect fluorescent test 1,650
1641 AHTUTEna K kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1,250
1585MUSK AHTUTENa K MbILLEYHO-Cneunguieckon TMpo3nHkMHaae (aHTu-MuSK) B

cbiBopoTKe KpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody) 7,100
1582CB AHTUTEnNa K HEMPOHanbHbIM peLenTopam 1 CUHaNTUYeCKMM Genkam

(NMDA-, LGI1, CASPR2, AMPA1-, AMPA2-, GABAB1-) 17,800
1582 AHTUTEna K pelientopam 1 cuHanTuyeckum berkam HempoHos (NMDA-,

LGI1-, CASPR2-, AMPA1-, AMPA2-, GABAB1-) 17,950
1190 AnTtuTena knacca IgG k Borrelia burgdorferi, BbisiBrisembie MeTogoM

MMMyHoG6noTTuHra (anti-Borrelia burgdorferi IgG, Immunoblot) 2,850
1379 AHTUTENA KIacca IgG K ITaBHOMY DEITKy HapyKHOW MEMOpPaHBl MTUNIP 7

AnTuTena knacca IgG Pgp3 (MmembpaHoaccounmnpoBaHHbIN NNasmMnaHbIN

6enok) Chlamydia trachomatis 750
1367 AnTtuTena knacca IgA k Mycoplasma pneumoniae (M. pneumoniae

Antibodies, IgA, Mycoplasma pneumoniae Specific IgA, Anti-Mycoplasma 900
6882F33 AnenbcuH (f33) IgE, ImmunoCAP 1,050
6859F352 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2,350
6860F427 Apaxuc, rAra h 9 LTP (f427) IgE, InmunoCAP 2,350
6872F13 Apaxuc (f13) IgE, ImmunoCAP 1,050
6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2,350
6857F423 Apaxuc, rAra h 2 (4123) IgE, ImmunoCAP 2,350
6858F424 Apaxuc, rAra h 3 (f424) IgE, InmunoCAP 2,350
66606 Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, 900
66638 BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE,

ImmunoCAP) 900
6877F92 BaHaH (f92) IgE, ImmunoCAP 1,050
6901F88 BapaHuHa (f88) IgE, ImmunoCAP 1,050
OBC114 benkoBas gneta 3,650
6809T3 Bepesa (t3) IgE, ImmunoCAP 1,050
68107215 Bepesa 6opogasyaras, rBet v1/PR-10 6enok (1215) IgE, ImmunoCAP 2,350




68117221 Bepesa 6opogasyaras, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2,350
1615 beTta-kapoTuH 3,150
6808F77 Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 1,050
534 BONCUVHAs AVarHOCTKa OEPMaTto30B - MOPQPOITOTIECKOE

nccneaoBaHue bMonTaToB B LIENSAX AMarHOCTUKN 3ab0neBaHnin Koxu

(kpome HoBooOpasoBaHun). (Pathology of skin biopsyes) 2,850
9004 BUOXUMUYECKUE UCCJTIEQOBAHUA KPOBU
928 25-OH ButamuH D obwmn (25-OH Vitamin D Total, 25(OH)D, 25-

Hydroxycalciferol) 2,250
204 N-TepMunHanbHbIV nponenTtug npokonnareHa T obwmmn (Procollagen Type

1 N-terminal Propeptide, P1NP, Total) 2,050
) AlTaHNHaMVHOTpaHc(epa3sa (ANAT, AITT, TIyTaMWHO-TIMPOBWHOT pagHas

TpaHcamMuHa3a, [T1T) (Alanine Aminotransferase, ALT, Serum Glutamic

Pyruvic Transaminase, SGPT ) 300
11 A09.05.045 Anbda-amunasa (a-amvnasa, guacrasa) (Alpha-Amilase, a-Amylase) 400
12 A09.05.180 Anbda-ammnasa naHkpeatndeckas (P-usodepmeHT amunasbl)

(Pancreatic a-Amylase) 400
1500 AHTUOKCMAaHTHbIM cTaTyc (ObWnn aHTMoKCnaaHTHeIN cTaTtyc) (Total

Antioxidant Status, TAS ) 7,250
220 AnonunonpoTteunH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 650
219 AnonunonpotenH A1 (AnonpoteunH A1, ano A1) (Apolipoprotein A1, Apo 750
9 AcCrnapTartamMiHOTpancepasa (ACAT, ACTT, THyTaMAHO-

LLlaBeneBOyKCycHasa TpaHcamunHasa, 'L T) (Aspartateaminotransferase,

AST, Serum Glutamicoxaloacetic Transaminase, SGOT ) 300
29 [A09.05.014 BernkoBble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 550
1552 BENOK beHC-IPKOHCa B MOYE, CKPVHVIHT C NPMMEHEHVEM

MMMYHOMKCaLMM U Konn4ecTBeHHOe onpeaerneHve (Bence-Jones

Protein, Urine, Immunofixation, Quantification ) 2,850
1553 BENOK beHC-IPKOHCa B MOYe: MMMYHOWVKCALVH, KONAYeCTBEHHOE

onpegernexHve, TUNMpoBaHue kanna, nsmoéaa (Bence-Jones Protein,

Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing, 4,500
13 A09.05.021 Bunnpy6uH o6wmn (Bilirubin Total) 300
14 A09.05.022.001 [Bynunpybun npsmon (BunnpybuH KoHbIOrMpoBaHHbIN, cBA3aHHbIN) (Direct

Bilirubin, DBIL, Conjugated Bilirubin ) 300
15 A09.05.044 "amma-rnytamunTpadcenentuaasa (TT T, rnytamunTpaHcnenTuaasa)

(Gamma-Glutamyl Transferase, GGT) 300
216 actpuH (Gastrin) 1,050
TACTP "actponaHenb (GastroPanel) 5,000
18 A09.05.083 "mukupoBaHHbi remornobud HbA1C (HbA1C, Glycated Hemoglobin, 900
16 A09.05.023 "ntoko3a (Glucose) 300
T T TTFOKO30-TONEPaHTHBIV TECT C ONPEAENEHNEM TTTIOKO36I B BEHO3HOMN

KPOBW HaTOLLAK 1 nocne Harpy3ku 4yepes 2 yaca (2-Hour Oral Glucose

Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours after 1,550
rTrC T JTFORUIU-TUITCUAATHDIVT TTCUT U UTTPTLOTITCHVICV TJITFORUSDT VT USTITTTTVIAAd B

BEHO3HOW KPOBM HATOLLAK U MOCne Harpysku Yyepes 2 yaca (2-Hour Oral

Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration

(Fasting and 2 Hours after Load), Venous Blood) 2,150
TB-C I TTFOKO30TOIEPAHTHBIV TECT NPV DEPEMEHHOCTH (1ITa3Ma KpOBU)

(nepopanbHbIv rroko3oTonepaHTHeln TecT, I TT, OF'TT) Oral Glucose

Tolerance Test, Plasma, OGTT, Pregnancy 1,700
153 romouucTenH (Homocysteine) 1,850
147 OesokcnnupuanHonuH (AMNWA) B move (Deoxypyridinolinein, DPD, Urine) 1,850
1512BILE >KenuHble kucnotol (Bile Acids) 3,650
40CKDEPI KnyboukoBasa dunsTpaums, pacdeT no dopmyne CKD-EPT - kpeatuHuH

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine 300
1526 KnyboukoBasa dunbTpaums, pacdeT no dopmyre CKD-EPI— umctatun C

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C 1,150
22 A09.05.020 KpeatnHuH (Creatinine) 300
19 A09.05.043 KpeatuHknHasa (KpeatnHdocdokmHasa, KK, KOK) (Creatine Kinase, CK,

Creatine Phosphokinase, CPK) 400
20 A09.05.177 KpeaTtunHknHasa-MB (KpeatuHdocdoknHaza-MB, KK-MB, KOK-MB)

(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 550
215 Jlaktat (Lactate) 900
24 A09.05.039 JTakTatgerngporenasa (JIOT, L-naktat, HA+Okcngopenykrasa) (Lactate

Dehydrogenase, LDH) 300
25 A09 05 039 001 JTHT =T \J IaRTATOCTVIOPUTTCHASaA= T, T=vT ViISUWTPNITHT J1AT1 , aJTblJa=

R rmgpokcubytupartaerngporeHasa) (Lactate Dehydrogenase, Isoforms 1,

Lactic Acid Dehydrogenase, LDH1, Alpha-Hydroxybutyrate

Dehydrogenase, Alpha-HBDH) 400
23 A09.05.173 Jlvnasa (Tpuaumnrnvueponauunrugponasa) (Lipase) 400
1071 JlunonpotewuH (a), JIM (a) (Lipoprotein (a), Lp (a)) 1,250
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4050 MMMYHOVMKCALWS C NOMMBANEHTHOW aHTUCbIBOPOTKOM, KONMYECTBEHHASA

oueHka M-6enka (6e3 TunupoBanus) (M-Gradient, Screening. Serum

Protein Electrophoresis (SPEP), Immunofixation with Polyvalent

Antiserum, Quantification of M-Protein (without Typing)) 3,250
4051 SIS e LA AR R AL (e AL AN ALl Ml i o4 atiaded SAARA AN (bt

MMMYHOMKCaLWS C NaHemnbio aHTUCbIBOPOTOK (pa3aensHo k IgG, IgA,

IgM, kanna, nambaa), konnyecTBeHHas oueHka M-6enka (M-Gradient,

Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with

Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 5,900
27 A09.05.018 MoueBas kucnota (Uric Acid) 300
26 A09.05.017 MouesunHa (Urea) 300
28 A09.05.010 O6wwui 6enok (Protein Total) 300
146 OcteokanbumH (KoctHein Gla benok) (Osteocalcin, N-Osteocalcin, Bone

Gla Protein, BGP) 1,050
294 MencuHoreH | (Pepsinogen 1) 1,400
295 MencuHoreH Il (Pepsinogen 1) 1,400
2111 IMencuHoreHsb! v 1 ¢ pacyeTom cooTHoLweHus (TTencuHorex

I/MencuHoreH Il) (Pepsinogen I/Pepsinogen ll, PG1/PG2) 2,750

oo oA e e o T oot —

203 TepmuHanbHbIi Tenonentug, CT) (Carboxyterminal Cross-linking

Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-

Cross Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1

Collagen, CT, b-CTx Serum) 1,400
1540 CBobofHble nerkve uenv MMMYHOrnobynnHOB Karna u nambaa B Moyve

(Urine immunoglobulin free light chains (FLC) kappa and lambda) 2,050
1539 CBobofHble nerkve uenn MMMYHOrobynNuHOB Kanna u nambaa

CbIBOPOTKM C pacyeToM MHAEKCA kanna/nambaa 2,850
978 CTumynsaumnoHHada npoba — 'actpuH-17 (cTumynupoBaHHbin) (Gastrin-17

Stimulation Test, Gastrin-17, G-17) 1,650
30 Tpurnuuepwuabl (TT) (Triglycerides) 300
35 docdarasa kucnas (KP) (Acid Phosphatase, ACP) 400
36 docdarasa wenoyHas (LLU®) (Alkaline Phosphatase, ALP) 300
17 [A09.05.102 ®pykTozamuH (Fructosamine) 1,150
32 XonectepwH JITNBIT (XonecTtepuH NnnonpoTenHOB BbICOKOW MITOTHOCTH,

JIMBIM, a-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL 400
33 XonectepwH JIMHIT (XonecTepyH nMnonpoTeMHOB HU3KOW MAOTHOCTU,

JIMHM, B-xonectepwuH) (Low-Density Lipoprotein Cholesterol, LDL 400
218 XonectepuH JITTOHIT (XonectepuH nMnonpoTEVHOB O4Y€Hb HU3KOW

nnotHocTu, JINOHTIM) (Very Low-Density Lipoprotein Cholesterol, VLDL 550
31 XonectepuyH obwmii (XonectepuH) (Cholesterol Total) 300
34 XonuHacTtepasa (S-TlceBgoxonuHactepasa, xonuHacTepasa I, S-X3,

aumnxonuHrngponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 400
1525 LinctatnH C (Cystatin C) 1,050
1551 OnekTtpodopes bernkoB Mouu, onpeaerneHne tuna npotenHypum (Urine

Protein Electrophoresis) 2,250
9005 BUOXUMUNYECKUE NCCIIEQOBAHUS KPOBU (npodosmxeHue)
1280 CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbii Mapkep CA-242)

(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1,250
166 CA-72-4 (YrneBogHbiv aHTureH 72-4) (Carbohydrate Antigen CA-72-4,

Cancer Antigen CA-72-4) 1,400
1281 HE4 (benok 4 anugmnavmuca vyenoseka) (Human Epididymis Protein 4, 1,850
1296 SCC (AHTWreH NNocKokneTo4yHon kapumHombl) (Squamous Cell

Carcinoma Antigen, SCCA, SCCAg) 1,550
1207 UBCT (AHTUTEH paka MOYEBOT0 Ny3bIpsi, NCCITEA0BaHNE pacTBOPHMBIX

dpparmeHToB LuTOoKepaTnHOB 8 1 18 B moue) (Urine Bladder Cancer

Antigen, Urine Bladder Cancer, UBC) 2,750
1317B12 AkTnBHbIV BUTaMnH B12 (TonotpaHckobanamuH, Active-B12,

Holotranscobalamin) 1,850
1200A1AT Anbda-T-aHtutpuncuH (ATAT), koHueHTpauwms (Alpha-T-Antitrypsin,

A1AT, AAT, Concentration) 1,850
832A1A Anbda-T-aHtutpuncuH (ATAT), deHoTunuposanue (Alpha-T-Antitrypsin,

A1AT, AAT, Phenotyping) 3,650
1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, 650
92 Anbda-cetonpotenH (API) (a-Fetoprotein, AFP) 900
42 AnTtuctpentonunaunH-O (ACJI-O, ACJIO) (Antistreptolysin-O, ASO) 550
1198 Bernok S100 (S100 Protein) 3,650
225 BbeTta-2-mukpornobynuH (B-2-mukpornobynuH) B moye (Beta-2-

Microglobulin, Urine) 1,400
208 BeTta-2-mukpornobynuH (B-2-MukpornobynuH) B cbiBOpoTKe kpoBu (Beta-

2-Microglobulin, BMG, Serum ) 1,400
117 ButamuH B12 (unaHokob6anamuH, kobanamuH) (Cobalamin) 1,050
841 "antorno6uH (Haptoglobin) 900
48 >Keneso (Fe) B cbiBopoTke kposu (Iron (Fe), Serum) 300




39 Kanun/Hatpun/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium,

Cl-/Chloride, Serum) 650
165 Kanbuun nonnsmposaHHein (Ca2+, cBoboaHbIn kanbumm) (lonized BpeMenHo He

Calcium, Free Calcium) 550 npefocTaBnseM
37 Kanbuun obwmii (Ca) (Calcium Total) 300
171 KanbumntoHuH (Calcitonin) 1,400
49 JTaTeHTHasa (HeHacbILLeHHast) )Xene3ocBA3blBaloLLasA COCOOHOCTb

cbiBopoTkM kposu (JDKCC, HXKCC) (Unsaturated Iron Binding Capacity, 400
40 Marnuii (Mg) B cbiBopoTke kKpoBu (Magnesium (Mg), Serum) 300
21 [A09.05.006 Mworno6un (Myoglobin) 750
1631 HatpumnypeTtnyeckoro ropmoHa (B-tnna) N-koHueBou nponentung (NT-

proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic 3,750
209 HenpoHcneundmnyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1,850
OBC69 OHKOpUCK MY>XCKOW: NpefcTaTenbHas xenesa (Male oncologic risk: 1,650
2113 Ouenka 3gopoBbs npoctatsl (MCA o6w., NCA cB., -2proPSA, phi) 4,000
ROMA1 ULTHRA PVIVRA PaRd AVITAVIRUDB TTU aJTTUPVIT IVIy N\NUIVIA \I'\Ibl’\ orovariart

Malignancy Algorithm, anroputm pacyeTa pucka anuTenuansHoro paka

ANYHMKOB) (4115 XeHLWmnH Ao MmeHonay3bl) (Risk of Ovarian Malignancy

Algorithm, ROMA (Before Menopause)) 2,850
ROMA2 ULUTHRA PVILRA PaRd AVITAVIRUDB TTU aJTTUPVIT IVIy N\NUIVIA \I'\Ibl’\ orovariart

Malignancy Algorithm, anropuTm pacyeTa pucka anuTenuansHoro paka

SANYHUKOB) (4115 XeHLUKMH nocrie meHonaysbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (After Menopause)) 2,850
103 TTCA obwun (TTpocTtaTnyeckunin cneumduHeckun aHTUreH obLLun)

(Prostate-Specific Antigen Total, PSA Total) 750
141 PakoB0o-ambpuroHanbHbIn aHTUreH (POA, kapuMHOSIMOpUOHaNbHbIN

aHTureH) (Carcinoembryonic Antigen, CEA) 1,050
44 PeBmatoungHbi dpaktop (P®P) (Rheumatoid Factor, RF) 550
43 C-peaktuBHbI 6enok (CPB) (C-Reactive Protein, CRP) 550
143 CA-125 (YrneBoaHbin aHtureH 125) (Carbohydrate Antigen CA-125,

Cancer Antigen CA-125) 1,050
142 CA-15-3 (YrneeogHbiv aHtureH 15-3) (Carbohydrate Antigen CA-15-3,

Cancer Antigen CA-15-3) 1,050
144 CA-19-9 (YrneeogHbiv aHTureH 19-9) (Carbohydrate Antigen CA-19-9,

Cancer Antigen-Gl) 1,050
50 TpaHcdeppuH (CugepodmnuH) (Transferrin) 650
157 TpononuH-I (Troponin-I) 900
838 Yrnesog-gedvumntHeiv TpaHcdeppuH (YOT) (Carbohydrate-Deficient

Trancferrin, CDT) 4,150
839 Yrnesoa-geduumnTtHeIv TpaHcdeppuH ¢ anekTtpodoperpammon (YOT)

(Carbohydrate-Deficient Transferrin with results on an electrophoregram 4,400
51 DepputuH (Ferritin) 750
118 donmeBas kncnota (Folic Acid) 1,400
41 docdop HeopraHuyeckuii (P) (Phosphorus (P)) 300
946 XpomorpanuH A (Chromogranin A, CgA) 7,250
840 Llepynonna3smuH (Ceruloplasmin) 900
167 OMTOKEpaTNHOBEIN pparMeHT (CYyira ZT-T, (pparMeHT UATOReparvia 1Y)

(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble

Fragments, Cyfra 21-1) 1,400
OBC154 Broxumng kposu: 6a3oBbI Npodnnb 1,850
77710 BokoBon ammoTpodmyeckumin cknepos (BAC), SOD1, m. 9,000
77706 BokoBon ammnotpodudeckuin cknepos, C9orf72, y.m. 5,600
77800 BbonesHb bexyeta, Tnnupoeanne HLA B51 4,400
77701 BonesHb MapkMHCOHA, KOMMNEKCHas ANAarHOCTMKa, Y.M. 9,700
77715 BonesHb ®abpu, GLA, m. 12,300
66639 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260),

IgE, ImmunoCAP) 900
6847E204 Bblunin CbIBOPOTOYHbIN anbbymuH, nBos d6 BSA (e204) IgE, InmunoCAP 2,350
OBC112 BeretapuaHubl 3,750
3215CINH Bupyc Varicella-Zoster, onpepnenenve [IHK B cnioHe

(VaricellaZosterVirus, DNA, saliva) 550
3215KOXK Bupyc Varicella-Zoster, onpenenenve [IHK B cockobe anuTennanbHbIX

KNETOK KOXM 1SVariceIIa Zoster Virus, DNA, scrape of skin epithelial cells) 550
3215POT BWpYC Varicella-Z0STer, onpeaerenie OHR B COCKODE AN TeNnnalibHBIX

knetok cnuamcton potornotku (Varicella Zoster Virus, DNA, scrape of

faucial epithelial cells) 550
3215CB Bupyc Varicella-Zoster, onpegenexHne OHK B cuiBopoTke KpoBu (Varicella

ZosterVirus, DNA, serum) 550
3102 Bupyc nmmyHogedvumTa Yernoseka Tuna 1, ka4eCcTBeHHOe onpeaeneHne

PHK (Human immunodeficiency virus, quality, RNA) B CbIBOpOTKE KpOBU 3,500
3511 Bupyc OnwtenHa-bapp, onpeaeneHne OHK B cbiBopoTke kposu (EBV

DNA, Serum)* 550
1616 ButamuH 25(0H)D2 1 25(0H)D3, pasgenbHoe onpegenexune (BAOXX- 5,900




1605 ButamuH B6, nupupaokcanb-5-docdat, nnasma (Vitamin B6, Pyridoxal-5-

Phosphate, PLP) 3,150
931 ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum) 3,150
1604 ButamuH B1 (TammH) 3,150
1609 ButamuH B2 (pubodnasuH) 3,150
1610 ButamuH B3 — HMKoTHamung, nnasma (Butamvd PP, HuauuH, Vitamin B3

— Nicotinamide, Niacinamide, plasma) 3,150
1608 ButamuH B5 (naHTOTEHOBas kucnota) 3,150
1611 ButamuH B7, H (61oTuH) 3,150
932 BuTtamuH E B cbiBOpOTKe (anbda-tokodepon) (Vitamin E, alpha-

Tocopherol, Serum) 3,150
877 ButamuH K1 B cbiBopoTke (dmnnoxvHoH) (Vitamin K1, Phylloquinone, 3,150
1606 ButamuH C (ackop6uHoBas kucnora) 3,150
66633 Buwhs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, 900
1829 BogopacTBoprMble BUTaMUHbI 18,900
1643 Bbicoko4vyBCTBUTENbHBIN C-peakTnBHbI 6enok (kapamo) 750
9027 TEHETUYECKUE MNMPEQPACIIOJIOXXEHHOCTHU
76011 N-auetnntpacdepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT2)) 7,750
7802CYI AOpPEHOTEeHNTalTBHBIV CWHOPOM (AT C). TTOWCK YacTbiX MyTalyn B TeHe

CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene

CYP210HB, 9 Freq. Mut.) 10,350
1291 ApTepuanbHas runepTeHsus, nonHasa naHens (redsl ACE, AGT, NOS3)

(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) 4,150
129IT/63 ApTepvanbHas TMNMepPTEH3ns, NMONHad Nanenb (Tedbl ACE, AGT, NUS3J)

(6e3 onucaHua pesynbTaTtoB Bpadom-reHeTmkoMm) (Arterial Hypertension:

Full Panel (Genes ACE, AGT, NOS3) (without Description)) 3,750
76111 ApTepVanbHas TUMepTEH3Ns, CBA3aHHas C HapyLWEHNSMIA B paboTe

aHpoTenunansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,

Endothelial NO-Synthase Disturbance (Gene NOS3)) 1,650
761 1 53 RAPTCPVIAITOAAA TVITTCUTTCHIVTA, UBA3ARRdA U Hdpyl.lJUl'lVlHlVlVl B PpauuTtT

aHpoTenunansHon NO-cuHTa3bl (reH NOS3) (6e3 onmcaHus pesynbTaToB

Bpadom-reHeTukom) (Arterial Hypertension, Endothelial NO-Synthase

Disturbance (Gene NOS3) (without Description)) 1,550
1210 ApTepVanbHas TMMepTER3NST, CBsI3aHHas C HapyLIEANSAMNA B

peHuHaHrnoTeH3nHoBown cucteme (reHol ACE, AGT) (Arterial

Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT)) 2,750
121 rI_I/BS AP TCPVIAITOAAA TVITTCUTTCHSVTA, UBA3ARARAA U Hdpyl.lJUl'lVlHlVlVl B

peHuHaHrnoTeH3nHoBown cucteme (reHol ACE, AGT) (6e3 onncaHus

pe3ynbTaToB BpadoM-reHeTukom) (Arterial Hypertension, Renin-

Angiotensin System Disorder (Genes ACE, AGT) (without Description)) 2,550
7259BETA Beta-agpeHobnokartopsl. TeH CYP2D6. ®apmakoreHeTuka (beta-

Adrenergic Blockers. Gene CYP2D6) 10,650
7641B-API BonesHb Anburenmepa (reH ApoE) (Alzheimer's Disease (Gene ApoE)) 2,650
117N BonesHb KpoHa (renbl DLGS, NOD2, OCTNT, OCTNZ) (Crohn's Disease

(Genes DLG5, NOD2, OCTN1, OCTN2)) 9,350
13710 BO3HUKHOBEHVE N30NMPOBaHHbIX MOPOKOB pa3BnTMS y nnoaa (reHbl

MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, 2,250
137IT/63 BO3HNKHOBEHVE N30MPOBaHHBIX MTOPOKOB pa3BUTWS y NioAa (FeHbl

MTHFR, MTRR, MTR) (6e3 onucaHusa pe3ynbTatoB Bpa4oM-reHETUKOM)

(Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without 2,050
1461 I"eHeTu4eckue aktopbl myxckoro becrnnoaus (reHsl AR, CFTR; AZF-

pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF- 18,800
130N ' €CTO3bl M (peTONMTaleHTapHasd HEAOCTaTOUHOCTE (TEHBl ACE, AGT,

MTHFR, MTRR, MTR, F2, F5) (Gestosis and Placental Insufficiency

(Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5)) 10,750
139r|_|/53 TTUTUSDI 7T W TUTUTaUCHTapAaA ACTOULTATUSRUUTD \I CHDI AU, AT,

MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pe3ynbTaTtoB BpayoMm-

reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT,

MTHFR, MTRR, MTR, F2, F5) (without Description)) 9,450
7601C-NA pucka pasBuUTMS BONTYaHOYHONOZOBHOro cuHapoma m

renaToTOKCUYHOCTM NpY NpuemMe KapAMOTPOIHbIX MpenapaToB:

rmgpanasuHa n npokanHamuga. OnpegeneHue Hanuunst

nonumopdunamoB reHa N-auetuntpaHcdepasbl 2 (Hydralazine and

Procainamide. Genetic Markers of Increased Risk of Lupus-Like 7,750
1221 I'vneparperauus TpombounToBs (reHbl ITGAZ2, GPT1BA) (Platelet

Hyperaggregation (Genes ITGA2, GP1BA)) 2,750
122IM/63 TMneparperanysi TPOMOOLWTOB (TeHbl ITGAZ, GP TBA] (0€3 ONCannsl

pesynbTaToB BpadoM-reHeTukom) (Platelet Hyperaggregation (Genes

ITGA2, GP1BA) (without Description)) 2,550
1381 I'vnepromounctenHemus (reisl MTHFR, MTRR, MTR)

(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) 7,600




138IT1/B3

TNEPTOMOLNCTENHEMIS (TeHBl MTHFR, MITRK, MTR] (083 ONNCanns
pesynbTaToB BpadoM-reHeTukom) (Hyperhomocysteinemia (Genes
MTHFR, MTRR, MTR) (without Description))

2,050

119rn

ImytatnoHTpaHcdepasbl (reHsl GSTTT, GSTMT, GSTP)
(Glutathionetransferases (Genes GSTT1, GSTM1, GSTP))

7,750

100rmn

/NCAURUT UTUTIITULOVTT 7T UUTTU/RATHVIC UCPCNVICTARUCUTVT(TCHADI T £, T J,

MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA lI; kapnotun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD HLA II Karyotype))

26,050

104rn

,...r,..u.... T T =T o= TvrTT

MTRR, MTR, N083 GSTT1 GSTM1, GSTP1, NAT2 ITGBS, ITGA2
GP1BA, FGB, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2) (Healthy
Lifestyle (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB,

39,950

1441m

VBT, VIH(PAapKT MAOKapAa (TeABl 1TGAZ, GPTBA, ACE, AGT, NUSSJ,
ApoE) (Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2,
GP1BA, ACE, AGT, NOS3, ApoE))

9,150

1441T1/63

VDU, VTIHQPJApPRT VMIVTURAPOA \IUI‘IDI TTORZ,Or TDA, ACULE, AUOT, INUOJ,
ApoE) (6e3 onncaHusa pe3ynbTaToB Bpadyom-reHeTukom) (Ischemic Heart
Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE, AGT,
NOS3, ApoE) (without Descrlptlon))

8,800

7601B-NA

NoNMHEBPUTOB NMpW Npueme U3oHUasuaa, CBA3AHHbIX C HapyLueHmeM ero
meTabonuama. Onpegenenne Hanuumst NoNMMopdn3amoB reHa N-
auetunTtpaHcdepasbl 2 (reH NAT2) (Isoniazidum. Genetic Markers of
Increased Risk of Development of Polyneuritis in Taking Isoniazidum and
Isoniazid-Related Violation of Metabol

7,800

142Im

I'IporHosmposaHme Heq)ponpOTeKTMBHoro acbcbeKTa I/IHFI/I6I/ITOpOB AlNo
npun HegmnabeTnyecknx 3aboneBaHnsx. eHeTUYECKNE MapKepbl
3hhEKTMBHOCTI aTeHonona nNpyu apTepuansHON rMNePTEH3NN C
runepTpoduen NeBoro Xernygo4vka unu tepanumu dryBactaTtMHOM npu
mwemnyeckon 6onesHun cepgua. OnpegeneHme Hanm4ns

4,150

143N

Mwemunyeckun nHeynesT (reHsl ITGB3, ITGAZ, GP1BA, FGB) (Ischemic
Stroke (Genes ITGB3, ITGA2, GP1BA, FGB))

7,000

143IT1/B63

VIIOEMNYIEeCKAN VHCYIBT (Ternbl 11 GB3, ITGAZ, GPTBA, FGB) (0e3
onucaHusa pesynbTaTtoB Bpadom-reHeTmkoMm) (Ischemic Stroke (Genes
ITGB3, ITGA2, GP1BA, FGB) (without Description))

6,200

7691LCI

JTakTazHaa HegoctaTo4HocTb (reH MCM®6) (Adult Lactase Deficiency
(Gene MCM6)

650

7261D-CY

meTabonunama 611okaTopoB peLenTopoB aHrMOTeHavma II nosapTtaHa u
npbecapTaHa no Tvny ocnabneHusi U YCUNEHNst NX rNOTEH3UBHOMO
nencTeus, cooTBeTcTBeHHO. OnpeaeneHne Hanmums nonMMopgn3moB
reHa untoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of

3,500

7260

Metabolic Disorders Blockers of Receptor
TR e SR RS~ B
MuenonponudepatuBHbix 3adonesanuii (XMIM3): konuyectBeHHOE

onpeaeneHne COOTHOLLIEHUSI HOPMArbHOro U MyTaHTHOTO annenew
617V/617F rena JAK2 (Marker of Ph-negative Chronic Myeloproliferative

9,650

1481

Disord.ers (CMED): quantification pf wild-type and mutant aIIeIip ratio of

NoBOYHbIX peakumii Npu NpuemMe MeToTpekcaTa Ha hoHe neveHnst
peBMaTomaHoro aptpuTa. MetoTpekcar: HapyleHue metabonuama
donmeBomn kucnoTbl. OnpegeneHne Hann4Ms NONMMOPU3MOB reHOB
depmeHTOB peakunii chonartHoro umkna (Methotrexatum. Genetic
Markers of Increased Risk of Development of Adverse Reac

7,850

1071n

Myxckoe becninogue (reHsl AR, CFTR; AZF-pernon; kapnotun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

30,600

7252AZF|

HapyweHunsa cnepmatoreHesa, 6 mapkepoB (Mnkpoaeneumm riokyca AZF)
(Spermatogenesis disorders (6 AZF))

3,400

725263

HapylweHunsa cnepmatoreHesa, 6 mapkepoB (Mukpogeneumm riokyca AZF)
(6e3 onncannst pe3ynbTaTtoB reHeTUKOM)

2,650

76611

HapylweHusa cnepmatoreHesa: nonHas naHens (AZF-pervnoH) (Impairment
of Spermatogenesis: Full Panel (AZF-Region))

15,300

766163

FapyWenns CliepMaTorene3a: NoiHas Manernb (AZF-pervioH) (063
onucaHusa pesynbTaTtoB BpayoM-reHeTukoMm) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

13,700

116

rTaCJTCOU TBCHAAA TIVEAPUAUTTUITUARTHAULUTD R bd)\dpl‘lUlVly HAViduUTT y T=TU
TuNa no Tpem rnokycam reHoB cuctembl HLA Il knacca (reHsl DRBA1,
DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 (Insulin-
Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

6,200

7015IM

HacneacteeHHasi NpeapacnofiOXXEHHOCTb K LLIENNakui No NoKycam reHoB
cuctembl HLA Il knacca (DQA1, DQB1)

6,200




1541M

rTaCJTCAUTBCHRADIT UJ Iy‘|dVI DNNUA=aCLULIMIMPUBAARUTU PadRa y IVIy}|\‘1VII'|. Par
rpyaHON, MOMKENYyAO4YHOMW, NpeacTaTenbHON Xernes, pak anyek (reHbl
BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of Breast,
F’.?,”P.re,_,atif’_; F.’Irlq_gtatq,l;I'gs'tligql‘arlc‘)ancer (Genes BRCA'] uBuR’]CA]2))

3,500

154IT1/B3

T T O DO T TOT e

rpyaHON, MOMKENYyAO4YHOMW, NpeacTaTenbHON Xernes, pak auyek (reHbl
BRCA1, BRCA2) (6e3 onucaHus pe3ynbTatoB Bpa4oM-reHETUKOM)
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate,
Testicular Cancer (Genes BRCA1, BRCA2) (without Description))

3,150

124

FaclefCTBEHHBIE Clydan paka MOJTOYHOW JKENe3abl WV ANIHNKOB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC
(Genes BRCA1, BRCA2))

3,500

1241T1/63

TTACJTCOU TBTHADIT UITyHavl PdRd MUJTUOSHUIT /RTITC 30T VITVIT VT AVITAVIRUDB
(renel BRCA1, BRCAZ2) (6e3 onucaHus pe3ynbTatoB Bpa4oM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1,
BRCA2) (without Description))

3,150

124411

HacnencTteeHHble Cnyyan paka MONOYHON XKernesbl N/vnu SnYHUKOB
BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer

11,450

7779HFEI

HacnepgcteeHHbIn remoxpomatos, I Tun (redH HFE) (Hemochromatosis
Type 1 (Gene HFE))

1,150

135IM

FEOOXOAMMOCTE 3al/TEl KOXW NPW 3arape (TeABl GST 1T, GSTVT,
GSTP1, NAT2) (Tanning Risks: Protection of Skin (Genes GSTTH1,
GSTM1, GSTP1, NAT2))

11,600

135IT1/B3

FEOOXOANMOCTE 3al/Thl KOXW NPW 3arape (TeABl GST 1T, GSTMT,
GSTP1, NAT2) (6e3 onncaHus pesynbTaTtoB BpauOM-reHETUKOM)
(Tannipg Risks: P.rotection of Skin (Genes GISTT1I, GSTM1, GSTP1,

10,350

7261C-CY

MapKep NOBbILEHHOIO pUcka pa3BnTUst NOBOYHBIX peakumii B opme
Xenyoo4yHbIX KpoBoTeveHui npu npueme HIBI (ubynpodpeH,
TEHOKCMKaM, HarpoKCeH, HO He AMKIogeHaK) No Tuny BO3HUKHOBEHUS
)KENyA0YHbIX KPOBOTEYEHWIA, CBSA3AHHbIX C HAPYLLEHNEM MX
meTabonuama. Onpegenenne Hann4mMs NONMMopdU3MOB reHa

3,500

120rn

ObwmeH donueson kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

2,250

120rT1/63

UOMEH (POITNEBOW RUCITOTE! (TEHBl MITHFR, MTRK, MTR) (063 ONNCanns
pesynbTaToB BpadoM-reHeTukom) (Folic Acid Metabolism (Genes
MTHFR, MTRR, MTR) (without Description))

2,050

113

UHARUTTOUTVTATURVIC 3AUUITCBARVE Y ARCTAMVIA (TCADI IVITTTU TN, TVITTNTN, TVITTY,

GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1)
(Cancer in Women (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1,
GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1))

112rmn

28,900

UHKOITOTYECKVAE 3a0O0NEBanNs y My)KaviH (TeHbl MTHFRK, MTRK, VTR,
GSTT1, GSTM1, GSTP1, NAT2, AR) (Cancer in Men (Genes MTHFR,
MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, AR))

128N

20,500

UHKOTTOTYECKNE 3a00ITEBaHINS, CBS3aHHBIE C TOKCMHAMI ORPYRafoLLEn
cpenbl (reHbl GSTT1, GSTM1, GSTP1, NAT2) (Cancer Associated with
Environmental Toxins (Genes GSTT1, GSTM1, GSTP1, NAT2))

10,350

118N

OnacHocTb Npy npueme oparbHbIX KOHTPaLenTuBoB (reHsl F2, F5) (Risk
of Oral Contraceptives, Ocs (Genes F2, F5))

1,650

118IT1/B3

UTNacHOCTE NPY MPUEME OpalbHEIX KOHTPaLEnTABOB (TEABT FZ, F5) (0€3
onucaHus pesynbTaTtoB Bpadom-reHeTnkoM) (Risk of Oral Contraceptives,
OCs (Genes F2, F5) (without Description))

1,550

7207TPoI

Onpegenenne reHoTuna pesyc-daktopa (RH factor Genotype)

14,700

720763

OnpegeneHne reHoTuna pesyc-akTopa (be3 onucaHnsa pesynsTaTtos
Bpa4voM-reHeTnkoM) (Genotype of RH factor Definition (without

13,100

7821RH

Onpegenenne pesyc-cdaktopa (Rh factor Definition)

8,850

153IM

Octeonopos: nonHas naHens (reHsl CALCR, COL1AT, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

4,500

153IT1/B3

UCTE0OpO3; MONHas Nanernb (reAsl CALUR, CULTAT, VDR (03
onucaHus pesynbTaTtoB Bpadom-reHeTmkoMm) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

4,150

7014A-VDRI

OcTeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D
Receptor (VDR) (Gene VDR))

1,650

701463

UCTEOTOPO3. PELIENTOp BUTAMIAA U (T€H VDK) (0€3 ONMCanns
pe3ynbTaToB BpadyoM-reHeTukom) (Osteoporosis, Vitamin D Receptor
(VDR) (Gene VDR) (without Description))

1,550

115N

OcTteonopo3: cokpaweHHada naHenb (reHsl CALCR, COLTAT)
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1))

4,150

115IT1/B3

UCTE0Opo3; CORPaLleHrast MaHels (TeHbl CALTR, COLTATJ(0€3
onucaHusa pesynbTaTtoB Bpadom-reHeTmkom) (Osteoporosis: Abridged
Panel (Genes CALCR, COL1A1) (without Description))

3,650

1451

ULTHRA PVILRUB, UBASAAADIA U VTHTTAUVIBRUVT (POVISVTATURUVT AAT DYSRUV

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,
ITGA2, GP1BA, FGB) (Higher Physical Activity: Risk Assessment (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,

21,500




145IT1/B3

T T O P OO T TP oo T T oI o ToTTO T T T rToTT rrroTpyoToT
(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,
ITGA2, GP1BA, FGB) (6e3 onucaHus pe3ynbTatoB Bpa4oM-reHETUKOM)
(Higher Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB)

19,300

133

3(hDEKTMBHOCTI NPY NPUMEHEHUWN NEHULUITIIaMMHaA Ha hoHE NneYveHnst
peBmaTouaHoro aptputa. OnpegeneHme Hanuuusi NoNIMMoOpPgU3MOB reHa
Mto-1-rnyTaTmon-S-TpaHcdepasbl (reH GSTM1) (Penicillamine. Genetic
Factors of Enhance Clinical Effectiveness in Use of Penicillamine in
Treatment of Rheumatoid Arthritis. Dete

7,750

110rn

IMoaroToBka k onepauunu (reHsl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

3,250

110IT1/63

TTOArOTOBKA K ONEepalni (TeABl MTHFR, MTRR, VTR, FZ, F5) (0€3
onucaHusa pesynbTaTtoB Bpadom-reHeTukom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

3,050

101K

F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1,
CFTR, GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1,
BRCA2, DLG5, NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1,
ALDH2, ADH2, VDR; kapunotnn) (Genetic Testing for Women (Genes

102,200

101rMMm

F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR,
GJB2, PAH, SMN, RHD, HLA II, VKORC1, NAT2, BRCA1, BRCA2,
DLGS5, NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1, ALDH2, ADH2,
VDR, AR, CFTR; AZF-peruos; Kapmomn) (Genqtic Testing fo

115,800

103K

AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1,
CFTR, GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1,
BRCA2, DLG5, NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1,
ALDH2, ADH2, VDR; kapuoTun) (Genqtic Testing: Girl (renbl ACE,

102,200

103rMMm

AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1,
CFTR, GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1,
BRCA2, DLG5, NOD2, POMC, UGT1A1, DAT, OPRM1, ANKK1,
ALDH2, ADH2, VDR, AR, CFTR; AZF-pery|0H; KapMOTV!n) (Genetic Tes

115,800

102rmK

(retbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I, VKORC1,
NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, DAT, OPRM1,
ANKK1, ALDH2, ADH2, VDR; kapnoTtun) (Genetic Test!ng for Coup

102,200

102IrMm

(renbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGBS, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA II, VKORC1,
NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, DAT, OPRM1,
ANKK1, ALDH2, ADH2, VDR, AR, CFTR; AZF-pernoH; kapnotun) (Ge

115,800

140rn

TTPVIBOIMAUT ACTBOIAAIIVIBARVTC UCTPTCNVICTARULUTIT, B T. 9. CRITUAARUUTD R
Tpombo3am npu 6epemeHHOCT: paclumnpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

5,900

140IT1/63

Tpombo3am npu 6epemeHHOCTM: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHus pe3ynbTaTtoB BpauoOM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

4,500

136IM

TTPVIEM JKAPEHBIX 1 KOTTIEHBIX TPOAYKTOB W PVICK Pa3BATUH paKa (T eAb
GSTT1, GSTM1, GSTP1, NAT2) (Intake of Grilled and Smoked Foods
and Cancer Risk (Genes GSTT1, GSTM1, GSTP1, NAT2))

16,950

136IT1/63

TTPVICNVT RAPTHDIA VT RUITICHDIA IIIJUHyI\IUb VI PVICR PasBuviTimA PadrRa \I CTHDI
GSTT1, GSTM1, GSTP1, NAT2) (6e3 onucaHusi pesynbTaToB Bpa4oM-
reHeTukom) (Intake of Grilled and Smoked Foods and Cancer Risk
(Genes GSTT1, GSTM1, GSTP1, NAT2) (without Description))

15,200

19T

maCVTPTAAUT MTCUITCOUBARVIC TCAUDB LU TCVIBT TCVIUU TASAa (TCHDT T £, T I,

MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended
Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1))

6,500

19rT1/63

mAaCOVPTAAUT MTCUITCOUBARVIC TCAHUDB LU TTVIBT TCVIULU TASAa (TCHADT T £, T I,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onucaHus pesynbTaTtoB BpadoMm-reHeTukoMm) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,

5,100




3314GR

Pesyc-daktop nnoga. Beisirnienne reHa RHD nnoaa B kpoBu matepu
(RHD gene of the fetus in the mother's blood)

4,750

134IM

Puck pa3suTtua paka npu kypeHun (reHsl GSTTT, GSTMT, GSTPT,
NAT?2) (Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1,

11,600

134IT1/63

PVCK Pa3BUTWST paKa Npv KYPEHVW (TeABl GST T T, GSTMT, GSTFT,
NAT2) (6e3 onucanusa pesynbtatoB BpadoM-reHeTnkom) (Risk of Cancer
in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2) (without

10,350

7004MRI

CEMEVHBI MEQYMITAPHEIN PaK WWTOBWAHOW JKENE36l (3K30HE! TU, TT, T3,
14, 15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13,
14, 15 Gene RET))

28,750

111N

CCPOTAAUSLULYAVIUTRIT SAUUITCBanvTA (TTCTADI ACULE, ACDT, T £, T J, APUL,

MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-
Vascular Diseases (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

19,300

7006A2I

CnHOPOM MHOXECTBEHHOW 3HOOKPUHHOWN Heonnasun 2A Tuna (3K30HbI
10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11

13,500

7005B2I

CuHOPOM MHOXECTBEHHOW 3HAOKPUHHOWN Heonnasun 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

7,000

131N

CKIOHHOCTb K TpOMbBO3am Npu DepeMeHHOCTUN: MUHUManbHas NaHenb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2,

1,650

131IT/63

CKITOHHOCTE K TPOMDO3aM NPy DEPEMEHHOC T, MUANMAITEHAS NMAaHENb
(reHbl F2, F5) (6e3 onucaHus pe3ynbTatoB Bpa4oM-rEHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) (without

1,550

7601A-NA

NOBbILLEHHOIO pUcka pa3BnTUst NOBOYHBIX peakumii B popme gmucnencumn
1 XXenyao4yHbIX KPOBOTEYEHWI NPU Npueme cyrnbdacanasvHa, CBsi3aHHbIX
C HapylweHnem ero Mmetabonuama. OnpegeneHne HanmMums
nonumopdunamoB reHa N-auetuntpaHcdepasbl 2 (Sulfonamides
(Sylfagalazine). Genetic Mark.ers of Increased Rislk pf Adverse Rea

7,750

7261B-CY

rmmbeHknamug n Tondytamua. eHeTn4eckin mapkep pucka passuTus
HexXenaTenbHbIX NIeKapCTBEHHbIX PeaKLUUiA Mo TUMY FMMNOrNMKeEMUA Npu
npuemMe nepoparbHbIX CaxapOCHMKaOLWMX CPEACTB, CBA3AHHbIX C
HapyLleHnem nx metabonuama. OnpegeneHne HanmMums
nonumopdunamoB reHa umtoxpoma CYP2C9 (Sulfonylurea and Derivat

3,500

7831HL

TVMTMPOBAAVE TEHOB CACTEMBI FILA TKiacca (Tedbl URB T, DUAT, DUBT)
(System Human Leukocyte Antigen (HLA) Class Il, Typing (Genes DRB1,
DQA1, DQB1))

6,200

114rn

Tpom603bl: paclumperHas naHens (redbl F2, F5, MTHFR, MTRR, MTR)

5,500

114IT1/63

TPOMODO3BI. pacllnperHast Manelb (TeAbl FZ, F5, MTHAFR, MTRR, MTR)
(6e3 onucaHusa pesdynbTaTtoB Bpadom-reHeTkom) (Thrombosis: Advanced
Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

4,500

123

TpomM0603bl: CoKpalleHHas naHenb (reHbl F2, F5)

3,900

123IT1/B63

TPOMDO3bI; CORPALLEAHast MaHelb (TeHbl F2Z, F5) (0€3 ONMCanns
pesynbTaToB BpadoM-reHeTukoM) (Thrombosis: Minimum (Genes F2, F5)
(without Description))

3,050

141

TpomMboTU4eckne OCIrOXHEHNS NpU CTUMYNAuuK oBynsaumm (reqsl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

1,650

141IT1/63

T POMOOTAYECKVAE OCHTOKHEHWS TPV CTAMYITSILVIA OBYITHLWNA (TEABI FZ, FD)
(6e3 onucaHusa pesdynbTaTtoB Bpadom-reHeTMkom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without Description))

1,550

72011

TpomboumnTapHbIn peuenTop pubpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

2,050

720163

TPOMDOLVTAPHBIN PELENTOP (PUOPVHOTERA (TeH 1T GB3) (083 ONWCanns
pesynbTaToB BpadoM-reHeTukomM) (Platelet Fibrinogen Receptor (Gene
ITGB3) (without Description))

1,850

125

PunbpuHoreH (red FGB) (Fibrinogen (Gene FGB))

2,750

125IT1/B3

®DubpuHoreH (reH FGB) (be3 onucaHnsa pe3ynstatoB BpadOM-reHETUKOM)

(Fibrinogen (Gene FGB% (without Description))

108IM

2,850

XOUy CTaTb MamoW: OCITOXXHEHWS DEPEMEHHOCTH (TEABT FZ, F5, MTHF K,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

18,300

108IT1/B3

AUy LTAro vr TOUVT. UUITU/RACHVET UCPCNVICTARUCUTVTTCADI T Z, T J, WITTIT T\,
MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHus pe3ynbTaToB BpayoMm-
reHetnkom) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without

15,850

7261CYI

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene

3,500

7259

Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene

10,600

105

71 300PUB TEHABI T Z, T U, APUL, WITTITIN, WITINIS, WVITTY, AGL, AOT,

GSTT1, GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-peruoH) (I'm
Healthy (for Men) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE,
AGT, GSTT1, GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-

42,450




106

7T 300PUBd (TEABT T Z, T O, APUL, WITTIT TN, IVITINIY, WITTY, AGL, AUT,

GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm Healthy
(for Women) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1))

36,950

77707

eHTUHrTOHONOgOGHOE 3aboneBaHue, Tun 2, JPH3, y.m.

4,900

77709

eHTUHrTOHONOgOGHOE 3aboneBaHue, Tun 4 TBP, y.m.

4,150

77702

"eHTUHITOHONO40OHbLIE 3a060N1EBAHNS, KOMMNEKCHas AMarHoCTuUKa, Y.M.

10,850

1566

encnanH 25 (6noaktmneHbin) (Hepcidin 25, bioactive)

9,250

9024

TMCTOJIOrNYECKUE UCCIIEQOBAHUA

51121rX

TTEMN\Z/TTCU IRUTTYTUUVTA, I_II:I'\L'L;IdIyL;, VIIVIIVIyHUI VICTUXAVIVIVTHCURUT
nccnegoBaHue, UMX (buomartepuan pmKcupoBaHHbIi B YOPManmHOBOM
6ydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Formalin Buffer))

9,650

51131NrX

TTEMN\Z/TTCU IRUTTPTUUVTA, I_II:I'\L'L;IdIyL;, VIIVIIVIyHUI VICTUXVIVIVTHCURUT
nccnepnoBaHue, UIMX (buomarepuan, ukCpoBaHHbIN B napacpuHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical

9,650

52221NrX

Study (Fixed Biomaterial in Paraffin Block))

e A R S LES A\l ) - S ———
oLleHKa nponudepaTUBHOM aKTUBHOCTU Mo akcnpeccun Ki-67
(buomatepwman, mkcupoBaHHbI B napadgpumHosom bnoke) (Ki-67 (MIB-1)

Expression, Assessment of Proliferative Activity by Expression Ki-67,

7,750

51111rX

Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))
o TR ST ey TR T YN
oLeHKa nponudepaTUBHOM aKTUBHOCTU Mo akcnpeccun Ki-67
(buomaTtepwman, urKcupoBaHHbI B dopmanmHoom bydepe) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-67,

Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

7,750

524

"acTpuT, accounnpoBaHHbin ¢ Helicobacter pylori (ructonornyeckumn
npodunb) (Helicobacter pylori Associated Gastritis)

5,100

511

T VICTUJTUTVTHCURUT VTUUITCAOUBARAVIC UVTUTTUVIVIAUTU VIaT GPVIQJ Tavl
mMarepuana, nofly4eHHOro Npu XMpypruyeckmx BmeLLaTenscTaax(
3HOOCKOMNYECKOro MaTepuana; TkaHel XXEHCKOM NOJSTIOBON CUCTEMbI;
KOXW,MSFKUX TKAaHEW; KPOBETBOPHOW M NTMMEOUAHON TKAHEN; KOCTHO-

2,750

516

I'mcToxnmmnydeckoe nccnegosaHune Helicobacter pylori (crnnsb)
(Helicobacter pylori, Mucus, Histochemical Study)

2,750

51151rX

VIIV"VIyHUI VIC TUAVIVIVIICURAA AViAar AUC TVIRA APURAVTHCURUTU JAOQUNICTPVITAd —
BblfABNEeHve nnasmartudeckux knetok (CD138) (6uomatepnan,
dukcrMpoBaHHbI B napadmHoBom 6roke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Imnmunohistochemical Diagnosis

7,600

51141NrX

VIIV"VIyHUI VIC TURPTVIVIICURAA AVIAr AUC TVIRA APURAVTHCURUTU JAOQUNITTPVITAd —
BblABNEeHve nnasmartundeckux knetok (CD138) (6uomatepnan,
uKcMpoBaHHbI B hopmanuHoBoMm Gydepe) (Chronic Endometritis,
Identjfication of Plasma Cells pD1 38'. Immunohistochemical Diagnosis

7,600

PLUM-I

OBYX MapKepoB Ansi paHHen AUarHOCTUKM AUCTNa3nm C BbICOKOM
cTeneHblo pucka os3nokadyectenexus: p16INK4a + Ki-67 (buomarepuman,
dukcrMpoBaHHbI B popmannHoBom Gydepe) (Cervical Cancer — Study of
Two Markers for Early Diagnosis Dysplasia with High Risk Malignancy:

11,950

PLUM-B

p16|l}lK4a + Ki-67, Immunohi§toche .

OBYX MapKepoB Ansi paHHen AUarHOCTUKM AUCTNa3nm C BbICOKOM
cTeneHblo pucka os3nokadyectenexus: p16INK4a + Ki-67 (buomarepuan,
dukcrMpoBaHHbI B napaduHoBom brioke) (Cervical Cancer — Study of
Two Markers for Early Diagnosis Dysplasia with High Risk Malignancy:
p16INKaa + Ki67, Immunohistochemi__

11,950

51201rX

OV T T VT T T TVTTYCT

rmcToreHesa MeTacTa3oB Npy HeYyCTaHOBMNEHHOM NEePBUYHOM oyare
(cnekTp MapKkepoB AnNsi BbISIBIEHNS TKAHEBOW NPUHALANEXHOCTM)
(biomaTtepwman, 3aknioYeHHbI B napadrHOBbIA Brok)
glmm]u.pqhistochgmical diag\rlc.)si‘sl |n cancer metastasi§ of urllglngwn

31,350

51211rX

O T TV T £ VT T T

rmcToreHesa MeTacTa3oB Npy HeYyCTaHOBMNEHHOM NEePBUYHOM oyare
(cnekTp MapKkepoB AnNsi BbISIBIIEHWSI TKAHEBOW NPUHALANEXHOCTM)
(bomaTtepwman, mkcupoBaHHbIi B hopmanuHoBom bycdepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown

31,350

51181MX

VIIV"VIyHUI VICTUXVINIVITCURUT \VII /\) VoUITCOUBAAVIC. OQVidlr HUU TVIRA
numdonponudepaTMBHbix 3abonesaHuin (bromaTtepuan, 3ako4YeHHbI
B napadumHoBbIn 6nok) (Immunohistochemical diagnosis of
Iymnehoproliferative diseases (Tissue Embedded in Paraffin Block))

31,350

51191rX

VTIVI IyHUI VICTUXVINIVITCURUT \VII /\) VoUITCOUBAAVIC. OQVidr HUUTVIRA
numdonponudepaTMBHbix 3abonesaHuin (bromatepuan,
UKCMpoBaHHbIN B hopmanuHoBoM Gydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin

31,350




51161MX

TTyTTOTYTOT TV T T T DO T T T P N O [ ST T T VT S VIO T T TVTTOT

OUCnnasum ¢ BbICOKOW CTEMEHbIO pucka o3nokadectenenus: p16INK4
(buomatepwman, mkcupoBaHHbI B popmanuHoBom bycdepe) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunchistocherical Study (Fixed Biomaterialin Formalin Buffer)

6,750

51171rX

LR lepee
OUCnnasum ¢ BbICOKOW CTEMNEHbHO pucka o3nokadectenenus: p16INK4a
(buomatepwman, mkcupoBaHHbI B napacgumHoBom bnoke) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6,750

5110 B01.030.001.010

KoHcynbTauns rotoBbix ructonorndecknx npenapatos (1 ctekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1

1,650

530FISH

UTpeAenenne HERZ cTatyca ONyxon METOA0M
MMMyHonyopecueHTHon rmbpuamsaumum in situ (FISH) (Determination of
HER2 Status of Tumor, Fluorescence In Situ Hybridization)

31,250

PMX-B

PaK MOJTOYHOW JKENE36l — KOMITITEKCHBI IMMYHOTICTOXAIMYECKIT
npodunb (bromatepunan, PUKCUPOBaHHbIV B NapadMHOBOM Groke)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded Tissue

23,750

PMX-I

PaK MOJTOYHOW JKENE3ET — KOMITITERCHBI IMMYHOTICTOXAMNYECKIT
npodunb (bromatepman, rMKkcupoBaHHbI B hopmanuHoBom bydepe)
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

23,750

532UTX

nccernenoBaHne ¢ OLIEHKOM aKenpeccun: anbda-metnnaunn-KoA-
pauemasbl (P504S, AMACR), UuMTOKEpPaTMHOB BbICOKOTO MOMNEKYNSPHOro
Beca (34RE12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of the expression
AMAQR, high molecular weight cytokeratin (34RE12), p

16,850

533UTX

ncernenoBaHne ¢ OLIEHKOM aKenpeccun: anbda-metunaunn-KoA-
pauemasbl (P504S, AMACR), UMTOKEpPaTMHOB BbICOKOTO MOMNEKYNSPHOro
Beca (34RE12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of the expression
AMACR, high molecular weight cytokeratin (34RE12), p

16,850

525

PElenTophbl K 3CTPOTEHaM 1 NpOreCTEPORY, MMMYyHO! ICTOXWMINIECKOE
nccnenosaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)

9,750

5251

FCUTTTITUPDI R IUTPUTTHAN 7T TTPUT UbICpUHy, VIIVIIVIyI'lUI VICTUXVIVIVTHCURUT
nccnenoBaHue (bromatepuan, PUKCUPOBaHHbIV B NapadMHOBOM Groke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

9,750

6878F27

FoBaguHa (f27) IgE, ImmunoCAP

1,050

403

["oHOpes, BbiABNEeHne aHTureHa, ummyHoxpomatorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1,250

66630

Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, InmunoCAP)

900

6900F209

penndpyt (f209) IgE, ImmunoCAP

1,050

6886F 11

peunxa (f11), IgE, ImmunoCAP

1,050

66643

"'pnbbl (wamnuHboHbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus
hortensis, IgE, ImmunoCAP)

900

66634

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImnmunoCAP)

900

77797

Hedurumnt anbda-1-aHtutpuncuna, SERPINAT, y.m.

3,750

9019

HANATHOCTUKA AYTOUMMYHHbIX 3AB0JIEBAHUU (kpome neakux u cepoya,

mpom6éouumoneHuti)

953

AHTWHEPOHAITbHbIE aHTUTEera Krnacca 1gG (JTanH-0IToT: HU (ANNAT), YO-
1 (PCA1), CV2, Ma2, Ri (ANNA2), amcpucbuant) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
TV IO TP TOTO AT T T (P oo o ToTT T TN oy LAY

7,750

827

=)y
SS-A (52 k[la), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), nmmyHo6not (ANA: Anti-
Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl,
PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-

4,750

1267

ART VIHyI\J IUQPHDIVI quI\IUP, I_II:[J'L LszbI pdl \r-\rnv, TVIT |JDI,
aHTUHYKNeapHble aHTUTena MeTO40M HEMNpsIMOM
MMMyHodnoopecueHUun Ha npenapaTtax HEp-2-knetok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear

1,750

224

AHTUTena aHTucnepmansHble B cnepme (Anti-Spermatozoa Antibodies,
ASA, Semen)

2,050

223

AHTUTena aHTMcnepMarbHble B cbiBOpOTKe kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1,550

1286

ARTVITCTIAd R dATVITCAANT RITCTUR TTOAARTITYJUSHUVT RTITCTIBT OADUTTA=Z,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-
65, GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, IA2, ICA-512)
Autoantibodies, Total)

2,350

803

AHTUTEena K aueTnnxonuHoBomy peuentopy (AxP, AnarHoctuka
MuacTeHumn), cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR,

7,800




1532ATDK AHTUTENA K aliHapHBIM KITETKaM TTOKENyOOYHON XKENe3bl, IgG 1 IgA

CYMMapHO (aHTMUTena K 9k30KPUHHOW YacTy NoAXernyqoYHOW Xernesbl,

Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB) 1,650
1538 AHTUTEna k muenuvHy IgG, metoa HenpsamMon MMMYyHOMNIOOPECLIeHLIMN

(Anti-myelin antibody, IgG, IF) 2,050
1291 AHTUTEnNa K CTepoMANPOAYLIMPYIOLLMM KIeTkaM PernpoayKTUBHbBIX TKAHEN

(Reproductive tissue steroid-producing cells Antibodies) 4,150
1285 AnTtuTena k TnposunHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-

IA2 Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies) 2,350
1204 AHTUTENa K UMKIMYecKoMy LMTpynnuMHupoBaHHomy nentugy (ALLTT)

(Anti-Cyclic Citrullinated Peptide, anti-CCP) 2,050
968 AHTUuTena knacca IgA k kapgmonununy (Anticardiolipin IgA, aCL IgA) 1,150
837 AnTtuTena knacca IgG k C1q cdaktopy komnnemeHTa (Anti-Complement

1q Antibodies, Anti-C1q, IgG) 1,750
1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG) 1,750
1289 AnTuTena knacca IgG k acnanornukonpoTeMHOBOMY peLenTopy (aHTu-

ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti- 2,350
807 AHTuTena knacca IgG k basanbHon membpaHe Krybo4KoB no4vek (aHTu-

BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) 2,350
809 AnTtuTena knacca IgG k basanbHon membpaHe koxu (Basement

Membrane Zone Antibodies, BMZ, IgG ) 3,050
1330 AnTtutena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous

Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG) 3,250
1331 AnTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous

Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG) 3,250
201 AnTuTena knacca IgG k beta-knetkam nogpxenynodHon xeneabl (Anti-

Islet Cell Antibodies, Islet Cell Autoantibodies, ICA) 2,150
817 AnTuTena knacca IgG k BHyTpeHHeMy pakTopy Kactna (Anti-Intrinsic

Factor, IFAb, Intrinsic Factor Antibodies, IgG) 2,150
202 AnTuTena knacca IgG k rmyrtamatgekapbokcunase (aHTu-GAD) (Anti-

GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG) 2,350
126 AnTuTena knacca IgG k geycnupansHon HatueHon OHK (aHTn-gcJHK

IgG, antn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti- 900
270 AnTuTena knacca IgG k geamngupoBaHHbIM nentugam rnnaguHa (Anti-

Deaminated Gliadin Peptide, Anti-DGP, IgG) 1,150
1298 AnTtuTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 3,250
1299 AHTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 3,250
813 AnTtuTena knacca IgG k necmocomam anvgepmuca (Desmoglein

Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 3,250
200 AnTtuTena knacca IgG k nHeynuHy (Insulin Autoantibodies, IAA, IgG) 1,050
969 AnTtuTena knacca IgG k kapamonunuHy (Anticardiolipin IgG, aCL IgG) 1,250
965 AHTUTENa Kacca 1gG K KepaTriHy (AHTMKEpaTWHOBBIE aHTUTENa, ARA,

AHTudpunarrpmHoBble aHtutena, A®A) (Anti-Keratin Antibodies, AKA,

Anti-Filaggrin Antibodies, AFA, IgG) 3,150
823 AnTtuTena knacca IgG k mmenonepokcuaase (aHTn-MPO)

(Myeloperoxidase Antibody, MPO) 1,750
1332 AHTUTENa Kacca 1gG K MOAVMOUPNPOBaHHOMY LUTPYITTMHNPOBaHHAOMY

BUMeHTUHY (aHTN-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies,

Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa 2,050
956 AnTuTena knacca IgG k Hykrneocomam (aHTUAgepHble aHTuTena),

ckpuHUHT (Anti-Nuclear Antibodies, ANA, IgG, Screening) 1,750
955 AnTtuTena knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3

Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) 1,750
1335 AHTuTena knacca IgG k caxapomuueTtam (guarHocTtuka boneaHu KpoHa)

(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgG ) 1,650
937 AnTtuTena knacca IgG k ckenetHbiM MbiwdamM (ACM) (Anti-Skeletal

Muscle Antibodies, AStMA, IgG) 1,750
1283 AnTtuTena knacca IgG k TkaHeson TpaHcrnotamuHase (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) 1,550
970 AnTtuTena knacca IgG k uutonnasme Hentpodunos (AHLA) (Anti-

Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 1,850
825 AHTUTENA KIacca IgG K akCTparinpyeMoMy HyKIT€apHOMY aHTATERy (OHA)

(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,

Anti-RNP) 1,750
997 AHTuTena knacca IgM k kapguonunuHy (Anticardiolipin IgM, aCL IgM) 1,750
271 AHTUTena knacca IgA kK geamngupoBaHHbIM nentugam rnnaguHa (Anti-

Deaminated Gliadin Peptide, Anti-DGP, IgA) 1,150
1336 AHTuTena knacca IgA k caxapomuueTtam (guarHocTtuka boneaHu KpoHa)

(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA ) 1,650
1282 AHTuTena knacca IgA k TkaHeBow TpaHcrroTamuHase (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) 1,550
1337 AnTuTena knacca IgA k uutonnasme Hemtpodunos (AHLA) (Anti-

Neutrophil Cytoplasmic Antibodies, ANCA, IgA) 1,650




810

AHTUTena knacca IgA kK aHOOMU3MIO (aHTUIHOOMU3NNHBIE aHTUTENA,
ADMA) (Anti-Endomysial Antibodies, Anti-EMA, IgA)

1,650

1342

AHTuTena knacca IgM k aHHekcrHy V (Annexin V Antibodies, aAnV, IgM)

1,750

1530BKK

AnTuTena knaccos IgA 1 IgG k bokanoBnAHbLIM KneTkaMm KALLEeYHUKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

1,650

971

AnTtuTena knaccos IgA 1 IgG k petukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, IgG, Total)

1,750

972

AnTuTena knaccos IgA 1 IgG K aHgoOMU3N0 (aHTUIHAOMU3NNHBLIE
aHTutena, AOMA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA,

1,750

954

AHTUTENA KITAaccoB 1gA, 19G, IV K NMDA (N-MeTvn-D-acnaprar)
rnytramaTtHomy peuentopy, cymmapHo (N-Methyl-D-Aspartate Receptor
Antibodies, IgA, IgG, IgM, Total)

6,000

936

AHTWTENA KIAccoB 1gA, 190G, IgIVI K akBanopviHy &, CyMMapHO
(anarHocTtuka HerpoonTukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, IgG, IgM, Total)

3,900

806

AHTWTENA KITAcCOB 1gA, 190G, IgV K TJTafiKOr MyCKyNaType, CYyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, IgG, IgM, Total)

2,050

819

AHTWTENA KITAcCoB 1gA, 105, IgVI K MAKPOCOMAaM TIE9YEHN W TTOYEK (aHTH-
LKM), cymmapHo (Antibodies to Liver/Kidney Microsome, aLKM, LKM,
IgA, IgG, IgM, Total)

2,250

804

ARTUTEIA KITaccoB 1gA, 19G, 1gV K MATOXORAPVSTM
(AHTUMUTOXOHAPUWAanNbHbIE aHTUTENna, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total)

2,050

805

AATUTENA KITaccoB 1gA, 19G, 1gVi K TApWveT alTbHBIM KITETRaM JKelyaka
(AMKX), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal
cell antibodies, APCA, IgA, IgG, IgM, Total)

2,150

967

AnTtuTena knaccos IgA, IgM, IgG k kapguonunury, ckpuHuHr (Cardiolipin
Antibodies IgA, IgM, IgG, aCL, Screening)

1,650

1287

AHRTUTENA KITaccoB 1gA, 19V, 1gG K CTEpOVANPOAYIAPYROWVM KITETRaM
HagnoyeyHuka (ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1,750

1290

ARTVITTITAd RITAaCCTUB Iyl"\, IuIVI, IE\J R UICPUVIHI IpUHyI.l'VIpyNLI.I.VIIVI RITCTRAIVI
aundka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-
Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies,
SCA against Testis, IgA, IgM, IgG, Total)

2,350

1209

AnTtuTena knaccos IgA, IgM, IgG k TkaHu an4HKKa (aHTMOBapuarbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

2,050

1531AALIK

AnTtuTena knaccos IgG v IgA k GP2 aHTureHy LeHTpoaLHapHbIX KIeToK
nogxenygoyHon xenesol (Anti-GP2)

2,750

938

ARTVITTTId RITAQCCTUDB Iy\J L4 IBIVI RTAATITVTUSVIO AT \JIdVIH'UJIUI OV T, OIVIZ=
GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatuasl),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

7,750

1340

AHTUTENA KITaccoB 1gG W IgIVI K poCpaTiANIICEPVH-TPOTPOMONHOBOMY
Komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies,
Anti-PS/PT, IgG, IgM, Total)

1,850

966/74

AnTtuTena knaccos IgG n IgM k docdatuanncepuny (Anti-
Phosphatidylserine, 19G, IgM)

2,550

1284

AnTtuTena knaccos IgG, IgA, IgM k 6eTta-2-rnukonpoTtenHy 1, cyMmapHoO
(Anti-B2-Glycoprotein 1 Antibodies, anti-B2-GP1, IgG, IgA, IgM, Total)

1,750

812

AnTtuTena knaccos IgG, IgA, IgM K krneTkam cocygucToro sHaoTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA,

2,350

822

AATUTENA KITaccoB 19, 1gA, 1V K PELENTOPY (POCHONMNa3sl AZ
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-
PLA2R, IgG, IgA, IgM, Total)

3,650

137/138

AnTtuTena knaccos IgM un IgG k docdonunngam (Anti-Phospholipid
Antibodies, APA, IgM, IgG)

1,150

4064

AHTUdOChHONMMNNOHBIN CUHOPOM, pa3BepHyTOe Ceponornyeckoe
nccnegoBanve (AH®; AT k kapanonunuHy, IgG, IgM; AT k 6eta-2-

6,000

125

AHTUsOepHble aHTUTena (AHA, aHTUHYKNeapHble aHTUTena), CKPUHUHL
(Anti-Nuclear Antibodies, ANA, Screening)

750

4062

AT Kk kapguonunuHy, IgG, IgM

2,750

944

[MardoCTVka ayTOMMMYHHOMO TTaHRpeaTnTa u ApYrixX 1IgG4-
accoummpoBaHHbIx 3aboneanuii (Diagnosis of Autoimmune Pancreatitis
and other IgG4-Related Diseases)

4067

2,350

[IMarAoCTVka ayTOMMMYHHOTO TTOPa>KEHWNST TTOYER (aHTAHYRITEapHEBIN
daktop (AH®), AT k 6azanbHon membpaHe knyboykoB noyek, AT kK
uutonnasme Hentpodgmnos (AHLIA/pANCA, cANCA), IgG)

5,600

4066

[IarHOCTVKA OBICTPONPOT PECCUPYOLLETO TTTOMEPYITOREMPATA (AT K
6azanbHoON MembpaHe kryboukoB noyek, AT K uMTonnasme
HenTpodunos (AHUA/pPANCA, cANCA), IgG)

4,000

4063

HwnarHocTnka BTopuyHOro aHtudgocdonunuaHoro cuHgpoma (AH®, AT k
Kapauonununy, IgG, IgM)

4,500




4065 [narHocTuka rpaHynemMaTo3HbIX BaCKyNUTOB (aHTUHYKNEeapHbIN akTop

(AH®), AT k uutonnasme Hentpogmnos (AHLIA/pANCA, cANCA), IgG) 3,400
4061 OuddepeHumansHaa guarHocTnka CKB u gpyrnx peBmaTnyeckmnx

3aboneBaHui (AT K HyKneocomMam, aHTUHyKeapHbi daktop (AH®P)) 3,250
1537 ROMMITEKCHOE WCCITe40Banve O NCNOoNb30BaHns B ANarHOCTKE

paccesiHHOro ckrnepo3sa: onpegerneHne onurokroHansHoro IgG (nukeop,

CbIBOPOTKA) 1 cBOGOAHBIX JTETKMNX Lienen MMMYHOTro0ynmMHoB (NTMKBOP) 7,850
808 KpucTtannel B Ma3ke CMHOBUArbHOMN XNAKOCTU (MOHOYpaT HaTpus,

nupodpocdat kanbums) (Synovial Fluid Smear, Crystals) 2,350
939 MuoauTt-cneunduyHbie aHTuTena knacca IgG (namn-6not: Mi-2, Ku, PM-

Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific 5,500
1334 MonekynapHo-reHeTu4eckoe nccrnegosanve HLA-B27 (Molecular

Genetic Testing HLA-B27) 2,350
4049 OnvroknoHaneHb IgG B nnkeope (LepebpocnmHanbHOM XXUOKOCTU) U

cbiBopoTke kpoBu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) 6,000
1536 OnuromepHbI MaTpuKcHbIN Bernok xpswa (Human Cartilage Oligomeric

Protein, COMF:) . . . . . 3,650
826 onncaHne aHTUTen K aHTureHam Scl-70, CENP-A, CENP-B, RP11,

RP155, ¢punbpunnspud, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52), ummyHo6moT (Scleroderma (Systemic Sclerosis)

Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,

dunbpunnspud, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR 6,000
821 [MTaHenb aHTUTeN K aHTUreHam aHTUHENTPOMUIbHLIX aHTUTEN (naHenb

anTureHoB AHLLA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 4,600

= AL AL~ ar R A = L Al
1288 (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1,

SLA/LP, SSA/Ro-52), nmmyHobnoT (Autoimmune Disease Liver Panel:

AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,

SSA/R0-52, IgG, Immunoblotting) 4,900
4054 TTPUWVITD ROVIar AUC TVIRA UyJ TTCSADIX qTPNIATU3UB \I‘\I R ACUNUCTUNAvT

anuaepmunca, AT k 6a3anbHon membpaHe koxu)» (Bullous Dermatosis

Diagnostics profile (antibodies to epidermis desmosomes, antibodies to

skin basal membrane)) 6,000
4069 TTPUWVIITD TOUPICTCNVIAAA RJAURAA BUITIARARA \UI\D), NVIURVITUPVTAT

aktnBHocTU (aHTn-Ac-AHK IgG, C3, C4 KOMNOHEHTBLI KOMNNEMEHTA)»

(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-

double-stranded DNA IgG, C3 and C4 complement components) ) 1,850
1333 PeBmaTtoungHbi dpaktop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1,750
1541 CBobofHble nerkve uenn MMMYHOrobynuHOB Kanna u navbaa B

nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin Free 2,350
4055 CepoguarHocTnka ayTOMMMYHHOMO racTpuTa U NepHULMO3HOW aHEMUN

(AT Kk napueTtanbHbIM KneTkam xenyaka; AT K BHyTpeHHeMy chakTopy 4,000
4056 CepoguarHocTuka boneaHn KpoHa 1 HecneLmu4ecKkoro s3BEHHOro

konuta (HAK) (AHLIA/pANCA, cANCA, IgG; AHLIA/ANCA, IgA; ASCA, 6,500
4060 CuncTteMHas kpacHas Bon4yaHka, obcrniegoanue (AT k Hykneocomam, AT K

kapanonununy, IgG; AT K kapguonunury, IgM; aHTUHyKNneapHbIn dakTop 6,100
4059 CKpUHUHT Borie3Hen coeauHuTensHon TkaHu (AT kK SHA,

aHTUHyKNeapHbIn dakTop (AH®D)) 3,250
4058 Llennakus, ceponoruyeckast guarHoctuka (AT kK aHgomuanio, IgA; AT K

TKAHEBOW TpaHcriytamuHase, IgA, I1gG; IgA obuy.) 5,000
4057 Llennakus, ceponoruyeckuin ckpuHuHr (AT K aHgomuanio, IgA; AT K

JeaMnanpoBaHHbIM nenTuaam rnnaguHa, IgG; IgA obu.) 3,050

AOUATHOCTUKA AYTOUMMYHHbIX 3ABOJIEBAHUU (neakue u cepdue,
9020 mpom6ouyumoneHuu)
844 AKTMBHOCTb aHrMoTeH3nH-NpeBpaLlaroLlero epmeHta (AT1P)

cbiBOpoTKM KpoBwm (Angiotensin Converting Enzyme, ACE, Serum) 3,400
815 AnTuTena knacca IgG k cepaedHon myckynatype (Mnokapay),

aHTUMnokapananesHble antutena (Anti-Heart Antibodies, IgG) 1,850
973 AHTUTena knacca k IgG TpomboumTam, Henpsimon TecT (Platelet

Antibodies IgG, Indirect) 4,000
4068 BocnanutensHele mnokapauonatum (AT k mutoxoHapusam (AMA), AT k

cepaeYHon myckynartype) 3,750
923 HeontepuH (HM) B cbiBopoTke KpoBu (Neopterin, Serum) 2,350
9012 ANATHOCTUKA MHPEKLUMOHHbBLIX 3ABOJIEBAHUU (adeHosupyc-2epnec)
243 AnTtuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 900
244 AnTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 900
1191 AnTtuTena knacca IgM k Borrelia burgdorferi, BbisiBnsiembie MeTo4oM

BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 2,050
73 HBS-aHTTEerd BUpyca renatnTta B (HBS-anTTeH, TOBEPXHOCTHBIV aHTUTEH

BMUpYyca renatuTa B, «aBCcTpanuMnckuiny aHTUreH), KaueCTBEHHbIN TeCT

(HBsAg, Hepatitis B Surface Antigen, Qualitative) 550




87 HBS-aHTTerd BUpyca renatnta B (HBS-aHTTEH, TOBEPXHOCTHEIV aHTUTEH

BMUpyca renatuTa B, «aBcTpanuMnckuin» aHTUreH), KONMYeCTBEHHbIN TeCT

(HBsAg, Hepatitis B Surface Antigen, Quantitative) 2,050
74 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 750
78 AnTuTena k HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) 900
77 AHTuTena k HBe-aHtureHy Bupyca renatuta B (Anti-HBe, HBeAb) 750
68 Antutena k BUM 1 n 2 n aHtured BUY 1 1 2 (HIV Ag/Ab Combo) 550
1637 AHTUTena K kopoHaBupycy SARS-CoV-2 (HykreokancugHomy beriky),

IgG, 3660711 (Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott) 1,250
1641/37 AHTUTEna Kk kopoHasupycy SARS-CoV-2, IgM n IgG (Abbott) 2,550
242 AHTuTena knacca IgA k ageHoupycy (Anti-Adenovirus IgA) 1,050
241 AnTtuTena knacca IgG k ageHosupycy (Anti-Adenovirus 1gG) 1,050
237 AHTuTena knacca IgG k aHtureHam ackapuvg (Anti-Ascaris lumbricoides 1,050
1143 AnTtuTena knacca IgG k aHTureHam Bupyca renatuta C, BbisiBNsieMble

MeTogoM ummyHobnoTTunHra (Anti-HCV 1gG, Immunoblot) 7,500
256 AHTuTena knacca IgG K Bupycy BETPSAHOWN OCMbl 1 ONOSICHIBAIOLLIETO

nuwas (Anti-Varicella-Zoster Virus IgG, Anti-VZV IgG) 1,150
228 AnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG) 1,250
71 AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 750
122 AnTtuTena knacca IgG k Bupycy npoctoro repneca 1 u 2 Tunos (Anti-HSV-

1,219G) 750
1222 AnTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 1,050
1223 AnTuTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 900
276 AnTuTena knacca IgG k repnecsupycy 4Yenoseka 6 Tuna (Anti-HHV-6 1gG) 900
277 AHTuTena knacca IgG k repnecsupycy 4yenoseka 8 tuna (Anti-HHV-8 IgG) 1,050
AAVHSV AHTuTena knacca IgG, onpegeneHve aBuaHOCTU K BUPYCY NPOCTOro

repneca 1 1 2 Tmnos (Anti-HSV-1, 2 IgG, Avidity) 1,150
76 AnTtuTena knacca IgM k HB-core aHTureny Bupyca renatuta B (Anti-HBc

IgM Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 1,050
257 AHTUTena knacca IgM Kk Bupycy BETPSIHOM OCNbl U ONOSACHLIBAOLLErO

nuwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1,150
1268 AnTtuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 1,150
227 AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1,250
72 AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 1,150
123 AnTuTena knacca IgM k Bupycy npoctoro repneca 1 u 2 tunos (Anti-HSV-

1, 2 IgM) 750
75 AHTWTENa KIaccoB 1IgIVI 1 IgG K HB-COoTe aHTUTeny BMpyca renarnia B,

cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen;

HBcADb, Total, HBV Core Total Antibodies (IgG + IgM)) 750
1269 AnTtuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV

Total (IgG + IgM)) 1,150
79 AnTtuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV

Total (IgG + IgM))* 750
396YPO BaKkTepoVabl, onpeaenenne OHR B COCKODE aNWTENNanbHBIX KITETOK

yporeHutanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital

Epithelial Cells)* 400
3112CVH Boppenwun, onpegenenve JHK B cMHoBrManbHom xugkoctu (Borrelia

burgdorferi, DNA, Synovial Fluid)* 650
3112CM>XK Boppenun, onpegenenve JHK B cnnHHoMo3roson xugkoctu (Borrelia

burgdorferi, DNA, Cerebrospinal Fluid)* 650
319CB Bupyc renatuta B, onpepenexve [JHK B cbiBOpOTKE KPOBMU,

kavyectBeHHoe (HBV DNA, Serum, Qualitative)* 650
320CB Bupyc renatuta B, onpepenexve [JHK B cbiBOpOTKE KPOBMU,

konu4yecteeHHoe (HBV DNA, Serum, Quantitative)* 5,250
325CB Bupyc renatuta D, onpegenenne PHK B cbiBopoTke kpoBu (HDV RNA, 1,050
326CB Bupyc renatunta G, onpegenexune PHK B cbiBopoTke kpoBu (HGV RNA, 1,050
328CB Bupyc renatnta A, onpegenexue PHK B cbiBopoTke kpoBu (HAV RNA, 900
323C-MN Bupyc renatuta C (CITO), onpeaenenne PHK B nna3sme kposw,

konuyecteeHHoe (HCV RNA, Plasma, Quantitative)* 30,800
3500CB Bupyc renatuta C (BI'C), ynbTpadyBcTBUTENBLHOE OnpegeneHve PHK

BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 4,600
324 BWpYC renarnta C, KONJIecT BEHHOE onpeaenenne PHR BUpyca v

reHoTunmpoBanue (tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA,

Quantitative PCR, Genotyping (Types 1, 2, 3)) 5,600
3231 Bupyc renatuta C, onpeaenenne PHK B nna3me KpoBu, KONnyecTseHHoe

(HCV RNA, Plasma, Quantitative)* 15,300
324111 BWpycC renartnta G, onpedenenie PHR B Na3Me, TEHOTANNPOBaHNE C

cybtunamu (Tunbl 1 (cybTunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV)

RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* 1,400
350CB Bupyc renatuta C, onpegeneHne PHK B cbiBOpoTKe KpOBU METOAOM

MLUP, konuyecteenHHoe (HCV RNA, Serum, Quantitative, PCR)* 4,900
321CB Bupyc renatuta C, onpegeneHne PHK B cbiBOpoTKe KpoBH,

kayectBeHHoe (HCV RNA, Serum, Qualitative)* 1,050




1688

Bupyc renatuta C: reHoTunupoBaHue no reHotunam 1-6 (BI'C,
onpegenenne reHotunos 1-6, HCV Genotyping)

3,400

312C-YPO

BVPYC ManmITOMBl YeITOBEKA BEICOROTO OHKOTEHHOTO PWCKE,
onpegenenne JHK 16 n 18 Tunoe + KBM B cockobe anutenunanbHbIX
KNneTok yporenmtansbHoro tpakta (HPV DNA, Scrape of Urogenital
e e e R e A A

550

313C-YPO

reHoTunuposaxue OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anuTenuanbHbIX KNeTok
yporeHutanbsHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Celis, 14 Types (16. 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59,66, 68))

1,150

311c-pot

Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenve [IHK B cocko6e anuTenuanbHbIX knetok potornotkn (HPV
DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39,
45 51 52 56 58 59 66 68) Screenlng ) w

550

311c-ypo

TVII'IOB 16, 18, 31, 33, 35 39, 45, 51, 52, 56 58, 59, 66 68+KBM
onpegenexve [IHK B cocko6e anuTenmanbHbIX KNETOK YPOreHNTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16,
18,31,.33,35,39,45, 51,52, 56, 58, 59, 66, 68) Screening ). v rrrrer—r

550

311c-npk

Tmnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenne [JHK B cockobe anntennanbHbIX KNETOK CIM3NCTON
npsimon kuwikn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

550

399C-npk

BVPYC NanvITOMBl YeITOBERA HA3KOTO OHKOTEHHOro PYCKA, ONpPEeNENnenne
OHK 3 Tnnos.: 6, 11, 44 + KBM B cockobe anutenuanbHbIX KNeTokK
cnuaucton npsamon kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3

550

399C-YPO

BVPYC ManmIITOMBI YeITOBEKA AV3KOTO OHKOTEHHOTO PYCKA, ONPENENenne
OHK 3 tnnos.: 6, 11, 44 + KBM B cockobe anutenuanbHbIX KNeTokK
yporenntansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial

550

399C-pot

BVpYC ManmITITOMBI YeITOBERA HA3KOTO OHKOTEHHOTO PYCKA, ONPENENenne
OHK 3 tnnos: 6, 11, 44 B cockobe anuTenumarnbHbIX KNETOK POTOrMOTKM
(HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

550

377C-YPO

DVIPyL/ TTIArmviTTITONVIDT SCTTUBTRA, UTNMPTATITCHVIC O 7O TVTTUB. U, 1T, TU,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68 + KBM B cockobe
anuTennarbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 15 Types (6, 11,16, 18, 31, 33, 35, 39, 45, 51,

1,400

391C-YPO

26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B
cockobe anuTennarbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3,650

374C-YPO

BVPYC NManniTTOMBl YeITOBEKA, ONPEAEITEAVie [JHK &4 TWMOB: 6, TT, 1o, T3
+ KBM B cockobe anutenuanbHbIX KNETOK YpOreHUTaneHoro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18)

900

363111

BWY-1, onpegenenne PHK B nnasme kpoeu (HIV RNA, Plasma)*

18,900

305moy

"apaHepenna, onpegenenne AHK B moye (Gardnerella vaginalis, DNA,

400

305¢cn

"apaHepenna, onpegenenne OHK B cekpeTe npocTathl, a9KynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

400

305ypo

I apAHepenTa, onpedenenne AR B COCKOOE 3NMTENNanBHBIX KITETOR
yporeHutanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

400

309kp

"epneceupyc 1 n 2 Tunos, onpegenenne JHK B BeHo3HoM kpoBu (HSV-
1, 2 DNA, Blood)*

650

3090kp

"epneceupyc 1 n 2 Tunos, onpegernenne JHK B BEeHO3HOW KpOBY,
Tunuposanue (HSV-1, 2 DNA, Blood, Typing)*

900

3098BnT

"epneceupyc 1 n 2 Tunos, onpegenenne OJHK B Boinote (HSV-1, 2 DNA,
Exudate)*

550

3090BnT

"epneceupyc 1 n 2 Tunos, onpegenenne JHK B BbINnoTe, TUNMpOBaHne
(HSV-1, 2 DNA, Exudate, Typing)*

650

309moy

"epneceupyc 1 n 2 tunos, onpegenenne JHK B moye (HSV-1, 2 DNA,

550

3090mou

"epneceupyc 1 n 2 Tunos, onpegenenne JHK B Mmo4e, TnuposaHue
(HSV-1, 2 DNA, Urine, Typing)*

650

309cn

I"'epneceupyc 1 n 2 Tunos, onpegenenne [JHK B cekpeTe npocTtarthl,
askynaTte (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

550

3090cn

"epneceupyc 1 n 2 Tunos, onpegenenne [JHK B cekpeTe npocTtarthl,

askynaTe, TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

650

309cnH

"epneceupyc 1 n 2 tunos, onpegenenne JHK B cntoHe (HSV-1, 2 DNA,

550

3090cnH

"epneceupyc 1 n 2 Tunos, onpegenenve JHK B critoHe, TunupoBaHue
(HSV-1, 2 DNA, Saliva, Typing)*

650

309kox

"epneceupyc 1 n 2 Tunos, onpegenenne JHK B cockobe
anuTenuanbHblX KneTok koxn (HSV-1, 2 DNA, Scrape of Skin Epithelial

550

3090kox

"epneceupyc 1 n 2 Tunos, onpegenenne JHK B cockobe
3NUTENManbHbIX KNEeTOK KoK, Tunuposaxme (HSV-1, 2 DNA, Scrape of

650




3093 "epnecsupyc 1 u 2 Tunos, onpeaenenve [IHK B cockobe

aNUTenuanbHbIX KNeTok KoOHbIHKTUBLI (HSV-1, 2 DNA, Scrape of 550
3090rn3 T eprecBnpyc T W Z TUNOB, ONpeAerenne JHR B COCKODE

anuTeNMarbHbIX KNETOK KOHbIOHKTMBBI, TunupoBaHue (HSV-1, 2 DNA,

Scrape of Conjunctiva Epithelial Cells, Typing)* 650
309pot "epnecsupyc 1 u 2 Tunos, onpeaenenve [IHK B cockobe

anuTenuanbHbIX knetok potornotkn (HSV-1, 2 DNA, Scrape of Faucial 550
3090poT T eprecBupyc T W Z TUNOB, ONpeAenenne OHR B COCKODE

anuTennarbHbIX KNETOK POTOrnoTku, TunuposaHune (HSV-1, 2 DNA,

Scrape of Faucial Epithelial Cells, Typing)* 650
309H0C "epnecsupyc 1 u 2 Tunos, onpeaenenve [IHK B cockobe

aNUTenuanbHbIX KNeTok cnuancton Hoca (HSV-1, 2 DNA, Scrape of 550
3090H0G T eprecBupyc T W Z TUNOB, ONpeAenenne JHR B COCKODE

anuTenuarnbHbIX KNETOK CN3UCTON Hoca, TunupoBaHue (HSV-1, 2 DNA,

Scrape of Nasal Epithelial Cells, Typing)* 650
309ypo "epnecsupyc 1 u 2 Tunos, onpeaenexnve [IHK B cockobe

anuTeNMarnbHbIX KNETOoK yporeHutanbHoro Tpakta (HSV-1, 2 DNA, 550
3090ypo T eprecBnpyc T W Z TUNOB, ONpeAenenne OHR B COCKODE

anuTenuarnbHbIX KNETOK YPOreHNTarbHOro Tpakra, TunuposaHune (HSV-1,

2 DNA, Scrape of Urogenital Epithelial Cells, Typing)* 650
309¢cMK "epnecsupyc 1 u 2 Tunos, onpenenenve IHK B cniMHHOMO3roson

xungkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)* 550
3090cMK "epnecsupyc 1 u 2 Tunos, onpenenenve IHK B cnMHHOMO3roson

xungkoctu, TunupoBanme (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 650
309cB "epnecsupyc 1 u 2 Tunos, onpeaenenve [IHK B ceiBopoTke kposu (HSV-

1, 2 DNA, Serum)* 650
3090cB "epnecsupyc 1 u 2 Tunos, onpenenenve [IHK B cbiIBOpOTKe KPOBY,

TunuposaHue (HSV-1, 2 DNA, Serum, Typing)* 900
352kp "epnecsupyc 6 Tuna, onpeaenenve IHK B BeHo3Hon kposu (HHV-6

DNA, Blood)* 650
3520t "epnecBupyc 6 Tnna, onpegenexve AHK B Bbinote (HHV-6 DNA, 400
352moM "epnecBupyc 6 Tnna, onpegenexve AHK B moye (HHV-6 DNA, Urine)* 400
352cn "epnecsupyc 6 Tnna, onpeaenenve IHK B cekpeTe npocTarthl, 3sKynaTe

(HHV-6 DNA, Prostatic Fluid, Semen)* 400
352cnH "'epnecBupyc 6 Tnna, onpegenenve AHK B cntoHe (HHV-6 DNA, Saliva)* 400
352pot "epnecsupyc 6 Tnna, onpeaenenve IHK B cockobe anuTenuanbHbIX

knetok potornotkmn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 400
352H0C "epnecsupyc 6 Tnna, onpeaenenve IHK B cockobe anuTenuanbHbIX

knetok cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 400
352ypo "epnecsupyc 6 Tnna, onpeaenenve IHK B cockobe anuTennanbHbIX

KNeToK yporenmtansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital 400
352CMK "epnecsupyc 6 Tnna, onpeaenenve IHK B CMIMHHOMO3roBon XUAKOCTH

(HHV-6 DNA, Cerebrospinal Fluid)* 400
352cB I"epnecsupyc 6 Tuna, onpenenexnve [IHK B ceiBopoTke kposu (HHV-6

DNA, Serum)* 650

oo TTITOrTT OO TR

2447 reHeTNYeCKUX MapKepos, onpe,qenmou.mx sq)q)eKTMBHoc;Tb neyeHusi

XpoHuyeckoro renatnta C uHtepcpepoHom n pubasupmHom) (Interleukin

28 Beta IL28B, Genotyping (Study of Genetic Markers Determining

Effectiveness of Treatment of Chronic Hepatitis C in Interferon and 1,150
6616 TTnecenb Aspergillus fumigatus (M3), annepren-cneuududeckue IgG

(Aspergillus fumigatus, IgG, M3) 750
9013 AUNATHOCTUKA MHOEKLIMOHHbIX 3ABOJIEBAHUU (20HOpesi-onucmopxo3)
247 AnTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1,250
245 AnTtuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 1,400
254 AnTtuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 1,150
182 AnTtuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae 1gG) 900
246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis 1,400
181 AnTtuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM) 900
181/82 AnTtutena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-

Mycoplasma pneumoniae IgM, 1gG) 1,650
3250yPO AROPUWITOP URPITH, VIUUITCUBARVIC VMVTRPUWITUPDI ypUl CHVITAITBRAUTU

TpakTa My>4MH B cOCKObe annTenuanbHbIX KNETOK YpOreHUTansHoro

TpakTa (Androflor® Screen REAL-TIME PCR Detection Kit, the study of

men’s urogenital tract microbiocenosis in the epithelial scrapes from the 2,750
31 SOYPO AROPUWITUD, VTLUITCAQUBARAVITC NMIVIRPUTIITUPDDT ypUI CHVITAITOAUTU TPdARTa

MY>XYMH B COCKOGE anMTenmnarbHbIX KIEeTOK ypOreHUTarnbHOro Tpakra

(AndroflorBREAL-TIME PCR Detection Kit, the study of men’s urogenital

tract microbiocenosis in the epithelial scrapes from the balanus, urethra) 3,900
260 AnTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis 1,050
238 AHTuTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgA) 750




180 AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 750
239 AnTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica IgG) 750
1142 AnTuTena knacca IgG K aHTMreHam Bupyca KpacHyxu, BblSiBliieMble

mMeTogoM uMmmyHobnoTTunHra (Anti-Rubella IgG, Immunoblot ) 7,600
235 AnTtuTena knacca IgG K aHTureHam gnseHtepuiiHon amebsbl (Anti-

Entamoeba histolytica IgG) 1,050
230 AHTuTena knacca IgG k aHtureHam onuctopxuca (Anti-Opisthorchis 1,250
267 AnTtuTena knacca IgG k Bupycy knewesoro sHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgG) 750
2500 AnTuTena knacca IgG k Bupycy kopu (Anti-Measles IgG) 1,250
84 AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 650
3AVRUB AnTuTena knacca IgG Kk Bupycy KpacHyxu, onpefeneHune asmgHoctu (Anti-

Rubella IgG, Avidity) 1,550
855 AHTuTena knacca IgG k andprepunHomy aHatokcuHy (Anti-Diphtheria 1,250
268 AHTuTena knacca IgM k Bupycy knewiesoro aHuedanuta (Anti-Tick-borne

Encephalitis Virus (TBEV) IgM) 1,050
179 AnTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis 750
251 AnTuTena knacca IgM k Bupycy kopu (Anti-Measles IgM) 1,150
85 AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 750
234 AnTtuTena knaccos IgM, IgG, IgA k aHTureHam namobnum, cymmapHo (Anti-

Giardia lamblia IgM, IgG, IgA, Total) 750
179/80 AnTtutena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma

hominis IgM, 1gG) 1,550
3022 bakTtepunanbHbIn BarnHo3 (Bacterial Vaginosis, BV) 2,250
338CB Bupyc kpacHyxv, onpegenexune JHK B ceiBopoTke kpoBu (Rubella Virus,

DNA, Serum)* 900

oo OO T T T O SO T O
3025 Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis,

Mycoplasma genitalium, JHK yenoeka (ldentification of Sexually

Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,

Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma 1,550
383 BEISIBITEANE BO30DYOUTENEN VITTTITT (7 F RBIVIJ, COCKOD aNUTENNaIbHBIX

KneTok yporeHntanbHoro Tpakta (Identification of Sexually Transmitted

Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)* 2,250
306moy4 I"oHokokk, onpegenenne AHK B mo4ye (Neisseria gonorrhoeae, DNA, 400
306cn "oHokokk, onpeaernenve [IHK B cekpeTe npocTtarthl, aakynate (Neisseria

gonorrhoeae, DNA, Prostatic Fluid, Semen)* 400
306cuH I"oHokokk, onpepenenve IHK B cuHoBmnanbHom xuakoctu (Neisseria

gonorrhoeae, DNA, Synovial Fluid)* 650
3063 I"oHokokk, onpenenenve [IHK B cockobe anuTennanbHbIX KNeTok

KOHBIOHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva 400
306poT "oHokokk, onpeaernenve HTHK B cockobe anuTennanbHbIX KNeTok

potornoTkn (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial 400
306npk "oHokokk, onpenenenve [IHK B cockobe anuTennarnbHbIX KNeTok

cnuaucton npsmon kmwkm (Neisseria gonorrhoeae, DNA, Scrape of 400
306ypo T OHOKOKK, ONpeAerenne OHR B COCKOOE aNTENNarbHBIX KITETOK

yporeHutanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of

Urogenital Epithelial Cells)* 400
OBC90 locnutanbHbin: BUY, cudmnuc, renatutel B n C (HIV, Syphilis, Hepatitis 2,550
3020 VIHBVTU®ITUP — KOMIITEKCHOE VCCITe0oBanvie MAKPOWITOPEI

yporeHutanbsHoro Tpakta (INBIOFLOR - Comprehensive Study of

Microflora Composition of Urogenital Tract (UGT)) 4,250
3026 VMHBNO®ITOP - ycnoBHO-NaToreHHble MMKOMa3mbl YenoBeka

(yporenntanbHbin ckpuHuHr) (INBIOFLOR — Mycoplasma, Urogenital 750
372 ViccnepoBaHune broueHo3a yporeHuTanbHoro tpakta. @emodnop 16.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 3,500
386 ViccnepoBaHune broueHo3a yporeHuTanbHoro Tpakta. @emodnop 8.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) 2,150
240 ViccnefnoBanve Ha Hanvune knewa gemogekc (Demodex folliculorum,

Demodex brevis) 550
344BnT Kangunga, onpegenenne JHK B Beinote (Candida albicans, DNA, 400
344moy Kangunga, onpegenenne JHK B mo4ye (Candida albicans, DNA, Urine)* 400
344cn Kanavpa, onpenenenve [IHK B cekpeTe npocTtarthl, 3akynaTe (Candida

albicans, DNA, Prostatic Fluid, Semen)* 400
344cnH Kangunga, onpegenenne HK B cnioHe (Candida albicans, DNA, Saliva)* 400
344K0x Kanavpa, onpenenenve [IHK B cockobe anmTenuanbHbIX KNETOK KOXn

(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 400
344pot Kananpaa, onpenenenve [IHK B cockobe anmTenuanbHbIX KNeTok

potornoTkn (Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 400
344npk Kanavpaa, onpenenenve [IHK B cockobe anmTenuanbHbIX KNeTok

cnuaucton npsamon knwkm (Candida albicans, DNA, Scrape of Rectal 400




344ypo RanAnAaa, onpeaenenne AR B COCKODE aNTENMalibHBIX KITETOK

yporeHutanbHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

Epithelial Cells)* 400
3023 Kangmpaos, ckpunuHr (Candidiasis, Screening ) 550
3021 Kanamaos, ckpunuHr n Tunvposanme (Candidiasis, Screening and Typing) 1,400
3024 Kangnaos, tunnposanue (Candidiasis, Typing) 1,050
345YPO JTakTOOaKTEpPUN, ONpeaernenne OHR B COCKODE aNMTENalibHBIX KITETOK

yporeHutanbHoro TpakTta (Lactobacillus spp., DNA, Scrape of Urogenital

Epithelial Cells)* 400
3114moM Jlnctepun, onpegenenne JHK B moye (Listeria monocytogenes, DNA, 400
3114nn Jlnctepun, onpegenenne JHK B nna3me kposwu (Listeria monocytogenes,

DNA, Plasma)* 400
3114cuH Jnuctepun, onpegenenne JHK B cmHoBmansHow xuakocTu (Listeria

monocytogenes, DNA, Synovial Fluid)* 650
3114poT JInctepun, onpegenexne JHK B cockobe anntenmansHbIX KNETok

potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial Epithelial 400
3114HoC Jnctepun, onpegenenne JHK B cockobe anntenumansHbIX KNEToK

cnuaucTton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal 400
3114cMmx Jnctepun, onpegenenne JHK B cnnHHomo3rosou xuakoctu (Listeria

monocytogenes, DNA, Cerebrospinal Fluid)* 400
308MOY Mukonnaama (Mycoplasma genitalium), onpegeneHne OHK B mo4ye

(Mycoplasma genitalium, DNA, Urine)* 400
308cn Mukonnaama (Mycoplasma genitalium), onpenenexne [JHK B cekpete

npoctaThl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid, 400
308ypo |V|V|Konnaa_a—(%l—¢‘oﬁa‘§¥wa‘%‘e‘r‘rra'rm Vi Ttanum), onpeaenene OHR B COCKODe

anuTenuarnbHbIX KNETOoK yporeHutanbHoro Tpakta (Mycoplasma

genitalium, DNA, Scrape of Urogenital Epithelial Cells)* 400
302MOY Mwukonnaama (Mycoplasma hominis), onpegenenve JHK B move

(Mycoplasma hominis, DNA, Urine)* 400
302CN Mukonnaama (Mycoplasma hominis), onpenenenne JHK B cekpete

npocrarhl, 3skynaTe (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* 400
302YPO IVIMKONa3ma (IVycoplasma Nominis), onpeaenene JHR B COCKODE

anuTenuarbHbIX KNETOoK yporeHntanbsHoro Tpakta (Mycoplasma hominis,

DNA, Scrape of Urogenital Epithelial Cells)* 400
347 MK Mukonna3ama (Mycoplasma pneumoniae), onpeneneHne [JHK B mokpoTe

(Mycoplasma pneumoniae, DNA, Sputum)* 900
347nn Mukonnaama (Mycoplasma pneumoniae), onpegenenvne JHK B nnasme

kpoBu (Mycoplasma pneumoniae, DNA, Plasma)* 650
347cnH Mukonna3ama (Mycoplasma pneumoniae), onpegenenvne OHK B critoHe

(Mycoplasma pneumoniae, DNA, Saliva)* 400
347pot VIFiKoTiaama (Mycoplasma pneumoniae), onpegenenne JHAK B COCKODe

anuTenuanbHbIX knetok potornotkn (Mycoplasma pneumoniae, DNA,

Scrape of Faucial Epithelial Cells)* 400
1277KOXKA Mwukpockonusa 1 noces Ha napa3uTapHble rpubbl (koxa) (Parasitic Fungi,

Microscopy and Culture (skin)) 2,350
1277HOTITU Mukpockonusi n noces Ha napasutapHblie rpubbl (Hortn) (Parasitic Fungi,

Microscopy and Culture (nails)) 2,350
397YPO IVIOOMITYHKYC, ONpeAeneHne OHR B COCKODE aNTENNalbHBIX KITETOK

yporeHutanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital

Epithelial Cells) 400
995KOXK [MapasuTapHble rpubbl, MUKPOCKOMNMYECKOE UCCnefoBaHne npob Koxu

(Fungal Infections of Skin) 1,250
995HOI [TapasuTapHble rpubbl, MUKPOCKOMNUYECKOE UCCrnenoBaHne npob Horren

(Fungal Infections of Nails) 1,250
6617 lNMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 750
462 TTOCEB Ha KITOCTPVAV (CloStraium anficlie, NCeBOOMEMOPaHO3HBIN

konuT) (Clostridium difficile Culture. Bacteria Identification and Antibiotic

Susceptibility Testing) 1,850
437YNM TTOCEB Ha NATOTEHHYIO 1 YCITOBHO-TTATOT EHAYR0 MUKPOMITOPY KAIEYHNKA

(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic

Microflora, Bacteria Identification) 1,750
437yI_IM-A TTOCTB Aa T1aTtur UI‘"‘!yN VT yUJ TOBRUSTIAaTUI Unnyru VIVIRPUWIT IUpy RVILOTHHAVIRA

C onpeaereHMemM YyBCTBUTENbHOCTM K aHTUMUKPOOHBLIM Mpenaparam

(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic

Microflora. Bacteria Identification and Antibiotic Susceptibility Testing) 2,050
437yI_IM-¢ TTOCTB Aa T1aTturt UI‘"‘!yN VT yUJ TOBRU-TIAaTUI Unnyru VIVIRPUWIT IUpy RVILOTHHAVIRA

C onpeaerneHMem YyBCTBUTENbHOCTM K aHTUMUKPOOHBLIM Npenaparam 1

6akTepuodaram (Stool Culture with Bacteria Identification and

Antibiotic+Bacteriophage Susceptibility Testing) 2,150
280 PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 650
281 PIIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 650
282 PIIA c Shigella sonnei (Shigella sonnei, IHA) 650
286 PIICA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 650
284 PIIA c Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, 650




285 PIIA c Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, 650
380 CRPVHWHAT MAKPOQITOPEI YPOTEHNTAITEHOTO TpakTa. @EMOMITOp TKPUH.

(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel

Femoflor Screen)) 2,650
3029 YCHOBHO-TTaTOT EHHBIE MAKOMITa3MBl, MOHVUTOPWHAT 30DPERTNBHOCTM

neyenus (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness

Monitoring of Treatments) 550
3028 YCHOBHO-TTaTOT EHHBIE MIKOMITa3MBl, MOHVUTOPWHAT 30DPERTNBHOCTM

neyenus (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness

Monitoring of Treatments) 550
3027 YCHOBHO-TTaTOT EHHBIE MIKOMITa3Mbl, MOHVUTOPWHAT 30DPERTNBHOCTM

neyenus (Ureaplasma urealyticum) (Ureaplasma urealyticum,

Effectiveness Monitoring of Treatments) 550

AOUWATHOCTUKA MUHOEKLIMOHHbIX 3ABOJIEBAHUU (ocmpbie kuweyYHblie-
9014 xesukobakmep)
1303HEL T303HEL ™C-ypeasHbiv AbixatenbHbln TecT (PC-YOT, 13C-Urea Breath

test, UBT). BuisiBnexnme nHdekumm Helicobacter pylori 3,500
259 AnTtuTena knacca IgA k Helicobacter pylori, BoisiBrisemble MeTo40M

nMmmMmyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot) 4,150
177 AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 1,050
258 AnTtutena knacca IgG k Helicobacter pylori, BoisiBrisemble MeTogoM

mMmmyHobnoTTuHra (Anti-Helicobacter pylori IgG, Immunoblot) 4,150
133 AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 750
1205 AHTuTena knacca IgG k Treponema pallidum, BbisiBNiiEMblE METOAOM

nMmMyHo6noTTuHra (Anti-Treponema pallidum 1gG, Immunoblot ) 2,750
252 AHTuTena knacca IgG k Bupycy anugemmnyeckoro naportuta (Anti-Mumps 1,150
248 AnTuTena knacca IgG k pecnnpatopHoO-CUHUMTUanbHoMy Bupycy (Anti-

Respiratory Syncytial Virus (RSV) IgG) 1,150
176 AnTtuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 1,050
221 AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum 1,250
1206 AHTuTENa knacca IgM k Treponema pallidum, BbiSIBISieMblE METOAOM

nMmMmyHo6oTTuHra (Anti-Treponema pallidum IgM, Immunoblot ) 2,750
253 AHTUTena knacca IgM k Bupycy anugemuydeckoro napotuta (Anti-Mumps 1,150
249 AnTuTena knacca IgM k pecnvpaTopHoO-cvHUMTUansHoMy Bupycy (Anti-

Respiratory Syncytial Virus (RSV) IgM) 1,150
70 AnTuTena knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-

Treponema pallidum IgM, IgG, Total) 650
293 AnTtuTena k Salmonella gr.E, PMI'A (Salmonella gr.E Antibodies, IHA) 650
273 AnTtuTena k Salmonella typhi, PMICA (Salmonella typhi Antibodies, IHA) 900
265 AnTtutena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma

urealyticum IgA) 1,050
261 AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas 1,050
264 AnTtutena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma

urealyticum IgG) 1,050
1372 AnTtuTena knacca IgG k aHtureHam ctpoHrunongosa (Anti-Strongyloides

stercoralis 1gG) 1,250
232 AHTuTena knacca IgG k aHtureHam Tokcokap (Anti-Toxocara IgG) 750
233 AHTuTena knacca IgG k aHtureHam TpuxvHenn (Anti-Trichinella IgG) 750
876 AHTUuTena knacca IgG k ctonbHayHoMy aHaTokcmHy (Anti-Tetanus toxoid 1,250
1208 AnTtuTena knacca IgG k T-numdoTponHomy Bupycy Yernoseka Tmna 1 n 2

TmnoB (Anti-HTLV-1, 219G ) 1,250
80 AnTtuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 750
1AVTOXO AnTtuTena knacca IgG k Toxoplasma gondii, onpeaeneHve aBnaHoOCTH

(Anti-Toxoplasma gondii IgG, Avidity) 1,550
81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 900
1266 AnTtutena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis,

cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 2,550
346Mou BregHas Tpenonema, onpeaenexne OHK B moue (1reponema pallidum,

DNA, Urine)* 400
346070 BbnenHas TpenoHema, onpenenenve [JHK B otaensiemom (Treponema

pallidum, DNA, Secretion)* 400
346¢n bnenHas TpenoHema, onpegenexne [JHK B cekpeTe npocTaThl, 3sKynsaTe

(Treponema pallidum, DNA, Prostatic Fluid, Semen)* 400
346K0K bnenHas TpenoHema, onpegenenne [JHK B cockobe anutenuanbHbIX

knetok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 400
346rn3 BreAHas TpeloHemMa, onpefenenne JHR B COCKODE annTeNanbHBIX

KneTok KoHboHKTUBLI (Treponema pallidum, DNA, Scrape of Conjunctiva

Epithelial Cells )* 400
346poT BnenHas TpenoHema, onpegenenne [JTHK B cockobe anutenuanbHbIX

knetok potornotku (Treponema pallidum, DNA, Scrape of Faucial 400
346ypo BrefAHast TpernoHeMa, olpeeneHne JHR B COCKODE snnTenanbHBIX

KNeToK yporeHntansHoro Tpakta (Treponema pallidum, DNA, Scrape of

Urogenital Epithelial Cells)* 400




346CMK Bbnennas TpenoHema, onpegenenne [JHK B CNMHHOMO3roBOM XUOKOCTH

(Treponema pallidum, DNA, Cerebrospinal Fluid)* 400
346¢cB bnennas TpenoHema, onpenenenne [JHK B cbiBOpoTKe KPOBU

(Treponema pallidum, DNA, Serum)* 650
341B0T MukobakTtepun Tybepkynesa, onpeaeneHne [JHK B BbinoTe

(Mycobacterium tuberculosis, DNA, Exudate)* 400
341MHC MukobakTtepun Tybepkynesaa, onpefeneHne [JHK B meHcTpyanbHOM

kpoBu (Mycobacterium tuberculosis, DNA, Menstrual Blood)* 400
341MK MukobakTtepun Tybepkynesa, onpeneneHne JHK B MmokpoTe

(Mycobacterium tuberculosis, DNA, Sputum)* 900
341Mmoyu MukobakTtepun Tybepkynesa, onpeneneHne [JHK B moue (Mycobacterium

tuberculosis, DNA, Urine)* 400
341cn MukobakTtepun Tybepkynesa, onpeneneHne [JHK B cekpete npocTarthl,

askynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)* 400
341cuH MukobakTtepun Tybepkynesa, onpefeneHne [JHK B cmHoBuansHom

xungkoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)* 650
341cMK MukobakTtepun Tybepkynesaa, onpegeneHne [JHK B cnnHHomosrosomn

xugkoctun (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* 400
341cB Mukobaktepun Tybepkyneaa, onpeaeneHne [JHK B cbiBopoTke KpoBu

(Mycobacterium tuberculosis, DNA, Serum)* 650
33121KAN UCTpBIE KAIEYHBIE MHQERLWN, TTLP-CKPUHWHAT BOCEMW DakTepyalbHBIX 1

BMPYCHbIX BO30yauTenen ocTpbiX KMLWEYHbIX MHGeKumi B kane (Acute

Intestinal Infections, PCR, Fecal) 2,250
33122KAN OcTpble kuweyHble nHPekunn, NMLP-CKpUHUHT TPEX BUPYCHBIX

Bo3byautenen, kan (Acute Intestinal Infections, PCR, Fecal) 1,750
33103MK IMHeBMOKOKK, onpeaenenne OHK B mokpoTe (Streptococcus pneumoniae, 1,150
33103MN IMHeBMokoOKk, onpeaenenve HK B nna3me kposu (Streptococcus

pneumoniae, DNA) 1,150
33103CJIH IMHeBMOKOKK, onpeaenenne AHK B critoHe (Streptococcus pneumoniae, 1,150
33103POT IMHeBMOKOKK, onpeaeneHune [THK B cockobe anuTennanbHbIX KNeToK

poTornoTku (Streptococcus pneumoniae) 1,150
457-1 [ToceB Ha naToreHHyto kuweynyto driopy (Stool Culture (Salmonella spp.,

Shigella spp.). Bacteria Identification) 1,150
457-A TTOCEB Ha NMaTOTrEeHHYR KALIEYHYIO0 (PITOpPY, ONPEeAeIienne

YyBCTBUTENBHOCTU K aHTUMMNKPOBHBLIM npenapatam (Stool Culture

(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1,550
457_¢ TTOUTB Aa T1aTur UI‘"‘!yN |\V||.uc‘-|r|yru I IU[Jy, UTTPTLOTITCHVIT

YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM NpenapaTtam u 6akrepmnodaram

(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,

Antibiotic Susceptibility and Bacteriophage Efficiency Testin 1,750
470 TTOCEB OTAEIAEMOTO POTOTTTOTKA Ha DOPAETENTEI (Boraetela

pertussis/parapertussis, kokntow/napakoknow) (Bordetella

pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification) 2,250
288 PIIA c Salmonella gr.A (Salmonella gr.A, IHA) 650
289 PIIA c Salmonella gr.B (Salmonella gr.B, IHA) 650
292 PIIA c Salmonella gr.D (Salmonella gr.D, IHA) 650
290 PIIA c Salmonella gr.C (Salmonella gr.C, IHA) 650
287 PIIA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 650
283 PTITA ¢ cbinHOTUdO3HBIM AMAarHOCTUKYMOM pUKKeTcun TpoBaveka

(Rickettsia prowazekii, IHA) 650
69 Cudunmc RPR — aHTKapavMonvnuHoBbIi TecT (Syphilis RPR (Rapid

Plasma Reagins), Anticardiolipin Test) 550
348MkK CTtpenTokokk, onpegenenve JHK B mokpoTte (Streptococcus spp., DNA,

Sputum)* 1,250
348nn CTtpenTokokk, onpegenenve JHK B nnasme kposu (Streptococcus spp.,

DNA, Plasma)* 900
348cnH CTtpenTokokk, onpeaenenne OHK B critoHe (Streptococcus spp., DNA, 650
348pot Ctpentokokk, onpeaeneHne [IHK B cockobe anunTennanbHbIX KNeToK

poTornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)* 650
335enT Tokconnasma, onpeaenenve AHK B BbinoTe (Toxoplasma gondii, DNA, 400
335cMK Tokconna3sma, onpeaernenve IHK B CMIMHHOMO3roBon XWAKOCTH

(Toxoplasma gondii, DNA, Cerebrospinal Fluid)* 400
335ce Tokconna3sma, onpeaenenve [IHK B ceiBopoTke kpoBu (Toxoplasma

gondii, DNA, Serum)* 650
307moM TpunxomoHaga, onpegenexne AHK B mode (Trichomonas vaginalis, DNA, 400
307cn TpuxomoHaga, onpenenenve [IHK B cekpeTe npocTarthl, 3aKynaTe

(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* 400
307ypo I pXOMOHaa, olpedenenne JHAR B COCKODE annTeNnnanbHBIX KITETOK

yporeHutanbHoro TpakTta (Trichomonas vaginalis, DNA, Scrape of

Urogenital Epithelial Cells)* 400
342MOY Ypeannasma (Ureaplasma parvum), onpefenexve [JHK B mo4ye

(Ureaplasma parvum, DNA, Urine)* 400
343Mmou Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),

onpegenenne JHK B moye (Ureaplasma urealyticum + Ureaplasma 400




343cn ypeana3ma (Ureaplasma urealytcum + Ureaplasma parvamyj,

onpegnenenve [IHK B cekpeTe npocTtarsl, askynate (Ureaplasma

urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 400
343ypo ypeanasma (Ureaplasma urealyticum + Ureaplasma parvamy,

onpegenenve [IHK B cocko6e anuTenmanbHbIX KNETOK YPOreHNTanbsHoro

TpakTa (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of 400
303Mmou Ypeanna3sma (Ureaplasma urealyticum) (buosap T-960), onpeneneHune

OHK B moye (Ureaplasma urealyticum (T-960), DNA, Urine)* 400
303cn ypearna3ma (Ureaplasma urealyticum) (oMoBap 1-96UJ, Oflpeaenenne

OHK B cekpeTe npocTtarsl, askynaTe (Ureaplasma urealyticum (T-960),

DNA, Prostatic Fluid, Semen)* 400
303ypo ypeana3ma (Ureaplasma urealyticum) (oroBap 1-96U), ONpeaenenne

OHK B cockobe anuTenmnarnbHbIX KIEeTOK ypOreHUTanbHOro Tpakra

(Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial 400
342cn Ypeannasma (Ureaplasma parvum), onpefenexune [JHK B cekpeTe

npoctaThl, asgkynate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 400
342ypo ypeana3ma (JUreaplasma parvumy, onpeaenenre JHR B COCKODEe

anuTenuarnbHbIX KNETOK yporeHntansHoro Tpakta (Ureaplasma parvum,

DNA, Scrape of Urogenital Epithelial Cells)* 400
33111KAN OHTepoBupychl, onpegenenne PHK B kane (Enterovirus, RNA, Fecal) 750
9015 ANATHOCTUKA MHPEKLUMOHHBIX 3ABOJIEBAHUWN (xnamuduu-3XUHOKOKKO3)
105 AnTtuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia 750
183 AnTtuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgA) 1,050
106 AnTtuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia 750
185 AnTtuTtena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgG ) 900
82 AHTuTena knacca IgG k umtomeranosupycy (Anti-CMV IgG) 650
2AVCMV AHTUTena knacca IgG k umTomeranosmpycy, onpeneneHue aBugHoCTu

(Anti-CMV IgG, Avidity) 1,750
188 AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia 750
184 AnTtuTtena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae IgM) 900
83 AHTuTena knacca IgM k untomeranosupycy (Anti-CMV IgM) 900
105/6 AnTtutena knaccos IgA n IgG k Chlamydia trachomatis, pasgensHo (Anti-

Chlamydia trachomatis IgA, 1gG) 1,650
229 AHTuTena knacca IgG Kk aHTureHam axuHokokka (Anti-Echinococcus IgG) 1,250
1495 AnTuTena knacca IgG k 6enky Tennosoro woka (BTI) Chlamydia

trachomatis (Anti-cHSP60 IgG) 900
275 AHTuTena knacca IgG k kancMgHOMy aHTUreHy Bupyca dnwtenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgG ) 900
255 AnTuTena knacca IgG k paHHemy aHTUreHy Bupyca JnwrtenHa-bapp (Anti-

EBV Early Antigen (EA) IgG ) 900
187 AHTuTena knacca IgG k agepHoOMy aHTUreHy Bupyca JnwtenHa-bapp

(Anti-EBV Nuclear Antigen (EBNA) IgG ) 750
186 AnTuTena knacca IgM K kancugHoMy aHTUreHy Bupyca JnwTenHa-bapp

(Anti-EBV Viral Capsid Antigens (VCA) IgM ) 750
351kp Bupyc OnwtenHa-bapp, onpeaenenne IHK B BeHo3HOW kpoBu (EBV

DNA, Blood)* 650
351BnT Bupyc OnwrenHa-bapp, onpeaenenune OHK B Bbinote (EBV DNA, 400
351moM Bupyc SnwternHa-bapp, onpegenexnve AHK B moye (EBV DNA, Urine)* 400
351cn Bupyc OnwTtenHa-bapp, onpeaenenne HK B cekpeTe npocTathl,

askynaTte (EBV DNA, Prostatic Fluid, Semen)* 400
351cnH Bupyc OnwrenHa-bapp, onpegenenune OHK B cntoHe (EBV DNA, Saliva)® 400
351poT Bupyc 3nwtenHa-bapp, onpegenexnue [JHK B cockobe anutenmanbHbIX

knetok potornotkm (EBV DNA, Scrape of Faucial Epithelial Cells)* 400
351H0C Bupyc SnwtenHa-bapp, onpegenenne [IHK B cockobe anutenmanbHbIX

knetok cnuancton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)* 400
351ypo Bupyc 3nwtenHa-bapp, onpegenexnne [IHK B cockobe anutenmanbHbIX

KNeTok yporenmtansHoro Tpakra (EBV DNA, Scrape of Urogenital 400
351cMK Bupyc 3nwtenHa-bapp, onpegenexnne [JHK B cnnHHOMO3rosom

xugkoctn (EBV DNA, Cerebrospinal Fluid)* 400
351cB Bupyc OnwtenHa-bapp, onpeaeneHne OHK B cbiBopoTke kposu (EBV

DNA, Serum)* 650
3158XEN XENMKODAKTEp NMNITOpW, onpefenenne JHK B brionTare ClN3NCTon

xenyaka n/wnu aseHaguatunepcTHon kuwkm (Helicobacter pylori, DNA,

Bioptates of Gastric Mucosa and/or Duodenum, PCR) 900
349MK Xnamugus (Chlamydia pneumoniae), onpegenenve IHK B mokpoTte

(Chlamydophila pneumoniae, DNA, Sputum)* 1,250
349nn Xnamugusa (Chlamydia pneumoniae), onpenenenve [IHK B nnasme kposu

(Chlamydophila pneumoniae, DNA, Plasma)* 900
349cnH Xnamugusa (Chlamydia pneumoniae), onpenenenve [IHK B cntoHe

(Chlamydophila pneumoniae, DNA, Saliva)* 650




349poT XaMngns (Chiamydia pneumoniae ), onpeaenenne OHR B COCKODe

anuTenuanbHbIX knetok potornoTtku (Chlamydophila pneumoniae, DNA,

Scrape of Faucial Epithelial Cells)* 650
301BnNT Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B BbinoTe

(Chlamydia trachomatis, DNA, Exudate)* 400
301Mmou Xnamugusa (Chlamydia trachomatis), onpegenexne [JHK B moue

(Chlamydia trachomatis, DNA, Urine)* 400
301cn Xnamugus (Chlamydia trachomatis), onpeaenenne [THK B cekpete

npoctaThl, 3skynate (Chlamydia trachomatis, DNA, Prostatic Fluid, 400
301cuH Xnamugusa (Chlamydia trachomatis), onpeaenenne [JHK B cuHoBnansLHom

»xungkoctu (Chlamydia trachomatis, DNA, Synovial Fluid)* 650
301rns XnaMugns (Chiamydia trachomatis), onpedenenne JHK B COCKODe

anuTenuarnbHbIX KNeTok kKoHboHKTMBBI (Chlamydia trachomatis, DNA,

Scrape of Conjunctiva Epithelial Cells )* 400
301pot XaMngns (Chiamydia trachomatis ), onpeaenenne OHR B COCKODe

anuTenuanbHbIX knetok potornotku (Chlamydia trachomatis, DNA,

Scrape of Faucial Epithelial Cells)* 400
301npK XaMngns (Chiamydia trachomatis), onpeaenenne OHR B COCKODe

anuTenuarbHbIX KNeToK cnuancton npsamon kuwku (Chlamydia

trachomatis, DNA, Scrape of Rectal Epithelial Cells)* 400
301ypo XaMngns (Chiamydia trachomatis ), onpeaenenne OHR B COCKODe

anuTenuarnbHbIX KNETOoK yporeHntansHoro Tpakta (Chlamydia

trachomatis, DNA, Scrape of Urogenital Epithelial Cells)* 400
301cMK Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B

cnnHHomMo3sroBow xungkocTtu (Chlamydia trachomatis, DNA, Cerebrospinal 400
310kp Lintomeranosupyc, onpegenenne OHK B BeHo3How kpoBu (CMV DNA, 650
3100t Lintomeranosupyc, onpegenenne OHK B Boinote (CMV DNA, Exudate)* 400
310moy Lintomeranoeupyc, onpegenexne OHK B moye (CMV DNA, Urine)* 400
310cn Lintomeranosupyc, onpeaeneHne [JHK B cekpeTe npocTathbl, 35KynsTe

(CMV DNA, Prostatic Fluid, Semen)* 400
310cnH Lintomeranosupyc, onpeaenenne AHK B cntoHe (CMV DNA, Saliva)* 400
310KO3K Lintomeranosupyc, onpeaeneHne [JHK B cockobe anuTennanbHbIX

knetok koxun (CMV DNA, Scrape of Skin Epithelial Cells)* 400
3103 Lintomeranosupyc, onpeaeneHne [JHK B cockobe anuTennanbHbIX

knetok KoHbioHKTUBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 400
310pot Lintomeranosupyc, onpeaeneHne [JHK B cockobe anuTennanbHbIX

knetok potornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 400
310H0C Lintomeranosupyc, onpeaeneHne [JHK B cockobe anuTennanbHbIX

knetok cnuancton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 400
310ypo Lintomeranosupyc, onpeaeneHne [JHK B cockobe anuTennanbHbIX

KNneTok yporenmtansHoro Tpakrta (CMV DNA, Scrape of Urogenital 400
310cMK Lintomeranosupyc, onpeaeneHne JHK B CNMHHOMO3roBOM XNOKOCTU

(CMV DNA, Cerebrospinal Fluid)* 400
310cB Lintomeranosupyc, onpeaenenne OHK B cbiBopoTke kposu (CMV DNA, 650
456 OncbakTepunos KnweyHvka
456-® [ncbakTepunos KneyHrKa ¢ onpegeneHnem YyBCTBUTENBHOCTU K

OakTepuodgaram
536 HTQPUWQCpTHOiaribAa- Aviar HUU TVIRA VST TaRuUvIbT,

nmmyHoructoxmmmdeckoe (UIMX) nccnegoBaHne, oLeHka akcnpeccun S-

100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant

melanoma using assessment of the expression S-100, Melan A (MART- 25,950
535 HTQWQTpTHOvial TIbAa- Aviar HUU TVIRA VST TaRuUvIbT,

nmMmmyHoructoxmmmdeckoe (UIMX) nccnegoBaHne, oLeHka akcnpeccun S-

100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant

melanoma using assessment of the expression S-100, Melan A (MART- 25,950

[an Mk s M Ml b sdadea b DETTEITOTIV TS ([_{r T = oTaoTtomaT o Tt
3319 pertussis (Bo36yauTens kokmtowa) n Bordetella bronchiseptica

(B036youmTenb GpoHxocenTuko3a) B cockobe anuTenmanbHbIX KNeTok

cnuancTon potornoTku u/mnu Hocornotku (Differentiated detection of

DNA Bordetella spp.: Bordetella pertussis (pertussis pathogen) and 650
6819H1 JomawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP 1,050
6825H2 HomawHsas neib (Hollister —Stier) (h2) IgE, ImmunoCAP 1,050
6879F45 Opoxokm nekapckune (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1,050
OBC155 ExxerogHasi npodmnakrmka 1,150
1587 JKvpHble kucnoTbl, Npodune: omera-3, -6, -9, nna3ma (Fatty acids panel,

omega-3, -6, -9, plasma) 12,000
1827 >Knpo- 1 BogopacTBoprMble€ BUTAMUHBI 29,150
1828 >KnpopacTtBoprMble BUTaMUHbI 10,250
6890F44 3emnsiHuka (f44) IgE, ImmunoCAP 1,050
9002 UMMYHOIEMATOIJIOMns
15RH Rh (C, E, c, e) Kell-gpeHoTnnupoanue (Rh C (E, c, e) Kell-Phenotyping) 900
140 ANnonMMyHHbIE aHTUTEeNa, BkNovasa aHtuTena k Rh-antureny (Anti Rh) 750
93 "pynna kposwu (Blood Group, ABO) 400
94 Pesyc-npuHagnexHocTb (pesyc-gakTtop) (Rh-factor, Rh) 400




537 MMmmyHornctoxmmmndeckoe nccrnegosanue (1 mapkep): ytounsowee UIMX-

nccnenoBaHve ¢ ucnonb3oBaHMeM 1 aHTuTena (Mapkepa) 2,250
9017 UMMYHOIJIOMMYECKUE UCCITIEQOBAHUA
4193 CD4+ T-nnmdountsl, % 1 abcontoTHoe konuyectso (T-xennepbl, CD4+

T-cells, Percent and Absolute) 2,150
1311 AktnBmpoBaHHblie numdountel (CD3+HLA-DR+, CD3-HLA DR+)

(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 1,750
4194 B-numdouutsl, % 1 abcontotHoe Konnyvectso (CD 19+ numdouunTtel, B-

cells, Percent and Absolute) 2,150
67 MmmyHornobynuHel knacca E (obwun IgE, ummyHornobynuH E obwnin)

(Immunoglobulin E Total, IgE Total) 900
47 MmmyHorno6ynuHel knacca G (Immunoglobulin G, 1gG) 400
45 MmmyHorno6ynuHel knacca A (Immunoglobulin A, IgA) 400
46 VmmyHorno6ynuHel knacca M (Immunoglobulin M, IgM) 400
192 VimmyHonoruyeckoe obcriegoBaHue paciunpeHHoe (Immunological

Survey Extended) 8,750
191 VimmyHonorunyeckoe obcrieqoBaHne ckpuHnHroesoe (Immunological

Survey, Screening) 5,000
836 MHrnbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2,850
213 WHTepnenkunH-10 (UN-10) (Interleukin 10, IL-10) 2,850
210 WHTepnenkun-1B (U-1B) (Interleukin 1 Beta, IL-1) 2,850
211 WHTepnenkuH-6 (UJ1-6) (Interleukin 6, IL-6) 2,850
212 WHTepnenknH-8 (UJ1-8) (Interleukin 8, IL-8) 2,850
193 KomnoHeHTbl cuctembl komnnemenTa C3, C4 (Complement components 1,150
1315C3 C3 KomnoHeHT cuctembl komnnemeHTa (Complement Component C3) 550
1316C4 C4 KomnoHeHT cuctembl komnnemenTa (Complement Component C4) 550
1535 CWICTEMa KOMMITEMEHTa: KOMOMHNPOBaHHas OLEHKa (PyHAKLUN

KINaccu4eckoro, arnbTePHATUBHOTO M NTIEKTUHOBOIO NyTeW akTuBauun

meTtogom MDA (Functionality Test of Complement: Classical, Alternative 4,900
1534 CvcTtema KomnnemMeHTa: oleHKa pyHkunoHansHon aktmeHoctn (CH50)

(Functionality Test of Complement (CH50)) 2,050
1312 CnocobHocTb numdouunToB k aktuBaumm (Lymphocyte Activation Ability) 5,100
1310 daroumTapHas akTuBHocTb nenkountoB (Phagocytic Activity of 1,150
214 ®dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-

a, Cachectin) 2,850
4192 PEHOTUNPOBaRVE NTMMOLNTOB (OCHOBHBIE CYONONYALNN) — CD3J,

CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4,

CD8, CD19, CD16, CD56) 5,100
1235 Lvpkynupyrowme nmmyHHble komnnekcol (HVK) obwue (Circulating

Immune Complexes (CIC) Total) 1,750
948 D031MHOUNBHbLIV KaTUOHHbIM 6enok (Eosinophil Cationic Protein, ECP) 1,250
3033 Mubnodnop CkpuH. CKpUHNMHIOBOE nccriegoBaHue MMKpodnopsol

YPOreHnTanbHoro TpakTa 2,250
3032 VHBNO®ITOP-OKCITEPT. PaclumperHoe nccrnegoBaHne MMKpodropsl

YPOreHnTanbHoro TpakTa 2,650
9018 UHTEP®EPOHOBbLIN CTATYC
1050 AmunkcurH (Amixin) 750
1055 anaBuT (Galavit) 750
1064 M3onpurHosuH (Isoprinosine) 750
1057 WmmyHan (Immunal) 750
1059 MmmyHomakc (Immunomax) 750
1066 MmyHopukce (Imunorix) 750
1058 MmyHodaH (Imunofan) 750
1044 WHrapoH (Ingaron) 750
1043 VccnepoBaHve nHtepdepoHoBoro cratyca (Study of Interferon Status) 3,650
1051 Karouen (Kagocel) 750
1060 Jlukonug (Licopid) 750
1052 Heoup (Neovir) 750
1148 ManaBup (Panavir) 750
1061 Monvokcugonun (Polyoxidonium) 750
1047 PeadepoH (Reaferonum) 750
1062 TaktneuH (Tactivinum) 750
1063 TumoreH (Thymogen) 750
1054 LinknodepoH (Cycloferonum) 750
489 WHdnoeHua A+b (Influenza A+B, rpunn), aHTUreHHbIN TeCT
7312 ViccnepoBanuve kapuoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE @HOManmm

XpOMOCOM) ¢ 06s13aTeNbHON Bblga4Yen kKapnorpammel 9,250
9011 UCCJIEQOBAHUA KAJTIA
1533A1AT Anbda-1-aHTntpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2,350
159MPO Ananus kana Ha npoctenwue (PRO Stool) 750
1594 AHanus kana Ha arua renbMmnHToB (sinua rmuctoB) (PRO Stool, Helminth 750




240 ViccnepoBaHue kana Ha CKpbITYtO KpoBb, beH3anauHosas npoba (Occult

Blood Feces Analysis) 400
16010CT VMccnegoBaHve Ha 3HTepoburos (aviua octpumu), wnatens (Enterobiasis, 400
1338 KanbnpoTtektuH dekanbHbil (Fecal Calprotectin) 3,500
158 Konporpamma (Koprogramma, Stool) 750
2401 CKpbITad KpOBb B Kalle (KOITOPEKTAITbHEIE KPOBOTEYEHNH),

KONMYECTBEHHbI UMMyHOXUMMYecknin metog FOB Gold (Quantitative

Immunochemical Fecal Occult Blood, Test FOB Gold) 1,050
236 CopgeprkaHvie yrneBodoB B Karne (peayuvpyroLine BeLlecTBa B Kane)

(Stool Sugars, Reducing Substances, Fecal) 900
162 Onacrasa 1 (31), naHkpeaTnyeckasi anactasa 1 (Elastase 1, E1) 3,750
9010 UCCJIEQOBAHUSA MO4YU
9950 e e e e e A M

HapKOTMYECKNE BELLECTBA, MCUXOAKTUBHbIE NIEKAPCTBEHHbIE Npenaparbl

(HVKOTUH; NCUXOTPOMHbIE N HAPKOTUYECKME BELLECTBA, NCMXOAKTUBHbIE

nekapcTBeHHble npenaparbl) (Pernicious Habits: Nicotine, Drugs,

Psychostimulants and Psychotropic Substances, Urine)* 4,900
95110 ATTEOYMVH, pa3oBas MOPLVS MOYM (C KpeaTWHNHOM W pacdeTom

anbbymuH/kpeaTtuHuH oTHowweHwus) (Albumin, random urine, with

creatinine and albumin/creatinine ratio calculation, UACR) 750
95 AnbOymMuH, cyToyHas moya (Albumin, 24-Hour urine) 550
108 Amnnasa B MOYe CyTOYHOW MIM NOPLIMOHHON 32 UBMEPEHHOE BPEMSI

(Anbdha-ammnasa, gnactasa moun) (Amylase, 24-Hour or Timed Urine) 400
116 AHanua mouu obLmn (AHanmM3 Mmo4n obLLM C MUKPOCKONMEN OcajkKa)

(Complete Urinalysis, Microscopic Examination) 400
1565MOK AHanua xummn4eckoro coctasa no4ve4Holx kamHen (Compositional Analysis

of Kidney Stones) 5,150
898 Bap6utypatbl B Moye (Barbiturates, Urine)* 1,650
97110 BEeNOoK, pa3oBasi NOPLVA MOYM (C KpeaTVHWHOM W pacdeTom

HOPMarmn3oBaHHOroO No kpeaTnHUHY nokasatens) (Protein, random urine,

with creatinine and protein/creatinine ratio calculation) 400
109 "noko3a, cytouyHasa moya (Glucose, 24-Hour urine) 300
272 WccnegoBanve moun no metony Heunnoperko (Nechiporenko’s Urine 400
114 Kanun (K), Hatpun (Na), cytouHasa mouya (Potasium (K), Sodium (Na), 24-

Hour urine) 300
113 Kanbuun (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 400
401 Kanbuun mo4m, KayecTBeHHbIM TecT (npoba Cynkosuya) (Sulkowitch

Urine Calcium Test) 300
110113 RanbLnn, pa3oBas NOPLNS MOYUW (C KPEATVHAHOM 1 pacueToM

Kanbunii/kpeaTnHuH oTHoweHwust) (Calcium, random urine, with creatinine

and calcium/creatinine ratio calculation) 300
1265 KamHu noyeyHble, aHanms (Kidney Stone Analysis) 5,250
902 KanHabuHonabl (MapuxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1,650
110 KpeaTtunHuH, cytouHas moya (Creatinine, 24-Hour urine) 300
1318110 IVIarAn, pa3oBas NopLVst MOUW (C KpeaTWHWHOM W pacdeToM

MarHuin/kpeaTtuHuH oTHowweHns) (Magnesium, random urine, with

creatinine and magnesium/creatinine ratio calculation) 750
1318 MarHun, cytodHasa moya (cytodHasa akckpeums), (Magnesium, 24 h urine

excretion) 550
112110 MoueBas kucnoTa, pa3oBasi NOpLUsA MO4YM, C KpeaTUHUHOM U pac4eToMm

HOPManIM30BaHHOIO MO KPEATUHWHY NOK-1s 400
112 MoueBas kucnota, cytodHas moya (Uric Acid, 24-Hour urine) 300
111 MoueBuHa, cytouHasi moya (Urea, 24-Hour urine) 300
TG HALMLM LIS Sl el s L o T TP ST T T

aHarnv3 Mo4u Ha onuartbl, amdeTamMuH, MeTameTaMuH, KOKkavH,

KaHHabuHounabl 1 ux metabonutel) (Drugs and Psychotropic Substances

Screening: Opiates, Amphetamines, Methamphetamine, Cocaine,

Cannabinoids, Cannabinoid Metabolites, Urine) 4,600
97 O6wui 6enok, cytodHasi moya (Protein Total, 24-Hour urine) 300
1458110 UKcanarhl, pa3oBasi TOPLUS MOYM (C KpeaTVHNHOM W pacdeTom

HOPMarnu3oBaHHOro No kpeaTnHUHY nokasatens) (Oxalates, random

urine, with creatinine and oxalate/creatinine ratio calculation) 2,050
1458 Okcanarbl, cytoyHast Moya (Oxalates, 24-Hour urine) 1,850
925 Onwmatbl (MopdumH/repounH) B Moye (Opiates (Morphine/Heroin), Urine)* 1,650
OBC1 11 ULTHRA PVIURA RAVIACUUPASUBARVTA = TIMTTUTTHADIT byUblquVlVl VIOUSVT,

pasoBas nopuusa Mo4m (Kanbuui, MarHun, gocdop, okcanarbl, MoyeBas

KMCNOTa, KpeaTUHMH Pa3oBon NOPLMN MOUM, C pacHeTOM

HOPMaIM30BaHHbIX N0 KpeaTUHMHY NokasaTtenen) 5,700
OBC110 ULEHKa pyiCKa KaMHEODPa30BaHN4 - TNTOTEHHBIE CYOCTaHLV MOYW,

CyTO4YHasi Mo4a (Kanbumi, marHmni, docdop, okcanarbl, Mo4eBast

KMCNOTa, KpeaTUHMH CYTOYHOW MOYM C Ppac4eTOM CYTOYHOWM SKCKpeLmmn) 3,400
96 [Mpoba Pebepra (KrnvpeHc aHAOreHHOro kpeaTuHuHa, CKOPOCTb

knyboukoson dounbTpaumn) (Glomerular Filtration Rate, GFR)* 400
115 docdop (P), cytouHas moya (Phosphorus (P), 24-Hour urine) 400




115110 POCPOP, pasoBas NOPLVS MOYN (C KpEeaTVHNHOM W pacdeTom

HOPMarmn3oBaHHOrO Mo KpeaTnHUHy nokasatensi) (Phosphorus, random

urine, with creatinine and phosphorus/creatinine ratio calculation) 550
982 OtaHon (ankoronk) B Moye (Ethanol (Alcohol) Urine)* 1,650
6807F78 KaseuH, monoko (nBos d8) (f87) IgE, ImmunoCAP 1,050
6870F93 Kakao (f93) IgE, ImmunoCAP 1,050
402 RaMMnIToO0aKT1ep, ANapeviHBIi CWHOPOM, BEISIBITEHNE aHTUTEHA B Kalle,

mmmyHoxpomaTtorpadums (Campylobacter spp., One step rapid

immunochromotographic assay, antigen, stool) 1,550
6895F216 Kanycta 6enokoyvanHas (f216) IgE, ImmunoCAP 1,050
7313 KapvoTtun nnoga (abopTtHbIi MaTepuan) 18,600
6853F355 Kapn, napsans6bymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP 2,350
6887F35 Kaptodens (f35) IgE, InmunoCAP 1,050
6898F84 Kusu (f84) IgE, ImmunoCAP 1,050
6818D2 Knew gomawHen nbinu / D. farina (d2) IgE, ImmunoCAP 1,050
6817D1 Knew gomawHen nbinu / D. pteronyssinus (d1) IgE, ImmunoCAP 1,050
6908171 Komap (i71) IgE, ImmunoCAP 1,050
7649 KomnnekcHas AnarHocTvKa HacneaCcTBEHHOW rmnepxonecTepuHemMmm 7,600
9031 KOMITJIEKCHBIE NMPOIrPAMMbI OGCJIEOBAHUU (Mpogunu) (Profiles)
CIoPT1 Supersport basoBbin 3,750
CIoPT2 Supersport OnTyManbHbIN 5,900
CIoPT3 Supersport [poaBuHyTHIN 10,250
ObC84 TORCH-uHdekunm (ToRCH-Infections) 5,700
OBC95 VIP-o6cnenoBanne ans xeHwuH (VIP-Survey for Women) 26,950
OBC96 VIP-o6cnenoBanne ans myxyvH (VIP-Survey for Men) 25,500
OBC98 Anneprus Ha XXMBOTHbIX, Nblb, NneceHb (Allergy to Animals, Dust, Mold) 8,950
OBC99 Anneprus Ha nuwiesble npoaykTel (Food Allergy) 12,650
OBC100 Anneprus Ha nnecedb (Mold Allergy) 3,250
OBC101 Anneprus Ha pacteHus (Plant Allergy ) 6,750
OBC45 (1601) Ananusbl ons getckoro caga u wkonbl (Testing for Kindergarten and 2,650
OBC55 AHTUdochonmnuaHsi cungpom (ADC), nabopaTopHbIe KpUTEPUU

(Antiphospholipid Syndrome, APS) 5,600
OBC85 bepemenHocTb: [ TpumecTtp (1-13 Hegenwn) (Pregnancy: First Trimester (1-

13 Weeks) ) 13,550
OBC86 BepemenHocTs: I TpumecTp (14-28 Hegenwn) (Pregnancy: Second

Trimester (14-28 Weeks)) 1,400
0OBC87 BepemenHocTs: Ml TpumecTp (o1 29-30 Hepenb) (Pregnancy: Third

Trimester (29-30 Weeks) ) 6,600
OBC74 Broxummns KpoBM: MUHMManbHbIN Npocunb (Serum Biochemistry: 3,750
OBC73 Broxumns kpoeu: paclumpeHHbin npodune (Serum Biochemistry:

Extended Profile) 5,950
OBC63 Bonu B cyctaBax: pacwmpeHHoe obcnegosaHnue (Joint Pain: Extended 10,800
OBC64 Bonu B cyctaBax: ckpuHuHr (Joint Pain: Screening) 2,750
OBC77 "ocnuTanusaumsa B TepanesTndeckun ctaumnoHap (Hospitalization in

Therapeutic Hospital) 6,000
OBC78 l"ocnvTanusauus B xupyprudeckumn ctaumoHap (Hospitalization in

Surgical Hospital) 8,350
OBC106 ['ocnvTanm3aums B XMpypruieckuii CTaumMoHap: pacluMpeHHoe

obcnepoBanne (Hospitalization in Surgical Hospital: Extended Survey) 11,700
OBC67 [nabet: aytoummyHHble Mapkepsbl (Diabetes: Autoimmune Markers) 5,500
OBC68 OwnarHoctrka aHemui (Diagnosis of Anemia) 5,100
OBCT71 OwnarHocturka octeonopo3sa (Diagnosis of Osteoporosis) 4,400
0OBC62 MnarHocTrKa Lennakni: HenepeHoCMMOCTb berika 3nakoB (rnoTeHa)

(Coeliac Disease: Gluten Intolerance ) 8,750
OBC46 ExxerogHoe npodunakTuyeckoe obcrnegosanune (nocrie 40 net) (Annual

Check-Up after 40 Years of Age) 7,600
OBC80 7REHCKIV TOPMOHAIBHBIV MPOMUITE: ANCPYHKLVS ANIHAKOB, HapyLIEAnH

MeHcTpyanbHoro uukra (Female Hormonal Profile: Ovarian Dysfunction,

Menstrual Irregularities) 6,500
OBC79 300pOB TEl — 300p0OBa CTpaHa: eXXerOAHOE NPOUITAaKTNIECKOE

obcnenosanue (po 40 net) (Healthy You — Healthy Country: Annual

Check-Up up to 40 Years of Age) 6,150
0OBC89 3noposbin pebeHok: Ana aeten ot 0 go 14 net (Healthy Child: for

Children from 0 to 14 Years) 1,050
OBC105 VICCIieqoBaHNE KOMIITEKCHOE KGERC B DOIBIIOM ropoAe: 1Z WAERLNN F

KBM (yporeHnuTanbHbii cockob)» (Comprehensive Study «Sex in City: 12

Infections (Urogenital Scraping)») 4,500
OBC92 VICCITedOBaHNE KOMIITEKCHOE «GERC B DOIBIIOM Topoae: 14 WAERLNN F

Ma30k Ha Mukpodnopy» (Comprehensive Study «Sex in City: 14

Infections + Smear on Floray) 6,900
OBC91 ViccnepoBanue komnnekcHoe «Cekc B 6onbLLIOM ropofe: 6 nHgekumn

(aHanu3 kposu)» (Comprehensive Study «Sex in City: 6 Infections (Blood 5,500




OBC93 VICCIiedoBaHNE KOMITTEKCHOE K GERC B DOMNBIIOM rOpOAe: 8 MHAERLNN F

Ma30k Ha Mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections

+ Smear on Floray) 4,400
OBC65 KoHTponb anabeta: pacwmpenHbiii (Diabetes Control: Extended) 5,500
OBC66 KoHTponb anabeta: ckpunuHr (Diabetes Control: Screening) 1,150
OBC53 JIunugHein npoguns: pacumpenHbi (Lipid Profile: Extended ) 4,250
OBC54 JIunugHein npodunb: ckpunuHr (Lipid Profile: Screening) 1,250
OBC56 O6cnegoBaHune neyeHu: pacwmpeHHoe (Survey of Liver: Extended ) 4,900
OBC57 O6cnegoBaHune neyeHn: ckpuHuHr (Survey of Liver: Screening) 1,550
OBC60 O6cnegoBaHne noyek: pacmperHoe (Survey of Kidneys: Extended ) 3,400
OBC61 O6cnegoBaHne noyek: ckpuHWHE (Survey of Kidneys: Screening) 1,650
OBC70 OHKOpUCK XXeHckMI: werika MaTkn (Women's Oncorisk: Cervix ) 3,250
OBC97 OP3, OPBW (Hacmopk, kawlernb, 6onb B roprie) (Acute Respiratory

Infections, ARI: Runny Nose, Cough, Sore Throat) 11,600
OBC82 OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 2,750
0OBC47 OueHka MMyHHOTO oTBeTa K AeTckuM nHdekuusam (Pediatric Infections:

Immune Response) 8,450
OBC108 [Mepen aveton: gononHutenbHoe obecnenosaHue (Survey Before Diet:

Additional ) 9,000
OBC107 Mepen aveTon: MuHMManeHoe obenegoBanne (Survey Before Diet: 2,850
0OBC88 lMnaHnpoBaHue 6epeMeHHOCTN: AMarHOCTUKa yporeHuTanbHbIX

nHopekumn (Pregnancy Planning: Diagnosis of Urogenital Tract Infection 3,750
0OBC94 [Mpobnembl Beca (nepeBnyHOe obcnenoBaHne 300poBbA NALMEHTOB C

HapyweHnsimm Beca) (Weight Problems: Primary Survey) 5,400
OBC81 [Mpobnembl HeBbIHAWIMBAHWA: ayTOMMMYHHbIV npoduns (Miscarriage:

Autoimmune Profile) 6,400
2019 TTpOTpaMMa CKpVAVHTA paKa WEVIKN MaTkA — onpedenenne AR BI 9 n

LMTOMNOrMyeckoe uccrnegoBaHne cockoba LenkM MaTkm U LepBUKanbHOMo

KaHana MeToA0M XXWAKOCTHOW LIMTONOrmm 3,400
OBC51 IMpodurnakTika 3aboneBaHn cepaLa n CoCyaoB U X OCMOXHEHUN

(Preventing Heart and Blood Vessel Diseases ) 4,600
OBC59 CKPUHWHI ayTOMMMYHHOTO nopaxeHus nevenu (Autoimmune Liver

Disease: Screening) 9,650
1CTC CrteatoCkpuH (SteatoScreen) 8,250
20M PdunbpoMakc (FibroMax) 21,500
PM-P dunbpoMakc (FibroMax) 19,050
39T PubpoTecT (FibroTest) 16,550
PT-P DdubpoTecT (FibroTest) 14,600
OBC83 XO4y CTaTb MaMoOW: KOMIITEKCHOE ODCITEA0BaHNE NPW MITaHNpOBannn

6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,

Comprehensive Survey) 13,300
OBC75 LintoBnaHas xxenesa: paclumpeHHoe obcriegoanue (Thyroid Gland:

Extended Survey) 3,250
OBC76 LLintoBnaHas xxenesa: ckpunuHr (Thyroid Gland: Screening) 2,050
6850F323 KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP 1,050
66627 Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, InmunoCAP) 900
6841E94 Kowka, rFel d1 (e94) IgE, ImmunoCAP 2,350
6842E220 Koluka, cbIBOPOTOYHbIN anbbymuH, rFel d2 (€220) IgE, ImmunoCAP 2,350
6902F23 Kpab (f23) IgE, ImmunoCAP 1,050
OBC118 Kpacota 3gopoBoii koxu (Healthy skin beauty) 3,400
6894F24 KpeBeTka ceBepHas (f24) IgE, InmunoCAP 1,050
6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 1,050
CIIKA1 JlabopaTtopHas gmarHocTuka runepaHgporeHeMuu 3,950
270 JTabopaTopHoe uccnegosanue knewa ans soissnexds JHK

B03byautens Jlanm-6oppenuvosa (Borrelia burgdorferi, DNA) 1,050
MC JlaGopaTtopHble MccrnegoBaHus: 1,550
6917K82 Jlatekc (k82) IgE, ImmunoCAP 1,050
405 JlernoHenna, BbIIBNEHNE aHTUIEHa B MOYe, UMMyHOXpoMaTorpadus

(Legionella pneumophila, One step rapid immunochromotographic assay, 2,150
9009 JIEKAPCTBEHHbBIN MOHUTOPUHIC
91 KapbamasenuH (®uHnencuH, Terpeton) (Carbamazepine, Tegretol) 3,650
917 JlamoTpraxuH (Lamotrigine) 5,000
1271 JleBeTupauertam (Levetiracetam, Keppra®) 5,000
1353 Takponumyc (AgBarpad, Mporpad, TTpotonuk, Takpocen) (FK506,

Advagraf, Prograf, Protopic, Tacrosel) 2,150
89 DenHnTonH (OndennH, OnunanTnH) (Phenytoin) 1,750
88 deHobapbutan (JllommHan) (Phenobarbitalum) 3,650
274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1,400
6851K208 JInzoumm anua, nGal d4 (k208) IgE, ImmunoCAP 1,050
6889F208 JlumoH (f208) IgE, ImmunoCAP 1,050
OBC127 JIunuaHeIn npodunb: paclumpeHHbi He HaTowak (Lipid Profile: Extended 3,900
OBC128 JIunuaHeIn npodunb: CKpUHKHT He HaTowak (Lipid Profile: Screening) 1,150




410 JInctepun, BoiSIBNEHWE aHTUreHa B karne, MMMyHoxpoMaTtorpadus

(Listeria monocytogenes, One step rapid immunochromotographic assay, 1,150
66607 Jlowagb, nepxoTb (e3) IgE, ImmunoCAP 900
66640 Jlyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 900
66635 ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, 900
6921F9 Manro (fE, ImmunoCAP 1,050
66636 MangapwuH (f302) IgE, ImmunoCAP 900
1649 Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cooTtHowenme sFIt-1/PIGF 8,750
66602 Mépn (f247) IgE, ImmunoCAP 900
1645 MenaToHuH 3,650
1771 MeTabonunTbl SCTPOreHoB 1 NPOrecTepoHa, CyToyHasi Moya 7,750
918 MeTaHedpuHbl PpakUMOHUPOBaAHHbIE CBOBOAHbIE, CYTOYHAsA MOYa 2,350
9016 MUKPOBUNOJIOTNYECKUE UCCIIEQOBAHUA
486 Toxin A Clostridium difficile, nceBgomembpaHO3HbIN KONUT, aHTUTEeHHbIN

TecT (Toxin A Clostridium difficile. One Step Rapid
481 ApneHosupyc (Adenovirus), AMapenHbll CUHAPOM, aHTUTEHHbIN TeCcT

gAdgpovirus."(l)nguStgp quig lr]jmg ngch Mrorr]ptograph.ig Assay) 1,400
447 YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM M aHTUMUKOTUYECKMM Npenaparam

(c Mykpockonuern HaTMBHOIO NpenapaTta, okpaLleHHoro no pamy)

(Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing

(Gram Stain, Bacterioscopic Examination of Smear))* 2,250
485 VICCIie40BaHVE Ha KNILIEYAYF0 NMalo4Ky (ESCherichia col UT57:H{7,

3LLeprxno3), AnaperiHbli CMHOPOM, aHTUreHHbln TecT (Escherichia coli

0157:H7. One Step Rapid Immunochromotographic Assay) 1,400
482 RPUNTOCMOPVANN TapByM (CTypIoSpOoriaium parvumy), AnapenHbIn

cuHOpPOM, aHTureHHbl Tect (Cryptosporidium parvum. One Step Rapid

Immunochromotographic Assay) 1,250
483 JTambnun (Giardia liamblia), AnapenHbin cMHOPOM, aHTUTEHHbIN TecT

(Giardia liamblia. One Step Rapid Immunochromotographic Assay) 1,400
445 Mukpockonunyeckoe (bakrepnockonnyeckoe) nccriefoBaHne maska,

okpaLueHHoro no Mpamy (Gram Stain. Bacterioscopic Examination of 650
453 [Moces ruHekonornyeckoro matepuana Ha nuctepum (Listeria

monocytogenes, nnuctepno3s) (Listeria monocytogenes Culture. Bacteria 1,050
464-T IToces rpygHoro mornoka Ha mukpodnopy (Breast Milk Culture. Bacteria

Identification) 1,050
464-A TTOCEB IPyQHOTO MOJTOKa Ha MAKPOWITOPY, ONpEneIenne

YyBCTBUTENBHOCTU K aHTUMMNKPOGHBLIM npenapaTam (Breast Milk Culture.

Bacteria Identification and Antibiotic Susceptibility Testing)* 1,250
464-O TTOCEB FPyQHOTO MOJTOKa Ha MAKPOWITOPY, ONpeaeNnenne

YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM NpenapaTtam u 6akrepmnodaram

(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility and 1,550
464-P 1TOCEB rPyQHOTO MOJTOKa Ha MAKPOGITOPY, ONPEneIenne

YyBCTBUTENBHOCTU K PACLUIMPEHHOMY CNEKTPY aHTUMUKPOBHbIX

npenapatoB (Breast Milk Culture. Bacteria Identification, Antibiotic 2,850
475-A TTOCEB ey Ha MUKPOITOPY, ONPEAENERNE YyBCTBUTENBHOCTI K

aHTMMUKPOOHbBIM Npenapatam (Bile Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1,550
475-P TTOCEB )XeIun Ha MUKPOITOPY, ONPEAENEANE YyBCTBUTENBHOCTA K

pacLUMpeHHOMY CNeKTpY aHTUMMKPOGHBIX NpenapaTtos (Bile Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* 3,150
460 TTOCEB Kalla Ha NEPCVHNN (YErsinia enterocoitca, NEPCUANO3,

onpeaerneHne YyBCTBUTENbHOCTM K aHTUMMKPOGHBLIM Mpenaparam

(Yersinia enterocolitica, Stool Culture. Bacteria Identification and Antibiotic 1,850
461 [ToceB kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter

spp., Stool Culture. Bacterial Identification) 1,850
472-A TTUUTE MURPUTDT VT THAATUUPURAVIAITDADIA UCVIDTBUB Ad VIVIRPUWIT IUpy,

onpeaerneHe YyBCTBUTENbHOCTU K aHTUMUKPOGOHBLIM Mpenapartam 1

Mukpockonuer Maska (Sputum and Tracheobronchial washings Culture.

Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)* 1,550

= oo eSS AR A AR R S .
472-P onpeaerneHne YyBCTBUTEINbHOCTU K paCLLUMPEHHOMY CNEKTPY

aHTMMUKPOOHBIX MpenapaToB U MUKpocKonuen Maska (Sputum and

Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)* 3,050
A41-A TTOCEB MOUV Ha MUKPOITOPY, ONPEAENEHVIE YyBCTBUTENBEHOCTH K

aHTMMUKPOOHBIM Npenapatam (Urine Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1,150
441-® TTOCEB MOYW Ha MUKPOITOPY, ONPEAENEANE YyBCTBUTENBEHOCTA K

aHTMMUKPOOHBIM Npenapatam un 6akreprodaram (Urine Culture. Bacteria

Identification, Antibiotic susceptibility and Bacteriophage Efficiency 1,400
441-P TTOCEB MOY/ Ha MUKPOITOPY, ONpeaenenne 9yBCTBUTENBHOCTH K

pacLUMpeHHOMY CneKTpy aHTUMUKPOOHBIX npenapaToB (Urine Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* 2,750




452

TTOCEB Ha aHadpO0HY0 MAKPOMITOPY, ONPENENERnE 9yBCTBUTEITEHOCTA K
aHTMMUKPOOHBIM NpenapaTtam (Anaerobic Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

1,850

466-A

TTUUTE A UCTA-TCNVIUJTVITITHCURVIVT CTPTCTTTURURR T pyl MBI A\ \OI.I TPlUTtuULLUS
group A, Streptococcus pyogenes), onpeaeneHme YyBCTBUTENbHOCTU K
aHTMMUKPOOHBIM Npenapatam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1,250

454-1

TTOCEB Ha DETA-TEMOTTATAYECKAN CTPENTOKORK I PYNTIEl B (STEptococcus
group B, Streptococcus agalactiae) (Streptococcus agalactiae Culture.
Bacteria Identification)

1,050

454-A

TTUUTE A UCTA-TCNVIUTIVITITACURVIVT CTPTCTTTURURR T pyl LU= =] \OI.I TPlUTtuULLUS
group B, Streptococcus agalactiae), onpegeneHne 4yBCTBUTENbHOCTM K
aHTMMUKPOOHBIM Npenapatam (Streptococcus agalactiae Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1,400

449

TTOCEB Ha TOHOKOKK (INEISSETia gonormoeae, TOHOPEX), OTIPEAEITEANE
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapaTtam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility

900

469

MoceB Ha andpteputo (Corynebacterium diphtheriae Culture)

1,050

442

TTOCEB Ha APOKKENOA00HGIE TPUDET (POAOB Tandida, CryplocoCCUs) C
onpefeneHmemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM MpenapaTam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1,150

459-0

TTUUTE Aa SUTTUTVIUTHOIVT UTAWVIITURURR \Oldpl |y|uuuuuua aurcus,
onpefeneHne YyBCTBUTENbHOCTU K aHTUMMKPOGHBLIM npenapatam u
6akTepuodaram (Staphylococcus aureus Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1,550

459-MN

[MoceB Ha 3onoTucTbIV cTaduokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

900

459-A

1TOCEB Ha 30JTOTUCTEIN CTAUITOKORK (STAapnylocoCcCcUs aureus),
onpeferneHne YyBCTBUTENBHOCTU K aHTUMMKPOOHbLIM Npenapatam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic

1,250

459-P

TTUUCE A SUTTUTVIUTHOIVT UTAWVIITURURR \Oldpl |y|uuuuuua aurT cua},
onpeferneHne YyBCTBUTENbHOCTY K pacLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapatoB (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

2,850

468-1

TTOUTE A SUITUTVICTHBIVT UTAWPVIN TURURR (VT TVILOVIT T TVIA-PTSVIC TCHTHDIV
3onoTtucTein ctadgmnokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —

1,050

468-A

MRSA) Culture Bacterla Identlflcatlon)
— SN

30510TUCTBIN CTa(bVIJ'IOKOKK MP3C) (Staphylococcus aureus)
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBLIM Npenapatam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Idcntification and AntibioticlSusceptibility Testing)

1,250

468-0

3onoTucTein ctadgunokokk, MP3C) (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUMKPOGHBLIM npenapatam v
6akTepuodaram (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antlblotlc Susceptlblllty and Bacterlophage Efflclency T o

1,550

468-P

305T0TUCTBIN CTadUIOKOKK, MP3C) (Staphylococcus aureus)

onpefeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTPY

aHTMMUKPOGHbIX NpenapatoB (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria

2,850

458-A

TTOCEB Ha KALIEYAY0 NaltodKky (ESCNEricnia col U157 H7, SIEPUXN03),
onpeferneHne YyBCTBUTENBHOCTU K aHTUMMKPOOHbLIM Npenapatam
(Escherichia coli O157:H7 Culture. Bacteria Identification and Antibiotic

1,400

458-0

TTOUTE Aa I\VII.IJU"|I‘|th TTar IU"|I\y \I:DLJI TCTICINMa COM U TOT7T.TTT7, QUJCPVI}\VIUJ,,
onpefeneHne YyBCTBUTENbHOCTU K aHTUMMKPOGHBLIM npenapatam u
6akTepuodaram (Escherichia coli O157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency

1,650

471

TTOCEB Ha MEHNHTOKOKKY, ONPEAEITeANE JyBCTBUTEITEHOCTI K
aHTMMUKPOOGHbIM Npenapatam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1,050

440/444

TTOUTE HAa VIVIRUTT |aa|V|y \IVIyUU[JIdDI TTa TTOUTTI Ilb) Vi ypcal TTA3NVIDI
(Ureaplasma spp.), onpeaeneHve 4yBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapataMm (Mycoplasma hominis Culture, Ureaplasma spp. Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

2,050

440

TTOCEB Ha MUKOTIITa3MBbl, OTPEAEITEANE UYyBCTBWTENEHOCTA K
aHTMMUKPOOHBIM Npenapatam (Mycoplasma hominis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1,150

446-A

TTOCEB Ha MVKPOWITOPY OTAEISIEMOT0 NONOBBIX OPTaHoB, ONPEAENERANE
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1,750




444

TTOCEB Ha ypeanna3Mel (Ureapriasma sSpp.), ONpeaenenne
YyBCTBUTENBHOCTU K aHTUMMNKPOGHBLIM npenapaTtam (Ureaplasma spp.
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1,050

467-A

TTOUTCE UTATITATNIUTU BCPAAVIA ODTAATTITEADIX TTY TTVI Ad NIVIRpULWITUDY,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUMKPOOHBLIM Npenapatam (ogHa
nokanusauus) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1,400

467-0

TTUUTE UTOTITATVIUTU BCPARVIA ODIAATTITDADIXT Iy TTVT Ad VMIVIRPUWIT IUpy,
onpefeneHne YyBCTBUTENbHOCTU K aHTUMMKPOGHBLIM npenapatam u
6akTepuodaram (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1,550

467-P

TTUULTE UTOTITATVIUTU BCPARVIA ODIAA TTITDADIXT Iy TTVT Aad VMIVIRPUWIT IUpy,
onpefeneHne YyBCTBUTENbHOCTY K pacLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapatoB (Upper Respiratory Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2,850

465-A

TTOCEB OTAEIEMOTO 11133 Ha MURPOMITOPY, ONPEneneHne
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapatam (Eye Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1,750

465-0

TTOCEB OTAEITSEMOTO T11a3 Ha MAKPOMITOPY, ONPEAENERne
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM NpenapaTtam u 6akrepmnodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and

2,050

465-P

1 TOCEB OTAEITSIEMOTO I11a3 Ha MAKPOWMITOPY, ONPENEITEHNE
YYBCTBUTESIBHOCTU K PacLUMPEHHOMY CNEKTPY aHTUMMKPOOHbIX
npenapatoB (Eye Culture. Bacteria Identification, Antibiotic Susceptibility,

3,400

446-0

TTULTE UTAOTITATNVIUTU TTUTTUBDIA UPTAdRUB Ad NMIVIRPUUIT IUpy, UTTPTOTTTCHVIT
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM NpenapaTtam u 6akrepmnodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

2,050

446-P

TTOUTB UTATITATNIUTU TTUJTUBDBIA UPTAAUB Ad MVIRpDUWITUPY, UTTPTOTITCHVIT
YYBCTBUTENBHOCTM K pacLUMPEHHOMY CNEKTPY aHTUMUKPOGHbIX
npenapatoB (Genitourinary Tract Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

3,400

473-A

TTOCEB OTAEISEMOTO YIIEWN HA MARPOWITOPY, ONPENENeHne
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapatam (Ear Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1,750

473-0

TTOCEB OTAEITSEMOTO YIIEV Ha MAKPOWI TOPY, ONPENENEHNE
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM NpenapaTtam u 6akrepmnodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and

2,050

473P

1 TOCEB OTAEITSIEMOTO YIIEVN Ha MAKPOWMITOPY, ONPEneNnenne
YYBCTBUTESIBHOCTU K PacLUMPEHHOMY CNEKTPY aHTUMMKPOOHbIX
npenapatoB (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,

3,400

477-A

T1OCEB MYAKUWOHAOTO MaTtepvalia Ha MAKPOMITOPY, ONPEneENenne
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapaTtam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1,250

477-P

TTOUTE IIyHRqVIUHHUI U NMiarcprialia Aa VMIVIRPpUWIT IUpy, UTTPTOTITCHVIC
YYBCTBUTESIBHOCTU K pacLUMPEHHOMY CNEKTPY aHTUMMKPOOHbIX
npenapatoB (Punctate Fluid Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

2,850

474-A

TTOCEB PaHEBOTO O14EITHEMOrO i TRAHEW Ha MAKPOWITOPY, ONPENENenne
YYBCTBUTENIBHOCTU K aHTUMWKPOGHBLIM NpenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic

1,250

474-0

TTULTE PaitBUTU UTATITATNVUTU VT TRAATVT AAd VMIVIRPUUIT IUpy, UTTPTOTITCHVT
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM NpenapaTtam u 6akrepmnodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1,550

474-P

TTULTE PaitBUTU UTHATITATNVUTU VT TRAATVT AAd VMIVIRPULWIT IUpy, UTTPTOTITCHVT
YYBCTBUTESIBHOCTU K PacLUMPEHHOMY CNEKTPY aHTUMMKPOOHbIX
npenapatoB (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

2,850

486/479

Pa30en6HOE ONPEAEIIEAVIE TOKCVHA A W TOKCVIAA B CIoSTamum dnficie B
kane, aHtureHHbl Tect (Toxin A and B Clostridium difficile. One step
rapid immunochromotographic assay)

1,650

463

PoTaBupyc (Rotavirus), anapenHsin CUHOPOM, aHTUTEeHHbIN TECT
(Rotavirus Direct Detection by Latex Agglutination)

1,050

487

CTpenToKOKK rpynnbl A, aHTUreHHbIW TeCcT (OTAensieMoe pOTOrfoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic

1,400

488

CTtpenTokokk rpynnsl B, aHTureHHbin TecT (Streptococcus Group B. One
Step Rapid Immunochromotographic Assay)

1,200

484

Xenvkobaktep nunopwu (Helicobacter pylori), aHTureHHbIn TecT
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1,250

9008

MWKPOQSJIEMEHTbI (kpoeb, Mo4a) - KaXObil 0onosiHUmMesibHbIu M3
obpasya

u3 moeo xe

9007

MUWKPOJJIEMEHTbI (kpoeb, moy4a) - nepebili M3 ¢ npobonodzomoekoli

881

AntommHun (Al) B moye (Aluminum (Al), Urine)

1,400

1033

YKeneso (Fe) B moye (Iron (Fe), Urine)

1,400




1111 3onoTo (Au) B cbiBopoTke KpoBu (Gold (Au), Serum) 1,400
1479 Woga (1) B moye (lodine (1), Urine) 1,400
1491 WMoa B cbiBopoTke (lodine, serum) 1,400
1112 Kagmuii (Cd) B BeHo3Howm kpoBu (Cadmium (Cd), Blood) 1,400
1040 Kagmuin (Cd) B moye (Cadmium (Cd), Urine) 1,400
874 Kagmuii (Cd) B cbiBopoTke Kposu (Cadmium (Cd), Serum ) 1,400
1113 Ko6anbT (Co) B BeHo3Ho kpoBu (Cobalt (Co), Blood) 1,400
1034 Kob6anbT (Co) B moye (Cobalt (Co), Urine) 1,400
863 Kob6anbT (Co) B cbiBOpoTKe kpoBwu (Cobalt (Co), Serum) 1,400
814 Jlntni (Li) B cbiBOpoTKe kpoBw (Lithium (Li), serum) 1,650
1115 MapraHney (Mn) B BeHo3HoM kpoBu (Manganese (Mn), Blood) 1,400
1032 Mapraney (Mn) B moye (Manganese (Mn), Urine) 1,400
892 MapraHey (Mn) B cbiBopoTKe kpoBu (Manganese (Mn), Serum) 1,400
1114 Meab (Cu) B BeHo3How kpou (Copper (Cu), Blood) 1,400
889 Megb (Cu) B cytouyHom moye (Copper (Cu), 24-Hours Urine) 1,400
888 Megb (Cu) B cbiBopoTke kpoBu (Copper (Cu), Serum ) 1,400
1035 Megb, Mmoya, pasoBas nopumsi (Copper, random urine; Cu) 1,400
M33 MWKpO3nNeMeHTbI B CbIBOPOTKE KPOBM M BEHO3HOW KPOBW: CKPUHUHT

(Trace Elements, Serum, Venous Blood: Screening) 4,500
873 Monu6baeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 1,400
1037 Mbiwbsk (As) B Mmoye (Arsenic (As), Urine) 1,400
883 Mbiwbsk (As) B cbiBopoTKe KpoBu (Arsenic (As), Serum) 1,400
1116 Hukenb (Ni) B BeHo3How kposu (Nickel (Ni), Blood) 1,400
894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1,400
893 Hukenb (Ni) B cbiBopoTke kpoBu (Nickel (Ni), Serum) 1,400
M1 OcCHOBHbIe acceHUuanbHble (KU3HEHHO HEODXOAMMbIE) MUKPO3NEMEHTbI

B cbiBOpOTKe kpoBwu (Essential Vital Elements, Essential Trace Elements, 1,850
1141 PTyTb (Hg) B BeHo3HOM kpoBu (Mercury (Hg), Blood) 1,400
1042 P1yTb (Hg) B Moye (Mercury (Hg), Urine) 1,400
878 CauHel (Pb) B BeHo3Hou kposu (Lead (Pb), Blood) 1,400
895 CeuHey (Pb) B moye (Lead (Pb), Urine) 1,400
1038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1,400
1117 CeneH (Se) B BeHo3How kpoBwu (Selenium (Se), Blood) 1,400
869 CeneH (Se) B cbiBopoTKe KpoBu (Selenium (Se), Serum) 1,400
1074 Tannun (TI) B mo4e (Thallium (TI1), Urine) 1,400
1118 Tannun (TI) B ceiBopoTke KpoBu (Thallium (TI), Serum) 1,400
M32 TOKCHMYHbIE MUKPOSNEMEHTbI (TsKernble MeTansbl) B BEHO3HOW KPOBU

(Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) 1,850
1119 LInHk (Zn) B BeHO3HOW KpoBM (Zinc (Zn), Blood) 1,400
1036 LIMHK (Zn) B Moye (Zinc (Zn), Urine) 1,400
868 LInHk (Zn) B cbiBOopoTKe KpoBM (Zinc (Zn), Serum) 1,400
M4 JcceHumnanbHble ((KU3HEHHO HEODXOAMMbBIE) U TOKCUYHbIE

MUKpoanemMeHThl B MoYe (Essential Vital Elements, Toxic Trace Elements, 3,750
9025 MukpoanemeHmsi 8 sonocax (Microelements, Hair)
1004 AntommHun (Al) B Bonocax (Aluminum (Al), Hair) 1,400
1076 AntomuHun (Al) B Hortsax (Aluminum (Al), Nails) 1,400
1126 Bapwuii (Ba) B Bonocax (Barium (Ba), Hair) 1,400
1080 Bapui (Ba) B HorTsx (Barium (Ba), Nails) 1,400
1127 Bepunnun (Be) B Bonocax (Beryllium (Be), Hair) 1,400
1081 Bepunnun (Be) B HorTsix (Beryllium (Be), Nails) 1,400
M310 BonbLlon CKpUHUHT 3nemMeHTHoro coctasa Boroc (Elemental

Composition of Hair: Screening ) 7,900
M2313 BonbLLon CKpUHUHT 3nemMeHTHoro coctasa Horten (Elemental

Composition of Nails: Screening ) 7,900
1001 Bop (B) B Bonocax (Boron (B), Hair) 1,400
1079 Bop (B) B HorTsix (Boron (B), Nails) 1,400
1138 Banaguii (V) B Bonocax (Vanadium (V), Hair) 1,400
1120 BaHagwui (V) B HorTax (Vanadium (V), Nails) 1,400
1128 Bucwmyt (Bi) B BOonocax (Bismuth (Bi), Hair) 1,400
1082 Bucmyt (Bi) B HorTsax (Bismuth (Bi), Nails) 1,400
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1,400
1121 Bonbdpam (W) B Hortsix (Tungsten, Wolframium (W), Nails) 1,400
1129 annun (Ga) B Bonocax (Gallium (Ga), Hair) 1,400
1089 annun (Ga) B Hortsix (Gallium (Ga), Nails) 1,400
1130 "epmanun (Ge) B Bonocax (Germanium (Ge), Hair) 1,400
1090 epmanun (Ge) B HorTsix (Germanium (Ge), Nails) 1,400
1011 YKeneso (Fe) B Bonocax (Iron (Fe), Hair) 1,400
1088 >Keneso (Fe) B HorTsix (Iron (Fe), Nails) 1,400
1125 3onoto (Au) B Bonocax (Gold (Au), Hair) 1,400
1078 3onoto (Au) B HorTax (Gold (Au), Nails) 1,400
1131 Mog (1) B Bonocax (lodine (1), Hair) 1,400




1092 Wog (I) B HorTsix (lodine (1), Nails) 1,400
1019 Kagmwnii (Cd) B Bonocax (Cadmium (Cd), Hair) 1,400
1084 Kagmwnii (Cd) B HorTsix (Cadmium (Cd), Nails) 1,400
1006 Kanui (K) B Bonocax (Potassium (K), Hair) 1,400
1093 Kanui (K) B HorTsix (Potassium (K), Nails) 1,400
1007 Kanbuun (Ca) B Bonocax (Calcium (Ca), Hair) 1,400
1083 Kanbuun (Ca) B HorTsix (Calcium (Ca), Nails) 1,400
1012 Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1,400
1085 KobanbT (Co) B HorTsix (Cobalt (Co), Nails) 1,400
1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair) 1,400
1107 Kpemnun (Si) B HorTax (Silica (Si), Nails) 1,400
1132 JlanTaH (La) B Bonocax (Lantanum 9La), Hair) 1,400
1094 JlanTaH (La) B HorTsx (Lantanum (La), Nails) 1,400
1000 Jlutun (Li) B Bonocax (Lithium (Li), Hair) 1,400
1095 Jlutun (Li) B HorTax (Lithium (Li), Nails) 1,400
1003 Maruui (Mg) B Bonocax (Magnesium (Mg), Hair) 1,400
1096 Marnuun (Mg) B HorTax (Magnesium (Mg), Nails) 1,400
1010 MapraHrey (Mn) B Bonocax (Manganese (Mn), Hair) 1,400
1097 Mapraney (Mn) B Hortsix (Manganese (Mn), Nails) 1,400
1014 Megb (Cu) B Bonnocax (Copper (Cu), Hair) 1,400
1087 Megb (Cu) B HorTsix (Copper (Cu), Nails) 1,400
1018 Monu6geH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1,400
1098 Monu6baeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1,400
1016 Mbiwbsik (As) B Borocax (Arsenic (As), Hair) 1,400
1077 Mbiwbsk (As) B HorTsix (Arsenic (As), Nails) 1,400
1002 Hatpui (Na) B Bonocax (Sodium (Na), Hair) 1,400
1099 Hatpuii (Na) B HorTsix (Sodium (Na), Nails) 1,400
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1,400
1100 Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1,400
1136 OnoBo (Sn) B Bonocax (Tin (Sn), Hair) 1,400
1108 OnoBo (Sn) B Hortax (Tin (Sn), Nails) 1,400
1134 MnatmHa (Pt) B Bonocax (Platinum (Pt), Hair) 1,400
1103 MnatmHa (Pt) B Hortsix (Platinum (Pt), Nails) 1,400
1021 PTyTb (Hg) B BOnnocax (Mercury (Hg), Hair) 1,400
1091 P1yTb (Hg) B HOrTsax (Mercury (Hg), Nails) 1,400
1135 Pybuauni (Rb) B Bonocax (Rubidium 9Rb), Hair) 1,400
1104 Pybugun (Rb) B Hortsix (Rubidium (Rb), Nails) 1,400
1022 CauHel (Pb) B Bonocax (Lead (Pb), Hair) 1,400
1102 CauHel (Pb) B HorTsix (Lead (Pb), Nails) 1,400
1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1,400
1106 CeneH (Se) B HorTsx (Selenium (Se), Nails) 1,400
1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1,400
1075 Cepebpo (Ag) B HorTsx (Silver (Ag), Nails) 1,400
1137 CrpoHuwmii (Sr) B Bonocax (Strontium (Sr), Hair) 1,400
1109 C1poHumi (Sr) B Hortsx (Strontium (Sr), Nails) 1,400
1020 CypbMa (Sb) B Bonocax (Antimony (Sb), Hair) 1,400
1105 CypbmMa (Sb) B Hortsix (Antimony (Sb), Nails) 1,400
1008 Tannwi (TI) B Bonocax (Thallium (TI), Hair) 1,400
1110 Tannwuii (TI) B HorTsx (Thallium (T1), Nails) 1,400
M29 ToKCU4YHbIE U 3CCeHUManbHble MUKPO3NeMeHThI B Boriocax (Toxic Trace

Elements, Essential Vital Elements, Hair) 4,500
M312 ToOKCHYHbIE U 3CCEeHUMarnbHble MUKPOSMNEMEHTbI B HOITSAX (Toxic Trace

Elements, Essential Vital Elements, Nails) 4,500
M38 TokcnyHble MUKpoaneMeHTbl B Borocax (Toxic Trace Elements, Hair) 2,350
M311 TokcnyHble MUKpoaneMeHTbl B HOrTax (Toxic Trace Elements, Nails) 2,350
1133 Pocdop (P) B Bonocax (Phosphorus (P), Hair) 1,400
1101 ®ocdop (P) B Hortsix (Phosphorus (P), Nails) 1,400
1009 Xpowm (Cr) B Bonnocax (Chromium (Cr), Hair) 1,400
1086 Xpowm (Cr) B Hortsix (Chromium (Cr), Nails) 1,400
1015 LnHk (Zn) B Bonocax (Zinc (Zn), Hair) 1,400
1122 LIMHK (Zn) B HOrTsiX (Zinc (Zn), Nails) 1,400
1140 LinpkoHun (Zr) B Bonocax (Zirconium (Zr), Hair) 1,400
1123 LinpkoHun (Zr) B Hortsix (Zirconium (Zr), Nails) 1,400
66631 MuHgans (f20) IgE, ImmunoCAP 900
77705 MuoToHuyeckasi guctpocdus, Tmn 2, CNBP (ZNF9), y.m. 5,500
1376 MwuTtoTaH, nnasma kposu (Mitotane, o, p'-DDD, plasma) 4,750
77704 MuToxoHapuaneHble 3aboneBaHnsl, KOMMIEKCHasA AMarHOCTUKa:

MuToxoHgpwaneHasa OHK, y.m. 9,150
7650 MoneKkynsipHO-reHeTM4YecKas ANarHoCTMKa paka npeacTaTenbHOM Xenesbl 4,750
7642 MoneKynsipHbIi CKDMHUHT Ha MuKpogeneunn/ MMkpogynivkaumm 9,750
66618 Monoko ko3be (f300) IgE, ImmunoCAP 900




6805F2 Monoko kopoBbe (f2) IgE, ImmunoCAP 1,050
6891F31 Mopkosb (f31) IgE, ImmunoCAP 1,050
6862E6 Mopckasi cBuHka, anutenun (e6) IgE, ImmunoCAP 1,050
7645 Mytaumm B reHe LDLR 10,750
7646 MyTtaumm B reHe PCSK9 9,650
7652 MyTtaumm reHa NOTCH3 10,100
7644G1 MyTaunmn nekapcteeHHomn peancteHTHocTM NS3, NSH5A 1 NS5B

pernoHoB reHoma Bupyca renatnta C (gns reHotunos 1a, 1b) 10,600
7644G3 MyTaunmn nekapcteeHHon peancteHTHocTM NS3, NSH5A 1 NS5B

pervoHoB reHoma Bupyca renatuta C (ans reHotuna 3) 10,600
7647 Mytaums B reHe APOB100 3,900
6873F83 Msico kypuubl (f83) IgE, ImmunoCAP 1,050

HACJIEQCTBEHHBbIE BOJIE3HU OBMEHA BELJECTB Y HOBOPO>XQEHHbIX /
9030 CKPUHUHI «[MTATO4YKA»
7061 B3XKX-MC-MC opraHuyeckux kucnot (cykumnHunadeTtoH) (HPLC-MS/MS

Organic Acids (Succinylate)) 5,400
HBO2 ["azoBas xpomaTorpadusa obpasLoB Mo4M (OpraHu4eckue aumaypum)

(Gas Chromatography of Urine (Organic Aciduria)) 12,200
7060 OnpepneneHne akTMBHOCTM BUOTUHMAA3bI (HE4OCTAaTOYHOCTh

6roTtuHmngassl) (Biotin-Dependent Carboxylases Activity (Biotinidase 7,500
7057 MonHbi aHanua reHa FAH (TupoaunHemus Tun I) (FAH Gene

(Tyrosinemia, Type 1)) 73,600
7042 [TonHbi aHann3 reHa GCDH (rnytaposas aumaypus tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 59,700
7055 [TonHbI aHanu3 reHa OTC (HegocTaToOYHOCTL

opHUTUHTpPaHckapbammnasel) (OTC Gene (Ornithine Transcarbamylase 56,100
HBO1 CkKpuHUHT HoBopoxaeHHbIX «[MATOYKA» (Newborn Screening "HEEL") 8,750
7052 JacTast MyTalyisi B TeHe ACADNI (HEQOCTAaTOUHOCTE CPEQHELeNouedHomn

aervaporeHasbl XunpHbix kucnot MCAD) (ACADM Gene, Freq. Mut.

(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency)) 7,500
7040 YacTaa mytauus B reHe BD (HepgocTtaTouHocTb brotuHnaassel) (BD

(Biotinidase Deficiency) Gene, Freq. Mut.) 7,500
7041GCDH YacTaa mytaums B reHe GCDH (rnyraposas aumaypus tun 1) (GCDH

(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 7,500
7048 JacTasl MyTauys B Tene HADHA (HEAOCTarouHoCTb ANTMHAOLENnoqeqHomn

3-rngpokcnauun-KoA-gerngporerassl) (HADHA Gene, Freq. Mut. (Long-

Chain 3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency)) 7,500
7058 YacTtnuHbin aHanus reda ASS (umtpynnuHemus) (ASS Gene, Freq. Mut.

(Citrullinemia)) 14,100
7046 YacTtnuHein aHanua reHa MUT (MeTunmanoHosas aumaypus) (MUT

Gene, Freq. Mut. (Methylmalonic Aciduria, MMA)) 31,650
7044 JacTble MyTalyn (ITENLHO3, DOIE3HB «C 3anaxoM KITEHOBOTO crpona

mMouny, reHsl BCKDHA, BCKDHB) (BCKDHA and BCKDHB Genes,

Freq. Mut. (Maple Syrup Urine Disease, MSUD))
7056 YacTble mytauuu B reHe FAH (TnpoanHemus Tun I) (FAH Gene, Freq.

Mut. (Tyrosinemia, Type 1)) 12,300
9028 HACJIEQCTBEHHbLIE MOHOIEHHBIE 3ABOJIEBAHUSI U COCTOSHUA
7803ABCA ADOTPOMUH CEeTIaTkN, TUIT PpaHIecKe T (boNes3ns WTaprapgra 1-To

Tuna). Mownck yacTbix myTauui B reHe ABCA4, 4. m. (Stargardt Disease 1,

STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.) 16,150
7624SLC AkpogepmaTuT sHTeponatudeckum. Fomck mytaumm B reHe SLC39A4, m.

(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) 46,100
7804TYR AnbbuHM3M rna3okoxHbit Tun TA. Tlouck mytaumm B reHe TYR, M.

(Albinism Oculocutaneous Type IA, Gene TYR, Mut.) 28,800
7881RPS Anemns Janmonga-bnekdena. TTouck mytaumm B reHe RPS19, m.

(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) 28,800
7107 ApTPOTPWIO3 ANCTaIBHBIV (CMAOPOM @pUMEHa-LIenAoHa). TTONCK

yacTbix MyTaumm B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A,

Gene MYH3, Freq. Mut.) 13,500
7905FRDA Atakcus dpugpenxa. TTomnck mytaumm B reHe FXN, m. (Friedrich Ataxia,

Gene FXN, Mut.) 28,800
7808FRDAI Atakcuns ®pugpenxa. TTonck vactbix mytaumm B reHe FXN, 4. m.

(Friedrich Ataxia, Gene FXN, Freq. Mut.) 9,850
7108 AtenocteoreHes (gucnnasus ge na Wanens). TTonck mytauum B reHe

SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene 34,550
7109LEI ATPOWS 3pUTENBHOTO HEpBa JTeoepa. 1 TONCK YacThiX MyTalunn B

mutoxoHapuansHon OHK, 12 u. m. (Leber Hereditary Optic Neuropathy,

LHON, Mitochondrial DNA, 12 Freq. Mut.) 19,250
76100HKI ATPOVS 3pNTENBHOTO HEPBa JTeoepa. 1 TONCK YacTeIX MyTalnn B

mutoxoHapuanbHon [1HK, 3 u. M. (Leber Hereditary Optic Neuropathy,

LHON, Mitochondrial DNA, 3 Freq. Mut.) 7,050




77610PA1

AT pUq}VIH JPVI TCITORUTO HU'JDG T IJIy)\UIUVI. TTOVICR IVIyIdI.I|VIVI B QT UpHHVIA))
yyacTtkax reHa OPA1, «ropsay.» yd. M. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene
OPAA1, Hot-Point Mut.)

13,550

7705TNFRS

AYTOVMMMYHHBI TAMONPONTA(EPaTABHBI CUAAPOM. TTONCK MyTalnn B
«ropsumx» ydactkax reHa TNFRSF6, «ropsay.» yy. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

9,700

7706 TNFRSF

AYTONMMMYHHBI TAMONPOITA(EPATABHBI CWAAPOM. T TONCK MyTaLlnn B
reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS,
Gene TNFRSF6, Mut.)

46,100

7770GRN

Adasua nepsuyHas nporpeccupyrowas. Iovnck mytauun B reHe GRN, m.
(Aphasia Primary Progressive, Gene GRN, Mut.)

34,550

7809FGFRa3I

AxoHgponnasus. TTouck yacTeix MyTauun B reHe FGFR3, 4. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

16,150

7709BEST

bonesHb becTta. TTonck Bcex n3eecTtHbix MyTaumu B reHe BESTT, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

57,550

7810ATP7BI

BbonesHb BunbcoHa-KoHoBanoea. [Monck yacteix mytauumn B rene ATP7B,
4. M. (Wilson Disease, Gene ATP7B, Freq. Mut.)

13,850

7812PANK2

BbonesHb NannepsopaeHa-Inatua. TTonck YacTbix MyTauumn B reHe
PANK2, 4. M. (Neurodegeneration With Brain Iron Accumulation 1, Gene

9,700

7813PRNP

BbonesHb 'epctmanHa-ITpeyccnepa-enHkepa. TTonck mytauun B reHe
PRNP, M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

20,000

7775PTEN

BbonesHb KoyaeHa. TMouck mytaumm B reHe PTEN, M. (Cowden Syndrome
1, Gene PTEN, Mut.)

51,800

7814PRNP

BbonesHb Kpentudenbara-Hkoba. TTonck mytauun B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

20,000

77T76PTEN

bonesHb Jlepmutt-Hyknoc. TTouck mytaunn B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

51,800

7816NDP

BonesHb Hoppw. TTouck mytaummn B reHe NDP, m. (Norrie Disease, Gene
NDP, Mut.)

15,200

7818CSTB

BbonesHb YHdeppuxta-Ilynabopra. TTovck mytauun B reHe CSTB, M.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene

19,250

7817CSTB

BOIE3HE Y HPEPPUXTa-TTyHAoOpra. TTOWCK YacTeIX MyTalui B TEHe CS 15,
4. M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Freq. Mut.)

7,050

7819ABCA4

BbonesHb Wtaprapara. TTouck YacTeix myTaumu B reHe ABCA4, 4. m.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene

16,150

7820ROR2

bpaxvagaktunua tun B1. TTonck mytauun B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)

19,250

7992NTR

BPOXAEHHAasT HEdyBCTBUTENBHOCTE K OO C aATAPO30M. TTOWCK
mytauui B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

68,950

7711ADAMTS

"eneodwmanyeckas gucnnasus. Iovck mytaunn B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

103,350

7822B

I"'emocbunusa. TTonck mytauun B reHe dpaktopa IX npu remocunuu B, m.
(Hemophilia B, Gene Factor IX, Mut.)

40,150

7989MVK

'mnep-IgD cungpom. TTonck myTauun B «ropsadmx» ydactkax reHa MVK,
«ropsi4.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

13,500

7778MVK

'vnep-IgD cungpom. TTonck mytauun B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

57,500

7823CD

'mnep-IgM cuHgpom. TTonck mytauun B rene CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

28,750

7898SCN4A

TTEPRAITMEMIYECKAN TTEPVOAVYECKAN Tapanid. TTOVCK MyTalny B
ak30Hax 13 u 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type
2, Exons 13, 24 Gene SCN4A, Mut.)

21,000

7824TNNT2

'mnepTpoduryeckas kapanommonaTusd. Iouck mytaumm B reHe TNNT2, m.
(Familial Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.)

68,900

7603SCN4A

T MMTOKaNMEMWIECKA TEPNOANYECKAN Mapand. TTOVCK MyTalyin B
ak30Hax 12, 18 n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

19,200

7126

T MO OCPAaTEMAYECKAN BATAMWH DU-PE3VNCTERTHBIN PAXAT (ITOYEYHBIN
docdaTHbIn anabeT). Monck mytaumii B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

126,150

7906FGFRa3I

I'mnoxoHgponna3sng. [Tonck yacTteix Mytauun B reHe FGFRS3, 4. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

16,150

7825CYP

['naykoma BpoxaeHHas. [Tonck mytaumm B reHe CYP1BT, m. (Primary
Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.)

23,550

7127

T TTayKOMa FOBEHWTTEHAST O TRPEITOYTONBHAsT (CMAAPOM PUTepa). TTONCK
myTauui B reHe CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG
1A, Gene CYP1B1, Mut.)

23,550

7784HNF1B

["MOMepyoLMTO3 NOYEK rMMNONIacTUYECcKoro Tuna. [Touck MyTauuii B reHe
HNF 1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)

51,800




7128 [emVLNAT KapHNTAHAa CUCTEMHBIA TEPBAYHBIN. T TOVCK MyTaluW B TEHE

SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine

Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.) 57,500
7129 Hnactpoduryeckas aucnnasus. IMouck mytauun B reHe SLC26A2, M.

(Diastrophic Dysplasia, Gene SLC26A2, Mut.) 34,550
7927BSCL HncTanbHaa MoTopHasa Herponatus Tun V. TTouck mytaumm B reHe

BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, 40,150
71 32 HICTAITbAAA CTIVIHAITbAaA aViviU TP UTIVTA BPU/RLTHAAA

HenporpeccupyoLas. NMonck MyTaumi B «ropaumx» ydyacTkax reHa

TRPV4, «ropsa4.» yu. M. (Distal Spinal Muscular Atrophy Congenital Non-

Progressive, Gene TRPV4, Hot-Point Mut.) 19,250
71311GI [VicTanbHas cnHalnbHas aMrnoTpOMVs BPOXKAEHHAZ C mapaliiiom

anadparmel. Mounck mytaunii B reHe IGHMBP2, m. (Distal Spinal

Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) 86,000
7604KRT2 VixTnos bynnesHbin. TTonck mytaumm B reHe KRT2, m. (Ichthyosis Bullosa

Of Siemens, Gene KRT2, Mut.) 40,150
7133 VIxTno3 BynbrapHbiv. [Touck yacTeix myTauum B reHe FLG, 4. m

(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.) 13,550
7829TGM1 VIXTVIO3 TaMeENITAPHBIN. T TONCK BCEX U3BECTHBIX MyTalVin B TeHe TG T,

M. (Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known

Mutations, Gene TGM1, Mut.) 57,550
7140 KocTHasa reTeponna3aus nporpeccupytoLas. [ouck myraumm B reHe

GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) 51,800
7141 RpaHnioMeTapu3apHas ANCHITas3ns. T TONCK MyTalyn B «TOPSAINX»

yyactkax reHa ANKH, «ropsd.» yu. M. (Craniometaphyseal Dysplasia,

Gene ANKH, Hot-Point Mut.) 13,550
7142 KpaHnometadusapHasa gucnnaus. IMouck mytaumm reHa ANKH, m.

(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) 68,950
7717MSX2 KpaHuocuHocTtoa. TTouck mytaumm B reHe MSX2, m. (Craniosynostosis

Type 2, Gene MSX2, Mut.) 15,200
7143 KpaHuocuHocTtoa. TTonck mytaumm B reHe TWISTT, m. (Craniosynostosis

Type 2, Gene TWIST1, Mut.) 20,000
7718LAMA3 JTapVHTO-OAVNXO-KYTaHHBI CHAPOM. T TONCK MyTalnWy B 9K30HE 39 rera

LAMAZ3, m. (Laryngoonychocutaneous Syndrome, Laryngo-Onycho-

Cutaneous Syndrome, Exon 39 Gene LAMA3, Mut.) 19,250
7719FLT4 Jlumdegema. Monck mytaumii B rede FLT4, m. (Lymphedema, Gene 149,150
7144 JTIMMOANCTPOMVS BPOXXAEHHAA TEHEpaN30BaHHas. [ TONCK MyTalyn B

reHe BSCL2, m. (Congenital Generalized Lipodystrophy, CGL, Type 1,

Gene BSCL2, Mut.) 40,150
7834LMNA TIAMOOANCTPOMWS CEMENHAs Yac TMIHas. T TOVCK MyTaLyn B KTOPSInX

ydyacTtkax» reHa LMNA, «ropsy.» yd. m. (Familial Partial Lipodystrophy 2,

FPLD 2, Gene LMNA, Hot-Point Mut.) 19,250
7835LMNA Jinnoanctpodus cemerHas 4YactnyHas. INovck mytauun reHa LMNA, m.

(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 57,550
7720LMNA MaHanbynoakpansHasa gucnnasusa ¢ nunoguctpoduen. [Touck mytaumm

B 9k30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 9,650
7605MVK MesanoHoBas aunaypus. [Tonck mytaumm B rene MVK, m. (Mevalonic

Aciduria, Gene MVK, Mut.) 57,500
7908DIA1 MetremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, 46,050
7836DIA1 MeTtremornobuHemus, CYB5R3 y.m. (Methemoglobinemia, Gene

CYB5R3, Freq. Mut.) 7,000
7145 MeTtunrnytakoHoBas aumaypus. Iouck mytauun B reHe OPA3, M. (3-

Methylglutaconic Aciduria Type lll, Gene OPA3, Mut.) 15,200
7146 MukpodTanbm n3onmpoBaHHbIn. [Tonck mytaunin B reHe GDFG, M.

(Microphthalmia Isolated 4, Gene GDF6, Mut.) 20,000
7991CRYBA MukpodTanbm ¢ kaTapakTon. [Touck mytauun B reHe CRYBA4, m.

(Microphthalmia with Cataract, Gene CRYBA4, Mut.) 34,550
7147 MuoknoHnyeckas anctoHus. Iovck mytaunn B reHe SGCE, m.

(Myoclonic Dystonia, Gene SGCE, Mut.) 68,950
7838DMPKI MwoToHuueckas guctpodus. Iouck yactbix mytaumm B reHe DMPK, 4. M.

(Myotonic Dystrophy 1, Gene DMPK, Freqg. Mut.) 7,050
7148 MuoTtoHusa TomceHa-bekkepa. ITouck 4yacTeix myTauun B reHe CLCNT, u.

M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) 13,850
77911 MykoBucumaos. Tlonck yacteix mytauun B reHe CFTR, 4. m. (Cystic

Fibrosis, Gene CFTR, Freq. Mut.) 17,650
7842FKRP MeiweyvHas guctpodus BpoxaeHHas. [Touck mytaunn B reHe FKRP, m.

(Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.) 20,000
7843FKRP MeiweyvHas guctpodus BpoxaeHHas. [Touck YacTbix MyTaLui B reHe

FKRP, 4. M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. 10,600
7701XI Meiweyvnas guctpodus HioweHHa-bekkepa. JTanoHmsaumsa X-

xpomocomsbl y geo4vek (Duchenne Muscular Dystrophy, X-Lyonization, 10,850
79720UCI Meiweynaa guctpoduma ioweHHa/bekkepa. TTonck geneumn n

OyNnukaumm B reHe guctpodumHa 31,650




7844FKRP

MbiweyHas AMcTpodma NOSICHOKOHEYHOCTHas. TTouck MyTauunn B reHe
FKRP, M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

20,000

7157

MbiweyHas AMcTpoduma NOSICHOKOHEYHOCTHas. TTouck MyTauun B reHe
SGCA, M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

34,500

7159

MbiweyHas AMcTpodma NOSICHOKOHEYHOCTHas. TTouck MyTauun B reHe
SGCB, M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

34,500

7154

MbiweyHas oucTpodursa NOSICHOKOHEYHOCTHas. TTouck YacTbix MyTauun B
reHax CAPN3, FKRP, ANO5, SGCA

16,150

7163

MbiweyHas guctpodua Imepu-HOpendyca. TTonck mytauun B reHe FHLT,
M. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

46,050

7999LMNA

Mbiweynas guctpodua Imepu-HOpendpyca. TTonck mytauun B reHe
LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

57,500

7935

VIEIIOEYHas ANCTPOMVS IMEPU-LPendyca. [TONCK MyTalui B TEHE
amepuHa npu X-cuenneHHon gopme, M. (Emery-Dreifuss Muscular
Dystrophy, X-Linked Gene Emerine, Mut.)

20,000

7934FKTN

Mbiweynas guctpodus, Tnn ®ykysama. TTonck mytaumn B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

68,900

7936TRIM

Hannam MULIBRAY. TTouck mytaumu B reHe TRIM37, m. (Muscle-Liver-
Brain-Eye, Gene TRIM37, Mut.)

13,500

7846SRYI

HapyweHusa getepmmvHauumn nona. AHanua Hanuund reHa SRY, m.
(Disorders Sex Determination, Analysis Gene SRY, Mut.)

7,000

7903SRY

HapyweHusa getepmuHauumn nona. I'Tonck mytaumm reHa SRY, M.
(Disorders Sex Determination, Gene SRY, Mut.)

9,650

7937PMPI

TTaCJTCAUTBCHAAAA VIUT UPHU'L/UHL/UIJHGH HUVIIJUI atTvrA \UU.I TC3AD I.IJ(:I}JI\U'
Mapu-Tyta) Tvn |. Mounck aynnukauumn Ha xpomocome 17 B obnactu reHa
PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Duplication on
Chromosome 17 Gene PMP22, Mut.)

7,000

7938EGR

FacHeACTBERHas MOTOPHO-CEHCOPHAsT HEMPOTIaTh3 (OOJTE3HE [apKo-
Mapu-Tyta) Tvn I. Mounck mytaumi B reHe EGR2, m. (Charcot-Marie-Tooth
Disease Type 1B, Gene EGR2, Mut.)

23,050

7941GJB1

FachneAcTBERHas MOTOPHO-CEHCOPHAas HEMPOTIaTh3 (OOJE3HE [apKo-
Mapu-Tyta) Tvn |. Mounck mytaumii B reHe GJB1, m. (Charcot-Marie-Tooth
Disease Type 1B, Gene GJB1, Mut.)

13,500

7940P0

FacHieAcTBERHas MOTOPHO-CEHCOPHAasT HEMPOTIaTh3 (OOJE3HE [apKo-
Mapu-Tyta) Tvn |. Mounck mytaumii B reHe PO, m. (Charcot-Marie-Tooth
Disease Type 1B, Gene P0, Mut.)

23,050

7918PMP22I

FachieAcTBERHas MOTOPHO-CEHCOPHAsT HEMPOTIaTh3 (OOJE3HE [apKo-
Mapu-Tyta) Tvn I. Mounck mytaumin B reHe PMP22, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene PMP22, Mut.)

23,550

7609NDR

TTaCJTCOU TBCHAAA MUTUPHRU-UCCAVUPHRAA ACVTPUTTATvA \UU.I TC3AD WAdpPRU=
Mapu-Tyta) Tvn |. Monck MyTaumii LbIraHCKOro MPOUCXOXOEHUS B reHax
NDRG1 1 SH3TC2, u. m. (Charcot-Marie-Tooth Disease Type 1B, Genes
NDRG1, SH3TC2, Mut.)

7,000

7608GDAP1

TTaCJTCOU TBCHAAA MUTUPRU-UCCAVUPHRAA ACVTPUTTIATviA \UU.I TC3AD W AdpPRU=
Mapwu-Tyta) Tun |. Mouck yacTbix MyTaumin B reHax SH3TC2, FIG4, FGD4
n GDAP1, 4. m. (Charcot-Marie-Tooth Disease Type 1B, Gene GDAP1,
Freq. Mut.)

13,800

7949GDAP

FacieAcTBERHas MOTOPHO-CEHCOPHAasT HEMPOTIaTh3 (OOJE3HE [apKo-
Mapu-Tyta) Tun Il. NMonck mytauun B reHe GDAP, m. (Charcot-Marie-
Tooth Disease Type 2A1, Gene GDAP, Mut.)

34,500

7950NEFL

FacieACTBERHa3 MOTOPHO-CEHCOPHAs HEMPOTIaTh3 (OOJE3HE [apKo-
Mapu-Tyta) Tun Il. NMonck mytauun B reHe NEFL, m. (Charcot-Marie-
Tooth Disease Type 2A1, Gene NEFL, Mut.)

34,500

7944MFN2I

FacieACTBERHa3 MOTOPHO-CEHCOPHAas HEMPOTIaTh3 (OOJTE3HE [apKo-
Mapu-Tyta) Tvn Il. NMownck yacTtbix MyTauun B reHe MFN2, u. m. (Charcot-
Marie-Tooth Disease Type 2A1, Gene MFEN2, Freq. Mut.)

7,000

7952PMP

FacIeACTBERHas HENPONATWA C NMOABEPKEHHOCTHI0 Mapanndy ot
caaBsrneHus. AHanma ymicna konu reHa PMP22 (Hereditary Neuropathy
with Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number

22,300

7902PMP

FHacHeACTBERHas HENPONAaThs C NMOABEPKEHHOCTEI0 Napalndy OT
caasnenus. MNonck mytauun B reHe PMP22, m. (Hereditary Neuropathy
with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

23,550

7725C1NHI

HacnenctBeHHbIN aHIMOHEBPOTUYECKMI OTEK. [TOUCK MyTaLMWi B reHe
C1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

40,150

7847ALX4

HesapalueHve pogHuykoB. TTouck mytaumn B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

23,050

7910ELA2

HeuntponeHus. TTouck mytaunn B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

28,750

7849NPHP1

HedpoHodTua. TTonck mytaumn B reHe NPHP 1, m. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

22,900

7166

HedpoTnyeckun cungpom. TTonck mytauum B reHe NPHST, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

103,350

7167

HedpoTnyeckun cungpom. TTonck mytauum B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

46,050




7997SCN FHOPMOKaITMEMAYIECKNY NEPNOANIECKAN Tapannd. 1 TONCK MyTalnn B

ak3oHe 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13

Gene SCN4A, Mut.) 9,650
7957RABPN UKyHogapyHr ealbHas MbILIeIHas ANCTPOMWST. T TOWCK YacTeIX MyTalnn

B reHe RABPN1, u. M. (Oculopharyngeal Muscular Dystrophy, OPMD,

Gene RABPN1, Freq. Mut.) 7,000
12611 OcHoBHble HacneacTBeHHble 3abonesaHus (reHel CFTR, GJB2, PAH,

SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) 28,400
7168 UCTEONETPO3 PELECCHBHBIN (MpaMOPHas DOJE3Hb KOCTEN). [ TONCK

mytauuii B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,

OPTB1, Gene TCIRG1, Mut.) 68,900
7958TCIRG UCTEONETPO3 PELECCVBHBIN (MpaMOpPHas DOJE3HB KOCTEN). TTONCK

yacTtbix MmyTaumn B reHe TCIRG1, u. m. (Osteopetrosis Autosomal

Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.) 7,000
7727HPGD TTEpB/YHAA TMIEpPTPOYECKas OCcTeoapTponariis

(naxvoepmonepuocTos). Mounck mytaumii B reHe HPGD, m. (Hypertrophic

Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.) 40,150
7728BMPR [MepBuyHas neroyHas runepteH3ns. TTomck mytaumm B reHe BMPR2, m.

(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) 86,000
7851MEFVI [Teprofmieckas bonesHb. [Touck mytauun B reHe MEFV, M. (Familial

Mediterranean Fever, FMF, Gene MEFV, Mut.) 57,500
7012MEI IMepunoanyeckas bonesHs. Ionck vacTbix myTauumn B reHe MEFV, u. m.

(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 13,800
7853RP2 [TurmeHTHas gereHepaumsa cetdaTku. [Tonck mytaumm B reHe RP2, M.

(Retinitis Pigmentosa, Gene RP2, Mut.) 28,750
7176 [MTukHoam3ocTo3. TTonck mytaumn B reHe CTSK, m. (Pyknodysostosis,

PKND, Gene CTSK, Mut.) 34,500
7998FLCN [THeBMOTOpaKC NepBUYHbIA CMOHTaHHbIW. TTomnck myTauum B reHe FLCN,

M. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 68,900
7730GLI3 Monvgaktunus. MNownck mytauuin B reHe GLI3, m. (Polydactyly, Gene GLI3, 103,350
7636SHH Monvgaktunus. Mownck mytaumin B reHe SHH, m. (Polydactyly, Gene SHH, 13,500
7179 [Mouyeunas agucnnasus. TTouck mytaumn B 3k3oHax 10, 11, 13, 14, 15

reHa RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 28,750
7178 MoueuHas agucnnasus. Tonck mytaumm B reHe UPK3A, m. (Renal

Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.) 34,500
7180 Mporepusa XatumHcoHa-Tundopaa. NMonck mytauun B rene LMNA, m.

(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 57,550
7860COMP [TceBgoaxoHaponnasus. TTouck yactbix mytaummn B reHe COMP, u. m.

(Pseudoachondroplasia, Gene COMP, Freq. Mut.) 9,250
7182 [TceBookcaHTOoMa anacTtuyeckas. [Touck mytauumn B reHe ABCCO, m.

(Pseudoxanthoma Elasticum, Gene ABCC6, Mut.) 160,600
7183 [TceBookcaHTOMa anacTtuyeckas. [Touck vyacTeix myTauun B reHe ABCCG,

4. M. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.) 9,650
7759LPIN Pabgomunonusa (mnornobuHypus). INouck mytaumm B reHe LPINT, m.

(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.) 126,150
7185 PetuHowmauc. TTouck mytaumn B reHe RST, m. (Retinoschisis T X-Linked

Juvenile, RS1, Gene RS1, Mut.) 34,500
7799TNFR CewmenHasa nepmoguydeckas nuxopagka. [Touck MyTauun B reHe

TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome, TRAPS, 34,500
7916PRF CemenHbin remoharoumTapHbiv niumdoructuounTos. Ionck mytauum B

reHe PRF 1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene 28,750
7917STX CemenHbin remoharoumTapHbIv IMM@oructTuounTos. INonck mytauum B

reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene 19,200
7915STXB CEMEVHBIV TemMoaroLrTapHBIA TNMMOTNCTNOLNTO3. T TOVCK MyTalun B

reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene

STXBP2, Mut.) 68,900
7914UNC CEMEVHBIV TemMopar oL TapHBIA TNMOTNCTUOLNTO3. T TONCK MyTalun B

reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene

UNC13D, Mut.) 103,350
7914UNCA CEMEVHBIV TeMoparodnTapHBIA TNMOTMCTUOLNTO3. T TONCK 9acThIX

myTauui B reHe UNC13D, u. m. (Familial Hemophagocytic

Lymphohistiocytosis, Gene UNC13D, Freq. Mut.) 7,000
7798RET CEMEVHBIVT MELYTTITHPHBIV PaK [ATOBAAHOW XXEJTe3bl. TTONCK MyTalnn B

3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5,

8 Gene RET, Mut.) 13,500
7797CIAS1 CewmeriHbIN X0nogoBow aytoBocnanutensHein cuHgpom NLRP3 m.

(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) 68,900
7858NGFB CeHcopHasa nonuHenponatus, NGF m. (Hereditary Sensory and

Autonomic Polyneuropathy, Gene NGF, Mut.) 23,050
7733CIAS1 CuHgpom CINCA, red NLRP3 m. (Chronic Infantile Neurologic Cutaneous

Articular, Gene NLRP3, Mut.) 68,900
7870 Cungpom ESC (cnHapom INonbamaHa-®aspa). TTouck mytauum B reHe

NR2E3, M. (Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome, 34,500




7186

Cungpom TAR. TTonck mytauun B reHe RBM8A, m. (Thrombocytopenia-
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

34,500

7859FGD1

CHHAAPOM AapCROTa-CKOTTa ((paLyioT eANTanbHas ANCTa3ns). 1 TONCK
myTauuii B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

84,200

7187

Cungpom Anbctpoma. TTonck MyTauun B «ropsdmx» ydacTkax reHa
ALMS1, «ropsid.» yd. M. (Alstrdom syndrome, Gene ALMS1, Hot-Point

19,200

7861KCNJ2

Cungpom AHgepceHa. TTonck mytauun B reHe KCNJ2, m. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

23,550

7913FGFR

Cungpom AHTnn-bukcnepa. TTouck mytaummn B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

9,650

7862FGFR2

Cungpom Anepa (akpouedanocvHaakTunug). Nouck 4yacTbix MyTauun B
reHe FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

13,800

7863PRPS1

Cungpowm Apta. ITouck mytaumm B reHe PRPST, m. (Art's Syndrome,
Gene PRPS1, Mut.)

40,150

7796PTEN

Cungpom baHaaH-Pannun-Pyesansbaka. TTouck mytaumm B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

51,750

7864TAZ

Cungpowm bapta. TTouck mytauun B reHe TAZ, m. (Barth Syndrome, Gene
TAZ, Mut.)

34,500

7703FLCN

Cungpom bepta-Xora-Oboba (BXH). TTonck mytauun B reHe FLCN, m.
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

68,900

7188

CVHOPOM BIoXa-CyNbLH0EpPrepa (CEMEVHAs (popMa HEAEPKaAns
nurmeHTa). Mownck yacTbix myTaumii B reHe IKBKG, 4. m. (Bloch-
Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene IKBKG,

7,000

7189

Cungpom boyaHa-KoHpaau (BKC, uepebporenatopeHanbHbI CUHOPOM).
Mownck mytauun B reHe EMG1, m. (Bowen Conradi Syndrome, BCS,

23,050

7734BCS

Cungpom beepHcTaga (cvHapom Kyp4daBbix Bosioc). TTouck mytauun B
reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

23,550

7867EDNRB

Cungpom BaappeHbypra-Iaxa. TTonck mytauun B reHe EDNRB, M.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

40,150

7866PAX3

Cungpom BaapgeHbypra. TTouck mytaumn B reHe PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

46,050

7190

Cungpom BaH gep Byaa. TTounck mytauun B reHe IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

51,750

7868WAS

Cungpom Buckotta-Ongpuya (CBO). TTouck mytaummn B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

40,150

7785PHOX2B

CVHOPOM BPOXAEHHON LEHTPalTbHON TMTTOBERTMITALIAY (CBLT J. TTONCK
yacTbix MyTaumn B reHe PHOX2B, u. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

7,000

7192

CUVIROPUN T CPNVIAACURITTT IyHJIdI\d \I"\JIDUVIHVIJIVI TITTA3U-RU/RADIVT T
remopparu4yeckum Auatesom 1 NUrmeHTaumen peTmkyro-
aHOOTEeNMarbHbIX KNeTok). MNouck YyacTbix MyTaumin B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq.

13,500

7869GLI3

Cungpowm T'peura (cemenHbin runepTenopusam). Ionck mytauum B reHe
GLI3, M. (Greig Syndrome, Gene GLI3, Mut.)

103,350

7737RAB27

Cunppom Tpucuennu. TTouck mytauun B reHe RABZ27A, M. (Griscelli
Syndrome, Gene RAB27A, Mut.)

28,750

7738FGFR

CVIHOPOM [IRKEKCOHa-BENCCa. T TOVCK MyTaLyin B 3K30HE Y TEAA FGFRZ 1
ak30He 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9
Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

13,500

7194

UVIHHPUIVI II\yUUPd \LIII\} ARAITVIS 9VTCITa RUTIVIMT TCHRAA INT T 1T T \UUUUGI T
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome,
Pure Joubert Syndrome, Gene NPHP1, Mut.)

22,900

7195

Cungpom KapneHTepa (akpouedanononucMHAakTUNna BTOporo Tuna).
Mownck myTaumi B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23,

40,150

7768GJB2

CWHAAPOM RepaTiTa-NXTNo3a-TyroyxoCTV (RVIL-CUHAPOM). TTONCK
myTauui B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID
Syndrome, Gene GJB2, Mut.)

13,500

7198

Cungpom Knunnena-®enna (CMHOPOM KOPOTKOM LWeu). TTouck mytaumm B
reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

20,000

7739ERCC6

Cungpom KokkenHa. TTonck mytaumm B reHe ERCCG, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

126,150

7199

Cungpowm Koctenno. TTouck mytaumn B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

9,650

7202

Cungpom KodbduHa-TToypw (CKIT). TTonck mytauun B reHe RPSG6KAS, M.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

126,150

7740PAX3

CVHOPOM RpaAnoganaicHON AVNCMOPMUA-TYT OyXOCTV-yITEHAPHOM
aesunaumm kucten. Mownck mytaumii B reHe PAX3, m. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

46,050

7010UGlI

Cungpowm Kpurnepa-Hanspa (CKH, cemenHas xenTtyxa). [Touck mytaumm
B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

28,750




7760FGFR3

CVAOPOM RpPY30Ha C YEPHEIM aKaHTO30M. TTOMCK MyTaLyii B 9K30HE TU
reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN,
Exon 10 Gene FGFR3, Mut.)

9,650

7964FGFR2

Cungpowm KpyaoHa. TTonck mytauun B 3k3oHax 7 1 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

13,500

7794CIASA

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,
Gene NLRP3, Mut.)

68,900

7204

Cungpom Makrneoga. TTovck mytaunn B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.)

23,050

7643

Cungpom MapTtuHa-benn (cungpom rniomkon X xpomocombl) (Martin-Bell
Syndrome (Fragile X Mental Retardation Syndrome))

5,500

7743ZEB2

Cungpom Moyat-BunscoH. TTouck mytauun B reHe ZEB2, m. (Mowat-
Wilson Syndrome, Gene ZEB2, Mut.)

7965TAZ

86,000

CWHAPOM HEROMITAKTHOTO JTEBOTO JXENyAouRa (HVI K, CWAAPOM AV TR,
rybuatbinn mmokapg). Mownck mytaunii B reHe TAZ, m. (Left Ventricular Non-
Compaction, LVNC, Gene TAZ, Mut.)

34,500

7872NBS1I

Cungpom Hunmeren, NBN yv.m. (Nijmegen Breakage Syndrome, NBS,
Gene NBN, Freq. Mut.)

7,000

7213

CWHOPOM HOTTEV-HaAKOITEHHNKA (OCTEOHANXOAVCTA3Ns). TTONCK MyTaLnn
B reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia,
Gene LMX1B, Mut.)

40,150

7215

CWHAAPOM UCHEepa-FPanafo-Beoepa (HacleACTBERRas TeMoppariieckas
TeneaHrnaktasus). Nouck mytaumn B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

51,750

7744GLI3

Cunapom TTannuctepa-Xonna. [Touck Mytauuin B reHe GLI3, m. (Pallister-
Hall Syndrome, Gene GLI3, Mut.)

103,350

7874TBX3

Cunppom TTannuctepa. TTouck myTauuin B reHe TBX3, M. (Pallister W
Syndrome, Gene TBX3, Mut.)

40,150

7217

CuHgpom nogkoneHHoro ntepurnyma. INouck mytaumm B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

51,750

7745FGFR

CVHOPOM TTgpanipapepa. 1TOVCK MyTaLnn B 3K30HaX 7, Y TeHa FGFRZ 1
ak3o0He 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2,
Exon 7A Gene FGFR1, Mut.)

19,200

7218MEI

Cungpowm PetTa. TTonck mytauun B reHe MECP2, m. (Retts Syndrome,
Gene MECP2, Mut.)

28,750

7219

Cungpom Cetpe-HotaeHa. TTonck mytauum B rene TWISTT, m. (Saethre-
Chotzen Syndrome, Gene TWIST1, Mut.)

20,000

7220

Cungpom Cunbsepa. TTouck mytaumm B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

40,150

7221

Cungpom CumncoHa-T onabu-bemens. TTonck mytauumn B rene GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

46,050

7877TDHCR7

Cungpom CumunTta-JTlemnn-Onuua (CJTOC). TTonck mytauun B reHe
DHCR7, M. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

51,750

7879AR

Cungpom TecTukynspHon pemmHusaumm (CTP, cuHgpom Moppuca).
Mownck mytauun B reHe AR, M. (Testicular Feminization Syndrome, Gene

57,500

7747TCOF1

CUVAOQPUNT TPVHCP A NUT T VMRS WP dRACURT T TVT (NMIARAVTUYT TU=QUdUVial TR DIV
ansocto3). Mouck mytaumii B reHe TCOF1, m. (Treacher-Collins
Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis
without Limb Anomalies, Gene TCOF1, Mut.)

126,150

7748FKRP

Cungpowm Yokepa-Bapbypr (CYB). TTonck mytauun B reHe FKRP, m.
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

20,000

7973VHL

UVTAOPUNT AVITTITCITA=) IVIHde \I.I,U[JUUIJU'}JCI VIHU=BVICLUT P AITOADBIVT
aHrnomaros). Onpegenexuve uncna konun reda VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Copy Number Variation Gene VHL, Mut.)

22,300

7984VHL

CVHOPOM XWMMENs-1MHAAY (LEPEOPO-PETAHO-BNCLEPAITEHBIN
aHrnomatos). Mowvck mytaumii B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene

20,000

7223

Cungpowm IBaxmaHa-OavmoHaa. TTonck mytaumm B rene SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

28,750

7224

Cungpowm IBaxmaHa-OavmoHaa. TTonck yacTteix mytauun B reHe SBDST,
4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

9,650

7911PLODI

Cungpom dnepca-Hanno, tun VI. TTouck Yactbix myTaumu B reHe PLOD,
4. M. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

13,800

7750CHRNG

Cungpom Jckobapa. TTounck mytauun B reHe CHRNG, M. (Escobar
Syndrome, Gene CHRNG, Mut.)

46,050

7226

CkanynonepoHeansHasa muonatus. Touck mytaummn B reHe FHLT, m.
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

46,050

7994|GHMB

CTNHaIbHas aMroTPOMWST C NapaliidoM AraparMbl. TTONCK MyTanyin B
reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic
Paralysis, Gene IGHMBP2, Mut.)

86,000

7996AMU

CnunanbHasa ammnoTtpodus Tunel I, T, T, V. Onpeaenenune uicna konun
reHa (Spinal Muscular Atrophy, SMA, Type |, I, lll, IV, Copy Number

22,300




7228

CNVHaIGHas aMyoTPOWWST TATET T, T, TIT, TV. TTONCK MyTalyn B TEAE
SMN1, M. (TOnbKO Npy HanMuMM ogHow Konuu reHa) (Spinal Muscular
Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only Presence One

46,050

7976ARI

CnwnHarnbHo-0ynbbapHasa ammnotTpodua KeHHean. TTouck YacTbix MyTauum
B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene

7,000

7788ATXN7

CnnHouepebennapHas atakcus. TTouck 4actbix mytaumm B reHe ATXNY,
4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

7,000

7787ATXNS8

CnnHouepebennapHas atakcus. TTouck 4actbix mytaumm B reHe ATXNS,
4. M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

7,000

7978PRNP

CHOHIMOMOPMHAAs SHLEMAanonaTvs C HENPONCUXAYECKAMMA
nposienexHnamu. MNMouck mytaumi B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

20,000

7230

CnoHavnokocTanbHbI An3ocTo3. Tonck mytaumn B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

40,150

7979TRAP

CnoHannoanudwusapHas aucnnasus (C3M). Tlonck mytaumm B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene

23,050

7980PRPS1

CYNEPaKTNBHOCTE (POCIOPVDO3NITIAPOgOCHAT CAHTETA3b!. TTONCK
myTauui B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase
Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

40,150

7638TRPS

TpuxopuHoanaHrearbHbI cMHAPOM. TTouck myTauun B reHe TRPST, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

57,500

7238

TpombouunToneHns BpoxaeHHasd. [Tonck mytaumm B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,

46,050

7885PRNP

daTtanbHaa cemenHas nHCoMHUA. TTonck mytaumm B reHe PRNP, m. (Fatal
Familial Insomnia, FFI, Gene PRNP, Mut.)

20,000

7888PAH

DenunketoHypus. IMouck mytaummn B reHe PAH, m. (Phenylketonuria,
PKU, Gene PAH, Mut.)

68,900

77811

DeHunketToHypus. TTouck 4actbix mytaumm B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

22,900

7241

PUOPOANCHIA3NS OCCPULPYROLLAs MPOTPECCHPYFOLLAs. TTONCK
MyTauui 6e3 «ropsiumx» ydactkoB reHa ACVR1, 6e3 «ropsay.» yuy. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without Hot-

40,150

7240

PUOPOAVCTA3NS OCCPULPYROLLAs MPOT PECCHPYFOLWLA. T TONCK
MyTauui B «ropsumx» ydactkax reHa ACVR1, «ropsiy.» y4. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point

23,050

7891BTK

X-cuenneHHasa arammarnobynvHemus. TTouck mytaumm B reHe BTK, m. (X-
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

103,350

7981BIRC4

X-CLEMNIeAABIn JTMMPONpONTMIEpaTNBHEI CUHAPOM (OOITE3HE JyARana,
cuHgpowm MypTtuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome,
XLP, Gene XIAP, Mut.)

46,050

7982SH2

X-CLENIEeRABI NTMMMONPONTMGEpaTNBHEI CUHAPOM (OOITE3HE JyAKana,
cuHgpowm MypTuneo). Mouck mytaumii B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

23,050

7894FRMD7

X-cuenneHHbIn MOTOPHbIM HUcTarM. TTouck mytauun B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

68,900

7983IL2RG

X-CLENIerABIN TsIReITBI KOMOMANPOBAHHABI IMMYHOAEMWLNAT. T TONCK
myTauuii B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

23,050

7786RMRP

XoHapoaucnnasna metadusapHas, Tun Mak-Ketocuka. TTonck mytaumm B
reHe RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene

9,650

7244

XOHAPOOVCHIA3Ns TOYeHast ROApaan-XIOHepMana. T TOVCK MyTanyn B
reHe EBP, M. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann
Syndrome, Gene EBP, Mut.)

23,050

7245

XoHapokansbunHo3s. TTounck mytaumm B rene ANKH, M. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

68,900

7815HDI

Xopes 'eHTuHrToHa. TTomck YacTbix MyTaumn B reHe IT15, 4. m. (Chorea
Huntington, Gene IT15, Freq. Mut.)

7,000

7889CHM

Xopowngepemus. TTonck mytauun B reHe CHM, m. (Choroideremia, CHM,
Gene CHM, Mut.)

86,000

7890CYBB

XpoHuyeckas rpaHyrnieMaTo3Has bonesHs. ITouck mytaunn B reHe CYBB,
M. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

68,900

7757TERCC6

LlepebpookynodauunockeneTHbln cMHAPOM. [Tonck mytaumm B reHe
ERCCB6, m. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,

126,150

7896EXT1

OK30CTO3bl MHOXEeCTBEHHbIe. [Tonck myTaummn B rene EXTT, m. (Multiple
Exostoses, Gene EXT1, Mut.)

68,900

7895EXT2

OK30CTO3bl MHOXECTBEHHbIe. [Tonck myTaummn B rene EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

86,000

7758NDP

OKccyoaTuBHas BUTpeoxopeopeTuHansHasa anctpodums. Tonck mytauun
B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP,

15,200

7897EDA

OKToAepMarbHas aHrMapoTUYeckas AMcnnasus. [1oMck MyTauui B reHe
EDA, M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

46,050

7883GJB6

JKToAepMarbHas rmapoTuyeckas Aucnnasus. [Touck MyTauuii B reHe
GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

15,200




7249 JnudursapHas gucnnasus, MHOXeCcTBeHHas. [Tonck MyTtauum B reHe

SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.) 34,550
7248 JnndursapHas gucnnasus, MHOXeCTBeHHas. [Touck 4acTbIX MyTauumn B

reHe COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, 9,250
7985ALOX JpUTPOOEPMIAS BPOXKOEHHAsT NXTWO3Has (HEDYIITE3HaH). T TOVCK MyTalun

B reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform Erythroderma,

NBCIE, Gene ALOXE3, Mut.) 86,000
7987LOX12 JpUTPOOEPMIAS BPOXKOEHHas MXTNO3Has (HEDYIITE3Ha). T TOWCK MyTalun

B reHe LOX12B, M. (Nonbullous Congenital Ichthyosiform Erythroderma,

NBCIE, Gene LOX12B, Mut.) 57,550
7986 TGM1 JpUTPOOEPMIAS BPOXKOEHHas MIXTNO3Has (HEDYIITE3Had). T TOWCK MyTalun

B reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma,

NBCIE, Gene TGM1, Mut.) 57,550
7901GJB3 OpuTpokepatogepmus. [Tonck mytaumm B rene GJB3, m.

(Erythrokeratodermia, Gene GJB3, Mut.) 15,200
7899GJB4 OpuTpokepatogepmud. [Tonck mytaumm B rene GJB4, m.

(Erythrokeratodermia, Gene GJB4, Mut.) 13,550
7250 OpUTPOLINTO3 peLiecCUBHbIV (CEMenHasa HacneacTBeHHast

nonuumtemuns). Mownck mytaumn B reHe VHL, m. (Autosomal Recessive 20,000
7900VHLI JpUTPOLNTO3 PELECCUBHEBIV (CEMEVHAS HaclleACTBEHHas

nonuumtemus). lNMounck yacTeix myTaumii B reHe VHL, 4. m. (Autosomal

Recessive Erythrocytosis, Gene VHL, Freq. Mut.) 7,000
77801 HeankoronbHbIl xMpoBown renatos, reH. PNPLA3, 4.m. 4,900
7961GJB2I HenpoceHcopHasa HecuHapoMansHas TyroyxocTe 4. M. GJB2

(Neurosensory nonsyndromal hearing loss, search for frequent mutations 8,850
7963GJB2I HelpoceHcopHas HeCuHApPOMarnbHas TyroyxoCTb, reH

GJB2(Neurosensory nonsyndromal hearing loss, complete analysis of the 14,700
1830 HelpoTponHbie BUTaMUHbI 6,400
9001 OBLYEKITMHUYECKUE NCCJIEQOBAHUSA KPOBU
1515 NJTVTAVISCURPIVT aAalIvis RPUBVI. UULLIVIVT dAalivis, JIUVII\UWUPIVIYJIG, \iw v \b

MMKPOCKOMUEN Ma3ka KPOBU MPU Hanu4mMm naToriormyecknux CABMroB)

(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,

ESR (with Microscopic Examination of Blood Smear if Presence of 750
1555 NJTVTAVISCURPIVT aAalIvis RPUBVI. UULLVIVI dAalivis, JIUVII\UWUPIVIYJIG, \iw v \b

obsa3aTenbHOM «py4dHON» MUKpockonuern Maska kposu) (Clinical Blood

Analysis: General Blood Analysis, Leucocyte Formula, ESR (with Manual

Microscopic Examination of Blood Smear)) 1,050
1 19 JTCVIRULVTTAPHAaA q.)UpIVIyJ a \HVIWWUPUHMVIPUDQHHUlVI TTUAUHTT

NenKouMTOB, NerkounTorpaMmma) ¢ MMKpOCKOMNMEN Ma3ka KpoBu npu

HanuMumMm natonornyeckmx casuros (Leucocyte Formula (Differential

White Blood Cell Count) with Microscopic Examination of Blood Smear if 300
91 1 JTCVIRULVTTAPHAA q.)UpIVIyJ a \HVIWWUPUHMVIPUDQHHUlVI TTUAUHTT

NenKouMTOB, NenkounTorpamma) ¢ 06a3aTenbHON «Py4HON»

MUKpocKonuer Maska kposu (Leucocyte Formula (Differential White Blood

Cell Count) with Manual Microscopic Examination of Blood Smear)* 550
5 Obwun aHanus kposu (OAK) (6e3 nevkouuTtapHoun dpopmynsl u COJ)

(General Blood Analysis, without White Blood Cell (WBC) Count and 300
150 PetukynouuTtsl (Reticulocytes) 400
139 COQ3 (ckopocTtb ocegaHund aputpounTtos) (Erythrocyte Sedimentation

Rate, ESR) 300
TRO TPOMOOLNTEI, MAKPOCKOTIVS (TOACYET B OKPAlEHHOM Ma3Ke Mo MeToAy

doHwno) (Platelets, Microscopy (Manual Platelet Count (PLT Count):

Indirect Method by Fonio))* 400
6848F232 OBanbbymuH, anbOymyH anyHbIA, nGal d2 (f232) IgE, ImmunoCAP 1,050
6884F7 Osgec (f7) IgE, ImmunoCAP 1,050
6849F233 Osomykong, nGal d1 (f233) IgE, ImmunoCAP 1,050
66603 OBcsHmua nyrosas (g4) IgE, ImmunoCAP 900
66604 Orypeu (f244) IgE, ImmunoCAP 900
66646 OpyBaHuMK 06blkHOBEHHBIN (W8) IgE, ImmunoCAP 900
1581 Owmera-3 nHgekc (Omega-3 Index) 6,200
6854F416 Owmera-5 MmuaguH nwennusbl, rTria 19 (f416) IgE, ImmunoCAP 2,350
9026 OHKOIrEMATOJIOrMYECKUE UCCJIIEQOBAHUA
777774TQQ AHaIM3 BCEX CNELVPNYIECKAX abeppanyi Ha MapaprHOBEIX Cpe3ax

(rmcToFISH, konwny.) (Analysis of all specific aberrations on paraffin slides

(FISH Histology, quantitative)) 20,000
777751P Ananns geneuuun 12p (FISH, konuy.) (Analysis of 12p deletion (FISH,

quantitative)) 14,650
777779P12 Ananus geneunn 12p (FISH, konuuy.) (Analysis of 12p deletion (FISH,

quantitative))
777752Q20 Ananns geneuuun 20q (FISH, konuy.) (Analysis of 20q deletion (FISH,

quantitative)) 14,650
777791TP53 Ananus geneunu TP53 reHa (FISH, konny.) (Analysis of TP53 gene

deletion (FISH, quantitative)) 14,650




777782TP53

Ananns geneuuun TP53 reHa (FISH, konny.) (Analysis of TP53 gene
deletion (FISH, quantitative))

777754TP53

Ananns geneuuun TP53 reHa (FISH, konny.) (Analysis of TP53 gene
deletion (FISH, quantitative))

14,650

777758DEL

AHaN3 MOHOCOMWW, Oeleunn T3 XpOMOCOMBI — (el 13), -T3) (FIoH,
koruy.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

14,650

777792DEL

AHaN3 MOHOCOMWW, Oelennn T3 XpOMOCOMBI — (el 13), -T3) (FIoH,
konuy.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

14,650

777739

Anann3 mytauun n geneumn B reHe MPL (TTUP, kay.) (Analysis of MPL
gene mutations, deletions, (PCR qualitative))

6,500

777738

AHann3 mytauun B 12 sk3oHe JAKZ2 reHa (TTLP, ka4.) (Analysis of JAK2
Exon 12 mutations (PCR qualitative))

6,500

777740

AHanuns mytauun, aeneunm, nHcepuun B rede CALR (TTUP, kay.)
(Analysis of CALR gene mutations, deletions, insertions, PCR, qualitative)

6,500

777733

AHAN3 OTHOCUTEITEHOW SKCMPECCYN TeHa BURJABL -KOITMYECTBEHHAs
RQ MUP (MNUP B peansHom BpemeHu, konud.) (Analysis of the BCR/ABL
relative expression, RQ-PCR, quantitative)

6,500

7777473Q

Ananus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements
(FISH, quantitative))

14,650

777753Q5

AHann3 nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of
chromosome 5 rearrangements (FISH, quantitative))

14,650

777748Q

AHanns nepectpoek 7 xpomocoMsl (FISH, konu4) (Analysis of
chromosome 7 rearrangements (FISH, quantitative))

14,650

777761ATM

Ananns nepectpoek ATM rena (FISH, konuy.) (Analysis of ATM gene
rearrangements (FISH, quantitative))

14,650

777788ATM

Ananns nepectpoek ATM rena (FISH, konuy.) (Analysis of ATM gene
rearrangements (FISH, quantitative))

777767BCL2

AHRAaIwi3 TICPCUTPUTCR DULZ TTCHA
t(14;18)(932;921),4(2;18)(p11;921),t(18;22)(q21;911) (FISH, konuny.)
(Analysis of BCL2 gene rearrangements
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, quantitative))

14,650

777773BCL2

AHanmM3 NEPeCTPOER BCLZ TeHa Ha NapaHOBBIX CPE3ax (TMCTOFTSH,
konuy.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH
Histology, quantitative))

20,000

777755IGH

Ananwns nepectpoek IGH rena (FISH, konuuy.) (Analysis of IGH gene
rearrangements (FISH, quantitative))

14,650

777749MLL

Ananuns nepectpoek MLL rena (FISH, konwny.) (Analysis of MLL gene
rearrangements (FISH, quantitative))

14,650

777765MYC

AHaN3 NEepecTpoek MYC rera ( 18, 14024032 (Z;8)(PTT,024), (B
;22)(924;911)) (FISH, konuuy.) (Analysis of MYC gene rearrangements
(t(8;14)(924;932)-1(2;8)(p11;924), t(8 ;22)(q24;911) (FISH, quantitative))

14,650

777771BCL

AHanm3 TTEpeCTPOER reHa BUL- 6 (der(3)(0Z7)) Ha NapapUHOBEIX Cpe3ax
(TvcTtoFISH, konuny.) (Analysis of BCL- 6 gene rearrangements
(der(3)(g27)) on paraffin slides (FISH Histology, quantitative))

20,000

777764BCL

Ananwns nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konuy.) (Analysis
of BCL- 6 gene rearrangements (der(3)(g27) (FISH, quantitative))

14,650

777735

Ananwns nepectpoek reHa FGFR1T (FISH, konuy.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

14,650

777736

Ananuns nepectpoek reHa PDGFRB(FISH, konuy.) (Analysis of gene
rearrangements PDGFR (FISH, quantitative))

14,650

777757TQQ

Ananua tpaHcnokaumu t(11;14)(q13;932) (FISH, konny.) (Analysis of
translocation t(11;14)(q13;932) (FISH,quantitative))

14,650

777790TQ

AHanV3 Tpancokagnn (1T, T4 )(qT3;03Z) Ha napaVHOBEIX Cpeaax
(rmcToFISH, konwny.) (Analysis of translocation t(11;14)(q13;932) on
paraffin slides (FISH Histology, quantitative))

20,000

777763TQQ

Ananwns TpaHcnokauun 1(11;18)(q21;921) (FISH, konwny.) (Analysis of
translocation t(11;18)(g21;921) (FISH, quantitative))

14,650

777793IGH

Ananus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

14,650

777759IGH

Ananua TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

14,650

777766TQQ

Ananua TpaHcnokaumu 1(2;5)(p23;q35) (FISH, konuy.) (Analysis of
translocation (2;5)(p23;935) (FISH, quantitative))

14,650

777772TPQ

AHaNV3 TpancIokaunn (Z;D (pZ3,439) Ha NapalVHOBEIX cpeaax
(rmcToFISH, konwny.) (Analysis of translocation (2;5)(p23;935) on paraffin
slides (FISH Histology, quantitative))

20,000

777756TH

Ananus TpaHcnokauuu t(4;14)(p16;932) (FISH, konuy.) (Analysis of
translocation t(4;14)(p16;932) (FISH, quantitative))

14,650

777784TH

Ananua TpaHcnokaumm t(4;14)(p16;932) (FISH, konuy.) (Analysis of
translocation t(4;14)(p16;932) (FISH, quantitative))

777762Q12

Ananns Tpucommnn 12 xpomocomsl (+12) (FISH, konwny.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

14,650




777734 Ananu3a xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric

gene BCR-ABL, FISH, quantitative) 14,650
777732 AHanm3 XMMEPHOTO reHa BCR/ABL - [(J;ZZ), ONpedenenne tvna

TpaHckpunta BCR/ABL rena - MNMUP, kavecTts. (Analysis of chimeric gene

BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript type, 2,750
777744CBF AHnanun3 xumepHoro reHa CBFB/MYHT-inv(16),t(16;16) (TTLP, kau)

(Analysis of chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, 2,750
777746E2A AHnanun3 xumepHoro reHa E2A/PBXT - 1(1;19) (TTUP, ka4.) (Analysis of

chimeric gene E2A/PBX1 - 1(1;19) (PCR, qualitative)) 2,750
777737 Ananun3 xumepHoro reHa FIPTLT/PDGFRa(FISH, konny.) (Analysis of

chimeric gene FIP1L1/PDGFRa (FISH, quantitative)) 14,650
777745MLL Ananun3 xumepHoro reHa MLL/AF4 -t(4;1T) (TTUP, ka4.) (Analysis of

chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 2,750
777742PML AHnanun3 xumepHoro reHa PML/RARa -i(15;17) (TTUP, ka4.) (Analysis of

chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) 2,750
777743RUN Ananun3 xumepHoro reHa RUNXT/RUNXTTT -i(8;27T) (TTLP, kau.)

(Analysis of chimeric gene RUNX1/RUNX1T1 -1(8;21) (PCR, qualitative)) 2,750
777741BCL VICCrie4oBaHne MyTaLlIOAHOTO cratyca BCR-ABL TeHa (METOA NPIMOT O

cekBeHnpoBaHusa no CaHrepy) (BCR-ABL1 Mutation Analysis using direct

Sanger sequencing, qualitative) 13,000
777769KQ KapuoTtun oHkoremaTtonorudecku (Karyotype, Hematologic Disorders,

Peripheral Blood) 10,350

S e ————
726281-PH MuenonponudepaTneHbix 3abonesanun (XMIM3): kayecTBeHHas OLeHKa

Hanuuns comatumyeckon mytauum 617F reHa JAK2 (Marker of Ph-

negative Chronic Myeloproliferative Disorders (cMPD): qualitative

assessment of presence of gene JAK2 617F somatic mutation) 2,650
777731 LInToreHetTnyecknit aHanm3 KNeTok KOCTHOro Mo3ra (KapnuoTtun)

(Cytogenetic analysis of bone marrow (karyotype)) 10,350
496NOR Onpepenexve aHturena Norovirus B kane (Norovirus, Stool Culture. One

Step Rapid Immunochromotographic Assay) 2,050
3316 Onpegenenue MNona nnoga (Y xpomocoma) 5,400
550 Onpepenexune akcnpeccun bernka PD-L1 B TkaHu onyxonu metogom MI'X

C ucnonb3oBaHnem aHtuten kK PD-L1 knoH SP142 (Ventana). 22,300
549 Onpepenexune akcnpeccun bernka PD-L1T B TkaHu onyxonu metogom MI'X

C ucnonb3oBaHnem aHtuten k PD-L1 knoH SP263 (Ventana). 22,300
554 Onpepenexune akcnpeccun bernka PD-L1T B TkaHu onyxonu metogom MI'X

c ucnonb3oBaHnem aHtuten kK PD-L1 knoH 22C3 (Dako). 31,450
15920CC OcTaToyHas ocMonsipHOCTb cTyna (Stool osmotic gap) 1,650
CIiKA2 OueHka ropmMOHaNbHOro cTaTyca nNpv HapyLeHWM MEHCTPYarnbHOro Uukna 2,650
OBC124 ULEHKa METabOIM3Ma KOCTHOW TKaHW 1 p/iCKa OCTeoropo3a:

pacwupeHHoe obcnegoBaHue (Metabolic bone and osteoporosis risk

evaluation: comprehensive examination) 5,000
9003 OLEHKA CBEPTbIBAKOLEN CUCTEMbI
164 D-gumep (D-Dimer) 1,650
1 AKTVBAPOBaHHOE YacTWIHOE (MapL/alibHOE) TPOMOOTITacTNHOBOE

Bpemsi (AYTB (AMNTB), kedhanumH-kaonmHoBoe Bpems) (Activated Partial

Thromboplastin Time, APTT) 400
4 AHTUTPOMOUH lll, % aktmBHocTu (AT lll, Antithrombin I, % Activity) 550
190 BonyaHouHbIv aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1,150
OBC109 "emocTasmorpamma (koarynorpamma) paclumperHas (Hemostasiogram

(coagulogram), extended 4,250
OBC103 "'emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,

Gemostaziogram, Screening) 1,550
1153 MnasmuHoreH (Plasminogen) 1,050
1263 MpoteunH C, % aktnHocTtu (Protein C, % Activity) 2,750
1264 IMpoTeunH S cBoGoaHbIN (Protein S, Free) 2,550
2 TTPOTPOMOWH (MPOTPOMOWHOBOE BPEMS, 118, MHU (VIEXXOyHapoaHoe

HopMarnu3oBaHHoe oTHoweHne) (Prothrombin, Prothrombin Time, PT,

International Normalized Ratio, INR) 400
194 TpombuHoBoe Bpewmsi (TB) (Thrombin Time, TT) 400
1409 dakrop VIl (aHTUremodmneHeiv rmobynuH A) (Antihemophilic Globulin A, 1,550
3 PunbpuHoreH (Fibrinogen, FG) 400
1646 OueHka ckopocTu Knybo4vkoBon ounbTpaumm y aeten no dgopmyne

LliBapua, KpeaTHUH. 300
9006 OLUEHKA ®YHKLIMN S3HOOKPUHHOU CUCTEMbI
156 17-ketoctepongabl (17-KC) B moye (17-Ketosteroids, Urine) 2,150
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 750
100 AnpeHoKopTUKOTPOnHbIY ropMoH (AKTT, KOPTUKOTPOMUH)

(Adrenocorticotropic Hormone, ACTH) 1,050
205 AnbgocTtepoH (Aldosterone) 1,050
1302ARR AnbaoctepoH-peHnHoBoe cooTHoweHue (Aldosterone-Renin Ratio, ARR) 2,050
170 AngpocTtengunon rrtokypoHua (AHOPOCTaHAWON MTHOKYPOHUA)

(Androstanediol Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G) 1,650




195 AngpocTteHanoH (Androstenedione) 1,550
1144 Antumtonnepos ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian

Inhibiting Substance, MIS) 1,850
198 AHTUTENA K MVKPOCOMAaITbHOW (PPaKUy TMPEOLNTOB (AT K

MUKpPOCOMAarbHOMY aHTUreHy TupeoumToB, AT-MAI, AMAT, TnpeongHbie

AHTMMWKPOCOMAIIbHbIE aHTUTENa) sAnti-Thxroid Microsomal Antibodies) 750
199 ARTVITCIIa R PTUTTITUD T TVIPTCUTPUTTAUTU

ropmoHa B cbiBOpoTke kpoBu, AT-pTTI) (Thyroid-Stimulating Hormone

Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding

inhibitor immunoglobulin, TBII) 2,250
57 AnTtuTena k Tupeornobynuny (AT-TT) (Anti-Thyroglobulin Autoantibodies,

Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 900
58 AHTUTENA K TMPEOVOHOWN NMEPOKCAA3E (AT-1T1U, MAKpOCOMalbHEIE

aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal

Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 750
161 AccouunpoBaHHbIN C bepeMeHHOCTbIO MpoTenH-A nna3mel (Pregnancy-

Associated Plasma Protein-A, PAPP-A) 1,050
1270 'mctamuH B nna3me kposw (Histamine, Plasma) 3,650
149 'mobynuH, ceasbiBarowmnn nonosble ropmoHsbl (T'CTT) (Sex Hormone-

Binding Globulin, SHBG) 750
1602 JernaposannaHgpocTepoH (HEKOHBIOTMPOBAHHBIN) 1,850
101 HerngpoanuangpoctepoH-cynbdat (I3A-S04, Dehydroepiandrosterone

sulfate, DHEA-S) 750
168 OvrngpotectoctepoH (AIT) (Dihydrotestosterone, DHT) 2,050
1145 WHrmbumH B (Inhibin B) 1,750
172 WHcynuH (Insulin) 1,050
151 RaTtexonaMiHbl (a,qpeHanMH HOpaOpeHanviH, JOPaMiH) B MOJe

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 3,250
152 RaTexoaMHbl (afpeHalviH, HopaapeHanviH, A0(aMiA) B MoJe

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

Dopamine, Urine) 3,150
KATEMNN RaTexoaMIHbl (afpeHanviH, HopaapeHalviH, J0(aMyH) B NITa3Me KpOBU

— KATEMN (Catecholamines: Epinephrine/Adrenaline,

Norepinephrine/Noradrenaline, Dopamine, Plasma) 3,150
65 KopTtunson (T'mgpokopTtunaoH) (Cortisol, Hydrocortisone) 750
1508 KopTtunson, cnitoHa (Cortisol, Saliva) 900
175 JlentuH (Leptin) 1,250
60 JTiotenHusmpyrowmn ropmoH (JIF) (Luteinizing Hormone, LH) 650
6161 MaKpOI'IpOJ'IaKTVIH (Macroprolactln)* e 1,650
950 kucnota (BMK), romoBaHunuHoBasi kucnota (M'BK), 5—

okcunHgonykcycHas kucrnota (5-OUYK) (Catecholamines and Serotonin

Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA, Homovanillic

Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA) 3,400
1166 MeTaHedpuHbl ((ppakumn) B CyTOUHOWN MoYe: MeTaHedpUH,

HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine — 3,400
T1HOMA ULEHKa NHCYMMAOPE3NCTERTHOCTI: TTTIOKO3a (HaToLaK), MHCYITVH

(HaTowak), pacuet nHgekca HOMA-IR (Insulin Resistance: Fasting

Glucose/Insulin, Homeostasis Model Assessment of Insulin Resistance, 1,250
102 [MapaTupeongHbin ropmoH ([TapatropmoH, napatupwuH, ITTT) (Parathyroid

Hormone, PTH) 1,050
207 TTaleHTapHbIV TTakToTeH (XOPVIOHNYECKA COMaTOMaMMOTPONVIH)

(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 1,050
PRS1 [MpeHaTanbHbIN CKPUHWUHE Tprcomuii 1 TpuMecTpa 6epeMeEHHOCTH, 2,050
PRS2 [MpeHaTanbHbIN CKPUHWUHE TPUCOMUIA 2 TpMMecTpa BeEpeMEHHOCTH, 2,750
63 MporectepoH (Progesterone) 650
173 MpouHcynuH (Proinsulin) 1,250
61 MponaktuH (Prolactin) 650
206 PeHuH (PeHnH nnasmbl kposu, npsmoe onpegenexue) (Direct Renin, 1,400
148 C-nentug (C-Peptide) 1,050
189 CeobogHbin B-XI'Y (cBoboaHasa B-cydbeanHuua XOpUoHUYECKOro

roHagoTponuHa vyenoseka) (Free Human Chorionic Gonadotropin, Free 900
178 CBoboaHbIN kopTK3orn, cytodHass mo4a (Free Cortisol, Free

Hydrocortisone, 24-Hour urine) 1,150
169 CBo6oaHbIn TectocTepoH (Free Testosterone) 1,550
134 CBo6oaHbIn actpuon (Estriol Free, E3) 750
993 CepoTOHMH B CbIBOPOTKE KpoBU (Serotonin, Serum) 3,150
174 ComatomeanH C (MHcynmHonogobHbiv dpaktop T) (Somatomedin C,

Insulin-like Growth Factor 1, IGF-1) 1,550
99 ComaToTponHbI ropMoH (comatoTponuH, CTIN) (Growth Hormone, GH) 900
64 TectocTtepoH (Testosterone) 650




197 Tupeorno6bynuH (TT) (Thyroglobulin, TG) 900
56 TupeoTponHbin ropmoH (TTT, TupoTtponuH) (Thyroid Stimulating 650
54 TupokcuH 06wmi (T4 0bwmi, TeTpanogTMpoHuH o6wmn) (Total 650
55 TupokcuH cBo6oaHbIN (T4 cBoboaHbin) (Free Thyroxine, FT4) 650
196 TVTPURUITAUBASDIBArULaA CITUCUURUUTD \I TUTJTULLITHYIC TVTPTUVIADIX

rOPMOHOB; MHOEKC CBA3bIBAHWSA TUPOKCUHA; MHAEKC CBOBOAHOMO

TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC,

Thyroxine-Binding Index, TBI, free T4Index, fT4l) 900
52 TpuiiogTupormnH 06wmi (T3 o6wwmin) (Total Triiodthyronine, TT3) 650
53 TpurioaTuporuH ceoboaHblin (T3 cBoboaHbin) (Free Triiodthyronine, FT3) 650
1158 TpodobnacTtndeckun beta-1-rnmukonpoteunH (TBIN) (Trophoblastic beta-1-

Globulin, TBG) 750
59 Donnukynoctumynupyowmii ropmoH (PCrI) (Follicle Stimulating 650
66 XopvoHuyeckur roHagoTponuH Yenoseka (XY, beta-XTH, B-XTY)

(Human Chorionic Gonadotropin, HCG) 750
222 OputponoaTtuH (Erythropoetin) 1,400
62 Octpaguon (32) (Estradiol, E2) 650
6827 MaHenb "Actma/pyHuT B3pocnbie” IgE, ImmunoCAP 7,100
6826 MaHenb "Actma/pyuut getn” IgE, ImmunoCAP 7,100
6867 MaHenb "CTadnnokokKoBble 3HTEpPOTOKCUHBI", IgE, ImmunoCAP 2,350
6828 MaHenb "Ok3ema" IgE, InmunoCAP 7,100
669011 MaHenb annepreHos "Muwesble 1" 2,550
669012 MaHenb annepreHos "MuwieBble 2" 2,550
1378 MMaHenb aHTUdochonmnugHbix aHtuTen, IgG, IgM meToqom AoT-

MMMYHOAHanm3, Ka4eCTBEHHbIN TECT B CbIBOPOTKE KpoBu (Anti- 11,700
OBC137 MaHenb 'MNep303MHOMUIBHbBIA CUHOPOM 44,150
OBC142 MaHenb AnddysHasa B-kpynHokneToyHas numdoma 32,350
OBC141 MaHenb AcTnHHas nonvumMtemmust 24,850
OBC134 MaHenb KpynHoknetoyHasi numdgoma 32,350
OBC136 MaHenb Jinmdoma Bepkuta 32,350
OBC135 MaHenb JIumdoma 13 KNeTok MaHTUNHOM 30HbI 32,350
OBC139 Manens MANT-nnmdoma 44,150
OBC144 MaHenb OcTpble NMMd0o6NacTHbIe NENKO3bI 14,950
OBC132 MaHenb NepBu4HbI MMeNnodnbpos 23,250
OBC138 MaHenb ®onnukynspHasi numdoma 32,350
OBC143 [Manenb XpoHuyeckun muenonenkos (Panel Chronic myelogenous

leukemia, CML) 16,050
OBC140 MaHenb JcceHumansHasg TpoMboumTeEMUS 23,300
3324CJIH Mapeoeupyc B19, onpegenenne AHK 550
3324POT Mapeoeupyc B19, onpegenenne AHK 550
3324CB MapsoBupyc B19, onpenenenve OHK 550
6911CA1 MennumnnuH G (c1) IgE, ImmunoCAP 1,050
6912C2 MenvumnnuH V (c2) IgE, ImmunoCAP 1,050
6876F95 Mepcuk (f95) IgE, ImmunoCAP 1,050
OBC113 [MTaHne, ncknYaKLlee KpacHoOe MsCO 750
1634 [MnaueHTapHbI dakTop pocTa 3,900
408 TTHEBMOKOKK, BEISIBITEH/E aHTUTEHa B MOYE, MMMYHOXpOMaTor pagust

(Streptococcus pneumoniae, One step rapid immunochromotographic

assay, antigen, urinae) 2,150
OBbC120 MOOAIPA 1,550
OBbC121 MoAaroToBKA K BEPEMEHHOCTW: BA3SOBbLIU 15,050
OBbC122 MnoaroToBKA K GEPEMEHHOCTW: OLIEHKA BUTAMUHHOIO 5,250
OBbC123 NMoAaroToBKA K EEPEMEHHOCTW: CKPbITbI AESULINT XKEJIE3A 2,250
66647 MogconHeynmk (w204) IgE, ImmunoCAP 900
6920W5 MonbiHb ropbkas (w5) IgE, ImmunoCAP 1,050
6874W6 MonblHb 06bIkKHOBEHHAs (W6) IgE, ImmunoCAP 1,050
6815W231 MonblHb 06bikHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 2,350
6816W233 MonblHb 06blkHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2,350
6881F25 Momupaop (f25) IgE, ImmunoCAP 1,050
6824E213 Monyran, nepo (e213) IgE, ImmunoCAP 1,050
77799 MopaxeHus nevenun, renbl ATP7B, PNPLA3, SERPINA1, 4y.m. 11,200
1700 MpokanbuntoHuH (Procalcitonin) 2,250
6904F55 Mpoco noceBHoe (NweHo) (f55) IgE, ImmunoCAP 1,050
OBC130 Mpocunb BeraHbl «5a3oBbIny 12,450
OBC129 Mpodunb BeraHbl « MMHUManNbHbLIAY 10,350
OBC131 Mpodunb BeraHbl « PacluMpeHHbIn» 21,500
9032 lMpo4ue ycnyau
77802 Mcopmas, Tunmposanne HLA-Cw6 4,400
6869F4 MNwennua (f4) IgE, ImmunoCAP 1,050
1648 PactBopumas fms-nogobHas TuposmHkmHasa-1 (sFlt-1) 4,750
1595STFR PacTteopumble peuentopsl TpaHcdeppuHa (pTPP, Soluble Transferrin

Receptor, sTfR) 2,350




1612 PeBepcuBHbili T3 (PeBepc T3; peBepCHBHbIN TPUAOATUPOHUH; Reverse 8,600
OBC125 PesmatoungHbin aptput (Rheumatoid arthritis) 1,750
411 PecnpaTtopHO-CUHLATANBHBIN BUPYC (P C-NHMERLV), BEISIBITEAVE

aHTureHa, MMMyHoxpomarorpagms (Respiratory Syncytial Virus, RSV,

One step rapid immunochromotographic assay, antigen) 1,400
1614 PeTtuHun nanbmutaTt 3,150
6892F9 Puc (f9) IgE, ImmunoCAP 1,050
66601 Poxb (f5) IgE, ImmunoCAP 900
66648 Pomauka (w206) IgE, ImmunoCAP 900
66642 CaxapHas ceekna (f227) IgE, ImmunoCAP 900
6893F26 CeuHuHa (f26) IgE, ImmunoCAP 1,050
6885F85 Cenbgepen (f85) IgE, ImmunoCAP 1,050
OBC119 CunbHble BONOChI, Kpenkne Hortu, bapxatHas Koxa (Strong hair and

nails, velvet skin) 5,400
77703 Cungpom OPIMJA, ATN1, 4y.m. 5,500
77714 Cungpom NoMKon X-xpoMOCoMbl ¢ TpeMopom/aTakcmert, FMR1, 4y.m. 5,400
6823MX1 Cmecb annepreHoB nnecHesblx rpmbkoB (mx1) IgE, ImmunoCAP 1,550
6820HS Cwmecb annepreHoB gomaluHer noinu (Hollister-Stier) (hx2) IgE, 1,400
6918FX73 Cwmecb anneprexoB msca (fx73) IgE, ImmunoCAP 1,550
6822MX2 Cwmecb annepreHoB nnecenn (mx2) IgE, ImmunoCAP 1,400
6821TX9 Cwmechb annepreHoB nbinbubl gepeBbeB (1x9) IgE, ImmunoCAP 1,400
6838WX1 CwmMech annepreHoB MbinbLbl copHbIX Tpas (wx1) IgE, ImmunoCAP 1,400
6914FX5 Cwmecb getckux nuuieBbix annepreHoB (fx5) IgE, ImmunoCAP 1,400
6883CF Cwmecb nuuweBbix annepreHoB (fx15) IgE, ImmunoCAP 1,400
6897FX21 Cwmecb nuuweBbix annepreHoB (fx21) IgE, ImmunoCAP 1,400
6868GX1 CwmMech NblnbLbl paHHeuBeTyLwmnx nyrosbix Tpas (gx1) IgE, ImmunoCAP 1,400
66651 CwmopoauHa kpacHas (f322) IgE, ImmunoCAP 900
6843E101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2,350
6844E102 Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 2,350
6845E221 Cobaka, cbiIBOpOTOYHbIV anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2,350
6871F14 CoeBble 606bI (f14) IgE, ImmunoCAP 1,050
6855F353 Cos, rGly m 4/PR-10 (f353) IgE, InmunoCAP 2,350
77708 Cnactuyeckast napannerus Ltpiomnens, tun 4, SPAST (SPG4), y.m. 8,600
77712 CnnHouepebennsipHble atakcuy, peakue hopMbl, Y.M. 9,250
77716 CnvHouepebennsipHble atakcuy, YacTble opMbl, Y.M. 8,950
6865M81 CradmnokokkoBbIi 3HTepoTokcrH B (m81) IgE, ImmunoCAP 1,050
6866M226 CT1admnoKokkoBbI 93HTepOoToKCMH TSST (m226) IgE, ImmunoCAP 1,050
6864M80 CradmnokokkoBbii aHTepoTokcrH A (m80) IgE, ImmunoCAP 1,050
690916 TapakaH pbikui (npycak) (i6) IgE, ImmunoCAP 1,050
1377TER TepudnyHomua, nedpnyHomng (metabonuT) (Teriflunomide, Leflunomide

metabolite) 4,750
6835G6 Tumodpeeska nyrosas (g6) IgE, ImmunoCAP 1,050
6812G213 Tumodpeeska nyrosas, rPhl p1, rPhil p5 (g213) IgE, ImmunoCAP 2,350
6813G214 Tumodbeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImnmunoCAP 2,350
77711 TopcuoHHasa anctoHust, Tun 1, TOR1A (DYT1), u.m. 5,500
6880F3 Tpecka atnaHtnyeckas (f3) IgE, ImnmunoCAP 1,050
6829TP TpwunTasa, InmunoCAP 4,750
6852F351 TponomunosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP 2,350
6888F225 ToikBa (f225) IgE, InmunoCAP 1,050
1410 dakTop X, aktuBHocTb, % (paktop Kpnctmaca,) Factor IX, Activity, %

(Christmas Factor) 1,050
1413 daktop BunnebpaHaa, aHtureH, % (Willebrand Factor, Antigen, %) 2,150
6915K80 DPopmanbgerng / dopmanuH (k80) IgE, ImmunoCAP 1,050
6896F17 DyHayk (f17) IgE, ImmunoCAP 1,050
407 XITaMUOWW, BBISIBITEHNE aHTUTEHA B Ma3KaxX yporeHnTanbHOTO TpaKra,

mMmyHoxpomartorpadms (Hexagon Chlamydia, One step rapid

immunochromotographic assay, antigen) 1,550
6916C8 XnoprekcuavH (c8) IgE, ImmunoCAP 1,050
1644 XonecTepyH NUNONpOTENAOB HA3KOW NNOTHOCTU, NPSMON METOS,

(XonectepwH JIMNHIM, npamon metog, LDL-cholesterol direct) 400
77798 XopuopetuHonatus bupgworta, Tunuposane HLA-A29 4,400
777794 XpPOMOCOMHbI MUKpOMATpU4HbI aHanuns (XMA)
777795 XpPOMOCOMHbBIN MUKpOMaTpU4HbIn aHann3 (XMA) abopTHoro matepmana
9033 UNTOIrEHETUYECKUE NCCJIEQOBAHUS (Cytogenetic Examination)
7811 ViccnegoBaHue kapuoTtuna 8,950
9023 UNTOJIOMMYECKUE UCCIIEQOBAHUA
518 >KnokocTtHas uutonorus. Liutonoruyeckoe nccnegoBaHvne

OvomaTepmana ek MaTku (okpalumeanue no ManaxHukonay, 1,750
506ACH ViccnepoBaHune acnvpaTta u3 nonoctu matku (Maskun) (Examination of

Uterine Aspiration ) 750
507 MXKE ViccnepoBaHue BbigeneHn u3 MoroyHown xenesbl (Examination of

Breast Discharge) 750




508 VccnegoBaHre MokpoThl (Examination of Sputum) 1,150
507MOM VccnepoBanve moum (Examination of Urine) 750
506BMC ViccnepoBaHue otnevatka c BHyTpuMaTodHoun cnvpanu (BMC)

(Examination of Imprint Intrauterine Device, 1UD) 750
510 ViccnepoBaHue NyHKTaTOB APYrnx opraHoB 1 TkaHen (Examination of

Punctates: Other Organs and Tissues) 1,150
509KOXX VMccnepoBanuve nyHkTaToB Koxu (Examination of Punctates: Skin) 900
509MXE VccnegoBaHve NyHKTaToB MOSoYHOM xernesbl (Examination of Punctates: 900
503 VICCIie40BaHNE COCKODOB 1 OTNEYaTKOB ONyXOJIEN 1 ONyXOITENOO0DHBIX

obpaszoBaHun (Examination of Scrapings and Prints Tumor and Tumor

Like Formations) 900
502 ViccnenoBaHne COCKODOB 1 OTMEYaTKOB C NOBEPXHOCTU KOXW U

cnuauctbix (Examination of Scrapings and Prints of Skin and Mucous 650
505 VccnenoBaHve COCKODOB LUENKN MaTKN U LIepBMKarbHOro KaHana

(Examination of Scrapings: Cervix and Cervical Canal ) 900
507T2C ViccnepoBaHue TpaHccyaaToB, SKCCyAaToB, cekpeToB (Examination of

Transudates, Exudates, Secrets) 750
5049H[ ViccnepoBaHue aHOockonnyeckoro marepuana (Examination of

Endoscopic Material) 900
514 ViccnepoBaHve 3HOOCKONMYECKOro Matepuana Ha Hanvnyne Helicobacter

pylori (Examination of Endoscopic Material: Presence of Helicobacter 1,050
504CBP ViccnepoBaHusa npombiBHBIX BoA, bpoHxoB (IccnenoBaHne cMbIBOB C

6poHxoB) (Examination of Bronchial Washouts) 900
5000 B01.030.001.010|KoHCcynbTaums rotoBbIxX LUTONOrMYECKUX Npenapartos (O4HO CTEKI0)

(Consultation of Finished Cytological Preparations (1 Glass)) 650
519 Lintonornyeckoe nccnegosaHve biomatepmnana cCocKoboB ByNbBbI U

Briaranuiia, Kpome ek MaTku (okpalumeanme no MNManaHukonay, Pap- 1,400
517 LInTonornyeckoe nccnegoBaHve bromatepuana Wenkn MaTku

(okpawmBanue no MNManaxukonay, Pap-tect) (Cytological Examination: 2,050
500 LINTOITOTVYECKOE MCCIEA0BaHne Marepmralia, roiyderHHoro npm

XMPYPrMyecknx BMeLLaTenbCTBax U APYrMx CPOYHbIX MCCregoBaHNSsIX

(Cytological Examination of Material Obtained during Surgical Procedures 1,150
5106 LINTOITOINMYECKOE MCCITEAOBaHNE NyHKTara WMTOBNOHON KENE36l C

onucaHvem no TepmmHoriornveckon knaccudukaumm betrecga (The

Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine- 900
512 IATOITOTVIYECKOE NCCITEOBaHNE COCKODA (Ma3Ka) CIM3ACTON ODOITOYKN

nonocTu Hoca (ogHa nokanusauus) (Cytological Examination: Scrapings

(Smear) of Nasal Mucous Membrane (1 Localization)) 1,150
5056 LInTonornyeckoe nccneaoBaHve anuTennsi LWENKN MaTkv ¢ ONncaHueMm

no TepMuHonornyeckon cucteme berecaa 900
547 IATOJTOTVIYECKOE N UMMYHOLUTOXNMWYIECKOE VICCITE[0Banne ¢

mapkepamu p16INK4a n Ki-67 gnst nogTBepXXaeHus gucnnasum B Maskax

CIN3UCTOWN LUENKN MaTKN 9,850
3156 Lintomeranosupyc, konmyecteeHHoe onpeaenerHve IHK

(Cytomegalovirus, DNA) B CbIBOPOTKE KPOBM 550
66628 Yawn nuctoBow (f222) IgE, ImmunoCAP 900
66641 YecHok (f47) IgE, ImmunoCAP 900
1633 Oeeponumyc (Everolimus) 3,500
409 OHTEpPOBUPYC, BbIIBMEHNE aHTUIeHa B Karne, MMMyHoxpoMaTorpadus

(Enterovirus, One step rapid immunochromotographic assay, antigen, 1,550
6875F49 Abnoko (f49) IgE, ImmunoCAP 1,050
690713 An ocbl 06bIkHOBeHHOM (i3) IgE, ImmunoCAP 1,050
690612 Ap ocbl natHucTo (i2) IgE, ImmunoCAP 1,050
690511 An nyenbl megoHocHol (i1) IgE, ImmunoCAP 1,050
6910175 An wepwhsg (i75) IgE, ImmunoCAP 1,050
6836F1 Aununbin 6enok (f1) IgE, ImmunoCAP 1,050
6837F75 Aununbin xenTok (f75) IgE, ImmunoCAP 1,050
66629 Aumenb (f6) IgE, ImmunoCAP 900
24/3 JlabopamopHas duazHocmuka KOJ1
22 9 A18A27.05.061.034 | HacrneacTBEHHble HapyLUEHNs PENPOAYKTUBHOW CUCTEMBI” (BEHO3Has

KPOBb; 3aKIO4YEHMEe Bpaya - 1abopaToOpHOro reHeTuka no 45,800
22 9. A2 A27.05.061.024 | 11epBUYHbLIN UMMYHOAEMULMT U HAacNeACTBEHHbIE aHeMUU" (BEHO3HasA

KPOBb; 3aKI4YeHMe Bpaya - 1abopaToOpHOro reHeTvka no 45,800
10.0.D8.]A09.05.035.001 |**BakTtepuumnaHas aktMBHOCTb Kpoeu (BURST) 5,600
148A2 A2608001001 TTOCTE Aa HVILPIUPVIVIHyrU IIdJIU‘II\y \UUIyIIUUdblUIIUIII UTPTIUTeTIac, DI_}

*BaaTtne Guomatepunana ocyLLeCcTBMAETCS N0 CNeaYHOLWMM OHSIM:

NnoHeaenbHUK, BTOPHUK, cpeaa, Yeteepr Ao 19:00, BockpeceHbe go 14:30 1,500
10.0.D2.{A12.30.012.007.(**Parotect 2,050
22.6.A2.1B03.019.001.001|**LUnToreHeTn4eckoe nccnegoBaHne KrneTok KOCTHOro mosra (MeTogom 13,700
7.4.D9 B03.016.022.001 T 7-KeTocTeponabl (aHOPOCTEPOH, aHOPOCTEeHANOH, OT JA,

3TMOXONAHOIIOH, 3NNaHAPOCTEPOH, TECTOCTEPOH, COOTHOLLEHNE

aHOPOCTEPOH/3TUOXOJTAHOMOH, COOTHOLIEHME 4,000




7.6.D3.2(A09.05.205.003 [*C-nentng nocne Harpysku (1 4ac cnycts) 950
7.6.D4.2(A09.05.205.002 [*C-nenTtng nocne Harpysku (2 4ac cnyctsl) 950
18.1.A8.4A09.28.059.004 |*Arnkoronb B MoYe 2,100
4.4.D2.2(A09.05.023.003 |*I'ntoko3a nocne Harpy3ku (1 yac cnycts) 300
4.4.D3.2(A09.05.023.004 |*I'ntoko3a nocre Harpysku (2 Yaca cnycrs) 300
14.12.A1A26.05.016.001.d [ImcbakTepros c onpeaeneHnem 4yBCTBMTENBLHOCTU K aHTUDMOTHKaM 1

bakTepuodgaram 2,600
14.12.A21A26.05.016.001.0*AncbakTepros c onpegeneHnemM 4yBCTBMTENBHOCTU Kk BakTepmnodaram 2,200
13.14.A5A26.19.067.002 |*OHK Bo36yautens ncesaotybepkynesa (Yersinia pseudotuberculosis) 550
7.6.D1.2(A09.05.056.004 [*MHcynuH nocne Harpy3ku (1 yac cnycts) 950
7.6.D02.2(A09.05.056.002 [*MHcynuH nocne Harpysku (2 Yaca cnycTsl) 950
22.6.A1.1A12.05.013.066 |*UNccnenoBaHne KapruoTuna (KapuoTUnnpoBaHune) 8,250
22.6.A3.1A08.30.029.003 |*KapuoTtun ¢ abeppaunsiMu 8,900
7.4.D5.2(A09.05.143.001 [*KaTtexonamuHbl KpOBW (agpeHanuH, HopagpeHanuH, njodammH) 1 3,050
7.4.06.4{A09.05.143.002 RaTexoITaM/WHBI KpOBW (aApeHariH, HopaApeHanvH, JOMaMinH),

CEPOTOHMH 1 UX MeTabonunTbl B MOYe (BaHUNUIIMUHAAINbHASA KUCIOTa,

rOMOBaHWUIIMHOBAsS KMCNOTa, 5-TMAPOKCUNHAOMNYKCYCHas KUcnoTa) 3,850
7.4.D01.4(A09.28.034.004 [*KaTtexonamuHbl MOYM (agpeHanviH, HopagpeHanuvH, 40amMuH) 3,050
7.4.D2.4{A09.28.034 RaTexoITaM/WHBI MOYM (adpeHariH, HopaApeHanvH, AOMaMnH) N NX

mMeTabonuTbl (BaHUNMAMUHOANBHAs KACNOTa, FOMOBaHUNNHOBAs

KMCNOTa, 5-TMAPOKCMMHOONYKCYCHas KucnoTta) 5,500
1.0.D02.2(B03.016.002.004] KnnHuiecknn aHanunsa kposu ¢ nevikouutapHon dpopmynomn (5DIFF)

(BEHO3Has KpOBb) 450
10.0.A8.1A12.06.002.001 |*KpuornoGynuHsol 1,250
7.4.D3.4(A09.28.034.005 |"MeTabonuTbl KaTexonaMmmHoB B MoYe (BaHUNMUIMUHAANbHAA KACMOTa,

rOMOBaHWUIMHOBAsS KMCNOTa, 5-TMAPOKCUNHAOMNYKCYCHas KUcnoTa) 3,050
5.0.D8.4(A09.28.034.001.(*O6wume meTaHedpUHbI 1 HOpMeTaHedpUHbI 3,100
12.21.01A26.05.020.004 ["OnHoBpemeHHoe onpenenexne JHK Bupyca renatnta B, PHK Bupyca

renatuta C, PHK BUY | Tna. 3,250
7.3.A6.2(A09.05.249 *MnaueHTapHbIA NakToreH 750
14.7.A1.{A26.05.001 *TToceB KpOBW Ha CTEPUNBHOCTb C ONpPeAerieHMeM YyBCTBUTENbHOCTU K

aHTUONOTMKaM (Ka4eCTBEHHOE onpegeneHne Hann4ms MMKPOOPraHn3moB) 2,550
14.6.A3.{A26.28.003.002 [ TToceB Moun Ha MUKPOMIOpPY C ONpeaerneHnemM YyBCTBUTENbHOCTU K

OCHOBHOMY CNEKTPY aHTMOMOTUKOB 1 GakTepmnodparam, B T.4. KaHaMaa 1,800
14.6.A1.{A26.28.003.004 [ TToceB Moun Ha MUKPOMIOPY C ONpeaerneHnemM YyBCTBUTENbHOCTU K

OCHOBHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAA 1,550
14.6.A4.{A26.28.003.003 [ TloceB Moun Ha MMKpOdIOpY C onpeaeneHnemM YyBCTBUTENbHOCTY K

pacLIMpeHHOMY CNEKTPY aHTMOMOTUKOB W BakTepmnodharam, B T.4. KaHaMaa 2,500
14.6.A2.{A26.28.003.001 [ TToceB Moun Ha MUKPOMIIOPY C ONpeaAerneHnemM YyBCTBUTENbHOCTU K

pacLIMPEHHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAA 2,050
14.12.A8A26.01.001.004 [ TToceB Ha 3onoTucThIn cTacpunokokk (Staphylococcus aureus) ¢

onpegeneHnemMm YyBCTBUTENbHOCTUN K aHTUOMOTMKAM 1,100
14.1.033A26.21.004.001 [ TloceB Ha mukonnasmy v ypeannasmy (Mycoplasma hominis,

Ureaplasma species) ¢ onpegeneHnem YyBCTBUTEINbHOCTU K 2,000
14.3.A3.{A26.30.029.002 ITOCEeB Ha MUKPOMITOPY OTAEITAeMOro Apyrmx opraHOB U TKaHEN C

onpeaerneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUBNOTUKOB

1 6akTepuodparam, B T.4. KaHgMaa 1,800
14.3.A1.4A26.30.029.001 TTOCEeB Ha MUKPOMITOPY OTAEITAeMOro Apyrmx opraHOB U TKaHEN C

onpeaerneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTUKOB,

B T.4. KaHAWAA 1,600
14.3.A4.{A26.30.029.004 TTOCEeB Ha MUKPOMITOPY OTAEITAeMOro Apyrmx opraHOB U TKaHEN C

onpeaerneHMem YyBCTBUTENbHOCTM K paCLLUMPEHHOMY CNEKTPY

aHTMOMOTNKOB M BakTepmnodaram, B T.4. KaHAnAAa 2,500
14.3.A2.{A26.30.029.003 TTOCEeB Ha MUKPOMITOPY OTAEITAeMOro Apyrmx opraHOB U TKaHEN C

onpeaerneHMem YyBCTBUTEINbHOCTM K paCLLUMPEHHOMY CMEKTPY

aHTMOMOTUKOB, B T.4. KaHAMAA 2,250
14.5.A3.{A26.26.004.003 ITOCeB Ha MUKPOMITOPY OTAEITAeMOro KOHbIOHKTUBEI C OnpeaesieHneM

YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUBNOTUKOB 1

bakTepuodaram, B T.4. KaHANAA 1,950
14.5.A1.9A26.26.004.001 [ TloceB Ha MKpodropy OTAENAEMOro KOHbIOHKTUBbLI C ONPeAeneHnem

YYBCTBUTETbHOCTU K OCHOBHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAda 1,600
14.5.A4.{A26.26.004.004 1TOCeB Ha MUKPOMITOPY OTAEITAeMOro KOHbIOHKTUBEI C OnpeaesieHneM

YYyBCTBUTENBHOCTU K PACLUIMPEHHOMY CNEKTPY aHTUONOTUKOB 1

bakTepuodaram, B T.4. KaHANAa 2,500
14.5.A2.4A26.26.004.002 [ TloceB Ha MKpodropy OTAENAEMOro KOHbIOHKTVBbLI C ONPeAeneHnem

YYBCTBUTENTbHOCTU K PACLUIMPEHHOMY CNEKTPY aHTMOMOTUKOB, B T .M. 2,250
14.4.A3.{A26.09.010.006 1TOCEeB Ha MUKPOMITOPY OTAEeITdeMOoro JTOFP-OpraHoB C OonpederieHneM

YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUBUOTUKOB 1

bakTepuodaram, B T.4. KaHANAa 1,800
14.4.A1.4A26.09.010.008 [ TToceB Ha mukpodnopy otaensemoro JIOP-opraHos ¢ onpefeneHnemM

YYBCTBUTEINTbHOCTU K OCHOBHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMda 1,600
14.4.A4.{A26.09.010.007 1TOCeB Ha MUKPOMITOPY OTAEeITdeMoro JIOFP-OpraHoB C ornpedernieHnemM

YyBCTBUTENBHOCTU K PACLUMPEHHOMY CNEKTPY aHTUONOTUKOB 1

OakTepuodaram, B T.4. KaHANAA 2,500




14.4.A2.4A26.09.010.005 |’ TloceB Ha mukpodropy otaensemoro JIOP-opraHos ¢ onpeaeneHnemM

YYBCTBUTENTbHOCTU K PACLUIMPEHHOMY CNEKTPY aHTMOMOTUKOB, B T.4. 2,250
14.11.A3A26.21.014.004 1TOCEeB Ha MUKPOMITOPY OTAEITAeMOro YporeHUTaribHOTO TpakTa

JKEHLLVMHbI C onpeaeneHnem 4yBCTBUTENBHOCTN K OCHOBHOMY CMEKTPY

aHTMOMOTNKOB N BakTepmnodaram, B T.4. KaHAnAa 1,800
14.11.A1A26.21.014.010 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YpOreHUTaribHOTO TpakTa

JKEHLLMHbI C onpeaerneHnem 4yBCTBUTENbHOCTN K OCHOBHOMY CMEKTPY

aHTMOMOTUKOB, B T.4. KaHAMAA 1,600
14.11.A4A26.21.014.005 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YpOreHUTaribHOTO TpakTa

JKEHLLWHbI C onpeaerneHnem YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CMNeKTpy aHTMBMOTNKOB N BakTepmnodaram, B T.4. KaHanaa 2,500
14.11.A2A26.21.014.003 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YpOreHUTaribHOTO TpakTa

JKEHLLMHbI C onpeaerneHnem YyBCTBUTENBHOCTU K pacLUMPEHHOMY

CMNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAA 2,250
14.2.A3.{A26.21.014.007 TTOCEeB Ha MUKPOMITOPY OTAEITAeMOro YpOreHUTaribHOTO TpakTa

MYXXYMHBI C OnpeaeneHmemM YyBCTBUTENBHOCT K OCHOBHOMY CMEKTPY

aHTMBMOTMKOB M BakTepmnodaram, B T.4. KaHAnAa 1,800
14.2.A1.4A26.21.014.011 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YporeHUTaribHOTO TpakTa

MYXXYMHBI C OnpeaeneHmemM YyBCTBUTENBHOCT K OCHOBHOMY CMEKTPY

aHTMOMOTUKOB, B T.4. KaHAMAA 1,600
14.2.A4.{A26.21.014.008 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YypOreHUTaribHOTO TpakTa

MYXXYMHBI C OnpeaeneHMeM YyBCTBUTENBHOCTY K pacLlUMPEHHOMY CMEKTPY

aHTMGMOTMKOB N BakTepmnodaram, B T.4. KaHAnAa 2,500
14.2.A2.{A26.21.014.006 TTOCeB Ha MUKPOMITOPY OTAEITAeMOro YporeHUTaribHOTO TpakTa

MYXXYMHBI C OnpeaeneHmemM YyBCTBUTENBHOCTY K pacLUMPEHHOMY CMEKTPY

aHTMOMOTUKOB, B T.4. KaHAMAA 2,100
14.8.A1.4A26.01.001.002 [TloceB Ha nuoreHHbIN CTPenTOKOKK (Streptococcus pyogenes) ¢

onpegeneHnemMm YyBCTBUTENbHOCTUN K aHTUOMOTMKAM 1,250
12.18.A1[A26.05.021.001 [*PHK BWM | Tuna 3,150
12.18.A21A26.05.021.005 [*PHK BWY | Tna, konu4yectBeHHO 6,900
5.0.D09.4(A09.28.034.003 [*CBobGoaHble MeTaHEdPVHBI 1 HOpMETaHedPVHbI 2,900
7.3.A8.2(A12.05.110 *Tpodobnactnyeckun 6eta-1-rmMKoNpPoTEnH 300
23.4.A14A09.05.221 1,25-gurngpokcmxonekansumdepon sutammH D3 2,750
6.1.04 |B03.016.006.003|2-x cTakaHHas npo6a Mo4un 550
4.9.A8.2(A09.05.235 25-OH ButamuH D, cymmapHbIv (kanbumdepon) 2,050
23.4.A16A09.05.235.003 [25-rngpokcuxonekansumdepon sutammd D3 2,900
23.4.A15A09.05.235.002 |25-rngpokcnaprokanbumudepon Butamud D2 2,900
6.1.D5 |B03.016.006.002|3-x cTakaHHas npo6a Mo4un 650
17.71.A1[A09.05.118.513 |Alternaria alternata, anneprokomnoneHTt, m229 rAlt a1 3,150
1.1.A14.]A27.30.153 AML1-ETO — (8;21), konuu. 6,900
20.0.A3 |A27.30.070.001 |BCR-"ABLp230 (9;22), kon." (bcr-ablp230 (9;22), kon.) 9,400
1.1.A11.JA27.30.070.002 |BCR-ABL p190 — #(9;22), kayecT. 3,950
1.1.A12.]A27.05.017.006 |BCR-ABL p190 — 1(9;22), konuu. 4,600
20.0.A1 |[A27.05.017.004 |BCR-ABL p210 1(9;22) kon. (b2a2/b3a2 cymmapHo) 4,750
20.0.D1 [A27.05.017.005 |BCR-ABLp210 t(9;22), kau. (b2a2/b3a2 cymmapHo) 3,900
7.6.A2.2(A09.05.205 C-nentng . . . 950
17.17.D1B03.002.004.054| (6enok sm4HbIi1, MONOKO KOPOBbE, TPECKA, MyKa MEHNYHas, Myka

pkaHasi, Myka OBCSIHasi, pUC, KYHXYT, Myka rpeYHeBasi, Fropox, apaxuc,

606bI coeBble, Opex rpeLkmi, PyHayK, MMHAanb, cenbab, Poperb,

KpEBEeTKW, TOMaT, CBUHWHA, roBaanHa, 6aHaHbl, rpyLla, MOpKOBb,

anenbCuH, MaH4apWH, kapTodensb, kanycTa 6enokovaHHas, 17,450
8.0.A23.1B03.027.007.003[MCA (MyLu1HONOA06HLI pako-acCoOLMMPOBAHHbIN aHTUIEH) 2,100
1.1.A1.2(A27.30.090.002 |PML-RARA Tvn ber 1-2 — 1(15;17), kadecT. 3,950
1.1.A2.2(A27.30.090.004 |PML-RARA Ttun bcr 1-2 — 1(15;17), konny. 6,750
1.1.A3.2(A27.30.090.003 |PML-RARA tun bcr 3 — t(15;17), kavecT. 3,800
10.2.D3 [A12.26.002.007 |TB-®epoH TecT (IGRA- TecT, AMarHocTuka Tybepkynesa) 5,300
50.0.H13B03.014.008 TORCH-komnnekc ¢ aBugHOCTb 5,100
50.0.H33B03.014.007 TORCH-komnnekc, 6a3oBbil 5,300
50.0.H28B03.014.009 TORCH-koMnnekc, pacluMpeHHbIN 5,950
50.0.H86B03.014.006 TORCH-koMnnekc, CKPUHWHTL 2,350
17.60.A1[A09.05.118.343 |Abpukoc IgE (ImmunoCAP), f237 1,200
17.40.A1[A09.05.118.001 |Abpukoc IgE, F237 700
17.50.A1[A09.05.118.227 |Abpukoc IgG, F237 700
50.0.H77A26.06.071.003 [ABuaHocTb IgG K BUpYCY KpacHyxu (BKITIO4aEeT onpeaeneHne aHtuTen K

BUPYCY KpacHyxu, IgG) 1,050
50.0.H79A26.06.046.002 |ABuaHocTk IgG k BMpycy npocToro repreca I, I tunos (Herpes simplex

virus |, Il) (BknoYaeT onpegeneHne aHTUTEN K BUPYCY NPOCTOro repneca |, 850
50.0.H76 A26.06.029.003 [ABnaHocTb IgG k BUpycy JnwtenHa-bapp (Epstein-Barr virus) (Bkntovaet

onpegenenne aHTUTEenN K KancugHoMy aHTUreHy Bupyca dnwrerHa-bapp, 850
50.0.H79 A26.06.081.003 [ABuaHocTb IgG k Tokconnasme (Toxoplasma gondii) (Bkrto4aeT

onpegenenne aHTUTen K Tokconnasme, IgG) 850




50.0.H74

A26.06.022.003

AswngHocTb IgG Kk untomeranosupycy (Cytomegalovirus) (BkntodaeT
onpegenenne aHTUTen K umtomeranosupycy, IgG)

750

17.60.A1

A09.05.118.347

Asokago IgE (ImmunoCAP), f96

1,200

17.40.A1

A09.05.118.002

Asokago IgE, F96

700

17.50.A1

A09.05.118.228

Asokago IgG, F96

700

74.A1.2

A09.05.067

ALpPEHOKOPTUKOTPONHLIM ropmoH (AKTI)

900

17.13.A8

A09.05.118.470

AsntpomunumH IgE, C194

1,150

17.3.A1

A09.05.118.136

Akaums (Acacia species) IgE, T19

700

4.1.A1.2

A09.05.042

AnaHnHammHoTpaHcdepasa (AJTT)

300

17.29.HY

B03.002.004.081

ATTTCPTURUNTUTCRU - AUTVIAIT VIAVIT, BSPUUITBIT (DTCPT3a UUpUOasHara-Ad
IgE t3, TumodbeeBka nyroeas IgE g6, MonbiHb IgE w6, AMBpo3ua
Bbicokasi IgE w1, MNMnecHeBbIn rpub (Alternaria alternata) IgE m6, Kowuka,
nepxotb IgE e1, Cobaka, nepxotb IgE €5, Knew gomawHen nbinm D.

12,850

17.29.H1

B03.002.004.082

ATUTCPTURUNTITCRT - AUTVIAIT VIAVTT, 4TTV \I'IVI"IHDIVI UTITTUR Ildl: TT, VIUITURU
IgE 2, bepesa 6opopasyartas IgE t3, Tumodeeska nyrosas IgE g6,
MonbiHb IgE w6, Kowika, nepxoTb IgE e1, Cobaka, nepxoTb IgE €5, Knewy
pgomawHen neinn D. pteronyssinus IgE d1)

12,850

17.29.H1

B03.002.004.083

I‘"\JIJIUPIU[\UIVIIIJIU[\\/ JR3ITNVIA \I'IVI‘H'IDIVI UTIJTUR Iyl: T, TZVIUJTORU IHI: TZ,
Tpecka IgE f3, Mwennua IgE 4, Apaxuc IgE f13, Cos IgE f14, KpeBeTka
IgE f24, Kowka nepxoTb IgE e1, Cobaka, nepxoTb IgE €5, Knewy
pgomawwHen noinn D. pteronyssinus IgE d1)

12,850

50.0.H19

B03.002.004.106

ATIITEPTOKOMITITERC «I TMILIEBAST annepriis» 1gE (IMMUNOCAF | (HNYHBIN
6enok f1, Monoko f2, Tpecka f3, MNwennua f4, Apaxuc 13, Cos f14,
dyHayk 17, KpeseTka 24, MNepcuk f95)

8,100

50.0.H19

B03.002.004.109

ASTIEPTOKOMITERC «TTPOTrHO3 S(PPERTNBHOCTA ACVIT BYKOLBETHEIE
aepesbsy IgE (ImmunoCAP) (Bepesa anneprokoMnoHeHT, t215 rBet v1
PR-10, bepesa anneprokoMnoHeHT, 221 rBet v2, rBet v4)

6,000

50.0.H19

B03.002.004.110

ATIITEPrOKOMITITERC «1 TPOTHO3 3(PIPERTUBHOCTA ACVIT: 3ITakOBEIE TPABE»
IgE (ImmunoCAP) (TumocdpbeeBka nyrosasi anneprokoMnoHeHt, g213 rPhl
p1 rPhI p5b Tmmoq)eeBKa nyrosaﬂ al1eproKOMIMOHEHT, 9214 rPhl p7,

6,000

50.0.H19

B03.002.004.111

oo
IgE (ImmunoCAP)

(AmbBpoa3wus, anneprokoMnoHeHT, w230 nAmb a1, MNMonbiHb,
anneprokoMnoHeHT, w231 nArt v1, MonbiHb, anneprokoMnoHeHT, w233
nArt v3, Tumoceeska nyrosas, anneprokomMnoxenT, 9214 rbhl p7, rbhl

12,450

17.35.D1

B03.002.004.004]

Derm.pteronyssinus, knew, Derm.farinae, 6epesa, cmecb TpaB, KOLLKa,
cobaka, Alternaria alternata, kopoBbe MOMoko, a-nakranbOyMuH, b-
NaKTornobynuH, Kas3ewH, SSIM4HbIA GENOK, SIMYHbIN XXEeNTOK, Obluni
CbIBOpOTO‘-IHbIVI aJ'Ib6yMI/|H coeBble 606bl MOpKOBb KapTod)enb

6,950

17.35.H4

B03.002.004.121

pteronyssmus KneL Derm farlnae 6epeaa CMecb TpaB, KoLlKa, cobaka,
Alternaria tenuis, KopoBbe MOMOKO, a-naktanbOyMuH,b-nakTornobynuH,
Ka3eWH, SSIUYHbIN BEnokK, ANYHbIN XXenTok, roBsAnHa, coeBble 600bI,
MOPKOBb, KapTOdenb, NWeHNYHas Myka, yHOYK, apaxuc

17.35.D6

Anneprokomnnekc neguatpunyecknn RIDA-screen Ne4, IgE

5,600

17.29.H3

B03.002.004.078|

Anneprokomnnekc nepeq BakunHauuven (Opoxoku nekapckue 45, Anuo
f245, Tpunrtasa)

6,600

17.35.D1

B03.002.004.005)

ImYAL) IUPI URUNTITCRU TIVILHTBUIT TN=J, IHE, VIWAL q}yHHyl\, dpd)\Vlb, T pULl'I\VIVI
opex, MUHAAnNbHbIN OPeX, KOPOBLE MOJOKO, ANYHbIN 6ENoK, ANYHbIN
KENTOK, Ka3eunH, kapTodenb, cenbaepen, MOPKOBbL, TOMaThI, TPECKa,
Kpab, anenbCcuH, A6N0K0, NWEHNYHasa Myka, p)KaHasi MyKa, KyHXYT

6,950

17.35.H3

B03.002.004.120

AT IUPI URUNTITERU TIVILLHTBUIT TN=J, IHE, VIATTAL q}yHHyl\, dpd)\Vlb, T p’GI.l'I\VIVI
opex, MUHAAnNbHLIN OPeX, KOPOBbLE MOJOKO, ANYHbIN 6ENoK, ANYHbIN
KENTOK, Ka3eunH, kapTodenb, cenbaepen, MOPKOBbL, TOMaThI, TPECKA,
Kpab, anenbcuH, A6N0K0, NWEHNYHasa MyKa, pXaHasi MyKa, KYHXYT,

17.35.A1

B03.002.004.006

obwwn IgE, pomawHas neinb, O. pteronyssinus, O. farinae, anutenuia
KOLLIKW, MepXoTb cobaku, ss4HbI 6Genok, MOfIoko, TapakaH, apaxuc,
coeBble 600bI, NWeHnLa, onbxa, 6epesa, oyd, ambpo3nsi Bblcokas,
XMenb, nonblHb, Alternaria alternata, Cladosporlum herbarum, Aspergillus
fumigatus, kpabbl, kpeBeTkn, ckymbpus, poxb, CCD, nepcuk, s6moko,
KYHXYT, Tpecka, CMecb (TyHeL, IToCOoChb), CMecb (kambana, aH4oyc
(xamca), carga), cmecb (nobcTep, kanbmap), yropb, CMecb (MMamu,
YCTpULbl, MOPCKOWM MOMIIOCK, rpebeLLoK), KykonKa Wenkonpsiaa,
CBUWHUWHa, roBsAMHa, KyprHoe Msico, GapaHuHa, cbip Yenaep, myka

AYMEHHasi, puc, Myka rpedHeBasi, Nekapckme OpOXOKM, KyKypy3a, MOPKOBb,

KapTodenb, CMecb (YeCHOK, NYK), cenbaepen, orypew, Tomathbl,

9,350

17.35.D7

Anneprokomnnekc nuueson RIDA-screen Ne3, IgE

5,600

17.29.A4

B03.002.004.079

Anneprokomnnekc npegonepaunoHHbiv IgE (ImmunoCap) (TpunTtasa,
YXenatuH kopoBui c74, Natekc k82, XnoprekcuamH c8)

8,150

17.29.H§

B03.002.004.080

ATIITEPTOKOMMITERC NPY aCTME/PUHNTE B3POCIIBIE (ROWKA,3NATENNN W
nepxotb, e1, Cobaka, nepxoTb, €5, Knewy gomaiiHen noinn,d1,
TumodbeeBka nyroeasi, g6, bepesa 6opogaryaras, t3, lMonbiHb, W6,

12,200




17.29.H7

B03.002.004.113

ImYAL) IUPI URUNTIOTTCRU T I[JVI dCT IVIUIIJVIHVI e agecTm \I\ULIJI\d,dI WITCITIVIVI VT' T IGPAU D,
e1, Cobaka, nepxoTb, €5, Knew, gomawHen noinn,d1, Tumodeeska
nyrosasi, g6,

12,450

17.35.A1

B03.002.004.010

bepesa 60ﬁo,qaeanaﬂ, t3, MonbiHb, W6, Apaxuc, f13, AnyHbin 6enok, f1,
ATTIepr CTipn atormmin'y eTten N B3PpOCITBIX FRUTIA (ROPEAH],

IgE, 44 anneprena: obwui IgE, anyHbin 6enok, ANYHbIN XENTOK, MOJIOKO,
anbda-nakroans6ymuH, 6eTa-nakTornobynuH, KasenH, apaxvc, 3eneHbin
ropotuek, coeBble 606bl, Opex rpeLkuin, CBUHNHA, roBsIAMHA, KypuHOe
MSICO, Tpecka, CKyMbpwsi, kpabbl, KDEBETKU, MOPCKOW MOJTITHOCK, KYKOIIKa
Luenkonpsaa, NueHnua, Nekapckme Opoxoku, puc, kaptodenb, Nepecuk,
sa6noko, AomawHasa nbinb, D. pteronyssinus, D. farinae, TapakaH,
anuTenui Kowwku, nepxoTb cobakm, Candida albicans, Ttricophyton
rubrum, Aspergillus fumigatus, Penicilium notatum, Alternaria alternate,

6,950

17.29.H4

B03.002.004.114

ImYAL) IUPI URUNTITITRU II[JVI JR3ITIVIT \I\ULIJI\d,dI WITCITVIVT VT IIUP)\UI b TT, UUUdRA,
nepxoTb €5,

AnyHbin 6enok f1, Monoko f2, Mwennua f4, Cos 14, Tpecka f3, Knewy,
gomawHen neinv d1, Knew, gomatuHen nbim d2)

10,450

17.29.H§

B03.002.004.115)

ATIITEPTOKOMITITERC NP SK3EME-Z (ROLLIKA,3NNTET W TEPXOTE, €T,
Cobaka, nepxoTb, €5, Knew gomaiuHen noinun,d1, AndHbIN XenTok, 75,
AnyHbin 6enok, f1, Monoko, f2, Mwexunua, f4, Cos, f14, Tpecka, f3,

13,950

17.35.A2

B03.002.004.011

Anneprokomnnekc pacwuperHbii PROTIA (Kopesi), IgE, 91 annepreH:
obwwin IgE, pomawHsas neine, D. pteronyssinus, D. farinae, anutenuii
KOLLIKW, NepXoTb cobaku, sMyHbIA Genok, MOfoko, TapakaH, apaxuc,
coeBble 600bI, NWeHnLa, onbxa, 6epésa, oyd, ambpo3nsi Bblcokas,
XMenb, nonblHb, Alternaria alternate, Cladosporium herbarum, Aspergillus
fumigatus, kpabbl, kpeBeTkn, ckymbpus, poxb, CCD, nepcuk, s6moko,
KyHXyT, Acarus siro, Tyrophagus putrescentiae, cmecb (konocok
OYLNCTBIN, exa cOopHas, TPOCTHUK OObIKHOBEHHBIN, MONEBMLa),
CBMHOPOW NanbyaTtbii, TMModeeska, Penicillium notatum, Candida
albicans, newmHa o6bIKHOBEHHAs!, MacrnHa eBponenckasi, nnataH, nea
Oenas, Tononb, iceHb 6enbli, COCHa benas, SSNOHCKUIA keap, akauns,
HUBSIHWK (MOMOBHUK), OAYBaHUMK, NOAOPOXHUK, 30JIbHUK, 30510TapHNK,
amgpgyT:‘nngquz I'I:IeJ'IVIHbIVI HEI,IS'ClVIHbIVI Sll, CMEeCb I(\JI\/III:_I_.I:I"JI:, Kpbica),

11,650

17.35.D1

B03.002.004.009),

TIToT T Ty T T

Derm.pteronyssinus, knew, Derm.farinae, onbxa, 6epesa, newwmHa, ayo,
CMeCb TpaB, POXb, NOSbiHb, MOAOPOXKHUK, KOLLIKA, Nolwaab, cobaka,
MOPCKasi CBUHKa, XOMsiK, kponuk, Penicillium notatum,

6,950

17.35.H2

B03.002.004.119

Cladospor.herbarum, Aspergillus fumjgatus, Alternaria alternata
ATITTCUTURUNTITCRU PCUITVMTPA TUPHDIVT TN=Z, Ildl:, VIAJTA. RITCL JTTTTT.

pteronyssinus, knew Derm.farinae, onbxa, 6epesa, newwuHa, oyb, cmecb
TpaB, POXb, MOSbIHb, MOOOPOXHMK, KOLLKA, nowaab, cobaka, Mopckast
CBVHKA, XOMSIYOK, KPOJIMK, CMECb aInfiepreHoB nieceHn

17.35.A2

B03.002.004.012

annepreHoB: obwwun IgE, nomawHas neinb, O. pteronyssinus, D. Farinae,
ANUTENWIA KOLLIKW, NEPXOTb COBaKM, ANYHbIA BEnoK, MONOKO, TapakaH,
apaxuc, coeBble 606bl, NweHnua, onbxa, 6epésa, oyd, ambposus
BbICOKasi, XMerb, NonbiHb, Alternaria alternata, Cladosporium herbarum,
Aspergillus fumigatus, kpabbl, kpeBeTku, ckymbpusi, poxb, CCD, nepcuk,
sa6noko, KyHXxyT, Acarus siro, Tyrophagus putrescentiae, cmecb (konocok
OYLINCTBIN, exa cOopHas, TPOCTHUK OObIKHOBEHHBIN, MONEBMLa),
CBMHOPOW NanbyaTtbii, TMModeeska, Penicillium notatum, Candida
albicans, newmHa, macnuHa, nnaTtaH, uesa 6enas, Tononb, AceHb 6enbin,
CoCHa benasi, ANOHCKWIA Keap, akauusl, HUBSIHWK (MOMOBHWMK), O0YBaHUMK,
NOAOPOXHUK, 30/TbHUK, 301TOTAPHUK, aMapaHT, NaTekc, NYenuHbIi a4,

8,150

17.35.D5

Anneprokomnnekc pecnmpaTtopHbii RIDA-screen Ne2, IgE
oo T o AL s

5,600

17.35.D1

B03.002.004.003]

=T TgT=; v TrT T

Derm.pteronyssinus, knew, Derm.farinae, onbxa, 6epesa, newmHa, cMeCb
TpaB, pPOXb, NOJbIHL, MOAOPOXHWMK, KOLLKA, Nowaab, cobaka, Alternaria
alternata, anyHbIN 6eMn0OK, KOPOBLE MOJIOKO, apaxmc, NIECHOM OpeXx,
MOPKOBb, NLIEHNYHast MyKa, COeBble O00bI

6,950

17.35.H1

B03.002.004.118|

ImYALl) IUPI URUNITTITCRU UCVICTUOAAADIVT TN='T, IHE, VIAJTA. RITCL JTTTIT.
pteronyssinus,knew Derm.farinae, onbxa, 6epesa, newyHa, cMecb Tpas,
POXb, NOSbIHb, MOAOPOXKHMK, KOLLKA, Nowaab, cobaka, Alternaria tenuis,
SIMYHBLIN 6ENnoK, KOPOBLE MOJIOKO, apaxuc, pyHaYK, MOPKOBb, NLUEHNYHas

17.35.D08

Anneprokomnnekc cmelanHbin RIDA-screen Ne1, IgE

4,850

17.35.A1

B03.002.004.123

Anneprouvn, ALEX2, 300 KOMNOHEHTOB (BKIKOYAET onpeaeneHne

33,000

17.29.A4

B03.002.004.075

Anneproymn, ImmunoCAP ISAC, 112 KOMNOHEHTOB

41,050

4.2.A1.2

A09.05.011

AnbOyMUH

300

7.8.A1.2

A09.05.069

AnbOocTepoH

1,750

7.8.D2

A09.05.069.001

AnbOoCTepPOH-pPEHNHOBOE COOTHOLLEHWE (BKIHOYaeT: anbAOCTEPOH,
npsiMoe onpefernexHne peHrHa, COOTHOLEHNe)

2,750

6.2.A17

B03.019.012.001

Anbga 1-aHTUTPUNCKH B Kane

2,100




4.3.A15.1A09.05.241 Anbga-2 makpornobynuH 550
4.1.A9.2(A09.05.045.001 |Anbda-amunasa 350
5.0.A1.4(A09.28.027 Anbga-ammnasa mouvm (guacrasa) 350
17.36.A4A09.05.118.482 |Anbda-nakransbyMunH, anneprokomnoHeHT, f76 nBos d4 3,400
17.45.A9A09.05.118.059 |Anbda-nakroansbymuH IgE, F76 700
17.55.A9A09.05.118.284 |Anbca-naktoansbymuH IgG, F76 700
8.0.A1.2(A09.30.002.001 [Anbda-deTtonpoTenH (ADM) 700
4.3.A5.2(A09.05.073 Anbgal-aHTUTPUNCUH 900
23.2.A11/A09.01.012.001 |AnoMrHMIA B BOJlocax, cnektpomeTpus (Al) 1,100
23.1.A11/A09.05.266.001 |AntoMUHWUI B KpoBM, cnekTpomeTpus (Al) 1,100
23.3.A11/A09.28.071.001 |AntomMuHU B MoYe, cnekTpomeTpus (Al) 1,100
17.25.A1A09.05.118.453 |AmbBpo3uns Bbicokas, w1 1,250
17.4.A25A09.05.118.154 |Ambpo3unsi obbikHoBEHHas (Ambrosia elatior) IgE, W1 700
17.4.A27]A09.05.118.155 |Ambpo3nsi cmewwaHHas (Heterocera spp.) IgE, W209 700
17.39.A1(A09.05.118.508 |AmbBpo3us, anneprokomnoHeHT, w230 nAmb a1 3,750
4.1.A14.1A09.05.180 Amwnnasa naHkpeatmyeckas 400
5.1.A36 |B03.016.025.002| AMUHOK1CNOThI B MOYe (28 nokasartenen) 5,950
17.13.A4A09.05.118.208 |AmokcnumnnuH Ige, C204 1,150
17.13.A3A09.05.118.209 |AmnmumnnuH IgE, C203 1,150
6.1.A1.4(B03.016.015 AHann3 Mo4un No 3UMHMLIKOMY 550
6.1.02.4(B03.016.014 AHanus moum no HeunnopeHko 400
17.13.A1A09.05.118.217 |AHanbruH IgE, C91 1,100
17.60.A1[A09.05.118.346 |AHaHac IgE (ImmunoCAP), 210 1,200
17.40.A1[A09.05.118.003 |AHaHac IgE, F210 700
17.50.A1[A09.05.118.229 |AHaHac IgG, F210 700
7.2.A14.1A09.05.147 AHOPOCTEHONON IMHOKYPOHMA 1,550
7.2.A7.2(A09.05.146 AHOPOCTEHONOH 1,400
13.48.D04A26.21.036.004 |AHgpodriop 3,450
13.48.D1A26.21.036.003 |AHOpodrop cKpyH 2,350
17.76.A1A09.05.118.474 |AHmnsakmga IgE (ImmunoCAP), p4 1,250
8.0.A7.2(A09.05.231 AnTtureH CA 15-3 750
8.0.A3.2(A09.05.201 AnTtureH CA 19-9 950
11.2.A5.]A26.06.035 AnTureH HBe Bupyca renatuta B (HbeAg) 650
27.1.A5.4A26.28.010 AHTUreH nervoHennsl (Legionella pneumophilla) B Mmoye 2,150
8.0.A10.JA09.05.298 AHTUreH NNOCKOKNETOYHOM KapuuHoMbl (SCCA) 1,250
8.0.A4.2(A09.05.202 AnTtureH CA 125 850
8.0.A16.]A09.05.232 AnTureH CA 242 950
8.0.A9.2(A09.05.200 AnTtureH CA 72-4 1,150
22.1.A14A12.05.010.001 [AHTUreH cuctemol ructocoemectnmoctm HLA B51 2,850
22.3.A4.1A27.05.041.001 |AHTUreH cuctemol ructocoemectumoctn HLA B27 2,750
3.0.A29.1A09.05.220 AHTUreH chakTopa Bunnebpanga 1,250
22 3.H1.JA27.05.041.003 |AHTUreHsl cuctemsl ructocoemectumoctu HLA Tl knacc,

reHoTunmposaHue (nokycel DRB1, DQA1, DQB1) 6,950
22.3.A2.1A27.05.041.006 |AHTureHbl cuctemsl ructocosmectnmocty HLA Il knacc: nokyc DQA1 2,750
22.3.A3.1A27.05.041.007 |AHTureHsl cuctemsl ructocosmectnmocty HLA Il knacc: nokyc DQB1 2,750
22.3.A1.]A27.05.041.005 |AHTureHbl cuctembl ructocosmectumoctn HLA |l knacc: nokyc DRB1 2,750
9.0.A19.JA12.06.063 AHTVKepaTrHoBble aHTMTena (AKA) 2,200
7.2.A13.JA09.05.225 AHTMMIONNepoB ropmoH (AMIT, AMH, MiS) 1,650
9.0.D03.2(A12.06.037.001 AHTWMHEUTPOMWITbHbIE UNUTOMITadMaTudeCcKne aHTuTena, 1IgG (ANTA),

Combi 6 (k npoTenHase 3, nakTodepprHy, MMenonepokc1aase,

spagTate eTency O, SaTepuLaoNy Gent, nosbiluaioliowy 3300
9.0.D4.2{A12.06.010.009 (k NRNP/Sm, Sm, SS-A (SS-A HaTuBHbIl), SS-B, Scl-70, PM-Scl,

CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-R0-52, dsDNA,

HyKIeocomam, rmcToHaMm, pubocomansHomy 6enky P) 4,000
9.0.A33.JA12.06.010.008 |AHTMHYKNEeapHbI hakTop Ha knetoyHon nuHun HEp-2 (AH®) 1,600
9.0.A25.JA09.05.054.006 [AHTMpeTnKynHoBbIE aHTMTena IgA, IgG (APA) 1,450
9.0.A8.20A09.20.012.001 [AHTUCnepmanbHble aHTUTENA 1,300
4.3.A10.4A12.06.015 AnTncTpentonmanH-O (ACJ10) 400
9.0.D011.JA12.06.021.003 [AHTMTENna npu napaHeonnacTU4ecKUX CUHAPOMaXx, MMMYHOOMOT (K Yo-T,

Hu, Ri, CV2, Ma2, ambundunsmHy) 3,650
50.0.H2d A26.06.057.013 |AHTuTena IgG Kk RBD nomeny S 1 6enka kopoHasupyca SARS-Cov2

(Abbott, CLUA, pesynbTaT Ha aHINIMNCKOM W PYCCKOM 5i3blkax), KONnY. 900
11.57.A1A26.06.057.012 [AnTnTena lgG k RBD nomeny S 1 bernka kopoHasupyca SARS-Cov2

(Abbott, CLLA), konnu. 950
11.57.A1[A26.06.057.007 |AHTuTena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (BekTop-becr, 700
11.57.A15 AnTtuTtena IgG k kopoHaBunpycy SARS-CoV-2 nocne BakumHauum

npenapatom «3dnuBakKopoHay (PEYH 'HLL BB «BekTtopy», Poccus) 1,050
11.57.A5A26.06.057.008 [AnTuTena IgM k kopoHaBupycy SARS-CoV-2 (BekTop-Bect, Poccust) 750
11.57.D1 AnTtuTtena IgM/IgG k Bupycy SARS-CoV-2, UXTA 2,650
11.2.A6.]A26.06.038 AHTuTENa K HBe-aHTureHy Bupyca renatuta B, cymmapHsie (Anti-HBe) 600
11.37.A1A26.06.077.002 |AHTuTena k Vi-aHTureHy Bobyantens optowHoro tuda (Salmonella typhi) 750




11.51.A1[A26.06.005.003 |AHTnTena k AgeHosupycy (Adenoviridae), IgA 1,000
11.51.A2/A26.06.005.002 |AHTnTena k AgeHosupycy (Adenoviridae), IgG 1,000
11.51.A3 A26.06.005.001 |AHTTena k AgeHosupycy (Adenoviridae), IgM 950
9.0.A81.JA12.06.021.002 [AHTUTENA K aKBANOpUHY -4 4,000
11.41.A1[A26.06.026.001 |AHTTena k amebe amseHTepunHon (Entamoeba histolytica), IgG 1,000
9.0.A52.JA12.06.065.001 |AHTnTENa K aHHekcuHy V knacca IgG 1,800
9.0.A53.JA12.06.065.002 [AHTuTENna K aHHeKcmg_y V knacca IgM 1,800
9.0.D2.2(A12.06.024.003 AHTWUTENa K aHTUTeHaM nevyeHn, MMMYHODITOT (K

nupysaTtaerngporeHasHomMy komnnekcy(AMA-M2), Mvkpocomam nedeHn

1 noyek (LKM-1), umtosonbHomy aHTureHy tmna 1 (LC-1), pactBopumomy 3,150
95D1 |A12.06.024.002 [AHTMTena K aHTMreHam neveHn, UMMyHOBNOT pacLUMPEHHbIN (aHTUTEnNa K

SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, 4,250
11.38.A1[A26.06.087 AHTUTEnNa K aHTureHam T-numdgpoTponHbix Bupyco (HTLV) 1 1 2 Tunos 1,250
2.0.A4.20A12.05.008 AHTWTEnNa K aHTUreHam apuTpouuToB, cymmapHble (B T.4. K Rh-akTopy,

kpome AT no cucteme ABOQ) ¢ onpeneneHnem tutpa 700
17.11.A1[A09.05.118.195 |AHTuTena k ackapmuaam (Ascaris lumbricoides) IgE, P1 700
11.20.A1[A26.06.121.001 |AHTnTena k ackapvgam (Ascaris lumbricoides), IgG 1,000
9.0.A82.1A12.06.074 AHTUTENa K aueTnnxonvHoBbIM peuentopam (AXP) 4,850
9.0.A20.JA12.06.024.001 [AHTMTena Kk 6a3anbHoM membpaHe knybouka (BMK) 2,050
9.0.A28.JA12.06.030.007 [AHTMTena Kk 6a3anbHon membpaHe koxu (AMB) 1,600
9.0.A77.JA12.06.051.002 |AHTuTEna K 6eTa-2-rnukonpotenty, IgG 1,300
9.0.A78.JA12.06.051.001 |AHTuTena k 6eTa-2-rnukonpoTtenHy, IgM 1,300
9.0.A18.]JA12.06.051 AHTUTENA K 6€Ta2-TNMMKONPOTENHY 1,400
11.6.A4.1A26.06.082.002 |AHTuTena k 6neaHon tpenoHeme (T.pallidum),cym. 750
11.6.A8.1A26.06.082.010 |AHTuTena k 6negHon TpenoHeme (Treponema palidum), IgG 650
11.6.A5.1A26.06.082.009 |AHTuTena k 6bnegHon TpenoHeme (Treponema pallidum), IgM 650
8.0.A81.JA12.06.026.004 [AHTMTena K bokanoBuaHbIM knetkam knweyHuka (BKK) 2,350
11.24.A21A26.06.011.002 |AHTuTena k 6oppenusam (Borrelia burgdorferi), IgG 700
11.24.A1[A26.06.011.001 |AHTnTena k 6oppenusim (Borrelia burgdorferi), IgM 700
11.24.D4A26.06.011.005 |AHTnTena k 6oppenusim (Borrelia), IgG (MMMyHOGOT) 2,650
11.24.D1A26.06.011.004 |AHTuTena k 6oppenusm (Borrelia), IgM (ummyHOGNOT) 2,350
11.39.A2/A26.06.012.006 |AHTuTena k 6pyuenne (Brucella ), IgG 550
11.39.A1[A26.06.012.005 |AHTKTena k 6pyuenne (Brucella), IgA 550
11.49.A2A26.06.084.003 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 950
11.49.A3 A26.06.084.001 |AHTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG 950
11.49.A1[A26.06.084.002 |AHTnTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 950
11.3.A2.]A26.06.041.003 |AHTuTEna k BMpYycy renatuta C, IgM (Anti-HCV IgM) 650
11.4.A2.]A26.06.043.001 |AHTuTEna k BMpycy renatuta D, IgM (Anti-HDV IgM) 700
11.4.A1.]A26.06.043.002.(AHTnTENa K BMpYycy renatuta D, cymmapHble (Anti-HDV) 750
11.5.A1.JA26.06.044.002 |AHTnTena k Bupycy renatuta E, IgG (Anti-HEV 1gG) 1,100
11.5.A2.]A26.06.044.001 |AHTuTena k Bupycy renatuta E, IgM (Anti-HEV IgM) 1,100
11.1.A2.1A26.06.034.002 |AHTuTena k Bupycy renatuta A, IgG (Anti-HAV 1gG) 900
11.1.A1.JA26.06.034.001 |AHTuTena k Bupycy renatuta A, IgM (Anti-HAV IgM) 900
11.3.A3 [A26.06.041 AHTUTEna K Bupycy renatuta C, cym. (Anti-HCV) 700
11.8.A8.1A26.06.047.001 |AHTuTena k Bupycy repneca VI tTuna (Human herpes virus VI), IgG 850
11.40.A2/A26.06.088.002 |AHTUTENa K BMPYCY KreLeBoro sHuedanura, IgG 700
11.40.A1[A26.06.088.001 |AHTUTENa K BMPYCY KreLeBoro sHuedganuTta, IgM 850
11.46.A1[A26.06.019.001 |AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 700
11.12.A21A26.06.056.001 |AHTMTENA K BUPYCY KOopH, IgG 700
11.11.A2/A26.06.071.001 |AHTUTENA K BUPYCY KpacHyxu, IgG 700
11.11.D1A26.06.071.004 |AHTUTENA K BUPYCY KpacHyxu, IgG (ummyHOGN0T) 3,250
11.11.A1A26.06.071.002 |AHTMTENA K BUPYCY KpacHyxu, IgM 700
11.8.A4.1A26.06.045.005 [AHTUTENa K BMpYyCy npocToro repreca I Tuna

(Herpes simplex virus 1), IgM 650
11.8.A5.1A26.06.045.001 |AHTuTEna k BMpYycy npocToro repreca | tuna (Herpes simplex virus 1), 1IgG 850
11.8.A2.1A26.06.045.004 |AHTMTENa K BUpYCY npocTtoro repneca |, Il Tunos (Herpes simplex virus |, 700
11.8.D02.1A26.06.046.002.dAHTUTENa K BMpYCY npocToro repreca I, T tunos (Herpes simplex virus 1,

), I9G (MMmyHOGROT) 2,100
11.8.A1.]A26.06.045.003 |AHTuTENa K BMpYCY npocToro repneca |, Il Tunos (Herpes simplex virus |, 650
11.8.D01.1A26.06.045.003.dAHTUTENa K BMpYCY npocToro repreca I, T tunos (Herpes simplex virus 1,

1), IgM (MMMyHOGNOT) 2,100
11.8.A7.1A26.06.045.002 |[AHTUTena k BMpycy npocToro repreca Il Tuna

(Herpes simplex virus ), IgG 750
11.8.A6.1A26.06.045.006 |AHTTena k BMpYycCy npocToro repreca Il Tuna

(Herpes simplex virus II), IgM 700
11.13.A2A26.06.112.001 |AHTUTENA K BUPYCY 3NMAEMUYECKOro napotuTa, IgG 950
11.13.A1[A26.06.112.002 |AHTTENa K BUPYCY 3NMAEMUYECKOro napotura, IgM 950
11.10.D4A26.06.028.002 |AHTuTena k Bupycy 3nwteriHa-bapp (Epstein-Barr virus), IgG 2,100
11.10.D1A26.06.028.001 |AHTuTena k Bupycy 3nwteriHa-bapp (Epstein-Barr virus), IgM 3,050
11.28.A1[A26.06.104.001 |AHTuUTena k Bo3byautento andtepun (Corynebacterium diphtheriae) 1,250
11.32.A1A26.06.094.002 [AHTTena k BO3byauTento ncesaoTybepkynesa (Yersinia

pseudotuberculosis), PIMTA, Tutp 650




11.28.A21A26.06.105 AHTMTENa K Bo3bygutento ctonbHsika (Clostridium tetani) 1,050
11.33.D1A26.06.102 AHTUTena K Bo3byguTtenam Kokniowa u napaxkoknowa (Bordetella

pertussis, Bordetella parapertussis), cymmapHbie (PITCA) 1,050
9.0.A23.JA12.06.025.003 [AHTUTENna K rmagkmm mbiwuam (ArMA) 1,750
9.0.A14.JA12.06.055.001 |AHTTENA K rMnaguHy, IgA 1,050
9.0.A15.JA12.06.055.002 |AHTuTENA K rMMnaguny, IgG 1,050
9.0.A49.JA12.06.020.004 [AHTuTena k rmytamaTgekapbokcnnase (GAD) 2,350
9.0.A84.1A12.06.064 AHTuTena k rnyramatHomy peuentopy NMDA-Tuna 5,350
11.47.A21A26.06.006.004 |AHTuTena k rpnbam (Aspergillus fumigatus), IgG 750
9.0.A1.20A12.06.010.007 |AHTuTena k asycnupansHon OHK (HatneHon, a-dsDNA) 850
9.0.A83.JA12.06.055.004 [AHTMTeNna K Ae3aMMHUPOBaHHbIM NenTuaam anbda-rnaguna IgG (AAD) 1,200
8.0.A82.JA12.06.055.003 |AHTMTENA K Ale3aMMHNPOBaHHbLIM NenTuaam anbga-rnuaguHa IgA (AAT) 1,200
9.0.A27.JA12.06.030.006 [AHTMTENa K 4E€CMOCOMaM KOXW 2,100
9.0.A30.JA12.06.026.002 [AHTMTena k gpoxckam Saccharomyces cerevisiae (ASCA), IgA 1,250
9.0.A31.JA12.06.026.003 [AHTMTena k gpoxckam Saccharomyces cerevisiae (ASCA), IgG 1,250
11.32.D1A26.06.093.001 |AHTuTena k nepcuHusm (Yersinia enterocolitica), IgA; IgG 1,250
9.0.A10.JA12.06.039 AHTUTENA K MHCYNnHY (IAA) 1,000
11.21.A1[A26.06.006.002 |AHTuTena k kaHaunge (Candida albicans), IgA 750
11.21.A2/A26.06.006.003 |AHTuTena k kaHgmge (Candida albicans), 1IgG 750
11.21.A3 A26.06.006.001 |AHTuTena k kaHamae (Candida albicans), IgM 750
11.10.A2A26.06.029.002 [AHTUTEna Kk kancugHOMYy aHTUreHy Bupyca JnwTterHa-bapp (Epstein-Barr

virus VCA), IgG 750
11.10.A1A26.06.029.001 [AHTUTEnNa Kk kKancugHOMY aHTUreHy Bupyca JnwTterHa-bapp (Epstein-Barr

virus VCA), IgM 750
9.0.A46.1A12.06.029 AHTUTENa K KapONONuMuHy (CymMmapHble) 1,400
9.2.A3 |A12.06.029.003 |AHTUTENA K KApAMONMNuHY, IgA 2,050
9.0.A75.JA12.06.029.001 |AHTuTENA K Kapguonunuxy, IgG 1,250
9.0.A76.JA12.06.029.002 [AHTUTENA K Kapamonunuxy, IgM 1,250
9.0.A22.JA12.06.030.008 [AHTMTeNa K kneTkam cocyamctoro aHgotenus (HUVEC) 1,950
11.20.A1[A26.06.120.001 |AHTuTena k knoHopxam (Clonorchis sinensis), IgG 1,100
11.33.A21A26.06.103.002 |AHTMTENA K KOKMOLIHOMY TOKCUHY, IgG 1,100
11.33.A1/A26.06.103.001 |AHTMTENA K KOKIMOLUHOMY TOKCUHY, IgA 1,100
11.25.A1[A26.06.051.001 |AHTuTena k nermoHennam (Legionella pneumophila), cymmapHbie 850
11.30.A1[A26.06.053.001 |AHTuTena k neriwmanunm (Leishmania infantum), cymmapHbie 1,000
11.22.A21A26.06.032.002 |AHTnTena k nambnusam (Lamblia intestinalis), IgM 700
11.22.A1[A26.06.032.001 |AHTUTENa K NAMbnmam (Lamblia intestinalis), cymmapHbie 750
11.34.A1[A26.06.109 AHTUTEna k MeHUHrokokky (Neisseria meningitidis) 1,650
8.0.A84.1A12.06.021 AHTUTENA K MUENUHY 1,650
11.23.A1A26.06.094.001 [AHTUTENa Kk mnkobakTepusm Tybepkyrnesa (Mycobacterium tuberculosis),

CyMMapHble 650
11.16.A3 A26.06.057.005 |AHTuTena k mnkonnasme (Mycoplasma hominis), IgG 700
11.16.A1[A26.06.057.004 |AHTuTena k mmkonnasme (Mycoplasma hominis), IgA 850
11.16.A5A26.06.057.003 |AHTuTEna k mmnkonnasme (Mycoplasma pneumoniae), IgG 750
11.16.A6/A26.06.057.001 |AHTuTena k mmkonnasme (Mycoplasma pneumoniae), IgM 700
11.16.A4A26.06.057.002 |AHTnTena k mukonnasme (Mycoplasma pneumoniae), IgA 750
7.1.A7.2(A12.06.045 AHTUTENa K MMKpOCOManbHow Tupeonepokcugase (AHTu-TIMO) 750
9.0.A5.2(A12.06.036.001 [AHTMTENa K MMKpPOCOManbHON hpakumnm nevyeHun n noyek (anti-LKM) 1,800
9.0.A29.]1A12.06.023 AHTMTENAa K MmMokapay (Mio) 1,300
9.0.A4.2(A12.06.035 AHTUTEna K MutoxoHgpuam (AMA-M2), IgG 1,750
9.0.A2.2(A12.06.010.001 [AHTuTena k ogHocnunpansHon AHK (a-ssDNA) 850
11.20.A1[A26.06.062.001 |AHTuTena k onuctopxam (Opisthorchis felineus), IgG 1,100
11.20.A1[A26.06.062.002 |AHTuTena k onmuctopxaM (Opisthorchis felineus), IgM 900
9.0.A9.2(A12.06.020.002 [AHTMTENa K OCTPOBKOBbIM KrieTkam (ICA) 1,500
11.26.A1[A26.06.063.001 |AHTuTena k napsoBupycy (Parvovirus) B19, IgG 850
11.26.A2A26.06.063.002 |AHTuTEna k napsosupycy (Parvovirus) B19, IgM 850
9.0.A56.1A12.06.026 AHTUTEnNa K NapueTanbHbIM knetkam xxenygka (ArNMXKK) 1,800
11.20.A8A26.06.125.001 |AHTUTENa K Ne4eHoYHbIM cocanblumkam (Fasciola hepatica), IgG 750
11.2.A2.]A26.06.040.002 |AHTUTENA K NTOBEPXHOCTHOMY aHTUreHy Bupyca renatmuta B (Anti-HBs) 450
11.10.A8 A26.06.030 AHTUTEna K paHHeMy aHTUreHy Bupyca dnwTtenHa-bapp (Epstein-Barr

virus EA), IgG 900
11.52.A21A26.06.067.001 |AHTUTENA K pecnupaTtopHO-CUHUMTHanbHomMy Bupycy (RSV) IgG 1,250
11.52.A3 A26.06.067.002 |AHTUTENa K pecnupaTtopHO-CUHUMTHanbHoMy Bupycy (RSV) IgM 1,250
9.0.A13.1A12.06.046 AHTUTEna K peuentopam TMpeoTponHoro ropmoHa (AT pTTI) 2,100
9.0.A21.JA09.05.075.003 [AHTuTena k C1q dakTopy KoMNneMeHTa 1,400
11.36.A1[A26.06.077.001 |AHTMTeNna k canbMmoHennam (Salmonella) A, B, C1,C2,D, E 700
9.0.A80.JA12.06.025 AHTUTEnNa K ckeneTHbIM Mbiwuam (ACM) 1,650
9.0.A32.JA12.06.033.001 [AHTUTENa K cTepong-npoayLmpyroLwmm knetkam HagnodvevHuka (ACIK) 1,100
9.0.A50.JA12.06.033.002 [AHTUTENA K CTepong-npoayumpyrowmm knetkam audHuka (ACKIM-Ovary) 2,100
7.1.A6.2(A12.06.017 AHTUTENA K TMpeornobynuHy (AHTK-TI) 750
9.0.A87.201 AHTUTEna K TuposnH-ocdatase (aHTn-1A2) 2,050
9.0.A16.JA12.06.056.001 |AHTnTEna Kk TKaHEeBOII TpaHcrmyTamuHase, IgA 1,400




9.0.A17.JA12.06.056.002 [AHTMTENa K TKAHEBOW TpaHcrnyTamvHase, IgG 1,400
11.20.A3 A26.06.080.001 |AHTUTEna k Tokcokapam (Toxocara canis), IgG 700
11.19.A4A26.06.081.004 |AHTuTena k Tokconnasme (Toxoplasma gondii), IgA 650
11.19.A2/A26.06.081.001 |AHTnTena k Tokconnasme (Toxoplasma gondii), IgG 650
11.19.A1[A26.06.081.002 |AHTuTena k Tokconnasme (Toxoplasma gondii), IgM 850
11.20.A4A26.06.079.001 |AHTuTena k TpuxuHennam (Trichinella spiralis), 1IgG 650
11.18.A1[A26.06.015.001 |AHTuTena k TpuxomoHage (Trichomonas vaginalis), IgG. 850
9.0.A42.1A12.06.013 AHTUTEna K TpombouuTtam, knacca IlgG 3,200
11.20.A6/A26.06.123.001 |AHTuTEna K yrpuuam knwedHsiM (Strongyloides stercoralis), 1gG 1,200
11.17.A3A26.20.005.002 |AHTuTena k ypeannasme (Ureaplasma urealyticum), IgG 750
11.17.A1[A26.20.005.001 |AHTuTena k ypeannasme (Ureaplasma urealyticum), IgA 750
9.0.A54.JA12.06.013.001 [AHTMTENa K dhochaTMamncepuHy-npoTpoMomnHy, cymmapHbie (IgM, G) 1,950
9.0.D01.2{A12.06.030.001 |AHTMTena k doconunuaam (Kkapamonununy, dochaTuanncepuny,

dochaTngnnuHosnTony, dochaTannoBon KUCNoTe), CyMMapHbIe 1,100
11.14.A2/A26.06.033.001 |AHTuTena k xenukobakrepy (Helicobacter pylori), IgA 750
11.14.A1[A26.06.033.002 |AHTuTena k xenukobakrepy (Helicobacter pylori), IgG 650
11.14.A3A26.06.033.003 |AHTnTENa k xenukobakrepy (Helicobacter pylori), IgM 850
11.15.A1[A26.06.018.001 |AHTnTena k xnamuguu (Chlamydia trachomatis), IgA 700
11.15.A3 A26.06.018.003 |AHTuTena k xnamuguu (Chlamydia trachomatis), 19G 700
11.15.A2A26.06.018.002 |AHTuTena k xnamuauu (Chlamydia trachomatis), IgM 700
11.15.A6A26.06.016.003 |AHTuTena k xnamugodune (Chlamydophila pneumoniae), IgG 700
11.15.A5A26.06.016.001 |AHTnTena k xnamugodurne (Chlamydophila pneumoniae), IgM 700
11.15.A4A26.06.016.002 |AHTnTena k xnamugodune (Chlamydophila pneumoniae), IgA 700
9.0.A11.JA12.06.052 AHTUTENA K UMKnmyeckomy umtpynnmHosomy nentugy (ACCP, anti-CCP) 1,800
11.20.A7]A26.06.122.001 |AHTTENa K uncTMuepkam cBuHoro uenHga (Taenia solium), IgG 750
11.9.A2.]A26.06.022.001 |AHTuTena k untomeranosupycy (Cytomegalovirus), IgG 700
11.9.D2.]A26.06.022.005 |AHTnTena k untomeranosupycy (Cytomegalovirus), IgG (ummyHo610T) 2,100
11.9.A1.JA26.06.022.002 |AHTuTENa k untomeranosupycy (Cytomegalovirus), IgM 750
9.0.A89.IA12.06.037.002 [AHTMTena K uuTOnnasme HeMTpodUNoB (C yKazaHWEM TUMNa CBEYEHNS -

LMTonnasmartmyeckuii unu nepuHykneaptbin, JAHLIA, nAHLLA), IgG 1,750
9.0.A26.1A12.06.062 AHTUTENAa K UNTPYIITMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1,800
11.35.D1A26.06.097.001 |AHTuTena k wurennam (Shigella flexneri I-V, Shigella sonnei) 1,300
11.20.A5A26.06.124.001 |AHTuTEna K wnctocomam (Schistosoma mansoni), IgG 700
9.0.A34.1A12.06.061 AHTUTENa K aKcTparmpyemomy HykneapHomy AT (OHA/ENA-cKkpuH) 1,600
9.0.A24.JA12.06.066.001 |AHTnTEna K 3HgomMmu3uto, IgA (A3A) 1,450
11.20.A2/A26.06.024 AHTUTEnNa K 9xuHokokkaM (Echinococcus granulosus), IgG 750
11.2.A4.1A26.06.039.001 |AHTUTENA K SAEPHOMY (COr) aHTUreHy Bupyca renatura B, IgM (Anti- 750
11.2.A3.1A26.06.039 AHTUTEena K agepHoMmy (cor) aHTUreHy Bupyca renatuta B, cymmapHbie

(Anti-HBcor) 650
11.10.A71A26.06.031 AHTUTena K agepHoMy aHTureHy Bupyca JnwrtenHa-bapp (Epstein-Barr

virus EBNA), IgG 650
9.0.A3.20A12.06.061.001 |AHTuTena K saepHbiM aHTureHam (ANA) 850
9.0.A7.20A12.06.030.003 [AHTMTena knacca IgG k dpocdonunuaam (kapavonununHy,

docdaTnguncepuny, docdatngunmHosnTony, dochaTnannosom 1,000
9.0.A6.20A12.06.030.002 [AHTnTena knacca IgM k docconunuaam (kapamonunuuy,

docdaTnguncepuny, docdaTngunmHosnTony, dochaTnannosom 1,000
2.0.D1.2(A12.05.005 AHTtuTena no cucteme ABO 1,400
9.0.09.2{A12.06.025.001 [AHTMTena npu nonumuoante, nmmyHobnot (Mi-2, Ku, Pm-Scl100, Pm-

Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 4,700
9.1.D05 |A12.06.025.004 AHTWUTENa Npn CUCTEMHOUW CKIfepoAepMn (MMMYHODITOT). SCI-7U, CENF

A, CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-

Scl75, Ku, PDGFR, Ro-52 (SSA-A 52 k[1a) 4,800
3.0.A4.2(A09.05.047 AHTUTPOMOGUH Il 500
50.0.H12B03.040.003 AHTUdochonnnuaHeii cuHgpom (APC) 3,300
17.40.A1[A09.05.118.004 |AnenbcuH IgE, F33 700
17.50.A1/A09.05.118.230 |AnenbcuH IgG, F33 700
17.60.A1[A09.05.118.336 |AnenbcuH, f33 1,200
4.5.A6.2(A09.05.250 AnonunonpotenH A1 650
4.5.A7.2(A09.05.251 AnonunonpoTteunH B 550
17.43.A5A09.05.118.048 |Apaxuc IgE, F13 700
17.53.A5A09.05.118.273 |Apaxuc IgG, F13 700
17.63.A1[A09.05.118.373 |Apaxuc, f13 1,200
17.36.A8A09.05.118.492 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), 352 rAra h8 3,050
17.36.A9A09.05.118.489 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra h1 3,050
17.36.A1[A09.05.118.490 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 3,050
17.36.A1[A09.05.118.491 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 3,050
17.36.A1[A09.05.118.493 |Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra h9 3,050
17.60.A1[A09.05.118.349 |Ap6ys IgE (ImmunoCAP), 329 1,200
17.76.A21A09.05.118.475 |Ackapuga IgE (ImmunoCAP), p1 1,250
4.1.A2.2(A09.05.041 AcnapTatamvHoTpaHcdepasa (ACT) 300
7.3.A1.2(A09.05.161 AccouunpoBaHHbIl ¢ 6epemeHHoCTbi0 NpoTenH A (PAPP-A) 750
17.13.A1/A09.05.118.221 |AueTnncanuumnoBas kucrnota (acnupwuH) IgE, C51 1,100




3.0.A3.2(A12.05.039 AYTB 350
17.61.A1[A09.05.118.359 |BaknaxaH IgE (ImmunoCAP), {262 1,200
17.41.A6/A09.05.118.024 |baknaxaH IgE, F262 700
17.51.A6A09.05.118.249 |BaknaxaH IgG, F262 700
17.60.A1[A09.05.118.342 |baHnaH IgE (ImmunoCAP), f92 1,200
17.40.A1[A09.05.118.005 |baHaH IgE, F92 700
17.50.A1[A09.05.118.231 |baHaH IgG, F92 700
17.64.A1[A09.05.118.380 |bapanuHa IgE (ImmunoCAP), f88 1,250
17.44.A3A09.05.118.054 |bapanuHa IgE, F88 700
17.54.A3A09.05.118.279 |BbapanuHa IgG, F88 700
4.2.D1.2(A09.05.014.003 |BenkoBble dpakumnm (BkNOYaeT onpegenexHve obLiero 6enka um 500
8.0.A13.]JA09.05.219 Bernok S-100 2,650
17.48.A3A09.05.118.099 |Benok anyHbin IgE, F1 700
17.58.A3A09.05.118.323 |Benok sanynbin IgG, F1 700
17.3.A4 [A09.05.118.137 |bepesa (Betula alba) IgE, T3 700
17.24.A3A09.05.118.444 |Bepesa bopogar4artasg, t3 1,250
17.75.A1[A09.05.118.222 |Bepesa, anneprokomnoHeHT Bet v1, IgE 1,850
17.75.A21A09.05.118.223 |bepesa, anneprokomnoHeHT Bet v4, IgE 1,850
17.38.A1A09.05.118.505 |Bepesa, anneprokomnoHeHT, t215 rBet vi PR-10 3,050
17.38.A2/A09.05.118.506 |Bepesa, anneprokomnoHeHT, t221 rBet v2, rBet v4 3,050
5.0.A14.4A09.28.003.004 |beTa-2-MMKpOrnobynmuH mMo4m 900
17.45.A1A09.05.118.060 |Beta-nakrornobynwuH IgE, F77 700
17.55.A1/A09.05.118.285 |Beta-nakrornobynuH IgG, F77 700
17.36.A5A09.05.118.483 |beTa-nakTornobynuH, anneprokomMnoHexT, f77 nBos d5 3,400
8.0.A8.2(A09.05.245 beta2-munkpornobynuH 1,100
4.6.D01.2(A09.05.022 BunupyouH Henpsimon (BKIKOYAET onpegeneHne obuero 1 npsiMoro 400
4.6.A1.2(A09.05.021 BunupyouH obwmn 300
4.6.A2.2(A09.05.022.001 |BnnnpybuH npsmom 300
16.0.A3.1A08.21.001 Bvioncus npegctatenbHON xenesbl MyrnbTudokansHas

(rncTonormyeckoe nccnegoBaHne marepuana) 13,700
50.0.H87B03.016.004.010| BuoxmmMmn4eckunin aHanms Kposu 3,650
5OOH4 BO3016004009 E”SimMquCKmﬂ sbgﬂrl:lllalﬂ'fploprVI'/’lI\?UaglopB:IEUp UL TP OITA TTPUT P aiviivior 2,100
26.3.D2 1B03.032.002.004 ASTRAIA (6e3 pacueTa puckoB natonoruv nrnoga) (8 Hegens - 13

Heaernb 6 OH.):

AccounnpoBaHHbIl ¢ 6epemeHHocTbio NpoTenH A (PAPP-A), CeobogHas 3,150
50.0.H16 B03.016.004.005|brioxumunyeckoe nccrneposanve ana HO-®ubpoTecT (BkntovaeT

rpacpmyeckmii dann) 13,750
50.0.H19B03.016.004.007|Broxmmuyeckoe nccrniegosanne ana CteatoCKpuH (BKto4aeT

rpacpmyeckmii dann) 10,350
50.0.H16B03.016.004.006| buoxnmnyeckoe nccnegoanune ans dnbpoTecT (BkNOYaeT 11,000
6.2.D07.1{B03.016.010.001|B1oxvMuyeckoe nccnegosaHme MeTabonmnyeckon akTMBHOCTH KULLEYHON

MUKpodropbl 2,100
6.4.A1.9(A09.07.007.003 [Broxummuyeckoe nccnegoBaHue CritoHbl (MMKpoBMoLLEHO3 NONOCTH pTa) 2,200
17.42.A4A09.05.118.041 |Bo6bl coeBble IgE, F14 700
17.52.A4A09.05.118.266 |B0o6bI coeBble IgG, F14 700
23.2.A10A09.01.011.001 [Bop B Bonocax, cnekrpometpus (B) 1,100
23.1.A10A09.05.265.001 [Bop B kpoBwu, cnekTpomeTpusi (B) 1,100
23.3.A10A09.28.070.001 [Bop B moye, cnekTpomeTpusi (B) 1,100
17.61.A1[A09.05.118.364 |Bpokkonu IgE (ImmunoCAP), f260 1,200
17.3.A5 [A09.05.118.138 |Byk (Fagus grandifolia) IgE, T5 700
17.4.A2 [A09.05.118.156 |ByxapHuk wepctuctbin (Holcus lanatus) IgE, G13 700
17.37.A21A09.05.118.485 |Bblunii CbIBOPOTOYHbIV anbOyMUH, anneprokoMnoHeHT, €204 nBos d6 3,500
10.0.073A12.30.012.017 |B1-knetkn CD5/CD19 (BKnOYaeT aHanm3 KpoBu C NENKOLMTAPHON 2,750
18.2.A6.1A09.05.035.002 |BanbnpoeBas kucnota (1 ee Npou3BoAHbIE), KONMYECTBEHHO 2,200
17.67.A1A09.05.118.405 |Banunb IgE (ImmunoCAP), 234 1,150
17.47.A8A09.05.118.081 |Banunb IgE, F234 700
17.57.A8A09.05.118.305 |Banunb IgG, F234 700
17.60.A1[A09.05.118.344 |BuHorpag IgE (ImmunoCAP), 259 1,200
17.40.A1[A09.05.118.006 |BuHorpag IgE, F259 700
17.50.A1[A09.05.118.232 |BuHorpag IgG, F259 700
13.30.D4A26.05.035.001.(Bupycsl rpynnel repneca (EBV, CMV, HHV6) 900
60.48.H8 A26.05.035.001.(Bupycsl rpynnel repneca (EBV, CMV, HHV6) kpoBb, Kau. 1,200
13.30.H1A26.05.035.002.(Bupycsl rpynnel repneca (EBV, CMV, HHV6), kon. 1,200
4.9.A4.2(A12.06.060.003 |ButamnH B6 (nupugokcanb-5-chocdar) 2,100
23.4.A18 A09.05.235.004 |Butamun D: 25-OH D2 (25-rugpokcuaprokansumdepon) n 25-OH D3

(25-rmgpokcmxonekansumdepon) CYMMAPHO, B kposu - BOXX MC 3,050
4.9.A1.2(A12.06.060.002 |ButamuH A (petuHon) 2,100
4.9.A2.2(A12.06.060.009 |ButamnH B1 (TnammH-nupodocdar) 2,100
4.9.A6.2(A12.06.060 ButamuH B12 (unankob6anammH) 850
4.8.A6 [A12.06.060.015 |ButamuH B12, akTuBHbIV (XONoTpaHckobanamumH) 2,250




4.9.A13 |A12.06.060.010 |ButamuH B2 (pn6odnasuH) 2,350
4.9.A12 |A12.06.060.011 |Butamnd B3 (HMaumr) 2,350
4.9.A3.2(A12.06.060.012 |ButamnH B5 (naHTOTEHOBAs KMcnoTa) 2,100
4.9.A5.2(A09.05.080 ButamuH B9 (donmesas kucnota) 1,200
4.9.A9.2(A12.06.060.005 |ButamuH E (Tokodpepon) 2,500
4.9.A10.1A12.06.060.006 |ButamuH K (donnnoxmHoH) 2,100
4.9.A7.2(A12.06.060.004 |ButamnH C (ackopbrHoBasi kucnoTta) 2,100
11.7.A1.1A26.06.049.001 |BNY (aHTUTENA M @HTUIEHBI) 400
11.7.A3 BWY (aHTMTENA M @HTUrEHbI) 1,250
17.60.A1[A09.05.118.351 |BuwHs IgE (ImmunoCAP), 242 1,200
17.40.A1[A09.05.118.007 |Buwns IgE, F242 700
17.50.A1A09.05.118.233 |BuwHsa IgG, F242 700
4.9.H2.9(A12.06.060.013 |BogopacTtBopumble ButammHbl (B1, B5, B6, B9, B12, C) 9,450
3.0.A5.2(A12.06.030.005 [Bon4aHOYHbIV aHTMKOAryNsAHT (CKPYHWHI) 1,100
13.23.D9A26.21.008.001.( BIT9-TeCT (ROUHE CUBAS48UU) BEICOKOTO KaHLIEPOTEeHHOTo PUCKa (To-

68 Tunos: 16, 18 c onpegenexHmem Tnna, 31, 33, 35, 39, 45, 51, 52, 56,

58, 59, 66, 68 6e3 onpeagenexHus Tuna) 3,050
22.1.D19A27.30.123 BBIOEPI CTTOPT. UROPOCTH, CNITA, BEIHOCITMBOCTE (BEHO3HAA KPDOBE]

reHeTnyeckasi NpeapacrnonoXeHHOCTb K 3aHSATUSM pasnMyHbIMA BUaaMm

CnopTa; 3aknoyeHne Bpaya - nabopaTopHOro reHeTunka rno

nccnenoBaTenbCKOMy OTYETY)

ACE: I>D (rs4646994)

ACTN3: C>T (rs1815739)

AMPD1: C>T (rs17602729)

CNTF: G>A (rs1800169)

IL15RA: T>G (rs2296135) 9,700
18.1.D2.]A09.01.007.002 |BbiCOKOCNEUmdUYHOE BbISSBNEHNE B BONIOCax HAPKOTUYECKNX U

MCUXOAKTIBHEIX BEUISCTS C X TOUHOM uaeHTUDuKaUMeR 11,100
18.1.D3.4A09.28.055.001.4 (kaHHabuonpos, kokanHa, MOMA (skcTasm), MeTagoHa, MmeTamdeTammnHa,

OnMnaToB), MCMXOAKTMBHBIX BeLLeCcTB (amdeTammHoB, 6apbutypartos,

6eH304nasenmHoB, TPMLMKITMYECKUX aHTMAENPECCaHTOB) N MapKepoB

BpeHbIX NPUBLIYEK (HUKOTMHA M ankorossl) ¢ UX TOYHOM 4,150
22.4.D01.]A27.05.022.001 |BbisiBnexne mvkpogeneunii B aktope azoocnepmuun AZF (nokycel A, B, 4,400
17.3.A6 [A09.05.118.139 |Bss (Ulmus spp) IgE, T8 700
4.1.A5.2(A09.05.044 "amma-rnytammntpaHcdepasa (IT) 300
4.3.A3.2(A09.05.079 anTtorno6uH 650
7.7.A1.2(A09.05.057 racTpuH 900
50.0.H84B03.004.001.003|acTpokoMniekc 3,450
23.10.D1B03.004.001.001|TactpolTanens (TacTpuH-17 6a3oBbin: TlencuHoreH I, TTencuHoreH 11,

AHTUTENA K XenukobakTepy, I1gG) 5,150
50.0.H88B03.005.013.003[{'emaTonormyecknii (QnarHoCTrka aHeMuin) 4,150
50.0.H11A27.05.010.002 [ eMOXpOMaTo3, onpeaesieHne MyTaunn

(HFE: 187C>G (rs1799945)

HFE: 845G>A (rs1800562) 3,400
22.1.A22/A27.05.025.001 |"eH aHgporeHoBoro peuenTopa (AR), uucno CAG-noBTopoB 3,800
22.1.023A27.30.057.001 |[eH peuenTtopa ButamuHa D, nonumopgmam 283 A>G (Bsml) 1,300
22.1.D24A27.05.034.001 |eHeTMYeckasi uarHoCTMKa CNMHanNbHOW MblleyHon atpodmm (SMNA1, 6,900
22 1.A14A27.30.117 'eHeTu4eckasn NpeapacnonoXeHHOCTb K ankoronuamy (BeHO3Hast KpOBb;

3aKkNn4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBarTesibCkomy 11,150
22.1.D20A27.05.002.001 [ eHeTn4YeCKad nNpegpacnoJioXXeHHOCTb K DOJTe3HN ATbLrenmMepa

(BeHo3Has kpoBb; APOE E2/E3/E4; 3akntoyeHune Bpada - nabopaTopHoro

reHeTrKa No nccnegoBarTeibCkoMy 0THeTY) 5,400
22.1.D19A27.30.116 "eHeTnyeckas npegpacnonoXXeHHocTb K runepToHun (AGT, ADDT,

AGTR1,AGTR2, CYP11B2, GNB3, NOS3 -9 Touek)* 5,400
222 D1.]A27.05.045.001 |T eHeTnyeckn obycroBneHHas YyBCTBUTENbHOCTb K BapdapuHy

(VKORC1, CYP2C9, CYP4F2 - 4 To4kn) 3,450
22 1.04.1A27.05.003.001 |I eHeTnyeckue gedektbl depmerHToB dponatHoro uukna (MTHFR, MTR,

MTRR - 4 To4kn)* 3,050
22 1.D03.JA27.05.002.002 |I'eHeTnyeckun puck HapyLieHnn cuctemsl ceeptbiBaHuns (F2, F5, F7,

FGB, F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touek)* 5,250
22.1.D5.]A27.20.001.006 I eHETUYECKIN PUCK OCITOXXHEHNI DEPEMEHHOCTU N MaTtonormm nioaa

(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR,

MTRR - 12 To4ek)* 6,600
22 1.D13A27.05.040 'eHeTu4ecKnii pUCK pa3BUTUS paka MOJIOYHOW XXene3bl U paka SSUYHNKOB

(BRCA1, BRCA2 - 8 nokasaTtenen)* 5,550
22.1.A1.1B03.032.003.001|[eHeTYecKunin TECT Ha NAKTO3HYIO HenepeHocumocTb: MCM6: -13910 2,100
22.1.D11B03.019.011 "'eHogmarHocTuka bonesHn BunscoHa-KoHoBanoBa (aHann3 mytauun

reHa ATP7B) 10,450
22.1.D30A27.30.113 "'eHogmarHocTuka bonesHn I'eHTuHIToHa (oueHka Yncrna CAG-NoBTOpoB

B reHe HTT) 4,550
22 1.D29A27.05.024.004 |TeHoanarHocTvKa BpPOXAEHHOW rmnepnna3ny Hagno4e4HNKOB

(nccnepoBanune 15 mytaunin B reHe CYP21A2 ¢ y4eTOM N3MEHEHNS B 11,300




22 1.D271A27.05.009.001 |I'eHoaonarHocTuka natonorum nevexHun (oueHka mytauun B reHax: HFE,

ATP7B, PiZ/S A1AT n PNPLA3) 9,100
22.1.A25A27.05.041.009 |leHoTnnupoBaHne HLA-Cw6 npu ncopmase 4,200
13.30.D1A26.08.038.001.("eHoTMnMpoBaHme Bupyca rpunna (A/B) 1,050
7.2.A6.2(A09.05.139 "'mapokcunporectepoH (17-OH-nporectepoH) 700
16.1.A25A08.30.046.017 |mucTonornyeckoe nccnegosaxHme buoncuHoro marepuana (1 3,200
16.0.A271A08.30.046.010 [ NCTOJTOrM4YeCcKoe nccrieqoBaHne OUONMCUNHOTO MaTtepuana

(3Hpockonuyeckoro matepuana, CockoboB XEHCKOM NONIoBON CUCTEMBI,

KOXMW, MATKUX TKAHEN, TMMAONOHON TKAHWN, KOCTHO-XPSILLIEBOW TKaHW) 3,250
16.1.A5 [A08.20.003.005 I UICTOJTOTNHYECKOEe NCClieqoBaHne Matepuara PLOB (pa3gernbHoe

[ONarHoCTUYecKoe BbiCkabnmBaHue: NoniocTb MaTKu, LiepBUKanbHbIA

KaHarn, 2 KOHTenHepa) 5,000
16.0.A26l A08.30.017.002 [TucTonornyeckoe nccnegosaHve onepaunoHHoro matepunana, 1

KOHTENHep (KpOMe KPYMHOro onepaunmoHHOro Matepuana, nnaueHTbl 1 2,500
16.0.A24{A08.30.001 "'McTonormyeckoe nccnegoBaHme nnaueHThl 12,200
16.0.A21[A08.20.009 "'mcTonormyeckoe nccnegoBaHme NyHKUMOHHOIO MaTtepumana MoJI0YHOM 4,850
16.0.A23A08.14.001 "'mcTonormyeckoe nccnegoBaHme NyHKUMOHHOIO MaTtepuana neyeHu 2,550
16.0.A22A08.28.005 "'mcTonormyeckoe nccnegoBaHne NyHKUMOHHOIO MaTtepuana noyek 2,550
16.0.A200A08.22.003 "'mcTonormyeckoe nccnegoBaHne NyHKUMOHHOIO marepuana 2,550
16.1.A49A08.20.002.001 [ UCTOJTOrM4YecKoe nccrieqoBaHne COCKODa LiepBUKaribHOTO KaHamna +

rMCTONOrMYecKoe ncecrnegoBanne cockoba sHgomeTpus/

TMCTONIOrMYECKoe nccnegoBanne omoncum werkn matkm (Unim) 5,000
16.0.A8.1A08.20.003.003 |['ucTonornyeckoe nccnegoBaHve 3HAOMETPUsS (B T.4. Nannenb-ouoncusi) 3,050
16.1.A4 |A08.16.002.001 |TwcTonornyeckoe nccnepoBaHme 3HA0CKOMMYECKOro MaTepuana

xenygka (OLGA, 3 KoHTenHepa: Teno, Yros, aHTpanbHbIA oTgen 5,150
16.0.A7.1A08.16.002.003 |TucTonornyeckoe nccnegoBaHne 3HA0CKOMMYECKOro MaTepuana

xenygka ¢ BbisiBnneHnem Helicobacter pylori 3,150
16.1.A6 [A08.17.001 [ MCTOJTOrM4YecKoe nccrieqoBaHmne SHOOCKOMYECKOro Mmartepmara

KMLLEYHMKa NPy BOCNanuTenbHblX 3aboneBaHusx (NecTHNYHas bruoncus,

HECKOJbKO KOHTENHEPOB) 5,150
16.1.A22 'nctonorusa n UI'X monoyHou xernesbl, A0 4 aHTuTen (NyHKUMOHHAA

6uoncus; Unim) 16,450
16.1.A21 'mctonorusa n UIX xpoHunyeckoro aHgomeTputa, CD138

(gnarHocTmnyeckoe BbickabnmBaHune: nonoctyu Mmatku; Unim) 8,250
16.1.A20 I MCTONOrNsA KOXHbIX N MOAKOXHbIX HOBOOBPa3oBaHWi

(HoBOOGpa3oBaHnsa meHee 14 mm; Unim) 3,950
16.1.A19 'nctonorusa matepuana POB (pasgensHoe auarHoctudeckoe

BbICKabnnBaHune, 2 KOHTENHepa: NONIOCTb MAaTKU, LiepBUKaNbHbIA KaHan; 4,600
16.1.A18 'mcTonornsa onepauynoHHOro Mmatepuarna (OTAernbHO COCKob u3

LIepBMKaNbHOro KaHana unm 1u3 nonoctu matku; Unim) 2,650
16.1.A15 'mcTonorusa sHgockonudeckoro matepuana OLGA (3 koHTenHepa: Teno,

yron, aHTpanbHbIv oTaen xenygka; Unim) 5,150
16.1.A14 'mcTonorusa sHgockonuydeckoro matepuana B3K (necTtHnyHas buoncus,

HECKOINbKO KOHTeNHepoB; Unim) 5,150
16.1.A13 'mcTonormsa aHOOCKONMYEeCKoro matepuana xenygka, H.p. (npoctas go 3-

X KycoukoB + BbisiBnenne Helicobacter pylori; Unim) 3,450
16.1.A12 'mcTonorma sHOOCKONUYECKoro matepuana, 4o 3x Kyc. (nMwesoaa,

Xenygka, KMWKK1, 6poHxa, roptann, Tpaxen; Unim) 2,650
16.1.A11 'mcTonormsa aHOOCKONMYECKoro matepuana, ot 3x Kyc. (niwesoaa,

OpoHxa, ropTanu, Tpaxeu; Unim) 3,400
16.1.A10 'McTonorus sHgockonmMyeckoro Matepuana, nonun ot 2 cm (Unim) 4,400
4.4.D1.2(A09.05.083 "MykupoBaHHbIN remornobuH Alc 850
7.2.A11.JA09.05.160 "nobynuH, cBasbiBatoLWmMi nonosble ropmoHsl (FCIMTT, SHBG) 650
4.4.A1.2(A09.05.023 noko3a 300
5.0.A7.40A09.28.011.001 [['ntoko3a B pa3oBoi NOpLMM MOYU 200
5.0.D12.4A09.28.011 'NoKo3a CyTOYHOM MOYM 400
17.69.A1A09.05.118.422 |[ntoTeH (knenkoBuHa), f79 1,250
17.44.A3A09.05.118.055 |[oBsguHa IgE, F27 700
17.54.A3A09.05.118.280 |[oBaguHa IgG, F27 700
17.64.A1[A09.05.118.385 |[oBsiauHa, f27 1,250
17.2.A1 [A09.05.118.114 |lony6b (nomeT) IgE, E7 700
4.5.A10.1A09.05.214 FromouucTtenH 1,750
50.0.H11B03.016.023.003|opMOHanbHbIV TpOduNb AN KEHLWMH 6,000
50.0.H11B03.016.023.005|opMOHanbHbIV Tpodnb 4Ns1 My>XYMH 3,050
17.62.A1A09.05.118.371 |[opox IgE (ImmunoCAP), f12 1,200
17.42.A4A09.05.118.042 |[opouwek 3eneHbin IgE, F12 700
17.52.A4A09.05.118.267 |[opowiek 3eneHbin IgG, F12 700
17.47.A8A09.05.118.082 |lopumua IgE, F89 700
17.57.A8A09.05.118.306 |[opuuua IgG, F89 700
50.0.H14B03.070.400 FocnuTanbHbIN 1,750
50.0.H169 "ocnuTanbHbIN 2,500
50.0.H84B03.070.401 ocnuTanbHbIV TEpaneBTUYECKUN 3,150
50.0.H170 ocnuTanbHbIN TEpaneBTUHECKUI 4,000




50.0.H9dB03.070.402 ocnuTanbHbIN XMPYPruyeckuin 5,250
50.0.H171 ocnuTanbHbIN XMPYPrnyecKnn 6,050
17.3.A7 [A09.05.118.140 |'pab o6bikHOBEHHLIN (Carpinus betulus) IgE, T209 700
17.46.A21A09.05.118.068 |'pebewwok IgE, F338 700
17.56.A21A09.05.118.292 |pebewiok IgG, F338 700
17.60.A1[A09.05.118.354 |[perindpyT IgE (ImmunoCAP), 209 1,200
17.40.A1[A09.05.118.008 |penndpyT IgE, F209 700
17.50.A1[A09.05.118.234 |'penndpyt IgG, F209 700
17.3.A18A09.05.118.147 |peukunin opex (Juglans regia) IgE, T10 700
17.63.A1A09.05.118.375 |peuknin opex IgE (ImmunoCAP), f256 1,200
17.43.A5A09.05.118.049 |peuknin opex IgE, F256 700
17.53.A5A09.05.118.274 |peukni opex IgG, F256 700
17.69.A1[A09.05.118.417 |[peunxa, rpeumnyHast myka, f11 1,150
17.67.A1A09.05.118.400 |'pubbl (wWwamnuHboHbl) IgE (IMmunoCAP), 1212 1,150
17.47.A3A09.05.118.083 |punbbI (LUamMnuHbOHLI) IgE, F212 700
17.57.A3A09.05.118.307 |pubbI (WamnmHboHkI) IgG, F212 700
17.71.A4A09.05.118.479 |pubbl poga kaHanaa (Candida albicans) IgE (ImmunoCAP), m5 1,250
17.9.A1 [A09.05.118.187 |pubbI poga kangnga (Candida albicans) IgE, M5 700
2.0.D3.2(A12.05.005.001 [pynna kpoBu + Pe3yc-cakTop 850
17.60.A1[A09.05.118.340 |'pywa IgE (ImmunoCAP), f94 1,200
17.40.A1[A09.05.118.009 |pywa IgE, F94 700
17.50.A1[A09.05.118.235 |pywa IgG, F94 700
17.2.A2 [A09.05.118.115 |l'ycb (nepo) IgE, E70 700
3.0.A6.2(A09.05.051.001 |-anmep 1,500
7.9A3 |A09.07.010 HerngpoanuangpoctepoH (O 3A) B cntoHe (3akntodeHune Bpada KT no

ncernenoBaTenbCKoOMy OTHETY) 1,500
7.2.A8.2(A09.05.149 OerngposannangpoctepoH cynbdat (Ar3A-cynbdar) 650
22.7.A5.119 Oenyuika(6abywika)-BHyK(BHy4Ka) - AyaT (24 mapkepa)* 20,500
5.0.A15.4A09.28.064 OesokcnnupungnHonud (DPD) mouu 1,650
22 1.031A27.05.036.001 |dnarHoctuka CFTR-accounnpoBaHHbIx 3abonesaHun: becnnoaue,

naHkpeaTtuT, MmykoBucumaos (38 abeppauni reHa CFTR) 15,400
9.11.A1 |A12.06.021.004 HOMarHOCTMKa BOCMAITMTENTBHbBIX MOJTMPAONKYITOHEBPUTOB (aHTUTENa K

raHrnuosungam) acvano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b,

GT1a knaccos IgGIgM 5,000
50.0.H13B03.016.008.003|narHoCcTnKa renatuToB, CKPMHUHT 3,400
50.0.H14B03.024.003.001|narHocTnka gereHepaTnBHbIX 3a00neBaHMin NO3BOHOYHMKA 9,250
50.0.H14B03.027.042.001|AnarHocTnKa 4eMUENMHN3NPYOLWMX 3a00neBaHni 8,600
50.0.H91B03.058.006 IwnarHoctuka gnabeta, bBUOXMMNYEeCKuin 4,850
50.0.H12B03.027.017.002[AuarHocT1ka HapyLeHnin yHKLMN SUYHUKOB 2,950
50.0.H14B03.027.042.002[AuarHocTnka HeMpPOreHHbIX onyxonemn 7,750
50.0.H92B03.014.011 [narHocTvka napasvutapHbix 3ab6onesaHum 6,950
22.1.A26A27.30.121 [narHocTrka npu xxumpoBon 6onesHu neyenn (reH PNPLA3) 4,050
9.0.A51.JA09.05.122.001 |AvarHocTuka capkonao3a (aKTMBHOCTb aHTMOTEH3WH-NPEBPaLLaoLLErO

depmeHTa - AlNP) 2,600
22 1.A21B03.014.002.001|HnarHocTvka cemeHON Cpean3eMHOMOPCKON NMMX0PanKu

(nepuogmyeckas 6onesHb, reH MEFV). 9,350
22.1.A16A27.30.015 OwnarHoctuka cuHgpoma XKunnbbepa (Mytauus reHa UGT1)* 4,250
50.0.H13B03.024.002.001|{AnarHocTnKa cocygncTbix 3aboneBaHnii rofioBHOINO Mo3sra 4,200
13.14.D1A26.19.069.001 HOnaporeHHblie E.COll (AR SHTepOomnaToreHHbIX E. COIlf

OHK sHTepoTokcurenHbix E. coli/ QHK aHTeponHBa3nBHbix E. coli/

OHK sHTeporemopparunyeckux E. coli/ AHK aHTepoarrperatusHbix E. coli) 1,950
7.4.A4.2(A09.05.150 OnrngpoTecTtocTepoH 1,600
17.13.A1[A09.05.118.219 |OduknodeHak IgE, C79 1,100
50.0.H11B03.004.001.002| AnddepeHumansHas guarHoctuka sabonesanunn XXKT 7,850
13.29.A1[A26.08.022.002 |OHK ageHoBupyca (tvnbl 3, 2, 5,4, 7,12, 16, 40, 41, 48) 1,300
12.25.A1[A26.08.022.001.JOHK ageHoBupyca (tvnbl 3, 2, 5,4, 7, 12, 16, 40, 41, 48) 850
13.5.A1.4A26.20.025.002 |OHK 6negHon TpenoHemsl (Treponema pallidum) 500
12.8.D2 [A26.05.020.003 |OHK BI'B, reHoTnn (A,B,C,D) KpoBb, Kau. 1,250
12.17.A1A26.05.042.001 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 550
13.22.A1(A26.06.056.003 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 450
12.8.A1.1A26.05.020.001 |OHK Bupyca renatuta B 550
12.8.A2.1A26.05.020.002 |OHK Bupyca renatuta B, KONM4ecTBEHHO 3,050
12.15.A1[A26.05.033.001 |OHK Bupyca repneca VI tTuna (Human Herpes virus VI) 500
13.20.A1[A26.06.047.001.0OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 400
13.20.A2/A26.06.047.001.0OHK Bupyca repneca VI tuna (Human Herpes virus VI), Konn4ecTBeHHO 500
12.15.A2/A26.05.033.002 |OHK Bupyca repneca VI tnna (Human Herpes virus VI), KpoBb, KOnn. 400
13.46.A1[A26.05.024.002 |OHK Bupyca repneca VIl tuna (Human Herpes virus VII) 700
12.26.A1[A26.05.024.001 |OHK Bupyca repneca VIl tuna (Human Herpes virus VII), kpoBb, Kau. 750
13.31.A1 OHK Bupyca repneca VIl Tuna (Human Herpes virus VIl 700
13.19.A3 A26.05.035.003 |OHK Bupyca npoctoro repneca | n |l Tunos (Herpes simplex virus | u Il) 500
13.19.A1[A26.06.045.001.¢OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus |) 500




13.19.A4A26.06.045.001.OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1), 500
12.14.A1[A26.05.035.001 |OHK Bupyca npocTtoro repneca |, Il Tuna (Herpes simplex virus |, 1I) 500
13.19.A21A26.06.046.001.¢OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus 1) 500
13.19.A5A26.06.046.001.OHK Brpyca npoctoro repneca Il Tuna (Herpes simplex virus II), 500
13.21.A1[A26.08.059.001 |OHK Bupyca SnwteriHa-bapp (Epstein-Barr virus) 400
12.16.A1[A26.05.011.001 |OHK Bupyca SnwteriHa-bapp (Epstein-Barr virus) 500
13.21.A2A26.08.059.002 |OHK Bupyca SnwteriHa-bapp (Epstein-Barr virus), Konn4ecTBeHHO 500
12.16.A2A26.05.011.002 |OHK Bupyca SnwteriHa-bapp (Epstein-Barr virus), Konn4ecTBeHHO 650
12.24.D1A26.05.035.002.0OHK Bupycos rpynnbl repneca (EBV, CMV, HHV6) kpoBb, kKonuu. 1,150
50.0.H10A26.20.034.001.4AHK Bo3byautenen 30 4,500
13.31.D01A26.08.050.002 [[AHK BO3byauTenewn Koknowa/napakokmnoLa/bpoHxocenTnkosa

(Bordetella pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1,100
13.4.A1.{A26.20.030.002 |OHK rapgHepennbl (Gardnerella vaginalis) 400
13.4.A2.4A26.20.030.003 |OHK rapgHepennbl (Gardnerella vaginalis), konmyecTBeHHO 500
13.6.A1.4A26.21.024.001 |OHK roHokokka (Neisseria gonorrhoeae) 450
13.6.A2.4A26.21.024.002 |OHK roHokokka (Neisseria gonorrhoeae), KONMYECTBEHHO 500
13.15.01A26.21.055.004 [AHK rpnboe poaa kaHauabl (Candida albicans/Candida glabrata/Candida

krusei) c onpegenennem tuna 550
13.15.A1[A26.21.055.001 |OHK kanamnabl (Candida albicans) 450
13.15.A21A26.21.055.002 |OHK kangungp! (Candida albicans), kKonn4ecTBeHHO 550
12.4.A1.JA26.05.037.001 |OHK nuctepuum (Listeria monocytogenes) 500
13.13.A1[A26.05.037.003 |OHK nuctepuum (Listeria monocytogenes) 600
12.6.A1.JA26.05.047.001 |OHK mukobakTepum Ty6epkynesa (Mycobacterium tuberculosis) 600
13.8.A1.4A26.09.080.002 |OHK mukobakTepuu Ty6epkynesa (Mycobacterium tuberculosis) 450
13.2.A2.4A26.20.027.001.¢OHK mukonnasmbl (Mycoplasma genitalium) 400
13.2.A4.4A26.20.027.003 |OHK mukonnasmbl (Mycoplasma genitalium), konuiyectseHHO 500
13.2.A1.{A26.20.028.003 |OHK mukonnasmbl (Mycoplasma hominis) 400
13.2.A5.4A26.20.028.004 |OHK mukonnasmbl (Mycoplasma hominis), konm4ecTBeHHO 500
13.23.A1[A26.21.008.001.OHK nannnnomasupyca (Human Papillomavirus, BIN4Y) 16 tuna 400
13.23.A2A26.21.008.001.AHK nannnnomasupyca (Human Papillomavirus, BIN4) 18 tuna 400
1324 D1A26.21.008.001.¢AAK nannnnomasupycos (Human Papillomavirus, BIMTJ) 16/78 Tunos,

KONMNYECTBEHHO 550
13.23.D1A26.21.008.001.¢OAK nanunnomasupycos (Human Papillomavirus, BIMTJ) 31/33 Tunos ¢

onpegerneHvem tuna 400
13.23.D4A26.21.008.001.¢OHK nanunnomasupycos (Human Papillomavirus, BIMTJ) 31/33 Tunos ¢

onpegeneHnemM Tmna, Konm4ecTBEHHO 500
13.23.D4A26.21.008.002 |OHK nanunnomasupycos (Human Papillomavirus, BIMTJ) 6/17 Tunos ¢

onpegerneHvem tuna 400
13.23.D3A26.21.008.001.¢OHK nannnnomasupycos (Human Papillomavirus, BIMTJ) 6/17 Tnnos ¢

E‘Tﬂpl\eﬂgﬂl?lﬂrllswlgglﬂgili(ggI(Ilﬂl?J?IEﬁHlﬂgmeI TTavir Ub) CONFVITTVITTI 500
50.0.H49A26.21.008.001 ¢ PACLUMPEHHbIN ¢ onpenenexnem 14 Tunos (KoHTpons B3ATMS

maTtepwuana, Tunel 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59),

KOJNIMYECTBEHHbLIN, C nepecyeTom Ha y.e. Hybrid Capture no kaxgomy tuny 1,550
50.0.H49 A26.21.008.001.JZHK nanunnomasupycos (Human Papillomavirus) CKPHW/HT ¢

onpegenennem tuna (KoHTponb B3aTUs MaTepuana, Tunel 6, 11, 16, 18), 1,100
500H85 A2621 008001 ( HTTINTIarvirm IUIVIdeIPybUD \I_IUI TTIarT l_dmeI TTavir Ub), TVITIVIPpUBARAvc U

onpegenenvem 21 Tnna (KoHTponb B3aTusA buomarepuana, Tunel 6, 11,

16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82),

KOJIMYECTBEHHbLIN, C nepecyeToM Ha y.e. Hybrid Capture no kaxgomy Tuny 3,300
13.23.A3A26.21.008.001. HHR ManmnioMaBMpycoB (HumMan I-'apom'maerS) BBICOKOIO

KaHueporeHHoro pucka (16-68 Tunos:

16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpeaenexusi Tmna 1,400
13.23.D6A26.21.008.001. HOHR ManmnioMaBMpycoB (HumMan I-'apom'maerS) BBICOKOIO

KaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59

TUMNOB) C onpegenexHvemM Tmuna 1,000
13.34.A1[A26.05.032.003 |OHK napsoBupyca B19 (Parvovirus B19) 1,400
12.22.A21A26.05.032.002 |OHK napsoBupyca B19 (Parvovirus B19), kon. 900
13.37.A1[A26.08.061.002 |OHK nHeBMouucTbl (Pneumocystis jirovecii (carinii)) *** 850
13.14.A1[A26.19.064.002 |OHK canbmoHenn (Salmonella species) 1,150
13.38.A1[A26.20.021.002 |OHK ctpenTokokka (S. agalactiae), kon. 700
13.11.A21A26.20.021.001 |OHK ctpenTokokkoB (Streptococcus species) 700
13.16.A1[A26.05.013.002 |OHK Tokconnasmbl (Toxoplasma gondii) 400
12.5.A1.JA26.05.013.001 |OHK Tokconnasmbl (Toxoplasma gondii) 450
13.16.A2A26.05.013.003 |OHK Tokconnasmbl (Toxoplasma gondii), konn4yecTtBeHHO 500
13.17.A1[A26.20.026.003 |OHK Tpnxomonagpl (Trichomonas vaginalis) 400
13.17.A21A26.20.026.004 |OHK Tpmnxomonagpl (Trichomonas vaginalis), konu4yecTtBeHHO 500
13.3.A2.4A26.20.029.007 |OHK ypeanna3swmel (Ureaplasma parvum) 400
13.3.A6.4A26.20.029.006 |OHK ypeannaswmsbl (Ureaplasma parvum), KONM4eCTBEHHO 500
13.3.A3.4A26.20.029.003 |OHK ypeanna3wmel (Ureaplasma species) 400
13.3.A4.4A26.20.029.010 |OHK ypeannasmsl (Ureaplasma species), Konn4ecTBeHHO 500
13.3.A1.4A26.20.029.008 |OHK ypeannaswmel (Ureaplasma urealyticum) 400




13.3.A5.4A26.20.029.009 |OHK ypeannaswmsbl (Ureaplasma urealyticum), konnyecTBeHHO 500
13.9.A1.1A26.19.070.002 |OHK xenukobakrepa (Helicobacter pylori) 550
13.1.A1.4A26.20.020.003 |OHK xnammguu (Chlamydia trachomatis) 400
13.1.A3.4A26.20.020.005 |OHK xnammnanm (Chlamydia trachomatis), konnyecteeHHO 450
50.0.H69A26.21.032.003 [AHK xnammnaodun n mukonnaam (Chlamydophila pneumoniae,

Mycoplasma pneumoniae) 700
13.18.A1[A26.08.058.001 |OHK untomeranosupyca (Cytomegalovirus, CMV) 400
13.18.A2A26.08.058.002 |OHK untomeranosupyca (Cytomegalovirus, CMV), KonM4ecTBEHHO 500
12.13.A1[A26.05.017.001 |OHK untomeranosupyca (Cytomegalovirus) 500
12.13.A2A26.05.017.002 |OHK untomeranosupyca (Cytomegalovirus), konn4yecTBeHHO 550
17.13.A9A09.05.118.210 |OokcnumknuH IgE, C62 1,150
17.26.A5A09.05.118.463 |domawwHsas nbinb (Greer), h1 1,150
17.7.A7 [A09.05.118.183 |domawHsas nbinb (Holister) IgE, h2 850
17.26.A6A09.05.118.464 |domawHss nbinb (Holister), h2 1,150
17.7.A1 [A09.05.118.182 |domawHsas nbinb t1n (Greer) IgE, h1 700
16.1.A7 [A08.30.006.014 |dononHutensHoe n3rotoBneHue 1 Mukponpenapara 1,250
16.1.A8 [A08.30.006.015 |[JononHuTensHoe M3roToBneHne 2 Mnkponpenaparos 2,050
16.1.A9 [A08.30.006.016 |[ononHurensHoe U3rotoBneHne 3 Mmkponpenaparos 3,100
16.1.A1 [A08.30.006.017 |[dononHurensHoe U3rotoBneHne 5 mmkponpenaparos 4,200
16.1.A2 [A08.30.006.018 |[dononHuTensHoe M3rotoBneHne Mukponpenapara (6-10) 6,150
16.1.A3 [A08.30.006.019 |[ononHuTtensHoe u3rotoBneHne Mukponpenapara (ot 10) 14,750
22.7.A7.1B03.045.038.004|JononHnTenbHbIn y4acTHUK Ne 1 5,500
22.7.A8.1B03.045.038.002[JononH1TENbHBIN y4acTHUK Ne 2 5,500
22.7.A9.1B03.045.038.003|JononHnTenbHbIn y4acTHUK Ne 3 5,500
16.1.A24{A08.30.006.013 |[dopeska ogHoro cteknonpenapara nu3 6noka (Unim) 550
17.22.A3A09.05.118.477 |OpoxxkeBble rpnbbl poga Malassezia IgE (ImmunoCAP), m227 1,250
17.47.A6A09.05.118.084 |Opoxkun nekapckue IgE, F45 700
17.57.A6A09.05.118.308 |dpoxxkn nekapckue IgG, F45 700
17.67.A1A09.05.118.407 |Odpoxokun nekapckue, f45 1,150
17.47.A6A09.05.118.085 |Opoxkun nueHble IgE, F403 700
17.57.A6A09.05.118.309 |Opoxkun nmueHble IgG, F403 700
17.3.A8 [A09.05.118.141 |Oy6 6enbinn (Quercus alba) IgE, T7 700
17.3.A9 [A09.05.118.142 |[Oy6 cmeluaHHbIv (Q. rubra, alba, valentina) IgE, T77 700
22.7.A10B03.045.030 Lybnukar 3aknoyeHus - YCTaHOBEHME poacTBa 450
17.60.A1[A09.05.118.348 |ObiHs IgE (ImmunoCAP), 187 1,200
17.40.A1[A09.05.118.010 |ObiHa IgE, F87 700
17.50.A1[A09.05.118.236 |ObiHs IgG, F87 700
17.4.A1 [A09.05.118.157 |Exa cb6opHas (Dactylis glomerata) IgE, G3 700
17.25.A21A09.05.118.450 |Exa cbopHas, g3 1,250
17.67.A1A09.05.118.408 |XKenatuH kopoBui (n1weBas gobaska E441) IgE (ImmunoCAP), c74 1,150
4.8.A1.2(A09.05.007 >Keneso 300
23.2.A4 |A09.01.007.001.(XKeneso B Bonocax, cnektpometpus (Fe) 1,100
23.1.A4 |A09.05.242.014 [>Kene3o B kpoBu, cnektpomeTpus (Fe) 1,100
23.3.A4 |A09.28.060.007 [Xeneso B Mo4e, cnektpomeTpus (Fe) 1,100
17.48.A21A09.05.118.100 |XKenTok sinyHbin IgE, F75 700
17.58.A21A09.05.118.324 |XKentok simyHbin IgG, F75 700
4.5.A12.1A09.05.129 JKenyHble KNCnoThl 2.400
6.2.A18 |A26.05.016.002 |[XKenyHble kncnoTkbl B Kane 3,050
50.0.H16B03.070.412 YKeHwwuHbl, 1 ypoBeHb (MyTOBUH) 5,400
50.0.H16B03.070.413 YKeHLWuHbI, 2 ypoBeHb (MyTOBUH) 16,050
50.0.H16B03.070.414 YKeHwwuHbl, 3 ypoBeHb (MyTOBUH) 7,600
22.9.A5 [A08.09.002.005 7RMOKOCTHaA OMOMNCKA NPy pake JTerkoro, ba3oBadA (BEHO3HaA KPOBb;

mytauum B reHax EGFR, KRAS, NRAS, BRAF; 3akntoueHne Bpaya -

nabopaTopHOro reHeTnKa No NccrneaoBaTenbCKkoOMy OTHETY) 43,550
22.9.A6 |A08.09.002.004 7RMOKOCTHaA OMOMNCKA NMpy pake JTerkoro, pacllnpeHHadA (BeHO3HadA

kpoBb; MyTauun B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET,

PIK3CA, ROS1; 3akn4eHre Bpaya - NabopaTtopHOro reHeTunka no 223,750
22 8.A12A27.30.183 KnpgkocTHasa buonicns, 57 reHoB (BeHO3Has KPOBb; 3aKIoMeHMe Bpaya -

nabopaTtopHOro reHeTnKa No nccrneaoBaTenbCKkoOMy OTHETY) 79,650
22.8.A2 |A08.18.003.002 7RNOKOCTHaA OUOMCKA: PaK TOJICTOW KNULIKN N MeJTaHOMa (BEeHO3Had

KpoBb; MyTauun B reHax BRAF, KRAS, NRAS; 3akntoueHue Bpayva -

nabopaTtopHOro reHeTnKa No nccrneaoBaTenbCKoOMy OTHETY) 52,250
15.0.D21A08.20.017.002.0>KugkocTHasi umtonorus 2,600
15.2.D2 [A08.20.015.004 [XKngkocTHas LMTONOrMs NyHKTAaTOB MOJIOYHOM XKenesbl 2,100
4.9.H1.2(A12.06.060.007 |>Kupopacteopumble ButamuHsbl (A, D, E, K) 7,150
6.2.A15 |A26.05.016.003 [30HYnvH dekanbHbIN 7,600
6.2.D3.1(A26.19.011.002 [AccnenoBaHue Kana Ha NpoCTeNLNX, aua refisMMHTOB 550
17.13.A1[A09.05.118.218 |N6ynpodeH IgE, C78 1,100
17.3.A11[A09.05.118.143 |MBa (Salix nigra) IgE, T12 700
17.24.A3A09.05.118.447 |/Ba 6enas, t12 1,250




16.2.A5 [A08.20.003.010 [T X AnarHocTnka XpoHu4veckoro aHaomeTputa (dasa nponudepauuu

(CD20/CD138/CD56/HLA-DR)) 11,650
16.0.A10A08.30.013.012 |I'X uccnegoeaxue (1 aHTMTENO) 4,400
16.2.A14A08.30.013.021 |I'X uccnegoeaxue (10 aHTuTen) 39,250
16.2.A6 [A08.30.013.013 |I'X uccnegoaxue (2 aHtutena) 7,900
16.2.A7 [A08.30.013.014 |I'X uccnegoeanue (3 aHtuTena) 11,750
16.2.A8 [A08.30.013.015 |I'X uccnegoeanue (4 aHtutena) 15,750
16.2.A9 [A08.30.013.016 |NI'X uccnegosaxue (5 aHtuten) 19,700
16.2.A10A08.30.013.017 |NI'X uccnegosaxue (6 aHtuTten) 23,550
16.2.A11(A08.30.013.018 |NI'X uccnegosaxue (7 aHtuten) 27,500
16.2.A121A08.30.013.019 |I'X uccnegosaxue (8 aHtuten) 31,450
16.2.A13A08.30.013.020 |I'X nccnegosaxue (9 aHtuten) 35,300
16.2.A2 [A08.20.009.004 |AI'X onyxonu mono4Hou xenesbl (PR/ER/Ki67/Her2 neu) 13,750
16.2.A1 [A08.21.001.005 |NI'X onyxonu npegctatensHou xenesbl (Ck5/P63/AMACR) 13,100
16.2.A15A08.30.013.009 |NI'X nporHocTtmnyeckn mapkep (1 aHTuTeno) 9,900
16.2.A16A08.30.013.010 |AI'X nporHocTmnyeckni mapkep (2 aHtutena) 19,700
16.2.A17/A08.30.013.011 [I"'X nporHoctmnyeckn mapkep (3 aHtutena) 29,500
16.2.A3 [A08.20.003.009 [NT'X peuenTopHoro ctatyca aHOOMETpUS, paclumpeHHoe (dasa

cekpeuun (ER/PR/CD138/CD56/LIF)) 16,500
16.2.A4 [A08.20.003.008 [T X peuenTtopHoro ctaTyca aHOOMETpUS, cTaHAapTHoe (pa3a cekpeummn

(ER/PR/CD138/CD56)) 13,750
22.1.D18A27.30.122 WpeanbHbii Bec. [lneta n puTHeC (BEHO3Hasi KDOBb; FeHETUYECKME

dakTopbl MHAMBUAYanNbHbLIX 0COOEHHOCTEN 0OMEeHa BELLECTB;

3aKIoyeHre Bpaya - nabopaTtopHOro reHeTuka no uccriefoBaTenbCkoMy

oTyerTy)

PPARG2: C>G (rs1801282)

ADRB2: C>G (rs1042714)

ADRB2: A>G (rs1042713) 4,200
17.47.A8A09.05.118.086 |Nmbupsb IgE, F270 700
17.57.A8A09.05.118.310 |Nmbupsb IgG, F270 700
16.2.A21[A08.30.013.005 |MmmyHOormcToxmmmyeckoe uccnegosanme, ALK 15,050
16.2.A200/A08.30.013.001 |MmmyHOormctoxmmmyeckoe uccnegosadme, HER2 neu 8,100
16.2.A23A08.30.039.004 |NmmyHOrMcToxmmmyeckoe uccnegosaxme, PD-L1 15,550
16.2.A22/A08.30.013.022 |MmyHornctoxmmmyeckoe nccnegosatHne, ROS1 11,650
10.0.A5.1A09.05.054.004 |mmyHorno6ynuH G (IgG) 400
10.0.A3.1A09.05.054.002 |mmyHorno6ynuH A (IgA) 400
10.0.A6.1A09.05.054.001 |mmyHorno6ynut E (IgE) 850
10.0.A4.1A09.05.054.003 I/ImmyHornggynMH M (IgM) 400
10.0.D4.1A12.30.012.013 VIMMyHOTpaMMa ba3oBad (CD3, CDJ3/4, CDJ3r8, CDTY, TDTO/00,

CD3/16/56, CD3/HLA-DR, nevikouunTtapHo-T-J1® nHaekc,

vmm};";%?sr nﬂlloppc:ﬂﬂflvlrllH'quc \UIJ\) OO, OO0, O TT, U TOU/IOU 4,300
10.0.D68A12.30.012.014 CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95,

CD3/8/38, nevikounTtapHo-T-J1® MHOEKC, UMMYHOPETYNATOPHbIA UHAEKC.

Bknto4aeT aHann3 KpoBK C NienKoumuTapHon opmMyrnon) 4,700
10.0.09.1A12.30.012.015 [VImmyHorpamma ckpuHuHr (CD3, CD19, CD16/56.

Bknio4aeT aHanns KpoBW C NeNKouMTapHon hopmMyrnon) 2,650
1 OA1 3.‘ A1 23001 2002 VIIVIIVIyHUq}UHU TVITIMTPUBJAVIT RITCTUR RUUVTHUTU MUSTA VT TV

nepundepnyeckon KpoBmM Anst UarHOCTUKN MUHMMANbHOM OCTaTO4YHOM

6onesHn (MOB) meTtogom npotouHon untometpun (JIMN3, ocTpbin

NIeNKO3, MHOXECTBEHHasi MMenoma). MiccnegoBaHue nocne nevyeHust 22,600
1 OA62 A1 23001 2001 VIIVIIVIyHUq}UHU TVITIMTIPUBAAVIT RITCTUR RUUVTHUTU MUST A VI

nepudepunyeckon Kpoeu nNpu numdonponmdepaTmBHbixX 3aboneBaHnsax

MeToa40M NpoToYHoM uutomeTpum (JIM3, ocTpbI Nenkos,

MHOXEeCTBEHHasi Mvenoma). MiccnegoBaHue Ans nepBUYHON MArHOCTUKM 22,600
9.0.A60.4A09.28.030.001.( MmmyHOpmKcaums 6enka beHc-[koHca ¢ naHenbi aHTUCHLIBOPOTOK 3,900
7.2.A12.]1A09.05.203 WHrmbuH B 1,650
17.44.A3A09.05.118.056 |NHpevika IgE, F284 700
17.54.A3A09.05.118.281 |WHpenka IgG, F 284 700
17.64.A1[A09.05.118.384 |WHgelka, msico, f284 1,250
8.0.D2.2(A09.05.130.005 |MHaekc 3gopoBbs npoctaThl (PHI) 4,150
17.40.A1[A09.05.118.011 |Wnxup IgE, F402 700
17.50.A1[A09.05.118.237 |[Wnxup IgG, F402 700
7.6.A1.2(A09.05.056 VHCYyNuH 950
17.13.A7/A09.05.118.207 |WNHcynuH Yenoseveckuin IgE, C73 1,150
50.0.H12B03.058.007 VIHCYNNHOPE3NCTEHTHOCTb 1,100
10.1.A4.JA12.05.109 WHTepnenknH-10 2,350
10.1.A2.JA12.05.108.002 |HTepnelikunH-1b 2,350
10.0.A76/A12.05.108.001 |HTepneliknH-6 (IL-6) 2,400
10.1.A3.1A12.05.108 VHTEepnenknH-8 2,350
50.0.H34B03.014.010 MHdekumm, nepegatoLimecs NonoBbIM NyTeM (KpoBb) 6,750
27.1.A1.1A26.19.096 VMccnegoBaHve aHTureHa nambnui (Giardia intestinalis) B kane 1,150




27.1.A2.1A26.19.020 VMccnegoBaHve aHTureHa xenvkobakrepa (Helicobacter pylori) B kane 1,300
6.2.A12.1A26.19.010.001 |ViccnenoBanve kana Ha NpocTenLIne 1 snua renbMMHTOB METOAOM

oboraweHus (PARASEP) 750
6.2.A5.10A09.19.001 VccnegoBaHve kana Ha CKPbITYH KPOBb 450
27.1.A3.1A26.19.081 VMccnegoBaHuve kana Ha TokcuHbl knoctpuanii (Clostridium Difficile) An B 2,100
8.0.D3.1(A09.19.001.001.(MccnenoBaHne kana Ha TpaHCEPPUH M reMornobuH 1,250
14.1.A5.9A26.20.008.001 [IccnenosaHue Ha buoLeHo3 Bnaranuiia (AmarHoctuka bakrepunanbHOro

BarnHo3a) 2,100
6.2.A4.3(A26.01.017.001 [AccnegoBaHue cockoba Ha SHTepobnos 400
50.0.H14B03.016.005.002|/Iccnenosanne ctepongHoro npouns KpoOBM METOAOM TaHAEMHOM

MacCneKTPOMETPUM 6,900
23.3.A25A09.28.065 Vog B moye, cnektpomeTtpus (1) 1,100
23.2.A21|A09.01.024.001 [Kagmun B Bonocax, cnektpometpus (Cd) 1,100
23.1.A21/A09.05.278.001 |Kagmui B kpoBu, cnekTpomeTpus (Cd) 1,100
23.3.A21/A09.28.083.001 |Kagmuin B moye, cnektpomeTpus (Cd) 1,100
17.45.A1A09.05.118.061 |KaseuH IgE, F78 700
17.55.A1[A09.05.118.286 |KasewnH IgG, F78 700
17.36.A21A09.05.118.484 |Ka3euH, kopoBbe MOJIOKO, anfieprokoMnoHeHT nBos d8, f78 3,400
17.47.A5A09.05.118.087 |Kakao IgE, F93 700
17.57.A5A09.05.118.311 |Kakao IgG, F93 700
17.67.A1A09.05.118.402 |Kakao, f93 1,150
23.2.A2 |A09.01.007.001.(Kanun B Bonocax, cnekrpometpus (K) 1,100
23.1.A2 |A09.05.242.012 |Kanun B kpoBu, cnekTpomeTpus (K) 1,100
23.3.A2 |A09.28.060.005 |Kanun B Mmoye, cnektpomeTpus (K) 1,100
17.66.A1[A09.05.118.396 |Kanbmap IgE (ImmunoCAP), 258 1,250
6.2.A13.1A09.19.013 KanbnpoTtekTuH (B kane) 2,750
23.2.A3 [A09.01.007.001.(Kanbumni B Bonocax, cnekrpometpusi (Ca) 1,100
23.1.A3 |A09.05.242.013 |Kanbuwnii B kpoBM, cnektpomeTpus (Ca) 1,100
23.3.A3 [A09.28.060.006 |Kanbumi B Mo4e, cnektpomeTpus (Ca) 1,100
4.7.A4.2(A09.05.206 KanbLmin NoHM3MpOBaHHbIN 550
4.7.A3.2(A09.05.032 Kanbumn obwuin 300
5.0.D17.4A09.28.012 Kanbuun obimin Mmoym 450
5.1.D03 |B03.025.001.002[Kanbumin-kpeaTMHMHOBOE COOTHOLLUEHNE B PA30BOW NOPLMM MOYM 350
7.5.A2.2(A09.05.119 KanbunToHWH 1,200
17.46.A1[A09.05.118.069 |Kambana IgE, F254 700
17.56.A1[A09.05.118.293 |Kambana IgG, F254 700
17.2.A4 [A09.05.118.113 |KaHapenika (nepo) IgE, E201 700
17.61.A1[A09.05.118.365 |Kanycta 6enokoyaHHas IgE (ImmunoCAP), 216 1,200
17.41.A6/A09.05.118.025 |Kanycta 6pokkonu IgE, F260 700
17.51.A6/A09.05.118.250 |Kanycta 6pokkonu IgG, F260 700
17.41.A7/A09.05.118.026 |KanycTa 6ptoccenbckas IgE, F217 700
17.51.A7A09.05.118.251 |KanycTa 6ptoccensckas IgG, F217 700
17.41.A7/A09.05.118.027 |KanycTta koyaHHas IgE, F216 700
17.51.A7/A09.05.118.252 |KanycTa koyaHHas IgG, F216 700
17.41.A7/A09.05.118.028 |KanycTta usetHas IgE, F291 700
17.51.A7/A09.05.118.253 |KanycTta usetHas IgG, F291 700
50.0.H93B03.015.009 Kapguonorunyeckui 5,250
22.6.D1 |A08.30.029.004 |KapuotunupoBaHue (KONMYECTBEHHbIE U CTPYKTYPHbIE aHOManum 8,200
17.36.A1[A09.05.118.494 |Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1 3,050
17.47.A9A09.05.118.088 |Kappu (npunpaea) IgE, F281 700
17.57.A9A09.05.118.312 |Kappu (npunpasa) IgG, F281 700
17.41.A7/A09.05.118.029 |KapTodpens IgE, F35 700
17.51.A7/A09.05.118.254 |KapTodens IgG, F35 700
17.61.A1[A09.05.118.357 |KapTodens, f35 1,200
17.13.A1[A09.05.118.220 |KeTtonpodueH IgE, C172 1,100
17.43.A6/A09.05.118.050 |Kewhbto IgE, F202 700
17.53.A6/A09.05.118.275 |Kewnto IgG, F202 700
17.60.A1[A09.05.118.345 |KnBu IgE (ImmunoCAP), 84 1,200
17.40.A1[A09.05.118.012 |KnBu IgE, F84 700
17.50.A1(A09.05.118.238 |KuBu IgG, F84 700
4.1.A4.2(A09.05.175 Kucnas docdarasa 300
4.3.A6.2(A09.05.109 Kucnbin anbgal-rnukonpotenH (opo3omykova) 750
17.49.A3A09.05.118.103 |KnenkoBuHa (rntotenH) IgE, F79 700
17.59.A3A09.05.118.327 |KnewnkoBuHa (rntoTeH) IgG, F79 700
17.3.A13A09.05.118.144 |KneH sceHenncTtHbIV (Acer negundo) IgE, T1 700
10.0.074A12.30.012.018 RIIETRA MaMATW N HanBHBIE TD4 TTMMMOLWTEI W X COOTHOLEHNE

(CD3/CD4/45R0+, CD3/CD4/45RA+, ungekc 45RO+/45RA+. BkntoyaeT

aHanus3 KpoBW C NienKoumnTapHon opmMyrnon) 4,850
17.70.A21A09.05.118.461 |Knew gomawHen nbinu D. pteronyssinus, d1 1,150
17.70.A5A09.05.118.462 |Knew, gomaiuHen noinv D.farinae, d2 1,150
17.8.A1 [A09.05.118.185 |Knew-gepmarodar myyHon (D. farinae) IgE, D2 700




17.8.A2 [A09.05.118.186 |Knew-gepmarodpar nepuHHbin (D.pteronyssinus) IgE, D1 700
1.0.06 |B03.016.002.005|KnnHuyecknt aHanus kposwu (5 DIFF) c noacveTomM nenkountapHom

cdopmynbl Bpadom K (BeHo3Has KpoBb) 700
1.2.04 |B03.016.002.008/KnnHuyecknit aHanus kposwu (5 DIFF) c noacveTom nenkountapHou

dopmynbl Bpadom KNI (kanvnnspHas KpoBb) 850
1.0.D1.2(B03.016.002.003|KnunHnyecknii aHanu3 kpoBm 6e3 nevikountapHon popmynbl (BEHO3Has 300
1.2.01 [B03.016.002.006|KnnHnyecknii aHanu3 kposun 6e3 nerkoumtapHon opmynbl 400
1.2.D02 [B03.016.002.007|KnnHuyecknn aHanusa kposu ¢ nevikouutapHon dpopmynoun (5DIFF)

(kanunnsipHasi KPOBb) 500
22 9.A2 |A27.05.061.003 |KnnHn4eckoe cekBeHnpoBaHne 3k30Ma (BEHO3HasA KPOBb; 3aKI0HEHNEe

Bpaya - NabopaTopHOro reHeTuKa No nccnegoBaTeibCkoMy OTHeTy) 52,250
17.40.A1[A09.05.118.013 |Kny6Huka IgE, F44 700
17.50.A1A09.05.118.239 |Kny6Huka IgG, F44 700
17.60.A1[A09.05.118.350 |Kny6Huka, f44 1,200
50.0.H14B03.005.006.002|Koarynorpamma, pacLuMpeHHas 3,650
50.0.H94B03.005.006.001|Koarynorpamma, CKpUHUHT 1,200
23.2.A16A09.01.017.001 [KoBanbT B Bonocax, cnekrpometpus (Co) 1,100
23.1.A16A09.05.271.001 [Ko6anbT B kpoBK, cnektpomeTtpusi (Co) 1,100
23.3.A16A09.28.076.001 [Ko6anbT B Mo4e, cnektpomeTpusi (Co) 1,100
17.2.A5 [A09.05.118.116 |Kosa (snutenun) IgE, E8O 700
17.65.A1[A09.05.118.387 |Ko3be monoko, f300 1,250
17.40.A1[A09.05.118.014 |Kokoc IgE, F36 700
17.50.A1[A09.05.118.240 |Kokoc IgG, F36 700
17.4.A6 [A09.05.118.158 |Konocok gywmncteivi (Anthoxantum odoratum) IgE, G1 700
17.12.A1[A09.05.118.197 |Komap (cem. Culicidae) IgE, 171 700
17.28.A1[A09.05.118.435 |Komap IgE (ImmunoCAP), i71 1,150
22 3.D3.]A27.05.041.004 |Komnnekc «'eHOTMNMpOBaHMe CynpyXeCKOon napbl NO aHTUreHam

rmctocoemectumocTtn HLA Il knacca» 13,700
17.19.H1B03.002.004.036|Komnnekc annepreHoB AepeBbeB (MBa, TONOMb, OnbXa, 6epesa, newmHa) 3,200
17.20.H1B03.002.004.041|Komnnekc annepreHos TpaB (aMbpo3ns 0bbIKHOBEHHAsA, Mapb benas,

NnoJibiHb 0ObIKHOBEHHAs, O4YBaH4YMK, NOOOPOXKHUK) 3,200
22 1.D29A27.30.118 KomnnekcHas reHeTu4eckas AMarHoCTMKa CMHOAPOMA NOMMKNCTO3a

smyHmkoB (CMKA), 6 nokasatenen 7,200
16.2.A24{A08.30.013.023 |KomnnekcHoe UIX nccnegosanne 39,250
13.32.D4A26.05.045.001. ROMTMITEKCHOE nccrieqoBaHne AR MEHWHITOKOKKa, reMOMUITbHON

nanouku, ctpentokokka (Neisseria meningitidis, Haemophilus influenzae,

Streptococcus pneumoniae), ka4 1,650
15.2.A161A08.30.038.001 [KomnnekcHoe nccneposaHue: koakcnpeccus p16 n Kio7 (CINtec PLUS)

1 xumgkoctHag umtonorus (MAI - tecT) 9,900
50.0.H159A09.01.007.001.( ROMIMITEKCHBIN aHalTn3 BOJTOC Ha Hanm4me TaXernbiX METAITJTIOB U

MuUkpoarnemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,

Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 4,050
4.10.D1.1B03.016.025.001 ROMMITEKCHBIN aHalmM3 KpOBM Ha aMWUHOKNCITOTHI (TZ MOKa3aTernen:

AnaHuH, ApruHuH, AcnaparuHoBas kucnota, LutpynnuH, FnyrammHoBasi

kucnota, MnuumH, MetnonmH, OpHnTuH, PeHnnanaduHd, TuposuH, BanuH, 4,400
4.9.H3.9(A12.06.060.014 |KomnnekcHbIi aHanu3 kpoBu Ha BuTamuHbl (A, D, E, K, C, B1, B5, B6, 16,450
23.4.D03 [A09.05.235.005 |KoMnnekcHbI aHanu3 KpoBu Ha BUTaMmuHbl rpynnsl D (25-OH D27 25-OH

D3/ 1,25-OH D3/ 24,25-0OH D3) 8,250
4.9.02.2(B03.016.017.001|KoMnnekcHbI aHann3 KpOBW Ha HEHACHILLIEHHbIE XXUPHBIE KMCIOTbI

cemerictBa Omera-6 (NMHoNeBas KMCNoTa, IMHONIEHOBAs KACNOTa, 4,850
50.0.H19A09.05.242.015 |KOMIITEKCHBIV @HAITN3 MOYA Ha HAITNHNE TSOKETTBIX METAIITIOB W

MuUkpoarnemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,

Fe, Co, Nj, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 4,050
17.29.H4B03.002.004.112|KOoMnoHeHTHast guarHocTuka annepruv Ha MoOsfioko (MOMoKo T2, ka3euH -

anneprokoMnoHeHT f78) 2,750
17.68.A1[A09.05.118.498 |KoHanbbymuH siiua, anneprokoMnoHeHT IgE (ImmunoCAP), f323 nGal d3 3,400
16.0.A15B01.030.001.008|KoHcynbTauus rotoBoro npenapara nepeg UMKX 2,750
16.0.A18B01.030.001.010|KoHcynbTauus rotoBbix npenapatoB (1 nokyc) 3,850
17.2.A6 [A09.05.118.117 |KopoBa (nepxoTb) IgE, E4 700
7.4.A2.2(A09.05.135 KopTtunson 650
7.9.A1 |A09.07.007.002 [KopTu3on B cntoHe (3aknoyeHne Bpada KJ1 no nccnegoeatenbckoMmy 1,200
7.4.A3.4(A09.28.035 KopTtuson moun 950
17.4.A7 [A09.05.118.159 |KocTtpey 6e3ocTbii (Bromus inermis) IgE, G11 700
17.47.A5A09.05.118.089 |Kode IgE, F221 700
17.57.A5A09.05.118.313 |Kodpe IgG, F221 700
17.67.A1A09.05.118.403 |Kodpe, 3epHa, 221 1,150
17.2.A7 [A09.05.118.118 |Kowka (anutenun) IgE, E1 700
17.23.A3A09.05.118.503 |Kowka IgE (ImmunoCAP), €220 (rFel d2) 3,150
17.75.A21B03.002.004.122|KoLuika, anneprokoMnoHeHT Fer d1, IgE 1,850
17.37.A1A09.05.118.502 |KoLuka, anneprokoMnoHeHT, €94 rFel d1 3,500
17.23.A3A09.05.118.426 |KoLika,anntenui n nepxotb, e 2,100




4.5.D3 |B03.016.005.003|KoachdurumeHT ateporeHHOCTU (BKITIOYaeT onpeaeneHne obLuero

xonectepuHa n JINBI) 550
4.8.D3.2(A12.05.019 KoabduumeHT HacbiweHus TpaHceppuHa xerne3om (BKIo4aeT

onpegenenne xenesa n JNKCC) 650
17.66.A1[A09.05.118.394 |Kpab IgE (ImmunoCAP), 23 1,250
17.46.A2A09.05.118.070 |Kpab IgE, F23 700
17.56.A2A09.05.118.294 |Kpab IgG, F23 700
17.4.A26(A09.05.118.160 |Kpanuea asygomHas (Urtica dioica) IgE, W20 700
4.2.A3.2(A09.05.020 KpeaTtnHuH 300
5.0.D1.4(A09.28.006 KpeaTnHuH Mo4mn 300
4.1.A11.JA09.05.043 KpeatunHknHasa (KPK) 350
4.1.A12.JA09.05.177 KpeaTtunHknHasza-MB 500
17.66.A1[A09.05.118.395 |KpeBeTtka IgE (ImmunoCAP), f24 1,250
17.46.A21A09.05.118.071 |KpeBeTku IgE, F24 700
17.56.A2A09.05.118.295 |KpeBeTku IgG, F24 700
23.2.A121A09.01.013.001 |KpemHuii B Bonocax, cnekrpomerpus (Si) 1,100
23.1.A12A09.05.267.001 [KpemHun B kpoBu, cnektpomeTtpus (Si) 1,100
23.3.A12A09.28.072.001 [KpemHun B moye, cnektpomeTtpusi (Si) 1,100
17.2.A8 [A09.05.118.119 |Kponuk (anutenun) IgE, E82 700
17.23.A1[A09.05.118.430 |Kponuk, sanutenui IgE (ImmunoCAP), e82 1,400
17.2.A10A09.05.118.121 |Kpbica (moua) IgE, E74 700
17.2.A12A09.05.118.122 |Kpbica (anutenun) IgE, E73 700
17.2.A9 [A09.05.118.120 |Kphbica IgE, E87 700
17.69.A1[A09.05.118.419 |Kykypysa IgE (ImmunoCAP), f8 1,250
17.67.A1A09.05.118.409 |KyrxyT IgE (ImmunoCAP), f10 1,150
17.47.A4A09.05.118.090 |KynxyT IgE, F10 700
17.57.A4A09.05.118.314 |KynxyT IgG, F10 700
17.44.A3A09.05.118.057 |KypuHoe msico IgE, F83 700
17.54.A3A09.05.118.282 |KypuHoe msico IgG, F83 700
17.2.A13A09.05.118.123 |Kypuua (nepo) IgE, E85 700
17.2.A14A09.05.118.124 |Kypuua (npoTenHbl cbiBopoTkM) IgE, E219 700
17.64.A1[A09.05.118.383 |Kypuua, msico, f83 1,250
17.23.A3A09.05.118.440 |Kypuua, nepbs, €85 1,150
17.47.A9A09.05.118.091 |JlaBpoBhin nuct IgE, F278 700
17.57.A9A09.05.118.315 |JlaBpoBhini niucT IgG, F278 700
4.1.A6.2(A09.05.039 JlakTargervagporenasa (Jidr) 300
4.1.A7.2(A09.05.039.001 |Jlaktatgermgporenasa (JAN) 1, 2 dpakuum 400
18.2.A4.1A09.05.035.007 |JlamMOTpUOKUHBI (TamMuUKTan), KOIMYECTBEHHO 3,750
17.73.A2A09.05.118.465 |Jlatekc IgE (ImmunoCAP), k82 1,150
17.14.A4A09.05.118.514 |JlaTekc IgE, K82 700
4.8.A2.2(A12.05.011.001 |JlaTeHTHas >kene3ocBa3biBakoLasi cnocobHOCTb cbiBopoTkn (JIXKCC) 350
17.4.A28A09.05.118.161 |Jlebena cepetowias (Atriplex canescens) IgE, W75 700
17.4.A37]A09.05.118.162 |Jlebega yeueBuueobpasHas (A. lentiformis) IgE, W15 700
18.2.A13A09.05.035.008 |JleBeTpaueTam, KONMYECTBEHHO 3,400
7.7.A5.2(A09.05.159 JlentuH 1,100
17.3.A14A09.05.118.145 |JlewmHa obbikHoBeHHas (Corylus avellana) IgE, T4 700
17.24.A3A09.05.118.446 |JlewmHa obbikHOBEHHaS, t4 1,250
17.36.A3A09.05.118.488 |JInsoumm sinua, anneprokomnoHeHT, k208 nGal d4 3,400
17.40.A1[A09.05.118.015 |JlumoH IgE, F208 700
17.50.A1[A09.05.118.241 |JlumoH IgG, F208 700
17.60.A1[A09.05.118.338 |JlumoH, f208 1,200
17.3.A31[A09.05.118.153 |Jlvna IgE 2,350
17.24.A3A09.05.118.448 |Jlvna, t208 1,250
4.1.A10.JA09.05.173 Jlunasa 400
50.0.H99B03.016.005.005{/lunngHbii npodunb, 6a3oBbIN 1,200
50.0.H96B03.016.005.006|/InnngHbI npodrib, pacLUMPEHHbIV 3,150
4.5.A8.2(A09.05.027.001 |JInnonpoTeunH (a) 1,250
17.4.A9 [A09.05.118.163 |JlucoxsocT nyroBon (Alopecurus pratensis) IgE, G16 700
17.25.A21A09.05.118.457 |JlucoxsocT nyroeou, g16 1,250
23.2.A9 [A09.01.007.001.¢JIntnn B BOnocax, cnekrpometpus (Li) 1,100
23.1.A9 [A09.05.086 Jlutun B KpoBw, cnekTpomeTpus (Li) 1,100
23.3.A9 |A09.28.060.008 [Jlutun B moye, cnektpometpus (Li) 1,100
5.0.D011.4B03.053.001.002[J/InTOC KOMMIEKCHbIW (BKNOYasi OLEHKY CTENEHN KaMHeobpa3oBaHus) 2,100
5.0.D5.4(B03.053.001.001|/lnTtoc-tecTt (OueHka cTeneHn kamHeobpasoBaHus, MMoko3a, benok, pH) 1,100
17.11.A21A09.05.118.196 |JlnumHkmn Anisakis (Anisakis Larvae) IgE, P4 700
17.46.A21A09.05.118.072 |JlobecTep (omap) IgE, F80 700
17.56.A21A09.05.118.296 |JlobcTep (omap) IgG, F80 700
17.46.A1[A09.05.118.073 |Jlocochb IgE, F41 700
17.56.A1/A09.05.118.297 |Jlococs IgG, F41 700
17.66.A1[A09.05.118.393 |Jlococh, f41 1,250
17.2.A15A09.05.118.125 |Jlowagp (nepxotsb) IgE, E3 700




17.23.A21A09.05.118.428 |Jlowagp, nepxotb IgE (ImmunoCAP), e3 1,400
17.61.A1[A09.05.118.366 |Jlyk IgE (ImmunoCAP), f48 1,200
17.41.A8A09.05.118.030 |Jlyk IgE, F48 700
17.51.A8A09.05.118.255 |Jlyk IgG, F48 700
7.2.A2.2(A09.05.131 JlioTenHunsnpyrowmn ropmoH (J1IN) 650
4.7.A5.2(A09.05.127 Marnui 350
23.2.A5 [A09.01.007.001.(Marnnn B Bonocax, cnekrpometpus (Mg) 1,100
23.1.A5 [A09.05.242.011 |Marnun B KpoBu, cnektpomeTpus (Mg) 1,100
23.3.A5 [A09.28.060.004 |MarHun B Moye, cnektpomeTpus (Mg) 1,100
5.0.D019.4A09.28.060.002 [Marnui mouun 450
7.2.D1.2(A09.05.087.001 [MakponponakTvH (BKMYaeT onpegeneHme nponakTnHa) 1,400
17.60.A1[A09.05.118.353 |ManuHa IgE (ImmunoCAP), 343 1,200
17.60.A1[A09.05.118.355 |Manro IgE (ImmunoCAP), f91 1,200
17.40.A1[A09.05.118.016 |MaHro IgE, F91 700
17.50.A1[A09.05.118.242 |MaHro IgG, F91 700
17.40.A1[A09.05.118.022 |MaHgapwH IgE 1,150
17.60.A1[A09.05.118.337 |MaHgapwuH IgE (ImmunoCAP), 302 1,200
23.2.A15A09.01.016.001 |MapraHey B Bonocax, cnekrpometpusi (Mn) 1,100
23.1.A15A09.05.270.001 [MapraHey B kpoBwu, cnektpometpusi (Mn) 1,100
23.3.A15A09.28.075.001 [MapraHey B moye,cnektpometpust (Mn) 1,100
7.5.A5.20A09.05.296 Mapkep bopmmpoBaHus KocTHoro matpukca PTNP

(N-TepMurHanbHbIA nponenTug npokonnareHa 1 tmuna) 1,850
50.0.H19B03.058.004 Mapkepbl 0cTeonoposa, GUMOXMMUYECKUI 6,500
17.4.A29A09.05.118.164 |Mapb 6enas (Chenopodium album) IgE, W10 700
17.47.A1[A09.05.118.092 |Macno nogconHeyHoe IgE, K84 700
17.57.A1A09.05.118.316 |Macno nogconHevHoe IgG, K84 700
4.7.A8.2(A09.05.273 Menpb 500
23.2.A8 |A09.01.019.001 [Megpb B Bonocax, cnekrpomeTpus (Cu) 1,100
23.1.A8 |A09.05.273.001 [Megb B kpoBu, cnekTpomeTpus (Cu) 1,100
23.3.A8 |A09.28.078.001 [Megp, cyToyHas akckpeums, (Cu) 1,100
17.35.09B03.002.004.007|MecTHble aHecTeTnkn Ne 1 ApTukamH/CkaHgoHecT, IgE 2,350
17.35.D1B03.002.004.008|MecTHble aHecTeTnkn Ne 2 HoeokanH/[lngokavH, IgE 2,350
50.0.H12A09.28.023.002 [MeTabonuTbl 3CTPOreHOB 1 X COOTHOLLEHNE B PA30BOM NOPLUN MOYM 9,000
17.46.A2A09.05.118.074 |Mugus IgE, F37 700
17.56.A21A09.05.118.298 |Mugus IgG, F37 700
5.0.D1.4{A09.05.011.002 [MvkpoanbbymuH B pazoBou nopLmmn mo4n (anbbymMnH-kpeaTMHMHOBOE

COOTHOLLEHNE) 450
5.0.D014.4A09.28.003.003 [MwukpoanbGymmnH Mouu 450
11.6.A1.1A26.06.082.012 |Mukpopeakums Ha cucpunuc kayectseHHo (RPR) 500
6.3.07.1(A26.01.011 Mukpockonuyeckoe nccnenoBaHme BONIOC Ha Hanm4ume naToreHHbIX

rpMboB, CKPUHMHT 550
6.3.D15.1A12.21.004.001 [MwukpockonMyeckoe nccrnegoBaHMe Maska-oTneyaTka ronoBky nosoBoro 450
6.3.A6.1(A26.01.018 Mukpockonuyeckoe nccnegosanue Ha Jemogekc (Demodex) 500
6.5.D01 |A08.08.002.002 |Mwukpockonu4eckoe nccrnegoBaHne HasanbHOro cekpera (Ha 600
6.3.D5.1(A26.01.033 Mukpockonuyeckoe nccneaoBaHne HOFTEBbIX MNAacTUHOK Ha Hanuine

NaToreHHbIX rPU60oB, CKPUHUHT 550
6.3.D03.5(A12.20.001 Mwukpockonuyeckoe nccrnegoBaHne OTAeNnsieMoro Bnaranvua 450
6.3.012.{A12.19.006 Mwukpockonuyeckoe nccnegoBaHne OTAeNsieMOro NPSIMOM KULLIKK 450
6.3.D1.5(A12.28.015 Mukpockonunyeckoe nccnegoBaHme oTaensemMoro yperpbl 450
50.0.H51A26.20.006 Mukpockonuyeckoe nccnenoBaHUe OTAENSIEMOrO YpOreHMTanbHoro

TpakTa (LepBUKanbHbIV KaHan+Bnaranvwe+yperpa) 650
50.0.H59dA12.28.015.003 |MvKkpockonunyeckoe nccneagoBaHue OTAENSEMOrO ypOreH!TanbHoro

TpakTa(uepBuKanbHbIV KaHan + BRaranuue) 600
6.3.D2.5(A12.20.001.001 [MuKpocKkonn4yeckoe nccrnegoBaHe oTaensiemMoro LepBuKanbHoro kaHana 450
6.3.016.1A12.21.005.001 |Mwukpockonmyeckoe uccnegoBaHne cekpeta npeacraTernbHOM xenesbl 500
6.3.014.{A12.21.005 MwuKpockonu4eckoe nccnegoBaHne cekpeTa npeacraTenbHOM Xenesbl B 450
6.3.D6.31A26.01.015 Mwukpockonnyeckoe nccrnegoBaHne COCKObOB KOXW Ha Hann4dme

NaToreHHbIX rpUb0oB, CKPMHUHT 550
17.63.A1A09.05.118.376 |MuHgans IgE (ImmunoCAP), f20 1,200
17.43.A5A09.05.118.051 |MwuHgans IgE, F20 700
17.53.A5A09.05.118.276 |MuHgansb IgG, F20 700
4.3.A1.2(A09.05.006 Mwvorno6uH 850
22 6.A5 [A08.30.029.005 |MonekynspHoe kapuoTunnuposaHue matepuana abopTyca

(XPOMOCOMHBIV MMKPOMAaTPUYHbIV aHanus, OnTruma) 16,400
23.2.A20A09.01.023.001 |MonubaeH B Bonocax, cnekrpometpusi (Mo) 1,100
23.1.A20A09.05.277.001 [MonnbaeH B kpoBwu, cnektpometpusi (Mo) 1,100
23.3.A20A09.28.082.001 [MonnbaeH B moye, cnektpomeTtpusi (Mo) 1,100
17.45.A7/A09.05.118.062 |Monoko kunsdeHoe IgE, F231 700
17.55.A7/A09.05.118.287 |Monoko knnsideHoe IgG, F231 700
17.65.A1[A09.05.118.390 |Monoko kunsiyeHoe, f231 1,250
17.45.A6A09.05.118.063 |Monoko koposbe IgE, F2 700




17.55.A6A09.05.118.288 |Monoko koposbe IgG, F2 700
17.65.A1A09.05.118.386 |Monoko, f2 1,250
4.4.A3.2(A09.05.207 MonoyHas kucnora (nakrar) 700
17.12.A21A09.05.118.198 |Monb (cem. Tineidae) IgE, 18 700
17.28.A21A09.05.118.438 |Monb IgE (ImmunoCAP), i8 1,150
50.0.H19B03.058.005 MOHWTOPUWHT NeYeHns 0cTeonoposa 4,300
17.41.A7/A09.05.118.031 |MopkoBb IgE, F31 700
17.51.A71A09.05.118.256 |MopkoBb IgG, F31 700
17.61.A1[A09.05.118.356 |MopkoBb, f31 1,200
17.2.A16A09.05.118.126 |Mopckas cBuHka (anutenun) IgE, E6 700
17.23.A4A09.05.118.429 |Mopckas cBuHKa, anutenuii IgE (ImmunoCAP), e6 1,400
17.28.A3A09.05.118.437 |Motbinb IgE (ImmunoCAP), i73 1,150
4.2.A5.2(A09.05.018 MouyeBas kucnora 300
5.0.D16.4A09.28.010 MouyeBasi Kucrnora mMo4m 300
4.2.A4.2(A09.05.017 MoueBunHa 300
5.0.D015.4A09.28.009 MouyeBrHa Mo4mn 300
17.12.A3A09.05.118.199 |Mouwwkn kpacHon nnunHka(Chironomus plumosus) IgE,[73 700
50.0.H16B03.070.415 My4mHbl, 1 ypoBeHb (MyTOBUH) 5,350
50.0.H16B03.070.416 MyX4mHbl, 2 ypoBeHb (MyTOBUMH) 11,200
50.0.H16B03.070.417 My4mHbl, 3 ypoBeHb (MyTOBUH) 7,550
17.49.A3A09.05.118.104 |Myka rpeyvHeBas IgE, F11 700
17.59.A3A09.05.118.328 |Myka rpeyHeBas IgG, F11 700
17.49.A3A09.05.118.105 |Myka kykypy3Hasi IgE, F8 700
17.59.A3A09.05.118.329 |Myka kykypy3Has IgG, F8 700
17.49.A3A09.05.118.106 |Myka oBcsHas IgE, F7 700
17.59.A3A09.05.118.330 |Myka oBcsiHas IgG, F7 700
17.49.A3A09.05.118.107 |Myka nweHnuyHas IgE, F4 700
17.59.A3A09.05.118.331 |Myka nweHuyHas IgG, F4 700
17.49.A4A09.05.118.108 |Myka pxaHas IgE, F5 700
17.59.A4A09.05.118.332 |Myka pxaHas IgG, F5 700
17.49.A4A09.05.118.109 |Myka ssumeHHas IgE, F6 700
17.59.A4A09.05.118.333 |Myka ssumeHHas IgG, F6 700
17.12.A4A09.05.118.200 |MypaBel pbixuii (Solenopsis invicta) IgE, 170 700
17.2.A17/A09.05.118.127 |Mbiwb IgE, E88 700
23.2.A18A09.01.021.001 |Mbiwbsk B Bonocax, cnekrpomeTpusi (As) 1,100
23.1.A18A09.05.275.001 |MblwbsK B KpoBM, cnektpomeTpust (As) 1,100
23.3.A18A09.28.080.001 |Mbiwbsk B MoYe, cnektpomeTpus (As) 1,100
17.64.A1[A09.05.118.382 |Msico kponuka IgE (ImmunoCAP), 213 1,250
17.47.A9A09.05.118.093 |MsrTa IgE, F405 700
17.57.A9A09.05.118.317 |MsrTa IgG, F405 700
17.4.A10A09.05.118.165 |Msatnuk nyroeow (Poa pratensis) IgE, G8 700
17.25.A21A09.05.118.458 |MsaTnuk nyrosou, g8 1,250
23.2.A1 |A09.01.007.001.(HaTpun B Bonocax, cnekrpometpus (Na) 1,100
23.1.A1 |A09.05.242.010 [Hatpui B kpoBu, cnektpomeTpus (Na) 1,100
23.3.A1 |A09.28.060.003 [Hatpui B Mmo4e, cnektpomeTpus (Na) 1,100
4.7.D1.2(A09.05.030.001 |Hatpwun, kanun, xnop (Na/K/Cl) 500
5.0.D2.4({A09.28.014.001 |[Hatpwuir, kanuin, xrnop mo4n (Na/K/Cl) 300
4.3.A11.1A09.05.256.001 |Hatpunypetnyeckuii nentug B (BNP) 3,200
8.0.A11.JA09.05.246 HenpoH-cneunduyeckas eHonasa (NSE) 1,300
4.9.D1.9(B03.016.017.003|HeHacbILLEeHHbIe XUpHbIe KUCNOThl cemenctsa Omera-3

(3MKo3aneHTaeHoBas KMCIoTa, Joko3arekcaeHoBas knucnorta, ButamuH E 5,600
50.0.H98B03.025.001.003|Hedponornyeckmin, GUOXMMUYECKUIA 1,750
23.2.A17/A09.01.018.001 |Hukenb B Bonocax, cnekrpometpust (Ni) 1,100
23.1.A17/A09.05.272.001 [Hukenb B kpoBu, cnektpometpust (Ni) 1,100
23.3.A17/A09.28.077.001 [Hukenb B moye, cnektpomeTpust (Ni) 1,100
26.2.A7 |A27.20.001 FVITTC - TZ CWHAPOMOB (I EHOMEL ) (LUETTEHas KPOBE, CKPVMAVIHAT XPOMOCOM

13, 18, 21, X, Y y nnoga, HOCMTENbCTBO r€HOB HacrneaCTBEHHbIX

3abosieBaHWI Y MaTepU; 3aKyeHne Bpaya - NabopaTtopHOro reHeTunka 40,300
26.2.A8 |A27.20.001.003 HVITTC 5 - AR TeCT Ha 5 CMHOPOMOB (T eHOMe[]) (LeTTbHadA KPOBb;

CKPUHUHT XpomocoM 13, 18, 21, moHocomus X, c-m KnanHdenbTepa;

3aKNn4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBaTesibCkomMy 30,150
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13, 18, 21, X, Tpycomuu y nrnopa, MMKpoAeneunoHHble CUHAPOMBI,

HOCUTENbLCTBO FEHOB HAcneACTBEHHbIX 3ab6orneBaHuin y maTtepu;

3aKkn4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBaTesibCkomMy 44,500
26.2.A6 |A27.20.001.002 |HWITT T21 (TeHomen) (LuenbHas KpoOBb; CKPUHWUHT 2T XpOMOCOMBI,

cungpoma layHa) 22,300
17.13.A1[A09.05.118.471 |HuctatuH IgE, C122 1,250
17.42.A4A09.05.118.043 |HyT (Typeukui ropox) IgE, F309 700
17.52.A4A09.05.118.268 |HyT (Typeukun ropox) IgG, F309 700
4.8.H1 [B03.005.013.001/ObmeH xenesa (xeneso, JDKCC, OXKCC, koaddULMNEHT HacbILLEHNS

TpaHcdeppmHa Xenesom) 900




50.0.H99B03.016.008.002|O6cnenoBaHve nevenHmr 3,150
50.0.H11B03.016.008.001|O6cnegoBaHne neyeHun, 6a3oBbin 1,450
50.0.H10B03.058.001.004| O6cnegoBaHme LMTOBUAHON Xenesbl 6,200
50.0.H22B03.058.001.003/O6cnegoBaHme LWMTOBUAHON Xenesbl, CKPUHWUHT 3,150
4.8.D1.2(A12.05.011 ObLaqa xene3ocBsa3biBaloLLas cnocobHoCTb cbiBOpoTkU (OXKCC)

(BkntoyaeT onpegenenune xenesa, JXKCC) 500
6.2.01.1(B03.016.010 O6wui aHanu3 kana (konporpaMma) 850
6.5.02 [A12.09.010 O6LWwmn aHanM3 MoOKpoThbl 550
6.1.D1.4(B03.016.006 O6Lwmn aHanmM3 Mo4yn 400
6.3.08.6(A12.04.001.001 |ObLwm1 aHann3 cMHOBUANbHOW XNOKOCTU (MUKPOCKOMMUYECKOE

nccrnegoBaHe+MakpoCKoNM4Yeckoe ncenegoBaHme) 500
4.2.A2.2(A09.05.010 O6wwui 6enok 300
5.0.D013.4A09.28.003.002 [O6wmin 6enok moym 200
7.3.A7.2(A09.05.090.001 [O6wmi 6eta-XI'Y (anarHocTtrka 6epeMeHHOCTIN, OHKOMapKep) 700
17.48.A4A09.05.118.101 |OBanbbymuH IgE, F232 700
17.58.A4A09.05.118.325 |OBanbbymuH IgG, F232 700
17.36.A6A09.05.118.486 |OBanbbyMuH sariLa, anneprokoMnoHeHT, 232 nGal d2 3,050
17.4.A11[A09.05.118.166 |OBec kynbTMBMpPOBaHHbIN (Avena sativa) IgE, G14 700
17.69.A1A09.05.118.416 |OBec, oBcsiHast Myka, f7 1,150
17.48.A5A09.05.118.102 |OBomykong IgE, F233 700
17.58.A5A09.05.118.326 |OBomykoug IgG, F233 700
17.36.A1/A09.05.118.487 |OBomykoua sinua, anneprokomnoHeHT nGal d1, 233 3,400
17.25.A21A09.05.118.451 |OBcsiHMua nyrosasi, g4 1,250
17.4.A121A09.05.118.167 |OBcsiHHMUa nyroBas (Festuca elatior) IgE, G4 700
17.2.A21[A09.05.118.128 |OBua (sanutenun) IgE, E81 700
17.23.A5A09.05.118.441 |OBua, anutenun IgE (ImmunoCAP), e81 1,400
17.61.A1[A09.05.118.360 |Orypeu IgE (ImmunoCAP), f244 1,200
17.41.A7/A09.05.118.032 |Orypeuy IgE, F244 700
17.51.A7/A09.05.118.257 |Orypeu IgG, F244 700
17.4.A31[A09.05.118.168 |OpyBaHuuk (Taraxacum officinale) IgE, W8 700
17.25.A1/A09.05.118.455 |OgyBaH4mk, w8 1,250
60.30.H3A26.19.069.001.¢ OKA-TecT (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus

A/Norovirus 2/Astrovirus ) 2,300
5.0.A20.4A09.28.018.002 [Okcanatbl B Mo4e 1,550
17.3.A17/A09.05.118.146 |Onbxa (Alnus incana) IgE, T2 700
17.24.A3A09.05.118.445 |Onbxa cepas, t2 1,250
17.36.A1A09.05.118.495 [Omera-5 I'mnaaunH nweHunupl, anneprokoMmnoHeHT IgE (ImmunoCAP),

f416 rTria19 3,050
22 8.A7 |A27.30.206 OnkoKapTa, 57 reHoB (onyxoneBas TkaHb; 3aKI0MeHMe Bpaya -

nabopaTtopHOro reHeTnKa No nccrneaoBaTenbCKoOMy OTHETY) 52,250
22 8.A13A27.30.207 OnkoKapTa, 60 reHoB (onyxoneBas TkaHb; 3aKI0MeHMe Bpaya -

nabopaTtopHOro reHeTnKa No nccrneaoBaTenbCKkoMy OTHETY) 56,150
50.0.H10B03.016.004.016| OHKONOrMYEeCKUN NS XKEHLWMWH, BUOXMMUYECKNIA 5,350
50.0.H10B03.016.004.015[OHKONOrMYECKUIN ANt MY>KYUH, BUOXUMUYECKMIA 4,250
2.0.A5.2(A12.05.007.005 |Onpegenenne Kell anturena (K) 1,100
50.0.H11A27.30.120 onpegerieHne SNF B reHe IL Z8B YelioBeKa

IL28B: C>T (rs12979860)

IL28B: T>G (rs8099917) 1,800
18.1.D1.]A09.05.036.008 |OnpeneneHne ankorons B KPOBU 200
11.7.A2 Onpegenexuve aHtuten k BUY-1/BUNY-2 (ana nHOCTpaHHbIX rpaXxaaH) 2,350
9.0.A57.JA12.06.026.001 [Onpegenexune aHtuten k p.Kactna - BHyTpeHHeMmy dakTopy (AB®P) 1,650
23.9.A1 |B03.016.016.001| Onpenenenve mnkpobroLieHo3a METOAOM XPOMaTO-Macc-

cnektpometpun (MCMM) no Ocunosy I".A. 6,100
22.8.D5 |A27.30.001 OnpefgeneHne mukpocaTennmMTHon HectabunbHocTu, MST (onyxonesas

TKaHb; 3aKI4YeHne Bpaya - 1abopaTopHOro reHeTmka no 7,850
1.1.A34.1A27.05.012 Onpegenenne mytaunmn V617F B 14 3k30He reHa Jak-2 KMHasbl, KayecT. 3,300
1.1.A35.]A27.05.012.001 |Onpegenenne mytauumn V617F B 14 3k30He reHa Jak-2 KMHasbl, KONuy. 3,950
22.8.D1 |A27.30.008.004 |Onpenenenve mytaumm B reHe BRAF (V600), onyxonesast TKaHb 11,650
22 8. A10A27.30.016.009 |Onpenenenve mytaunm BRAF, KRAS, NRAS (onyxonesas TkaHb;

3aKNn4YeHne Bpaya - 1TabopaTopHOro reHeTuka No nccnegoBaTesibCkomy 14,400
22 8.A3 [A27.05.040.001 |Onpenenenve mytauumn B reHax BRCAT, BRCA2, PALB2 (onyxonesas

TKaHb; 3aKI4YeHne Bpayva - 1abopaTopHOro reHeTmka no 26,150
22 1.D0294A27.05.040.002 |Onpenenenve mytaumm B reHax: BRCAT (11 mytaunn), BRCAZ (3

myTaummn), PALB2 (1 mytaums), CHEK2 (4 mytauun), NBN (1 myTaums), 8,950
22.8.D4 |A27.30.016.001 |Onpegenenune mytauuin B reHe EGFR, KpoBb (>kugkocTHas bruoncus) 26,200
22.8.D2 [A27.30.016 Onpegenenne mytaumn B reHe EGFR, onyxoneasi TKaHb 15,000
22.8.D3 [A27.30.006 Onpegenenne mytaumn B reHe KRAS, onyxonesast TkaHb 11,650
22.8.A9 [A27.30.007 Onpegenenve mytaunn B reHe NRAS, onyxoneas TkaHb (3akntiodeHne

Bpaya - NabopaTopHOro reHeTuKa No nccnegoBaTeilbCkoMy OTHeTy) 10,500
2.0.D2.2(A12.05.007.006 [Onpenenenne Hanu4ins aHtureHos sputpountoB C, ¢, E, e, CW,Kun k 1,100
4.9D3 [A09.05.264.001 [Onpenenenve Omera-3 nHaexca (OLeHKa pucka BHe3anHon cepaeyHon

CMepTU, MHdapKTa MMoKapda 1 ApYrux cepaeyHO-CoCcyancTbIX 5,250




26.3.A1 [A27.20.001.007 |Onpenenenve nona nrnoa (BbiiBNeHNe pparMeHToB Y-XpOMOCOMbI

nnoga no KpoBu matepm) 7,200
9.0.A62.1JA09.05.054.005 |Onpegenexve cogepxaHus nogknacca lgG4 1,800
22 8.A159A27.30.018.003 |Onpenenexune TpaHcnokaunu reHa ROS1, FISH (onyxonesas TkaHb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBaTesibCkomy 19,650
22 8. A14A27.30.017.010 |Onpenenenve TpaHcnokauun reHa ALK, FISH (onyxonesas TkaHb;

3aKkNn4YeHne Bpaya - 1abopaTopHOro reHeTrKa No nccnegoBaTesibCkomy 19,650
22.8.A16A09.28.087 Onpegenexuve ypoBHsi akcnpeccuu reHa PCAS (MpocTa - Tecr) 8,300
5.0.D10.JA09.28.018 OnpefeneHne XMMU4eCKOro coctaBa Mo4yeBoro koHkpemeHta (VK-

CnekTpomMeTpust) 6,150
8.0.A18.1A09.19.014 OnyxoneBast nupyeaTtknHasa Tu M2 (B kane) 2,850
8.0.A17.1A09.05.300 Onyxonesbii mapkep HE 4 1,300
13.30.D4A26.08.020.001.4 . ./  —Pvm

(PHK pecnupartopHocnHuutuansHoro Bupyca/ PHK metanHeBmoBupyca/

PHK naparpunna (tunos 1, 2, 3 un 4)/ PHK kopoHasupycos/ PHK

puHoOBMpycoB/ OHK ageHoBupycos (rpynn B, C n E) AHK 2,400
5.1.A35 |B03.016.018.001|OpraHuyeckme kucnotbl B Moye(60 nokasatenen) 11,150
7.5.A6.201 Ocrtasa 950
75A32 A0905224 eaLigﬁalﬂ?#rl:I:ﬂH TCAUB U TrZDU M OUTT 20 TI Ad MicTadOUTTVT3IVI 950
22.1.D2§A27.05.045.002 aHTUAenpeccaHToB MHIMGUTOPOB 06paTHOro 3axeaTa

CepoTOHMHa/HOpagpeHanuHa — acuMTanonpam, umtanonpam,

cepTpanvH, QnBOKCAMVH, MAPOKCETMH, BeHNadakCuH (CrnwoHa) 6,900
50.0.H11A27.05.002.003 |1 'aKET «UR>

F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025) 1,100
50.0.H11A27.05.002.005 |BRCA1: 185delAG (rs80357713)

BRCA1: 4153delA (rs80357711)

BRCA1: 5382insC (rs80357906)

BRCA1: 3819del5 (rs80357609)

BRCA1: 3875del4 (rs80357868)

BRCA1: 300T>G (rs28897672)

BRCA1: 2080delA (rs80357522)

BRCAZ2: 6174delT (rs80359550)

MTHFR: 677C>T (rs1801133)

MTHFR: 1298A>C (rs1801131)

MTR: 2756A>G (rs1805087) - 9,100

F5: 1691G>A (rs6025)

F7: 10976G>A (rs6046)

F13A1: 103G>T (rs5985)

FGB: -455G>A (rs1800790)

ITGA2: 807C>T (rs1126643)

ITGB3: 1565T>C (rs5918)

PAI-1: -675 5G>4G (rs1799889)

MTHFR: 677C>T (rs1801133)

MTHFR: 1298A>C (rs1801131) 9,650
22 8.A4 [A27.30.179 [Tanenb "XeHckne HacnenCcTBeHHbIE OMyxonu” (BEeHO3Has KPOBb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrKa No nccnegoBarTesibCkomy 50,400
22 9 A11A27.05.061.026 |TTaHenb "3aboneBaHns coeanHUTENbHOM TKaHU" (BEHO3HAas KPOBb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBaresibCkomy 45,800
22 9 A124A27.05.061.027 |TTaHens "HacnenctBeHHas TyroyxoCcTb" (BEHO3Hast KpOBb; 3aKNioHeHne

Bpaya - NabopaTopHOro reHeTnKa No nccnegoBaTenlbCkoMy OTHeTy) 45,800
22 9 A13A27.05.061.031 |TTaHenb "HacnencTteeHHble 3aboneBaHns rna3” (BeHo3Has KpoBb,

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBaTesibCkomy 45,800
22 9 A14A27.05.061.035 |TTaHens "HacnencteeHHble 3aboneBaHns JKKT" (BeHO3Has KpOBb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBaTesibCkomy 45,800
22 9. A15A27.05.061.032 |TTaHens "HacnencteeHHble 3aboneBaHnst NoYek” (BeHO3Has KPOBb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBarTesibCkomy 45,800
22 9.A16/A27.05.061.033 |TTaHenb "HacneacteeHHble 3abonesaHnsa cepaua’ (BeHO3Has KPOBb;

3aKN4YeHne Bpaya - 1abopaToOpHOro reHeTrka No nccnegoBarTesibCkomMy 45,800
22 9. A17B03.006.004 [MTanenb "HacnencTBeHHble HapyLleHns obmeHa BelecTB” (BeHO3Hasd

KPOBb; 3aKI4YeHMEe Bpaya - 1abopaToOpHOro reHeTuka no 45,800
22 8.A8 [A27.30.182 IMaHenb "HacnencTBeHHble onyxonesble CUHAPOMbI" (BEHO3HasA KPOBb;

3aKN4YeHne Bpaya - 1abopaTopHOro reHeTrKa No nccnegoBaresibCkomy 50,400
22 9 A19A27.05.061.014 |TTaHens "HacnencTtBeHHble anunencun” (BeHO3Has KPOBb; 3aKM0YeHne

Bpaya - N1abopaTopHOro reHeTuKa No nccnegoBaTeibCkoMy OTHeTy) 45,800
22 8.A5 [A27.30.180 [MaHenb "HacneacTBeHHbIM pak MONOYHOM ene3bl” (BEHO3Has KPOBb;

3aKN4YeHne Bpaya - 1TabopaToOpHOro reHeTrKa No nccnegoBaTesibCkomMy 50,400
22 8.A6 |A27.30.181 [Tanenb "HacrneocTBEHHbIM pak TONCTON KULIKU" (BEHO3Has KPOBb;

3aKkNn4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBaTesibCkomy 50,400




22 9 A200A27.05.061.028 |[TaHens "HenpopereHepaTtnBHble 3abonesaHnsa” (BEHO3HasA KPOBb;

3aKN4YeHne Bpaya - 1TabopaTopHOro reHeTrka No nccnegoBaTesibCkomMy 45,800
22 9. A211A27.05.061.030 |[TaHenb "HepBHO-MbILLEYHbIE 3aD0neBaHNs" (BEHO3HAs KPOBb;

3aKN4YeHne Bpaya - 1TabopaToOpHOro reHeTrka No nccnegoBarTesibCkomMy 45,800
22 9. A23A27.05.061.029 |[TaHenb "YMCTBEHHas oTCTanocTb U ayTnaMm” (BEHO3Has KPOBb;

3aKN4YeHne Bpaya - 1TabopaToOpHOro reHeTrka No nccnegoBaTesibCkomy 45,800
22 9 A24A27.30.178 [MaHernb "®akomMaTo3bl U HacrneACTBEHHbIN paK' (BEHO3HAas KPOBb;

3aKN4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBaTesibCkomMy 45,800
17.19.A3B03.002.004.037|Tanenb annepreHoB aepesbeB Ne T IgE (kneH aceHenucTHbIN, Bepesa,

B3, YO, rpeuKkmii opex) 1,400
17.19.A2B03.002.004.038| Tanenb annepreHos aepesbeB Ne 2 IgE (krneH AsCeHenncTHbIN, ToMonb,

B3, Ay0, NnekaH) 1,400
17.19.A3B03.002.004.039| Tanenb annepreHos aepesbeB Ne 5 IgE (onbxa, nelimHa obbIKHOBEHHas,

BSI3, MBA, TOMNOJb) 1,400
17.19.A3B03.002.004.040|TTaHens annepreHos AepesbeB Ne 9 IgE (onbxa, bepesa, newyHa

00bIKHOBEHHas, Ay6, nea) 1,400
17.27.A8B03.002.004.098|TTaHenb annepreHos aetckon cmecu IgE (ImmunoCAP), x5 (benok amnua

(f1), monoko (f2), peiba (f3), nwennua (f4), apaxuc (f13), cos (f14)) 1,850
17.15.A6 B03.002.004.032| TaHenb annepreHoB *uBOTHbIX N2 T IgE (anntenum KoKW, NepxoTb

nowagn, NepxoTb KOPOBbI, NEPX0Tb cobakm) 1,400
17.15.A7B03.002.004.03 3| Tanenb annepreHos xnBOoTHbIX Ne 70 IgE (anuTennmn Mopckon CBUHKK,

ANUTENUIA KPONMKA, XOMSIK, KpbiCa, MblLUb) 1,400
17.27.A8B03.002.004.087|TTaHenb annepreHoB X1BOTHbIX, €x2 (koLLKa, nepxoTb (eT), cobaka,

nepxotb (€5), Mopckas cBuUHKA, anuTenui (e6), kpbica (e87), Mblwb (€88)) 1,750
17.27.A3B03.002.004.088|TTaHenb annepreHoB XnBOTHbIX, ex/ 1 (nepbs nTuL: ryca (e70), Kypuubl

(e85), ytkn (€86), nngenkm (€89)) 1,250
17.27.A4B03.002.004.086|1 TaHenb annepreHoB XMBOTHbIX, anuTenuu, exT (Kowwka, nepxoTsb (eT),

Cobaka, nepxoTb (e5), Jlowagp, nepxotb (e3), Koposa, nepxotb (e4)) 1,750
17.15.A8B03.002.004.034|Tanenb annepreHos xueoTHbIX/nepbsa ntul/ Ne 71 IgE (nepo rycsa, nepo

KypuLbl, NEPO YTKW, NEPO MHAKA) 1,400
17.15.A9B03.002.004.035| laHenb annepreHos xuBoTHbIX/Nepbsa nTu/ Ne 72 IgE (nepo

BOJTHUCTOrO nonyrasi, nepo nonyrasi, Nnepo KaHapewku) 1,400
17.27.A8B03.002.004.090|TTaHens annepreHos k cMecu nbinbLbl AepeBbeB IgE (ImmunoCAP), tx5

(onbxa cepas (12), newmHa (t4), Bas (18), nea (t12), Tononb (114)) 1,750
17.27.A8B03.002.004.091 ITaHenb anrnepreHoB K CMeCH NMbIIbLbI AepeBbeB IgE (IMMUNOTAF), TXO

(kneH ssiceHenucTHbIN (t1), 6epesa 6oponasyaTas (t3), Gyk

KPYMHOMMCTHbIN (t5), Ay (17), rpeukunin opex (t10)) 1,750
17.27.A4B03.002.004.089|NaHenb annepreHoB K CMeCcK NbifbLbl 4epeBLEB, tx9 1,750
17.27.A4B03.002.004.092|MNaHenb annepreHoB K CMeCK NblbLbl 311aKOBbIX TpaB, gx1 1,750
17.27.A6B03.002.004.097|TTaHens annepreHos mopenpoayktbl IgE (ImmunoCAP), X2 ( peiba (f3),

KpeBeTku (f24), ronybas muaus (f37), TyHey (f40), nocochk (f41)) 1,850
17.27.A6 B03.002.004.100|TTaHens annepreHos myka 3nakosbix IgE (ImmunoCAP), ix20 (nweHnua

(f4), poxb (f5), sumeHsb (f6), puc (f9)) 1,850
17.27.A6B03.002.004.099|T TaHenb annepreHoB myka 3rakoBbix 1 KyHXyTHble IGE (ImmunoCAP), Tx3

(mweHwnua (f4), oéc (f7), kykypyaa (f8), kyHxyT (f10), rpeumnxa (f11)) 1,850
17.27.A6B03.002.004.101[TTaHens annepreHos msico IgE (ImmunoCAP), 73 (cBuHuHa (f26),

roesignHa (f27), kypsatnHa (f83)) 1,850
17.27.A6B03.002.004.103| Tanens anneprexos osowy IgE (ImmunoCAP), x14 (nomupgop (f25),

wnuHar (f214), kanycta (f216), nanpuka (f218)) 1,850
17.27.A6B03.002.004.102|TTaHens annepreHos ool 1 bobosble IgE (ImmunoCAP), Ix13 (ropox

(f12), dpaconb (f15), mopkosb (f31), kapTodens (f35)) 1,850
17.27.A61B03.002.004.104]/TTaHens annepreHos opexu IgE (ImmunoCAP), ixT (apaxuc (f13), pyHayk

(f17), 6pasunbckui opex (f18), mungans (f20), kokoc (f36)) 1,850
17.27.A5B03.002.004.108|NaxHenb annepreHoB nnecenn IgE (ImmunoCAP), mx2 1,750
17.21.A5B03.002.004.016|MNaHenb annepreHoB nnecenun IgE, TM9 1,200
17.21.A4B03.002.004.013|TTarens annepreros nnecenn Ne T1gE (penicilium notatum,

cladosporium herbarum, aspergillus fumigatus, candida albicans, 1,200
17.27.A5B03.002.004.107|MNaHenb annepreHoB nnecenn, mxi 1,750
17.21.A4B03.002.004.015|TTaHens annepreHos nbinu Ne T IgE (gomawHas neinb (Greer), kneww-

aepmarodar NepuHHLIN, Knew-gepmartodar My4HOW, TapakaH) 1,200
17.27.A6B03.002.004.105|TTaHens annepreHos peiba IgE (ImmunoCAP), 74 (Tpecka (f3), cenbab

(f205), ckymbpus (f206), kambana (f254)) 1,850
17.20.A3B03.002.004.044 ITaHelnb anrepreHoB COPHBIX pacTeHN N IBETOB N2 T IgE (aMOpO3nA

00bIKHOBEHHas, NoNblHb 0OLIKHOBEHHAas, NOLOPOXKHMK, Mapu benas,

30/1bHUK/COISIHKA) 1,400
17.20.A3B03.002.004.045|TTaHenb annepreHos copHbix pacteHun u LseTtoB Ne 3 IgE (nonbiHb

00bIKHOBEHHas, MOAOPOXKHMK, Mapb Genas, 3051I0TapHUK, Kpanuea 1,400
17.20.A3B03.002.004.046 TTaHeInb anrnepreHoB COPHBIX pacTeHN N LIBETOB N2 5 IgE (aMOpO3nA

0ObIKHOBEHHas1, MOrbiHb OOBIKHOBEHHAS, 3010TAPHMK, HUBSIHUK,

0JyBaH4YMK NIEKAPCTBEHHbIN) 1,200
17.27.A8B03.002.004.074 ITaHeInb anrnepreHoB COPHBIX TpaB IgE (TMMUNOTAF), WXT (aMOPO3nA

BbicOkasi (w1), monbiHb (W6), NOAOPOXHUK NAHLETONUCTHBIN (W9), Mapb

6enas (w10), 3onbHUK/consiHka (w11)) 1,750




17.27.A6B03.002.004.093 TTaHenb annepreHoB COPHBIX TpaB IgE (TMMUNOTAF), WXZ (aMOpPO3UA
ronometeneyaras (W2), nonbiHb (W6), NOOOPOXKHUK NaHLETOBUAHbIN

(w9), mapb (w10), nebega YyeveBnuesugHas (w15)) 1,850
17.27.A8B03.002.004.094 ITaHemnb anrepreHoB COPHBIX TpaB, WX3 (MOJTbIHb (WO ), MOOOPOXHUK

naHueTtoBunaHbIn (W9), Mmapb (w10), 3onoTtapHuk (w12), kpanuea

asygomHas (w20)) 1,750
17.20.A3B03.002.004.042|Tanenb annepreHos Tpas Ne T IgE (exxa cbopHas, oBcaHuLa nyroeas,

POXXb MHOTONETHSAS, TUMOdEEBKA, MATIIMK TYTOBOW) 1,400
17.20.A3B03.002.004.04 3| Tanenb annepreHos Tpas Ne 3 IgE (konocok aylmcTein, poxb

MHOTONIETHSAS, TUMOGEEBKA, POXb KYNbTUBMPOBaHHAs, ByxapHuUK 1,400
17.27.A6B03.002.004.095|TTaHens annepreHos pykTbl 1 baxdesble IgE (ImmunoCAP), Ix2T (kuen

(f84), abiHa (f87), 6anaH (f92), nepcuk (f95), anaHac (f210)) 1,850
17.27.A71B03.002.004.096|1 TaHens annepreHos untpycosble 1 dpykThbl IgE (ImmunoCAP), ix15

(anenbcuH (f33), sbnoko (f49), 6aHaH (f92), nepcuk (f95)) 1,850
17.27.A4B03.002.004.077|Narenb 6bITOBbLIX annepreHos, hx2 1,750
17.21.A3B03.002.004.047 TTaHenb MHralmAUMOHHBIX arJiepreHoB Ne T IgE (eXa

cbopHas, TumodeeBka, SINOHCKUI kegp, ambpo3nst 0GbIKHOBEHHAS,

MosblHb 1,200
17.21.A3B03.002.004.048|TTaHenb nHranaumnoHHblx annepreHoB Ne 2 IgE (Tumodbeeska, nnecHeBbIn

rpu6 (Alternaria tenuis), 6epesa, nonblHb 0ObIKHOBEHHAS) 1,200
17.21.A3B03.002.004.049|TTaHenb nHranaumoHHbix annepreHoB Ne 3 IgE (knew - aepmatodar

NEPUHHbIN, 3NUTENUIA KOLLKW, 3NUTENNA cobakm, NNecHEBLIN rpnb 1,200
17.21.A3B03.002.004.050 TTaHeInb MHralmAUMOHHBIX arJjiepreHoB Ne © IgE (ri1eCcHeBbIN TPNo

(Cladosporium herbarum), TuMmodreeBka, nnecHesbIv rpub (Alternaria

tenuis), 6epesa, NonbiHb 06LIKHOBEHHAST) 1,200
17.21.A3B03.002.004.051 TTaHeIb MHralmAUMOHHBIX ariJiepreHoB Ne 7 IgE (3MMTeNNN KOLLIKNU, KITell-

aepmartodar NepUHHBIN, NePX0Tb NoLaamn, NepxoTb cobaku, anuTenumn

KpOoInka) 1,200
17 21 A4 BO3 002 004 052 TTAATITTD VIAT AITAUVIURADIX dJJTCPTTHUB TN= O IHE \dIIVIICJIVIVI RULLIRPT, RITCLO=

o e aepmMaTtodar nepuHHbIN, Gepesa, nepxoTb cobaku, NonbiHb

0ObIKHOBEHHas1, TUMOMEEBKa, POXb KyNbTMBUPOBaHHAas!, MIeCHEBbIN

rpn6 (Cladosporum herbarum)) 1,200
17.21.A4B03.002.004.053|TTanenb nHransAunoHHbIX annepreHos Ne 9 IgE (anutenuit KoLLKu,

nepxoTb cobakn, OBCsiHMLA Nnyroeasi, nnecHesbl rpmb (Alternaria tenuis), 1,200
1721 A4 BO3002004014 TTAATITID RITCLOTBDOIA AIJTCUTTCHUD TN= T Iyl: \I\J ICI=Aacpviaroyidar TTCPviiHDIv,

knew-gepmarodpar mydHon, dermatophagoides microceras, lepidoglyphus

destructor, tyrophagus putrescentiae, glycyphagus domesticus,

euroglyphus maynei, blomia tropicalis) 1,200
17.16.A1B03.002.004.017|TTaHenb nuiieBbix annepreHos Ne T IgE (apaxuc, mungans, pyHAYK,

KOKOC, 6pasunbCKkuin opex) 1,400
17.31.A1B03.002.004.056|TTaHenb nuieBbix annepreHos Ne 119G (apaxuc, muHgans, pyHAYK,

KOKOC, 6pasunbCKkuin opex) 1,200
17.16.A2B03.002.004.023|Tanenb nuiesbix annepreHos Ne 13 IgE (ropox, benas

¢aconb,MOpPKOBb, KapTodhens) 1,400
17.31.A71B03.002.004.062|TTaHens nuieBbix annepreHos Ne 13 1gG (3eneHbin ropoluek, bensie

6006bl, MOPKOBb, KapTodernsb) 1,200
17.16.A21B03.002.004.024|MNaHenb nuwieBblx annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, 16noko, 1,400
17.31.A8B03.002.004.063|MNaHenb nuweBblx annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, a6n0Ko, 1,200
17.16.A2B03.002.004.018|TTaHenb nuiieBbIx annepreHos Ne 2 IgE (Tpecka, TyHeLl, KpeBeTKM,

N10COCb, MMANN) 1,400
17.31.A2B03.002.004.057|TTaHens nuieBbix annepreHos Ne 2 IgG (Tpecka, TyHel, KpeBEeTKY,

N10COCb, MMANN) 1,200
17.16.A2B03.002.004.025|MNaHenb nuweBbix annepreHoB Ne 24 IgE (dbyHayK, KPEBETKM, KMBH, 1,400
17.31.A9B03.002.004.064|MNaHenb nuwieBbix annepreHoB Ne 24 19G (pyHAYK, KPEBETKM, KNBMU, 1,200
17.16.A2B03.002.004.026|TTaHens nuiieBbix annepreHos Ne 25 IgE (cemeHa KyHxyTa, nekapckue

OPOXCKM, YECHOK, cenbaepen) 1,400
17.31.A1B03.002.004.065|TTaHens nuieBbix annepreHos Ne 25 IgG (cemeHa KyHXyTa, nekapckue

OPOXCKM, YECHOK, cenbaepen) 1,200
17.16.A2B03.002.004.027|TTaHens nuiieBbix annepreHos Ne 26 IgE (aunyHbIn Benok, monoko,

apaxwuc, ropumua) 1,400
17.31.A1B03.002.004.066|TTaHenb nuieBbix annepreHos Ne 26 1gG (AnyHbIN Benok, MOnoko,

apaxuc,ropymua) 1,200
17.16.A2B03.002.004.019|TTaHenb nuiieBbix annepreHos Ne 3 IgE (nweHnyvHas myka, oBcsiHast

MYyKa, KYKypy3Hasi Myka, CEMeHa KyHXXyTa, rpevHeBasi Myka) 1,400
17.31.A3B03.002.004.058|TTaHenb nuiieBbix annepreHos Ne 3 1gG (nweHn4Has myka, oBcsiHas

MYKa, KYKypy3Hasi Myka, CeMeHa KyHXyTa, rpedHeBasi Myka) 1,200
17.16.A2B03.002.004.020|TTaHenb nuieBbix annepreHos Ne 5 IgE (anyHbIN Benok, Monoko, Tpecka,

NnweHnYHasa Myka, apaxuc, coeBble 606bl) 1,400
17.31.A4B03.002.004.059|TTaHenb nuieBbix annepreHos Ne 519G (AnyHbIN Benok, MOmnoko,

Tpecka, NWeHNYHas MyKa, apaxuc, coeBble 600bI) 1,200
17.16.A3B03.002.004.028|MNanenb nuwesblx annepreHoB Ne 50 IgE (kmBwu, maHro, 6aHaHbl, aHaHac) 1,400
17.31.A1(B03.002.004.067|MNanenb nuwesbix annepreHoB Ne 50 IgG (kuBu, maHro, 6aHaHbl, aHaHac) 1,200
17.16.A3B03.002.004.029|TTaHenb nuiieBbix annepreHos Ne 51 IgE (nomumpaop, kaptodens,

MOPKOBb, YECHOK, ropymua) 1,400




17.31.A1B03.002.004.068|TTaHenb nuiieBbix annepreHos Ne 51 1gG (nomupaop, kaptodens,

MOPKOBb, YECHOK, ropymua) 1,200
17.16.A2B03.002.004.021[TTaHenb nuieBbix annepreHos Ne 6 IgE (puc, cemeHa kyHxyTa,

NweHnYHasa Myka, rpedHeBasi Myka, coeBble 606bl) 1,400
17.31.A8B03.002.004.060|TTaHenb nuieBbix annepreHos Ne 6 IgG (puc, cemeHa KyHxXyTa,

NweHnYHasa Myka, rpedHeBasi Myka, coesble 606bl) 1,200
17.16.A2B03.002.004.022|TTaHenb nuiieBbix annepreHos Ne 7 IgE (anuHbIn Benok, puc, Koposbe

MOJIOKO, apaxuc, NniieHnYHasi Myka, coeBble 600bl) 1,400
17.31.A6B03.002.004.061|TTaHenb nuieBbix annepreHos Ne 7 1gG (AunyHbI Benok, pyc, KOpoBbe

MOJIOKO, apaxuc, NiieHnYHasi Myka, coeBble 600blI) 1,200
17.16.A3B03.002.004.030|TTaHenb nuieBbix annepreHos Ne 73 IgE (cBMHMHA, KyprHOE MSACO,

roesianHa, 6apaHuHa) 1,400
17.31.A1B03.002.004.069|TTaHenb nuieBbix annepreHos Ne 73 IgG (CBUHMHA, KyprHOE MSICO,

roesianHa, 6apaHuHa) 1,200
17.15.A1B03.002.004.031|TTaHens npodeccuoHanbHbIx annepreHos Ne T IgE nepxoTb nowaaw,

NepxoTb KOPOBbI, MEPO rycsi, Nepo KypuLbl 1,400
6.2.A7.1(A09.19.010 MaHkpeaTnyeckas anactasa 1 B kane 2,500
17.61.A1[A09.05.118.363 |MNanpuka, cnagkun neped IgE (ImmunoCAP), 218 1,200
7.5.A1.2(A09.05.058 [MapaTropmoH 900
17.13.A1/A09.05.118.216 |MNapauetamon IgE, C85 1,100
17.74.A1A09.05.118.467 |MNennumnnund G IgE (ImmunoCAP), c1 1,650
17.13.A1A09.05.118.211 |Nennumnnun G IgE, C1 1,150
17.74.A1A09.05.118.468 |MNeHuunnnuH V IgE (ImmunoCAP), c2 1,650
17.13.A21A09.05.118.212 |Nennumnnun V IgE, C2 1,150
16.1.A23A08.30.006.012 |lNepe3anvBka 6noka 1 usrotoenexune 1 cteknonpenapara (Unim) 1,300
15.1.D25A08.30.007 [MepecmOTp roToBbIX LUMTONOrMYECKMX Npenaparos (BTOpoe MHeHwue), 1 1,550
17.41.A9A09.05.118.033 |lNepeu 3eneHbin IgE, F263 700
17.51.A9A09.05.118.258 |lNepew 3eneHnbin IgG, F263 700
17.41.A9A09.05.118.034 |Mepey kpacHbi (nanpuka) IgE, F218 700
17.51.A9A09.05.118.259 |Mepeu kpacHbI (nanpuka) IgG, F218 700
17.47.A9A09.05.118.094 |Mepey 4epHuin IgE, F280 700
17.57.A9A09.05.118.318 |Mepewy yepHbin IgG, F280 700
17.60.A1[A09.05.118.341 |MNepcuk IgE (ImmunoCAP), f95 1,200
17.40.A1[A09.05.118.017 |MNepcuk IgE, F95 700
17.50.A1[A09.05.118.243 |Mepcuk IgG, F95 700
17.61.A1[A09.05.118.401 |MNeTtpyuwka IgE (ImmunoCAP), f86 1,200
17.41.A7/A09.05.118.035 |MNeTpywka IgE, F86 700
17.51.A7/A09.05.118.260 |MNeTpyuwika IgG, F86 700
3.0.A22.1A09.05.048 MnasmuHoreH 850
50.0.H10B03.001.001.002[MnaHnpoBaHue 6epeMeHHOCTH (TOPMOHbI) - NoTenHoBas dasa 3,300
50.0.H10B03.001.001.001{MnaHnpoBaHne 6epemMeHHOCTU, 6a30BbIN 1,950
17.3.A23A09.05.118.148 |lMnataH (Platanus acerifolia) IgE, T11 700
7.3.A9.2(B03.001.002 MnaueHTapHbI dakTop pocTa (Placental Growth Factor, PIGF) 3,900
17.71.A21A09.05.118.478 |lNnecHeBbil rpmnb (Alternaria alternata) IgE (ImmunoCAP), m6 1,250
17.9.A4 [A09.05.118.190 |lnecHeBbil rpmnb (Alternaria tenuis) IgE, M6 700
17.71.A3A09.05.118.481 |lNnecHeBbi rpmnbd (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1,250
17.9.A3 [A09.05.118.189 |lnecHeBbil rpmnb (Aspergillus fumigatus) IgE, M3 700
17.9.A2 [A09.05.118.188 |lNnecHeBbil rpnb (Chaetomium globosum) IgE, M208 700
17.9.A5 [A09.05.118.191 |[NnecHeBbi rpmnb (Cladosporium herbarum) IgE, m2 900
17.22.A21A09.05.118.480 |lNnecHesbili rpmnb (Cladosporium herbarum), m2 1,250
17.9.A6 [A09.05.118.192 |lnecHeBbili rpmb (Penicillum notatum) IgE, m1 1,050
17.22.A1[A09.05.118.476 |lNnecHesbii rpmnb (Penicillum notatum), m1 1,250
11.2.A1.1A26.06.036.001 |[NOBEPXHOCTHbIN aHTUrEH BUpYca renatuta B (aBCTpanuiicKkuii aHTUreH, 600
11.2.A7.1A26.06.036.002 [TToBEpxHOCTHbIN aHTUreH BUpYyca renatuta B (aBCTpanunckun aHTureH,

HbsAg), Konn4yecTBeHHO 1,650
17.4.A321A09.05.118.169 |MNogopoxHuk (Plantago lanceolata) IgE, W9 700
17.4.A200A09.05.118.181 |MoaconHeynHuk IgE 1,550
17.69.A1(A09.05.118.460 |MogconHeynuk IgE (ImmunoCAP), w204 1,050
17.4.A13A09.05.118.170 |MoneBuua (Agrostis alba) IgE, G9 700
22 9. A4 |A27.05.061.001 |TTonHoe cekBeHnpoBaHue reHoma GenomeUNI (BeHO3Has KpoBb;

3aKNn4YeHne Bpaya - 1abopaTopHOro reHeTrka No nccnegoBaTesibCkomy 123,100
22.6.A12A27.05.061.015 TTOITHOE CeKBEeHNPOBaHME reHoOMa abopTyCa «PepTyC» (BOPCUHBI

XOPUOHa/TKaHW MIOAa; 3aKYeHne Bpaya - NnabopaTopHOro reHeTvka no

1ccrenoBaTenbCKOMyY OTHETY) 104,700
22 9.A3 |A27.05.061.002 |TTonHOe cekBeHMpOBaHVe 3k30Ma (BEHO3Has KPOBb; 3aKITH0OYeHNe Bpaya -

nabopaTopHOro reHeTnKa No nccrneaoBaTenbCKkoMy OTHETY) 53,450
17.4.A33A09.05.118.171 |[NonbiHb ropbkas (Artemisia absinthum) IgE, W5 700
17.25.A2/A09.05.118.459 |MonbiHb ropbkasi IgE (ImmunoCAP), w5 1,400
17.4.A34/A09.05.118.172 |[NonbiHb 06bIkHOBEHHas (Artemisia vulgaris) IgE, W6 700
17.25.A1/A09.05.118.454 |lNonblHb, W6 1,250
17.75.A1A09.05.118.224 |[NonbiHb, anneprokomnoHeHT Art v1, IgE 1,850
17.39.A5A09.05.118.510 |MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3 3,050




17.39.A4A09.05.118.509 |[NonbiHb, anneprokomMnoHeHT, w231 nArt v1 3,750
17.2.A221A09.05.118.129 |MNonyran (nepo) IgE, E91 700
17.2.A23A09.05.118.130 |Monyran BonHUcThIN (nepo) IgE, E78 700
17.23.A3A09.05.118.431 |[Nonyran, nepbs, €213 1,000
14.13.A1A26.14.002.001 |TToces xenun Ha Mnkpodnopy ¢ onpeaeneHnemM YyBCTBUTENBHOCTM K

pacLIMPEHHOMY CNEKTPY aHTMOMOTUKOB W GakTepmnodaram 2,050
14.8.A3.{A26.01.001.003 [IToceB Ha beTa-remonuTnyeckn cTpenTokokk rpynnbl B (S. agalactiae) ¢

onpegeneHnem YyBCTBUTENbHOCTN K OCHOBHOMY CNEKTPY aHTUONOTUKOB 1,650
14.12.A3A26.19.080.001 [TToceB Ha BO3DyauTenen Kne4yHon MHPEKLUK (CanbMOHEenbI,

Lwurensbl) ¢ onpegeneHmemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY 1,100
14.1.A8.{A26.05.044.003 [TToceB Ha remodunbHyto nanoyky (Haemophylus influenzae) ¢

onpegeneHnemMm YyBCTBUTENbHOCTN K OCHOBHOMY CNEKTPY aHTUONOTUKOB 1,400
14.22.A1.900 [MoceB Ha roHokokku (Neisstria gonorrhoeae) 6e3 onpegenexus

YYBCTBUTEIbHOCTU K aHTUBMOTMKAM ()KEHCKUIA)* 1,400
14.22.A2.900 IMoceB Ha roHokokku (Neisstria gonorrhoeae) be3 onpegenexus

YYBCTBUTENbHOCTU K aHTUBMOTMKAM (MY>KCKOM)* 1,400
50.0.H14A26.01.010.001 [TToces Ha rpubbl (Bo3byanTenu mrnko3os) (6e3 onpeaenexHus

YYBCTBUTENTbHOCTU K aHTUMMKOTMKAM) 2,900
14.1.A6.9A26.19.009.001 [TloceB Ha rpnbel poaa kaHanaa (Candida) ¢ naeHTndukaumnen n

onpegeneHnemMm YyBCTBUTENbHOCTN K aHTUMUKOTUYECKUM Npenaparam 1,100
14.12.A68 A26.19.004.003 |TToceB Ha nepcuHuu ¢ onpegeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY

CNEeKTPY aHTUONOTUKOB 1,000
17.4.A35A09.05.118.173 |[NocTteHHnua nekapcreeHHas (P. officinalis) IgE, W19 700
7.3.D01.2(B03.032.002.002 TTpeHaTanbHbIM CKDUHWHT T TPMMeCTpa GepeMeHHOCTU (TU-T3 Hedelb):

accoummpoBaHHbIv ¢ 6epemeHHocTbio npoTenH A (PAPP-A), ceoboaHas

cybbeagmHuua 6eta-Xry 1,800
26.3.D4 |A27.20.001.008 TTpeHaTanbHbIV CKDUHWHT T TPMMeCTpa GepeMeHHOCTU AS TRAIA (8

Hegenb - 13 Hegenb 6 OH.) C pacyeToM prcKa 3agepKku pocTa nnoaa,

puUCKa NpexxaeBpeMEHHbIX POAOB 1 npeaknamncum (c y4étom PLGF) 5,250
26.3.D3 |A27.20.001.004 [TpeHaTanbHbIM CKDUHWHT T TPMMeCTpa GepeMeHHOCTU AS TRAIA (8

Hegenb - 13 Hegenb 6 OH.) C pacyeToM pycKa 3agepkku pocTa nnoaa,

pUCKa NpexxaeBpeMEHHbIX POAOB M NPeaknamncum 3,500
26 3 D1 BO3 032 002 003 TTUCHAaTartioAbIivT CRPVIAVIAT T TPVIVITU TP UCTPTNVICTARUTTIT AOS TINATA \O

o ’ ’ ’ Hepenb - 13 Hegenb 6 OH.):

AccouunpoBaHHbi ¢ 6epemeHHocTbio npoTenH A (PAPP-A), CeoboaHas

cybbeagmHuua 6eta-Xry 3,400
7.3.D2.2(B03.032.002.001|TTpeHaTanbHbIM ckpyHuHr 1T TpmecTpa bepemenHocTn (15-19 Hepenb):

anbga-getonpotenH (APM), obwmn 6eta-XMY, sctpnon ceobogHbIN 2,200
5.0.D01.4(A12.28.002 Mpoba Pebepra 300
7.2.A5.2(A09.05.153 MporecTtepoH 650
8.0.D4 |A09.05.202.001 [TTporHocTunyeckas BepoATHOCTb (3HaueHne ROMA, nocTmeHonaysa)

(BkntoyaeT onpegenenne antureHa CA 125 u onyxonesoro mapkepa HE 2,100
8.0.D6 |A09.05.202.002 [l[TporHocTnyeckas BepoATHOCTL (3Ha4eHne ROMA, npemeHonay3aa)

(BkntoyaeT onpegenenne antureHa CA 125 m onyxonesoro mapkepa HE 2,100
7.6.A3.20A09.05.056.003 |MponHcynuH 1,400
4.3.A21 [A09.05.209 MpokanbUNTOHMH 2,850
7.2.A3.2(A09.05.087 MponaktuH 650
17.49.A4A09.05.118.110 |MNpoco IgE, F55 700
17.59.A4A09.05.118.334 |Npoco IgG, F55 700
17.69.A1/A09.05.118.421 |Mpoco noceBHoe (nweHo) IgE (ImmunoCAP), 55 1,250
8.0.A21.JA09.05.130 Mpoctatocneundpunyeckuin aHtureH (MCA) obimin 700
3.0.A8.2(A09.05.126 MpotenH S 2,350
3.0.A7.2(A09.05.125 MpotenH C 2,300
3.0.D1.2(A12.30.014 MpoTpombuH (Bpems, no Keuky, MHO) 350
8.0.D7 |A09.05.130.004 |MpoueHT cBobogHoro MCA (obwmi MCA, ceoboaHbin NMCA 1 1,250
50.0.H38B03.014.020 MLpP-12 4,050
50.0.H10B03.014.021 MLP-12, kKonn4ecTBEHHO 5,050
50.0.H39B03.014.022 MnupP-15 5,300
60.48.H1B03.014.012 MLP-4 NCMT 1,250
50.0.H37B03.014.018 MLpP-6 2,000
50.0.H81B03.014.019 MLP-6, konn4ecTBEHHO 2,300
12.31.A3A26.05.053.003 |MNLP-anarHoctmka KneweBoro sHuedanmra, KpoBb, kau. 1,000
12.31.D1A26.05.053.002 TTUP-ANarHoCTUKa KIMeleBbIX MHP ek BO3DyANTEeITen ooppenno3a

(Borrelia burgdorferi), moHounTapHoro apnuxuo3sa (Ehrlichia chaffeensis)

1 aHannasmosa (Anaplasma phagocytophilum), kpoBb, kau. 2,300
17.4.A14A09.05.118.174 |MNwenunua (Triticum sativum) IgE, G15 700
17.69.A1A09.05.118.415 |MNwennua, 4 2,050
17.7.A6 [A09.05.118.184 |Mbinb nweHn4YHon myku IgE, K301 700
9.0.D010.JA12.06.025.002 [Pa3sepHyTOe ceponoruyeckoe obcnenosarue npu nonmmuosnte (AHO

Ha Hep-2 knetkax, ENA-CKpUH, MMMYHOGNOT ayTOaHTUTEN Npu 7,550
22.9.A8 [A27.30.016.010 PaK JTETKNX, 0a30Bad NMaHelb (onyxorneBad TKaHb; MyTallM B TE€HaX

EGFR, KRAS, NRAS, BRAF; 3akntodeHune Bpaya - nabopaTopHoro

reHeTrKa No nccnegoBaTeibCkoMy OTHeTY) 15,550




22 9 A7 PaK TETKVX, pacllnpeRHas MaHels (ONyXOIeBas TKaHb, MyTalyii B TeHax

ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1; 3akntoueHune

Bpaya - NabopaTopHOro reHeTuKa nNo nccnegoBaTeilbCkoMy OTHeTy) 43,250
8.0.A2.2(A09.05.195 PakoB0-amMbproHanbHbin aHTureH (POA) 850
22 1.D032B03.032.003.002|PaclumpenHas guarHoctuka nakrasHon HegoctatodHoctn (MCMG:

13910 C>T, 13907 C>G, 13915 T>G, 14010 G>C) 2,150
11.6.A2.1A26.06.082.003 |Peakuusi naccuBHowm remarrniotnHaumm Ha cudmnuc (PICA), 650
4.3.A9.2(A12.06.019 PeBmartoungHbin dpaktop (PP) 450
50.0.H10B03.040.002.001|PeBmMaTONorn4eckmnii, pacLuMpeHHbINn 10,000
7.8.A2.2(A09.05.121 PeHuvH 1,750
1.0.D3.2(A12.05.123 PeTunkynoumnTbl (BEHO3Hast KPOBb) 400
1.2.D03 [A12.05.123.002 |PeTukynountbl (KanunnsgpHas KpoBb) 450
17.49.A4A09.05.118.111 |Puc IgE, F9 700
17.59.A4A09.05.118.335 |Puc IgG, F9 700
17.69.A1A09.05.118.418 |Pwuc, f9 1,400
12.9.D2 [A26.05.019.003 |PHK BI'C, reHoTtun (1,2,3) KpOBb, Kay. * 1,400
12.9.D1 [A26.05.019.005 |PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, kon. * 6,450
12.9.D3 [A26.05.019.004 |PHK BI'C, reHotun (1a, 1b, 2, 33, 4, 5a, 6), KpoBb, kay. * 2,100
12.9.A1.1A26.05.019.001 |PHK Bupyca renatnta C 850
12.9.A2.1A26.05.019.002 |PHK Bupyca renatuta C, KONM4eCTBEHHO 4,850
12.10.A1/A26.05.023.001 |PHK Bupyca renatuta D 750
12.11.A1A26.05.026.001 |PHK Bupyca renatuta G 850
12.7.A1.1A26.05.030.001 |PHK Bupyca renatuta A 850
13.30.A2/A26.08.038.001.(PHK Bupyca rpunna A/H1N1 (ceuHol rpunn), (kay.) 2,200
12.23.A1A26.07.010.001 |PHK Bupyca kpacHyxu (Rubella virus) 900
13.30.03A26.08.038.001.PHK Bupycos rpunna A/H1N1, A/H3N2 2,400
50.0.H211 PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pe3ynbTaT Ha aHMUNCKOM

1 pyccKoM s3blkax, R23) 1,150
13.30.A13 PHK kopoHaBupyca SARS-CoV-2 (COVID-19, PT-MLIP-2) 1,150
50.0.H21A26.08.027.001.(PHK koponasupyca SARS-CoV-2 (COVID-19) ¢ pononHutensHbIM

onpegenennem wrtammo Omicron u Delta. 2,150
13.28.A1A26.19.075.002 |PHK HopoBupycos (Norovirus) Il Tuna 1,400
13.26.A1[A26.19.074.002 |PHK poTtaBupycos (Rotavirus) A 1,400
13.25.A1[A26.19.072.001.(PHK aHTepoBupyca (Enterovirus) 700
12.19.A2 PHK 3HTtepoBupyca (Enterovirus), KpoBb 1,400
17.4.A159A09.05.118.175 |Poxb kynbTMBMpOoBaHHas (Secale cereale) IgE, G12 700
17.4.A16/A09.05.118.176 |Poxb mHoronetHss (Lolium perenne) IgE, G5 700
17.69.A1A09.05.118.112 |Poxb, pxxaHast Mmyka, f5 1,400
17.4.A36/A09.05.118.177 |Pomawika (HuBsHuK) (Ch. leucanthenum) IgE, W7 700
17.25.A1[A09.05.118.456 |Pomauuka, w206 1,250
27.1.A4.1A26.19.089 PoTtaBupyc (o6HapyxeHue aHTureHa B kane), UXTA 850
23.2.A23A09.01.026.001 [PT1yTb B BOonlocax, cnekrpometpus (Hg) 1,100
23.1.A23A09.05.280.001 |PT1yTb B KpPOBU, cnekTpomeTpus (Hg) 1,100
23.3.A23A09.28.085.001 |PT1yTb B MOYe, cnekTpomeTpus (Hg) 1,100
17.4.A8 [A09.05.118.178 |Pbinbua Kykypy3Hble (Zea mays) IgE, G202 700
7.5.A4.2(A09.05.297 C-koHueBble TenonenTuabl konnareHa | Tuna (Beta-Cross laps) 1,400
4.3.A2.2(A09.05.009 C-peakT1BHbI 6enok 450
4.5.A9.2(A09.05.009.002 |C-peakTvBHbIN 6EMNOK yrbTpadyBCTBUTENbHbIN 600
10.0.A1.JA09.05.075.001 |C3 KOMMNOHEHT KOMMNIEMEHTA 1,000
10.0.A2.JA09.05.075.002 |C4 KOMMNOHEHT KOMMNIEMEHTa 1,000
17.46.A1[A09.05.118.075 |CapauHa IgE, F61 700
17.56.A1A09.05.118.299 |CapauHa IgG, F61 700
17.61.A1[A09.05.118.362 |CaxapHas cekna IgE (ImmunoCAP), 227 1,200
23.2.A24/A09.01.027.001 |CBu1HeU B Boniocax, cnektpomeTpus (Pb) 1,100
23.1.A24/A09.05.281.001 [CeuHeL, B kpoBH, cnekTpomeTpusi (Pb) 1,100
23.3.A24/A09.28.061.001 [CeuHeL B Mmoye, cnekTpomeTpusi (Pb) 1,100
17.44.A2A09.05.118.058 |CBuHuHa IgE, F26 700
17.54.A21/A09.05.118.283 |CeBununHa IgG, F26 700
17.64.A1A09.05.118.381 |CBu1HWHa, f26 1,250
17.2.A24A09.05.118.131 |CBuHbs (anutenun) IgE, E83 700
7.3.A4.2(A09.05.090 CBob6ogHas cybbeanHuua 6eta-XMY (npeHaTanbHbIA CKPUHWUHI) 700
9.10.A62A09.05.054.007 |CBobOAHBIE Nerkve Lenn MMMYHOrIoODYNNMHOB Kanna/nambaa B

CbIBOPOTKE KPOBW, C pac4eTOM nHAeKca 2,150
229 A1 |A27.05.061.016 |CeKBeHMpOBaHME MUTOXOHAPUANBLHOIO reHoMa (BEHO3Hast KPOBb;

3aKkNn4YeHne Bpaya - 1abopaTopHOro reHeTrKa No nccnegoBaTesibCkomy 45,400
23.2.A19A09.01.022.001 [CeneH B Bonocax, cnekrpometpus (Se) 1,100
23.1.A19A09.05.276.001 [CeneH B KpoBM, cnektpomMeTpus (Se) 1,100
23.3.A19A09.28.081.001 [CeneH B Mo4e, cnektpomeTpus (Se) 1,100
17.61.A1[A09.05.118.367 |Cenbaepeii IgE (ImmunoCAP), f85 1,200
17.41.A8A09.05.118.036 |Cenbaepen IgE, F85 700
17.51.A8A09.05.118.261 |Cenbgepe IgG, F85 700




17.67.A1A09.05.118.406 |Cemena maka IgE (ImmunoCAP), f224 1,150
22.1.A200A27.30.140 Cungpom nomMkon X xpomocombl (onpegeneHue ymucna nostopos CGG B

reve FMR1) 7,050
17.66.A1A09.05.118.397 |Cunsas mmamns IgE (ImmunoCAP), f37 1,250
4.2.D2 |B03.025.001.001|CropocTb knyboukoson dunbTtpaummn (CKD-EPT - B3pocnibie/dopmyna

LliBapua - oeTtun; BKNHOYaET onpeaeneHne KpeatuHnHa) 300
9.0.A59.4A09.28.028 CkpuHuWHT 6enka beHc-[1xxoHca B pa3oBor Moye (MMMyHodukcaums) 2,750
22 9. A9 [A27.05.061.025 |CKpuHMHI Ha HacneacTBeHHble 3aboneBaHns, 2500 reHoB (BeHO3Has

KPOBb; 3aKI4eHMEe Bpaya - 1abopaToOpHOro reHeTuka no 42,450
22 1.A29A27.05.061.023 | CKPUHMHI HA HOCMTENBLCTBO HacnNeACTBEHHbIX 3aboneBaHni "ba3oBbIN”

(CeHomen) 9,200
9.0.A58.1A09.05.106 CKPWHVIHI NapanpoTENHOB B CbIBOPOTKE (MMMyHOUKcaLms) 2,650
50.0.H41A26.20.032.004 [CkpuHuHr MLP-12 (OHK) 2,750
15.0.020d A08.20.017.002.d CKPMHWHT paka Lenkn Matkn (KngkocTHas umtonorus) ¢ BITY-tectom

(ROCHE COBAS4800) 4,500
50.0.H3dB03.027.015.001|CkpyHMHr paka wewnku maTku, ko-tectuposaHue: TTATT-TecT (kugkocTHas

umtonorus) u BMN4Y-rect 14 Tmnos, Konuy. 3,500
50.0.H3dB03.027.015.002| CKpyHMHI paka wenkn maTku, ko-tectuposaHue: TTATT-TecT (kugkocTHas

umTonorus) u pacwmpeHHbii BMNY-tect 21 tmn, konu. 5,050
50.0.H173 Crpunvnrosan gnardoctka BUWM - 4,050
18.1.D1.4A09.05.211.002 (kaHHabuonpos, kokanHa, MOMA (skcTasm), MeTagoHa,

MeTamceTaMUHOB, ONUAaTOB) N NCMXOAKTMBHBIX BELLECTB (aMmdeTaM1HOB,

6apbuTypaTtoB, 6eH30aAMa3eNUHOB, TPULMKITMYECKNX aHTUAENPECCAHTOB)

C ngeHTMdukaumen nx rpynnoBon NPUHaANEXHOCTH 3,050
17.46.A1[A09.05.118.076 |Ckymbpus IgE, F50 700
17.56.A1[A09.05.118.300 |Ckymbpus IgG, F50 700
17.12.A5A09.05.118.201 |CneneHb (ceM. Tabanidae) IgE, 1204 700
17.40.A1[A09.05.118.018 |CnuBa IgE, F255 700
17.50.A1[A09.05.118.244 |Cnusa IgG, F255 700
17.60.A1[A09.05.118.352 |CmopoawnHa kpacHas IgE (ImmunoCAP), f322 1,200
17.2.A25A09.05.118.132 |Cobaka (nepxoTh) IgE, E5 700
17.2.A26/A09.05.118.133 |Cobaka (anutenun) IgE, E2 700
17.37.A5A09.05.118.504 |Cobaka, anneprokoMmnoHeHT IgE (ImmunoCAP), €221 nCan f3 3,500
17.37.A3A09.05.118.500 |Cobaka, anneprokoMnoHeHT, €101 rCan f1 3,500
17.37.A4A09.05.118.501 |Cobaka, anneprokomnoHeHt, e102 rCan 2 3,500
17.23.A21A09.05.118.427 |Cobaka, nepxoTb, €5 1,150
6.2.A6.1(A09.19.012 CogepxaHue yrneBofoB B Kane (B T.4. N1aKro3a) 850
10.0.07.1A12.30.012.019 |[CokpaLueHHas naHenb CD4/CD8 (BkntoyaeT KNMHUYECKN aHarnmn3 KpoBum

C nenkoumtapHon dopmynoin (5DIFF)) 2,500
17.47.A6A09.05.118.095 |Conog IgE, F90 700
17.57.A6A09.05.118.319 |Conog IgG, F90 700
7.7.A4.2(A09.05.204 ComatomeauH C (MOP-I) 1,500
7.7.A2.2(A09.05.066 ComaTtoTponHbIvi ropmoH pocta (CTIN) 650
7.9.A2 |B03.016.023.001{CooTHowweHue AI3A 1 kopTn3ona, cnioxa (4 nopunm) 4,950
7.7.01.2(A09.16.003.001 |CooTHOLWEHME KOHLEHTpaLuMI nencuHorena | n nencuHorexa |l 2,650
17.3.A25A09.05.118.149 |CocHa 6enas (Pinus silvestris) IgE, T16 700
1.0.A1.2(A12.05.001 CODJ (BeHO3Has KpoBb) 300
1.2.D5 [A12.05.001.003 |COQ3 (kanunnsipHas KpoBb) 350
17.36.A7/A09.05.118.496 |Cos (G. max), anneprokomnoHeHT, f353 rGly m4PR-10 3,400
17.62.A1A09.05.118.370 |Cos, f14 1,200
17.41.A7/A09.05.118.037 |Cnapxa IgE, F261 700
17.51.A7/A09.05.118.262 |Cnapxa IgG, F261 700
8.0.A14.4A09.28.054.001 [Cneundunyeckmin aHTUreH paka moyesoro nyseips (UBC) B Moye 2,100
50.0.H13B03.070.404 Cnopt. basoBbliii 1,250
50.0.H13B03.070.405 CnopT. BUOXMMMYECKNA CKPUHMHT paboToCcnocoBHOCTH 1,250
17.71.A5A09.05.118.424 |CTadmnoKoKKOBbIN 3HTEPOTOKCKH B IgE (ImmunoCAP), m81 1,400
17.10.A3A09.05.118.423 |CTtadmnokokkoBbI aHTepOoTOKCMH TSST IgE (ImmunoCAP) m226 1,400
17.71.A6/A09.05.118.425 |CT1admnokokkoBbI 3HTEPOTOKCKH A IgE (ImmunoCAP), m80 1,400
7.9.D1 B03.016.023.002 CTepOonaHbIN MPOQUITE (8 MOKa3aTerien) B CITIoHe (TeCTOCTEepOoH,

HerngpoannangpocTtepoH, AHgpocTeHamnoH, Koptnson, KopTnsoH,

Octpaguon, MporectepoH, 17-OH-nporectepoH) 7,650
23.2.A22A09.01.025.001 [Cypbma B Bonocax, cnekrpometpus (Sb) 1,100
23.1.A221A09.05.279.001 [Cypbma B KpoBHU, cnektpomeTpus (Sb) 1,100
23.3.A22A09.28.084.001 [Cypbma B Mo4e, cnektpomeTpus (Sb) 1,100
17.45.A8A09.05.118.065 |CbiBOpOTKa Mono4Has IgE, F236 700
17.55.A8A09.05.118.289 |CbiBOpOTKa Mono4Has IgG, F236 700
17.65.A1[A09.05.118.388 |Cblip c nneceHbto IgE (ImmunoCAP), f82 1,250
17.45.A1A09.05.118.066 |Cbip Tvna "Moyng" IgE, F82 700
17.55.A1A09.05.118.290 |Cbip Tvna "Moyng" IgG, F82 700
17.45.A1A09.05.118.067 |Chbip Tnna "Yeggep" IgE, F81 700
17.55.A1A09.05.118.291 |Cbip Tvna "Yengep" I9G, F81 700




17.65.A1A09.05.118.389 |Cuip Yegaep IgE (ImmunoCAP), 81 1,250
18.2.A19A09.05.035.010 | Takponumyc 3,050
17.12.A6/A09.05.118.202 |TapakaH pbixuii (Blatella germanica) IgE, 16 700
17.28.A4A09.05.118.439 |TapakaH pbxun (npycak) IgE (ImmunoCAP), i6 1,150
7.2.A9.2(A09.05.078 TecTocTepoH obLumi 650
50.0.H57A09.05.078.001.] TectocTepoH cBObOAHbLIN (BKMOYaET onpefeneHme TeCToCcTepoHa

obuwero n ceobogHoro, MCINI™ (SHBG), pacyeT nHgekca cBoboaHbIX 1,300
7.9A4 |A09.07.009 TecTtocTepoH cBOBOAHLIV B CritoHe (3akntoveHue Bpada KI no

ncernenoBaTenbCKoOMy OTHETY) 1,500
17.4.A18A09.05.118.179 |TumodpeeBka (Phleum pratense) IgE, G6 700
17.25.A21A09.05.118.452 |TumodbeeBka nyroeasi, gé 1,250
17.39.A6A09.05.118.512 |TumodbeeBka nyrosasi, anneprokoMmnoHeHT IgE (ImmunoCAP), g208 rPhl 3,050
17.75.A1A09.05.118.225 |TumodeeBka nyrosas, anneprokomnoHeHT Phlp1, Phl p5, IgE 1,850
17.75.A1[A09.05.118.226 |TumodeeBka nyrosas, anneprokomnoHeHT Phl p7, Phlp12, IgE 1,850
17.39.A21A09.05.118.511 |TumodeeBka nyrosas, anneprokomnoHeHT, g213 rPhl p1, rPhl p5b 3,050
17.39.A3A09.05.118.507 |TumodeeBka nyrosas, anneprokomnoHeHT, g214 rPhl p7, rPhi p12 3,050
22.3.D4.]A27.05.041.008 |Tununposanne HLA DQ2/DQ8 npu Lenuakum 6,700
50.0.H11A26.21.055.005 | TVMMPOBaHVE TPVDOB, paclUVPERHBIV (Candida amicans, Fungrspp,

Candida krusei, Candida glabrata, Candida tropicalis, Candida

parapsilosis, Candida famata, Candida guiliermondii) 1,250
9.0.A61.JA09.05.106.001.d TvnpoBaHue napanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLbH0

MMMYHOMKCALMM C MaHenblo aHTUCbIBOpPOTOK IgG, IgA, IgM, kappa, 4,150
7.1.A8.2(A09.05.117 TupeornobynuH 850
7.1.A1.2(A09.05.065 TupeoTponHbii ropmoH (TTIN) 600
7.1.A4.2(A09.05.064 TupokcuH 06w (T4 06wmin) 600
7.1.A2.2(A09.05.063 TupokcuH ceoboaHbin (T4 cBobogHbIN) 600
7.1.A10.JA09.05.097 TUpPOKCUH cBA3bIBaKOLLas cnocobHOCTb cbiBOpoTkM (T-uptake) 1,100
23.2.A13A09.01.014.001 |TutaH B Bonocax, cnekrpometpus (Ti) 1,100
23.1.A13A09.05.268.001 |TutaH B KpoBu, cnektpomeTpus (Ti) 1,100
23.3.A13A09.28.073.001 |TutaH B Mmo4e, cnektpomeTpus (Ti) 1,100
17.41.A7/A09.05.118.038 |Tomar IgE, F25 700
17.51.A7/A09.05.118.263 |Tomar IgG, F25 700
17.61.A1[A09.05.118.358 |Tomartsl, f25 1,200
18.2.A22/A09.05.035.009 |Tonupamar (Tonamakc, TonanencuH, Topean), KONM4eCTBEHHO 3,750
17.3.A26/A09.05.118.150 |Tononb (Populas spp) IgE, T14 700
17.24.A3A09.05.118.449 |Tononb, t14 1,250
4.8.A3.2(A09.05.008 TpaHcdeppyrH 600
17.46.A1[A09.05.118.077 |Tpecka IgE, F3 700
17.56.A1A09.05.118.301 |Tpecka lgG, F3 700
17.66.A1A09.05.118.391 |Tpecka, f3 1,250
4.5.A1.2(A09.05.025 Tpurnuuepuabl 300
7.1.A5.2(A09.05.060 TpunogTMpoHnH oowmin (T3 obmi) 600
7.1.A20 |B03.058.001.001| TpnnoaTtnponnH pesepcusHbiv (rT3) BOXXX-MC (3akntoveHune Bpada

KN no nccnegoBaTenbCkoMy OTHETY) 8,250
7.1.A3.2(A09.05.061 TpunogTnpoHnH ceoboaHbin (T3 cBobogHbIN) 600
4.3.A18.1A09.05.243 TpunTasa 4,750
3.0.A2.2(A12.05.028 TpomMG1HOBOE BpeMsi 350
17.36.A1[A09.05.118.497 |TponomMno3umH KpeBETOK, anneprokomnoHeHT IgE (ImmunoCAP), f351 3,050
4.3.A12.1A09.05.193 TpOnoHVH | ynbTpavyyBCTBUTENbHBIN 850
17.66.A1[A09.05.118.392 |TyHey IgE (ImmunoCAP), f40 1,250
17.46.A1[A09.05.118.078 |TyHeu IgE, F40 700
17.56.A1[A09.05.118.302 |Tywrey IgG, F40 700
17.41.A7/A09.05.118.039 |TwikBa IgE, F225 700
17.51.A71A09.05.118.264 |TbikBa IgG, F225 700
17.61.A1[A09.05.118.361 |TbikBa, 225 1,200
22.7.A6.1B03.045.038.001 YHUBEPCAaIribHbIN TECT Ha YCTaHOBITEHNE POACTBA: AedYILIKa/OaDyLKa -

BHYK/BHYYKa, OA05/TETS - NNEMAHHUK/NNEMsIHHMLA, POOHbIe/CBOLHbIE

Opatbs/cecTpbl (2 ydacTHuKa, 0o 40 mapkepos AHK unu nonosbix 19,900
22 7.A3.1B03.045.030.002|YcTaHoBNeHne matepuHcTea - Ayat (20 mapkepos), (npegnonaraevas

MaTb, pebeHok)* 16,450
22 7.A4.1B03.045.030.004] YcTaHoBneHne matepuHcTea - Tpuo (20 mapkepos), (npeanonaraemas

MaTb, pebeHok, buonornyeckuin otew)* 17,800
22.7.A1.1B03.045.030.001|YcTaHoBneHune oTuoBcTBa - AyaT (20 mapkepoB), (MpeanonaraemMbiv

oTel, pebeHok)* 16,450
22 7.A2.1B03.045.030.003|YcTaHoBneHune oTuoscTBa - Tpuo (20 mapkepoB), (NpeanonaraemMbin

oTel, pebeHok, bruonornyeckas matb)* 17,800
17.46.A21A09.05.118.079 |YcTtpuupbl IgE, F290 700
17.56.A21A09.05.118.303 |YcTpuubl IgG, F290 700
17.2.A27/A09.05.118.134 |YTKa (nepo) IgE, E86 700
17.30.A4B03.002.004.070| Panouaron (cbanaHcupoBaHHasi CMECb MHransiLMOHHbIX annepreHoB Ans

CKPVHUWHIra atonun ans geten crapuie 4 neT n B3pocnbix) 4,400




17.30.A4B03.002.004.072| Paovaton getckun (cbanaHcupoBaHHas CMeChb MHransiLMOHHBIX U

NULLIEBbLIX anyepreHoB Ans CKPMHUHIa atonuu ans aeten oo 4 ner) 3,600
10.0.A7.JA12.06.073 dakTop Hekposa onyxonu (PHO-anbga) 1,850
17.62.A1[A09.05.118.372 |Paconb 6enas (benbie 606bl1) IgE (ImmunoCAP), f15 1,200
17.42.A4A09.05.118.044 |Paconb 6enas IgE, F15 700
17.52.A4A09.05.118.269 |Paconb 6enas IgG, F15 700
17.42.A5A09.05.118.045 |Paconb 3eneHas IgE, F315 700
17.52.A5A09.05.118.270 |Paconb 3enenas IgG, F315 700
17.42.A5A09.05.118.046 |Paconb kpacHas IgE, F287 700
17.52.A5A09.05.118.271 |Paconb kpacHas IgG, F287 700
50.0.H43A26.20.032.005 [®Pemocbnop-16 (AHK) 3,050
50.0.H42A26.20.032.003 [Pemocbnop-8 (AHK) 2,200
18.2.A2.1A09.05.035.005 |PeHobapbuTan, KONM4ecTBEHHO 3,300
4.8.A4.2(A09.05.076 DeppUTUH 550
3.0.A1.20A09.05.050 PunbpunHoreH 400
17.4.A301A09.05.118.180 |Pukyc IgE, K81 700
17.47.A1A09.05.118.023 |PuHuku IgE, F289 700
17.57.A1A09.05.118.248 |PuHuknm IgG, F289 700
18.2.A3.1A09.05.035.006 |PnHnencuH (kapbamasenvH, TErpPeTos), KONIMYECTBEHHO 3,300
17.43.A6/A09.05.118.052 |PucTawku IgE, F203 700
17.53.A6A09.05.118.277 |PucTawkn IgG, F203 700
50.0.H12B03.070.403 PutHec. Pusnyeckune Harpyskm 2,750
13.44.D3A26.20.032.007 |PJIOPOLIEHO3 1,750
13.44.D24A26.20.032.008 |PJIOPOLIEHO3 - komnnekcHoe uccnegosaxue (Bkntovaetr NCMT) 2,200
13.44.D1A26.20.032.006 |PnopoueHo3-6akTepurarnbHbli BarmHo3 1,150
7.2.A1.2(A09.05.132 DdonnmkynocTuMynupyowmii ropmoH (PCrI) 650
17.46.A21A09.05.118.080 |Popens IgE, F204 700
17.56.A2A09.05.118.304 |Popensb IgG, F204 700
17.66.A1A09.05.118.398 |Popernb, f204 1,250
17.73.A1A09.05.118.466 |Popmanbgermg (popmanuH) IgE (ImmunoCAP), k80 1,150
17.13.A1A09.05.118.213 |Popmanbaerma IgE, K80 500
4.7.A6.2(A09.05.033 docghop HeopraHM4eckmm 300
5.0.D18.4A09.28.026 doccop HeopraHMYeCcKMi MoYn 450
8.0.A12.JA09.05.247 PparmeHT untokepatuHa 19 (Cyfra 21-1) 1,050
4.4.A2.2(A09.05.102 PpyKTO3aMUH 550
17.63.A1A09.05.118.374 |PyHayk IgE (ImmunoCAP), f17 1,200
17.43.A6A09.05.118.053 |PyHayk IgE, F17 700
17.53.A6A09.05.118.278 |PyHayk IgG, F17 700
17.14.A1[A09.05.118.515 |Xnonok IgE, O1 700
17.74.A1A09.05.118.469 |XnoprekcuavH IgE (ImmunoCAP), c8 1,150
22.6.A7 |1A12.05.013.001 XNMA - CTaHOapPTHBIV (BEHO3HaA KPOBb, BOPCUHBI XOPMOHA; pa3pelleHne

ot 200000 nap HykneoTUAOB; 3aknyeHne Bpada - nabopaTopHoro

reHeTrKa No uccnegoBaTeribCkoMy OTHeTY) 25,500
22.6.A9 [A12.05.013.003 |XMA onyxonesow TkaHu, OHKOCKaH (onyxonesasi TkaHb; pa3peLleHne oT

300000 nap HykneoTMaos) 72,100
226A1 0 A1 20501 3067 ANTATIPCHATAJTBADIVT \d'WII‘!VIU TVIMCURAA RVIORUCU T/ BUPUVTADIT

XopuoHa/nynoBuHHasi KpoBb ¢ OATA; BbIIBNEHME XPOMOCOMHOMN

naTonornn: aHeynnouanu, aeneunn, oynnmkaumm; 3akrnoyeHue spaya -

nabopaTopHOro reHeTnKa No nccrneaoBaTenbCKoOMy OTHETY) 27,000
22.6.A13A12.05.013.002 |XMA 3K30HHOrO YpOBHS, KPOBb (BEHO3Has KPOBb; 3aK0YeHe BpaYa -

nabopaTopHOro reHeTnKa No nccrneaoBaTenbCKkoMy OTHETY) 43,850
4.5.A3.2(A09.05.004 XonecTtepvH nunonpoTenaos Beicokor nnotHoctu (JIMBIM, HDL) 400
4.5.A4.2(A09.05.028 XonecTepyH nunonpoTenaos Hu3kor nnotHoctw (JIMHIM, LDL) 400
4.5.D2.2(A09.05.028.001 |[XonecTepuH nunonpotenaos o4eHb HM3kon nnotHocTu (JITTOHIT),

(BKINKOYaET onpefeneHne Tpurnuepmaon) 400
4.5D4 |B03.016.005.004|Xonectepun He-TITBIT (non-HDL, BkntoyaeT onpeaeneHve obLiero

xonectepuHa n JINBI) 450
4.5.A2.2(A09.05.026 XonecTtepuvH obwui 300
4.1.A8.2(A09.05.174 XonuHacTtepasa 300
17.2.A28A09.05.118.135 |Xomsk (anutenui) IgE, E84 700
17.23.A6A09.05.118.442 |Xowmsk, anutenun IgE (ImmunoCAP), e84 1,400
23.2.A14A09.01.015.001 |[Xpom B Bonocax, cnekrpometpus (Cr) 1,100
23.1.A14A09.05.269.001 |Xpom B kpoBu, cnektpometpus (Cr) 1,100
23.3.A14/A09.28.074.001 |Xpom B Mo4e, crnektpomeTpus (Cr) 1,100
8.0.A19.JA09.05.227 XpomorpaHuH A CgA 6,200
17.40.A1[A09.05.118.019 |Xypma IgE, F301 700
17.50.A1[A09.05.118.245 |Xypma IgG, F301 700
17.61.A1A09.05.118.369 |LiBeTHas kanycTa, f291 1,200
4.3.A7.2(A09.05.077 LlepynonnasmuH 850
17.13.A1[A09.05.118.214 |Lledypokcum IgE, C308 1,250
11.20.A1(A09.05.074.004 |UMK, cogepxalime aHTUreHbl ONMCTOPXOB 700
4.7.A7.2(A09.05.274 LinHk 500




23.2.A7 |A09.01.020.001 [LnHK B BOnocax, cnekrpomeTpus (Zn) 1,100
23.1.A7 |A09.05.274.001 [LnHK B KpOoBM, cnektpomeTpus (Zn) 1,100
23.3.A7 |A09.28.079.001 [LnHK B MO4e, cnektpomeTpus (Zn) 1,100
17.13.A1/A09.05.118.215 |UunpodnokcaumH IgE, C108 1,250
10.0.A73A09.05.074 Linpkynupyrome MMMyHHbIE KOMMNEKChI 1,400
4.3.A17.1A09.05.230 LncratmH C 1,650
15.0.D4.{A08.20.004 LinTonornyeckoe nccrnegosanne acnuparta U3 nosiocTu MaTku 900
15.1.028A08.30.011.002 |LinTonornyeckoe nccnegoBaHne acLMTUYECKON XUAKOCTH 900
15.0.014A08.17.002.002 |HuTonornyeckoe nccnegosaHne matepuana, Nnosy4€HHOIo Npu

XMPYPrMYeCcKMX BMeLLaTENbCTBAX 900
15.0.D5.{A08.09.011 LinTonornyeckoe nccnegoBaHne MOKpOThI 900
15.0.D23A08.01.002 LinTonornyeckoe nccrnegosaHne HoBoo6pasoBaHUIM KOXHn 850
15.0.D024A08.28.012.001 |LiMTonormyeckoe nccnegoBaHme ocagka Moyu 850
15.0.D01.]A08.20.012 LinTonornyeckoe nccrnegoBaHne OTAENsiEMOro Bnaranuua 850
15.0.D09.1A08.20.015.002 |LiMTonormyeckoe uccnegoBaHme oT4ensiemMoro Moyio4HoOM xenesbl 1,100
15.0.D7.4A08.30.031 LinTonornyeckoe nccnegoBanne neprkapamanbHOM XnakocTu 900
15.0.D6.¢A08.09.010 LinTonornyeckoe nccnegosanne nieBpanbHON XUOKOCTU 900
15.0.D1¢A08.30.003.001 |LinTonormnyeckoe nccnegoBaHue NyHKTaToB APYrMX OPraHOB U TKaHew 700
15.0.D8.1A08.20.015.003 |LiMTonormyeckoe nccnegoBaHme NyHKTaToB MOJIOYHOM »Kenesbl 650
15.0.09.1A08.22.004 LinTonornyeckoe nccnegoBaHne NyHKTATOB LUMTOBUMAHOM Xenesbl 950
15.0.D019 A08.20.017.003 |OuTonornyeckoe nccnegoBaHne CMELLAHHOrO COCKoba C Wenku MaTku n

13 LepBMKanbHOro kaHana 850
15.0.D3.{A08.20.017.001 |LiMTonormnyeckoe nccnegoBaHme cockoba n3 LiepBUKanbHOro KaHana 850
15.0.D02.]A08.20.017 LinTonornyeckoe nccnegosanne cockoba ¢ LWenku MaTkm 850
15.0.013A08.30.028.001 |LiMTonormnyeckoe nccnegoBaHme coOckoboB 1 0Tne4YaTKoB 750
15.0.011A08.17.002.001 |LlMTonormyeckoe nccnegoBaHme 3H4OCKONUMYECKOro marepuana 650
15.0.019A08.16.007.001 |OuTonornyeckoe nccnegoBaHne 3HAOCKOMUYECKOrO MaTepuana Ha

Helicobacter pylori 650
17.67.A1A09.05.118.404 |Yan IgE (ImmunoCAP), 222 1,150
50.0.H20B03.070.427 Yekan "KoHTpons Beca" 4,400
50.0.H20B03.070.426 Yekan "KpacoTta n 300poBbe KOXW, pacluMpeHHbIR" 4,700
50.0.H20B03.070.425 Yekan "KpacoTta n 3gopoBbe” (iHerb) 4,400
50.0.H23B03.070.423 Yekan "XpoHuyeckas yctanoctb" (BKMHYaET ANArHOCTUKY 5,100
50.0.H124B03.070.406 Yekan 6a30BbIN, KEHLLMHbI 8,850
50.0.H12B03.070.409 Yekan 6a30BbIf, My>XK4MHbI 9,250
50.0.H21B03.070.420 Yekan BbinageHune Bonoc nocne Kosng 3,150
50.0.H23B03.070.424 Yekan nepen MHTepBanbHbLIM roniogaHuem 3,750
50.0.H18B03.070.418 Yekan nocrne kosuga 5,100
50.0.H21B03.070.421 Yekan nocrne KoBuaa KapAanonorn4yeckui 7,100
50.0.H21B03.070.422 Yekan nocre KoBMaa HEBPOIOrMYeCcKni 4,250
50.0.H21B03.070.419 Yekan nocne koBMAa pacLUMpPEHHbIN 5,950
50.0.H13B03.070.407 Yekan pacLUMpeHHbIN, XEHLLMHbI 9,500
50.0.H13B03.070.410 Yekan pacLUMPEHHbIA, MY>XYUHbI 9,400
50.0.H13B03.070.408 Yekan aKCnepTHbIN, XEHLWMNHbI 9,850
50.0.H13B03.070.411 Yekan aKCnepTHbIN, My>XYMHbI 9,850
17.67.A1A09.05.118.410 |YecHok IgE (ImmunoCAP), f47 1,150
17.47.A8A09.05.118.097 |YecHok IgE, F47 700
17.51.A8A09.05.118.320 |YecHok IgG, F47 700
17.42.A4A09.05.118.047 |YeueBunua IgE, F235 700
17.52.A4A09.05.118.272 |YeuyeBnua IgG, F235 700
17.14.A3A09.05.118.517 |UWenk IgE, K74 700
17.14.A21A09.05.118.516 |LlepcTb IgE, K20 700
17.12.A7/A09.05.118.203 |llepweHb (oca natHucTtas) (D. maculata) IgE, 12 700
17.47.A5A09.05.118.096 |lokonag IgE, F105 700
17.57.A5A09.05.118.321 |Llokonag IgG, F105 700
17.61.A1[A09.05.118.368 |LlnuHar IgE (ImmunoCAP), 214 1,200
17.41.A8A09.05.118.040 |WnwuHar IgE, F214 700
17.51.A8A09.05.118.265 |lWnuHar IgG, F214 700
4.1.A3.2(A09.05.046 LLlenoyHasa docdarasa 300
17.3.A29A09.05.118.151 |3BkanunT (Eucaliptus globulus) IgE, T18 700
1.1.D1 [A09.05.003.005 |3nekTtpodopes remornobuHa ansi AMarHoCTUKM remornobuHonaTum 3,050
9.0.06.2(A12.06.010.002 [DJTIN-ADC-XTY-TecT-6 (aHTUTENa K XI'YH, beta2-rnukonpotenHy 1, Fc-Ig,

ds-[HK, konnareHy, cymMmMmapHble kK doocdonmnugam) 3,150
9.0.D5.2{A12.06.010.001.03TN-B-TecT-6 (aHTnTena k ds-AHK, beta2-rnmukonpoTteunny 1, Fc-Ig,

KonareHy, MHTepdepoHy anbda, NHTepdepoHy ramma) 3,150
9.0.D07.2{A12.06.010.004 [2JN-Bucuepo-TecT-24 (aHTTENa K 24 aHTUreHam OCHOBHbIX OPraHoB U

CUCTEM YeroBeKa) 8,000
9.0.D8.2(A12.06.010.003 [3JIN-M-Komnnekc-12 3,450
6.2.A14 |A26.19.046.001 |OHTeponatoreHHas kuwe4vHas nanoyka (E.coli O157:H7), onpenenenne

aHTureHa B kane, UXI'A 2,350
17.10.A21A09.05.118.194 |3HTepoTokcuH B (Staphylococcus aureus) IgE, O73 700




17.10.A1[A09.05.118.193 |3HTepoTokcuH A (Staphylococcus aureus) IgE, O72 700
4.3.A8.2(A09.05.234 O03MHOUNBHbLIV KAaTUOHHBLIV Genok (ECP) 1,000
6.2.A16 |A26.05.016.004 [S03mHOUNbHLIN HeripoTokcrH (EDN) B kane 2,800
7.7.A3.2(A09.05.082 OpUTPONoaTUH 1,400
7.2.A4.2(A09.05.154 Octpaguon (E2) 650
7.3.A2.2(A09.05.157 OcTtpuron cBob6oaHbIN 650
7.2.A21 |A09.05.154.001 [OcTporeHbl B KpOBM (3CTPaamon, 3CTPOH M 3CTPMOn) 2,300
7.2.A19 |A09.28.023.001 [OcTporeHbl n nx metabonutsl (10 nokazaTenen) B Moye 8,800
17.40.A1[A09.05.118.020 |A6noko IgE, F49 700
17.50.A1[A09.05.118.246 |A6noko IgG, F49 700
17.60.A1[A09.05.118.339 |A6noko, 49 1,200
17.40.A1[A09.05.118.021 |Aroabl (4epHuka, ronybuka, 6pycHuka) IgE, F288 700
17.50.A1[A09.05.118.247 |Aroagpbl (4epHuka, ronybuka, 6pycHuka) IgG, F288 700
17.12.A1A09.05.118.205 |Ax ocuHbin (pog Polistes) IgE, 14 700
17.12.A1A09.05.118.204 |An ocuHbin (poa Vespula) IgE, 13 700
17.28.A5A09.05.118.434 |An ocbl 06bikHoBeHHOM IgE (ImmunoCAP), i3 1,150
17.28.A6/A09.05.118.433 |Ag ocbl natHucTor IgE (ImmunoCAP), i2 1,150
17.12.A1/A09.05.118.206 |Ag nyenbl (Apis mellifera) IgE, 1 700
17.28.A7/A09.05.118.432 |An nyenbl megoHocHow IgE (ImmunoCAP), i1 1,150
17.28.A8A09.05.118.436 |Ag wepwHs IgE (ImmunoCAP), i75 1,150
17.68.A1[A09.05.118.412 |AunuHbin 6enok, f1 2,050
17.68.A1A09.05.118.413 |AunuHbin xenTok, f75 2,050
17.48.A1[A09.05.118.098 |Anuo kypuHoe IgE, F245 700
17.58.A1[A09.05.118.322 |Anuo kypuHoe IgG, F245 700
17.68.A1A09.05.118.414 |Anuo, f245 1,250
17.3.A30[A09.05.118.152 |AceHb amepukaHckuin (Fraxinus americana) IgE, T15 700
17.69.A1A09.05.118.420 |Aumenb IgE (ImmunoCAP), 6 1,250
24/49 CJ1 Medukanlpyn
802 "'nmcTonormyeckoe nccnegoeaHme brontarta KoXxu 3,300
247 HOHUM
90951 BuonculiHbiii u 3HOOCKOoNMu4YecKuli Mamepuan
9095103 BeissneHne Helicobacter pylori 3a cnyyan 1,900
9095115 'McTonoruyeckoe nccrnegoBaHne GUONCMMHOrO Matepuana numdoysnos 4,400
9095105 'mcTonormnyeckoe nccrnegosaHne bUMONCMMHOIO MaTepuana

MOYEBbIBOASLNX NyTEN 3,750
9095104 'McTonormyeckoe nccrnenoBaHve bUONCMNHOro MaTepuana noocTy

PTa,513blKa,HOCOTNOTKN, CITHOHHbIX XXenes3 2,850
9095112 'McTonoruyeckoe nccnenoBaHve GUONCMNHOMO MaTepuarna TKaHu

3a6pHOLIMHHOIO NPOCTPaHCTBA 3,750
9095110 "'mcTonormyeckoe nccnegoeaHme GUONCUNHOIO Matepuana TkaHu Sn4ek 2,650
BP A08.30.046.013.¢McTonorndeckoe nccnefoBaHne bUONCUNHOrO, NYHKLUMOHHOTO

MaTepuvana u cockoboB 3,400
9095111 "'mcTonormyeckoe nccnegoBaHne marepuana Wenku MaTky, Brnaranuiia 3,750
9095109 "'mcTonormyeckoe nccnegoBaHne nannenb-6uoncum aHO4OMeTpus 3,750
9095103,5 'mcTonornyeckoe nccnegoBaHue nocne mynsTudokansHon buoncum

xenyzaka ¢ oueHkon no knaccudgpmkauum OLGA/OLGIM+H.pylori 8,400
PZ A08.21.001 'McTonormyeckoe nccnenoBaHve NyHKLMOHHON broncum

npegcraTensHon xenesbl (4o 14 KyCO4KOB) 12,150
K305 A0820002001 T VICTOUTTUTVTHCURUT 1TTULITCQUBARVTC CUURUUG UTPYBVIRAJTDAUTU RAAAria™

rMCTOSIONMYECKOe NccrneaoBaHne cockoba sHOOMETPUS LLENKN

MaTKW/TMCTONOrM4YecKoe nccrenoBaHmsi buoncum

LIEeNKN MaTKu 4,500
TK A08.05.002 "'mcTonormyeckoe nccnegoBaHne TKaHM KOCTHOIMO Mo3ra 12,150
9095101|A08.30.046.011.dT ncTONOrnyeckoe nccrneaoBaHne 3H4OCKONMYECKOro Matepuana (nonun

bonee 2 cm) 3,750
9095101|A08.30.046.011.dT ncTOonornyeckoe nccrneaoBaHne 3H4OCKONMYECKOro Matepuana

npoctoe (40 3-X KYCOYKOB) NULLIEBOAA, KeNnyaka, KULWKN, OpoHxa, ropTaHu, 2,850
9095102/ A08.30.046.011.dT nCTonornyeckoe nccrneaoBaHne aH4OCKONMYECKOro Matepuana

crnoxHoe (6onee 3 KyCOYKOB) NULLIEBOAA, KeNyaka, KULWKN, OpoHxa, 3,750
DK A08.03.002.003 |deKkanbumHaums KOCTHOW/XPSLLEBOW TKaHW NPU FTMCTONOrMYECKOM

MCcCrefoBaHnM KOCTHOWM TKaHU 1,900
9095208/ A08.30.046.011 . KomnnekcHoe ructonornyeckoe nccnegoBaHne matepuana nocne

3Hgockonun/konoHockonun (4 n 6onee KOHTENHepPa, 3a O4HO 11,200
90954 [HdononHumensbHbIl yciyau
9095131 Second Opinion - KOHCYNbTaUWs TOTOBOrO crnyyas 11,200
9095168]A08.30.046.011 [ncToxmmmmyeckas okpacka PAS (3a cTekno) 800
9095168.2 McToxummnyeckas okpacka AnbLUMaHOBbIN CUHUI (3@ CTEKIO) 600
9095168.5 'McToxummnyeckas okpacka KOHro KpacHbIM (3a CTEKI0o) 1,000
9095168.6 'McToxummnyeckas okpacka no BaH 'mM3oHy (3a cTekno) 600
9095168.3 McToxummnyeckas okpacka no 'mmsa (3a cTekno) 600
9095168.4 'McToxummnyeckas okpacka no Liune HunbceHy (3a cTekno) 600
9095164]A08.30.046.001 [[Jopeska 13 BHOBb M3roTOBNEHHOro 6roka (3akas nocne ycnyru 164) 400




90951671 MepeBop (1 cTpaHuua, aHrn.- pyc., pyc.- aHrn.) 1,900
9095164/A08.30.046.001 [Mepesanvska 6noka c U3roToBNeHMEM OOHOIO MMCTONOINYECKOro CTekNa 1,000
9095131,2 [MepecmoTp KaXkgoro nNocnenyrLero crekna 2,850
9095165 CkaHupoBaHue 1 cTekna 600
90959 XudkocmHas yumonozaus
9095908 Ki-mapkep nponndepaTnBHOM aKTUBHOCTU 4,700
9095909 VIMMyHOLIMTOXMMMYECKOE UccrneaoBaHue matepuana (1mapkep) 4,700
9095915 MIMMYHOLIMTOXMMMYECKOE NCCNEAOBAHNE COCKOOOB LLENKM MaTKU C

onpegenennem denka p16 n Ki 67 5,600
9095901 1 RO-TECT: BITI-TTATI-TECT KWAKOCTHEIIFRA4YECTBEHHOE TUMNPOBAHNE TZ

TMNOB BMpYyca nanunnomMsl Yenoseka (HPV) tunei: 16, 18, 31, 33, 35,39,

45, 51,52, 56, 58, 59 5,500
9095920 lMepecMOTp UMTONOrMYECKNX NpenapaToB 9,350
9095904 LinTonornyeckoe nccrnegoBaHne KOXHbIX U NOAKOXHbLIX 06pa3oBaHuii 4,150
9095906 LinTonornyeckoe ncecnegoBaHme NyHKTaToB NMMMAaTUYECKMX y3roB 4,150
9095903 LinTonornyeckoe nccrnegoBaHne NyHKTAaTOB MOJSTIOYHOM XXenesbl 4,150
9095905 LinTonornyeckoe nccrnegoBaHne NyHKTATOB LUMTOBUMAHOM Xenesbl 4,150
9095903.1 LinTonornyeckoe nccrnegoBaHne Cekpeunm 13 cocka 4,150
9095907 LinTonornyeckoe nccnegoBaHme cMbliBOB bptoLLHON/MNieBpanbHON

NoJNIOCTW, aCLUMTUYECKOM XKMAKOCTM, NNEBParbHbIX BbIMOTOB. 4,700
9095901 LinTonornyeckoe nccnegoBanne cockoba Lenku MaTkm 1 4,150
90955 UmmyHOo2uCcmoxumuYyeckue ucciedosaHus
9095130/A08.30.013 OnarHoctrka metogom nmmyHoructoxumum (UFX) 5-10 aHtuten 25,000
9095145|A08.30.013 OnarHoctrka metogom ummyHornctoxmmuu (UFX) 6onee 10 aHtuten 35,450
9095129/A08.30.013 [narHoctrka MeTogom ummyHoructoxmmum (UFX) oo 4 aHtmuren 14,050
9095217 HwnarHoctrka metogom nmmyHoructoxummnn (UIMX) npyu pake Mono4yHowm

A08 20.009 002 |xenesbl - 4 peakumm (ER, PR, Ki-67, HER2) 14,050

9095128|A08.30.013 MimmyHornctoxmmmndeckoe nccnegosanmne (1 UMX peakumns ALK) 6,600
9095128|A08.30.013.001 |MmmyHornctoxmmmndeckoe nccnegosanue (1 UMX peakuns HER2) 6,600
9095128|A08.30.039 MimmyHornctoxmmmndeckoe nccnegosanmne (1 UMX peakumns PD-L1 knoH 9,350
9095128/ A08.30.039 MmmyHornctoxmmmndeckoe nccnegosanue (1T X peakuusa PD-L1, kroH

Daco 22C3) 33,600
9095128|A08.30.039 MmmyHornctoxmmmndeckoe nccnegosanue (1T X peakuusa PD-LT, kroH

SP142, Ventana) 22,400
9095128|A08.30.039 MmmyHornctoxmmmndeckoe nccnegosanue (1T X peakuusa PD-L1, kroH

SP263, Ventana) 19,650
9095128|A08.30.013 MimmyHornctoxmmmnyeckoe nccnegosanue (1 UMX peakumsa ROS1) 6,600
9095128|A08.30.013 MmmyHornctoxmmmndeckoe nccnegosanue (1T X peakuusa no

npeaBapuTENbHOMY COrNacOBaHMKO C MEHEIKEPOM) 6,600
9095128|A08.30.013 VimmyHornctoxummnyeckoe ncenegosanuve (1 UMX peakuus, pan-TRK) 9,350
9095150/A08.20.003.002 VIMMYHOTUCTOXMMWYECKOE NCCIieJOBaHne onpeaernedne pellenTuBHOCTH

aHgomeTpusa( andd. AnarHoCTMKa XpoHu4eckoro aHgometputa CD16,

CD138, CD20, CD56, HLA-DR) 20,550
9095148/ A08.20.003.002.dIMMyHOrCTOXMMMYECKOE UCCREeAOBaHNE PELLEeNTUBHOCTN AHAOMETPUSA

(okHo nmnnaxHTauun, ER,PgR, CD56, CD138, LIF, nogcyet kon-sa 25,200
9095128/A08.30.013 VIMMYHOrMCTOXMMNYECKOE UCCNEAOBaHME: peLenTopbl COMartocTaTuHa

2A n 5 TunoB (SSTR 2A, 5), 2 UI'X peakumm 14,050
9095129A08.30.040 ViccnepoBaHue MmyukpocaTennuTtHon HectabunbHocTu (MSI) meTogom

X (MSH2, MSH6, PMS2, MLH1) 14,100
9095100.2 KomnriekcHoe ructonorndeckoe u uMmyHoructoxmmmyeckoe (UMX)

nccnegoBaHue NorpaHNYHbIX/CTOPOXKEBbLIX TMMAOY3N0B Npy MenaHome 35,500
9095100/ A08.20.003.002 [KomnnekcHoe rmctonoruyeckoe n nmmyHornctoxmmmudeckoe (UMX)

ncernegoBaHve Npy NOA03PEHNN Ha XPOHUYECKNIA S3HOOMETPUT 8,500
9095100/ A08.06.002.001 |KommnnekcHoe rmctonorn4yeckoe n MUMMyHOrMCTOXMMUYECKOe

nccrnegoBaHe CTOPOXEBOro numdaoysna 36,400
90956 MonekynspHo-2eHemu4eckue uccredosaHusi
9095647 TP53 peneuus 32,700
9095677 BoisiBneHune tpaHcnokaumm reHa NRG1 48,500
9095689 HITN VICUITCHUBARVTA Ad MURUTTHADIT SAUUITTCBARVTA TTU BUPUTHAVT

XOPUMOHA, OKOMOMOAHbIM BOAAM U KPOBM U3 MYNOBUHbI MioAa

(MpeHaTanbHasa gMarHOCTMKa MOHOTEHHOro X-CLenneHHoro

3abonieBaHus, B cny4vae, ecnun reHotun npobanga n pogntenen 27,400
9095688 HITN VICUITCHUBARVTA Ad MURUTTHADIT SAUUITTCBARVTA TTU BUPUTHAIVT

XOPUOHA, OKOMOMOAHbIM BOAAM U KPOBM U3 MYMNOBUHbI MoAa

(MpeHaTanbHasa AMarHOCTMKa MOHOTEHHOrO ayTOCOMHO-0OMUHAHTHOTO

3aboneBaHus, B cny4vae, ecnu reHotun npobanga n poantenen 18,100
9095685 VIHBa3VBHOE NpeHaTallbHOE ONpEeAelieAne nolla mioaa (onpeaernenne

nona nnoga no BOPCMHaM XOpMOHa, OKOMOMMOAHLIM BO4aM U KPOBU U3

NynoBKWHbI NI04a) 17,450
9095670 VMiccnegoBaHue mytauun B reHe EWSR1 40,200
9095648 VMiccnegoBanune mytauun B reHe FOXO1 40,200
9095669 ViccnegoBaHue mytauun B reHe FUS 40,200
9095663 MccnegoBanue mytauun B reHe NTRK1 32,700




9095671 WccnepoBanune mytauun B reHe NTRK1, NTRK2, NTRK3 metogom FISH 63,400
9095664 VccnegoBanue mytauun B reHe NTRK2 32,700
9095665 ViccnegoBanune mytauun B reHe NTRK3 32,700
9095679 IVIMKpOMaTpPVYHBIN aHal3 10 BOPCVIHAM XOPWOHa, OKOITONITOAHGIM

BOJaM U KPOBM U3 MYNOBWHbI M0Aa (XPOMOCOMHbIA MUKPOMATPUYHbIV

aHanus npeHaranbHbIf) 28,600
9095636 MoneKynsipHO-reHeTM4YeCKOoe uccnegosaHme mytaumi B reHe H3F3A 24,700
9095640 MoneKkynsipHo-reHeTM4Yeckoe uccnegoeaHme myrauumm B rede IDH1 20,200
9095641 MoneKynsipHO-reHETUYECKOE UccnegoBaHmMe mytaumi B reHe IDH2 20,200
9095646 MonekynsipHo-reHeTu4Yeckoe uccnegosaHme mytaumi B reHe PDGFRA 29,100
9095642 MonekynsipHo-reHeTu4Yeckoe uccnegosaxHme mytaumi B reHe PIK3CA 21,500
9095655 IVIONEKYITsIpHO-TEHETUIECKOE VICCITe[0Banne TPpaHcToKauni (1Z2;ZT) B

HGuoncuiiHom (onepaLnoHHOM) MaTepmarne MeTogom roopeCcLIEHTHOWM

rmbpuamsaumm in situ (FISH) 40,200
9095651 IVIOITEKYITSIpPHO-TEHETUIECKOE VICCITEe[0Banne TpaHCITOKaun (15,17 B

BGuoncuiiHom (onepaLnoHHOM) MaTepuarne MeTogom roopeCLIEHTHOM

rmbpugmsaumm in situ (FISH) 40,200
9095654 IVIOITEKYITSIpPHO-TEHETUIECKOE VICCITEe[0Banne TpaHCIToKalvin (&, TT) B

BGuoncuiiHom (onepaLnoHHOM) MaTepuarne MeTogom roopeCLIEHTHOM

rmbpugmsaumm in situ (FISH) 40,200
9095656 IVIOITEKYITSIpPHO-TEHETUIECKOE VICCITEe[0Banne TpaHCIToKaUvin (3, 14) B

BGuoncuiiHom (onepaLnoHHOM) MaTepuarne MeTogom roopeCcLIEHTHOM

rmbpuamsaumm in situ (FISH) 40,200
9095652 IVIOITEKYITSIpPHO-TEHETUIECKOE VICCITEe[0Banne TpaHCIToKaUvn (8,21) B

BGuoncuiiHom (onepaLnoHHOM) MaTepuarne MeTogom roopeCcLIEHTHOM

rmbpuamsaumm in situ (FISH) 40,200
9095616 Onpepenenve TpaHcnokaummn reHa SS18 (SYT) npu cuHoBMarnbLHON

capkoMe ( Ha TpaHcrokaumio ydacTtka 18911.2) 32,700
9095618 Onpegenenne amnnudmkaunn HER2/neu npu pake MOMOYHOWM Xenesbl 1 32,700
9095622 Onpegenenne amnnudukauun MET 40,150
9095619 Onpegenenne amnnudumkaunmn TOPO2A npu pake MOSIO4YHON xenesbl 32,700
9095650 Onpegenenve amnnudukauynm reHa C-MYC B buoncumHom

(onepaunoHHOM) maTepuane MeToaom ropPeCcLEHTHOM rMdpransaumm 40,150
9095673 Onpegenexve amnnudukaumm rena FGFR1 (NGS) 29,100
9095628 Onpegenexve amnnundukaunm reHa MDM2 npu capkome 40,150
9095649 Onpegenenve amnnudukauynm reHa N-MYC B buoncumHom

(onepaumnoHHOM) maTepuane MetToaom ropPeCcLEHTHON rMdpransaumm 40,150
9095653 Onpepenenve nieepcun inv(16) B brioncnnHom (onepaunoHHOM)

MaTepuarne MeToaom dproopecueHTHon rmbpungnsaumm in situ (FISH) 40,150
9095635 Onpegenexve metunuposaHus reHa MGMT 24,650
9095614 OnpegeneHne MukpocaTennmMTHon HectabunbHocTu (MSI) npu

KOJIOPEKTaNbHOM pake 20,150
9095643 Onpegenenne mytaumm c-KIT ( (9, 11, 13, 17 5k30HbI) 29,100
9095605 Onpegenenne mytaumm B 14 ak3oHe reHa cMET 33,600
9095612 Onpegenenve mytaunn 15 ak3oHa BRAF, 2, 3, 4 5k3oHOB NRAS n

11,13,17 sk30HOB c-KIT npu menaHome 33,600
9095611 Onpegenenve mytaunn 15 ak3oHa reHa BRAF n 11,13,17 ak3oHax reHa c-

KIT npu menaHome 29,100
9095601|A27.30.010 Onpegenenve mytaunn BRCAT Bcero konuanpyroLLero permoHa reHa

npu pake MOJI0YHOM Kenesbl U ANYHUKOB 95,100
9095607 Onpegenenne mytaunn KRAS Bo 2, 3 1 4 3k30Hax reHa npu

KOJIOPEKTaInbHOM pake 16,800
9095606 Onpegenenne mytaumn B 15 ak3oHe reHa BRAF 13,800
9095603[A27.30.016 Onpegenenne mytaumn B 18, 19, 20, 21 sk3oHax reHa EGFR 20,150
9095613 Onpegenenve mytauunn B reHax c-KIT n PDGFR npu

racTPOMHTECTUHANLHON cTpoManbHon onyxonu XKT (GIST) 33,600
9095610 Onpegenenvne mytaunn Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 ak30Hax

reHa NRAS, 15 ak3oHe reHa BRAF 24,650
9095609 Onpegenenve mytaunn BoO 2, 3, 4 ak30He reHa KRAS, 2, 3, 4 ak30Hax

reHa NRAS 20,150
9095608 Onpegenenne mytaummn Bo 2,3,4 ak3oHax reHa NRAS 16,800
9095667 Onpegenexve mytaumii npoMmoTopa reHa TERT 32,700
9095668 Onpegenexve onyxoneson MyTauuoHHow Harpysku (TMB) 145,450
9095615 Onpegenexve nepectpoek RET 32,700
9095620.1 Onpegnenenve nepectpoikn ALK npu pake nerkoro 32,700
9095620 Onpegnenenve nepectpoikn ALK npu pake nerkoro 32,700
9095624 Onpegenenve nepectpoiikn BCL2 npu numdome 40,150
9095625 Onpegenexve nepectpoikn BCL6 npu numdome 40,150
9095623 Onpegenexuve nepectpoikn MYC npu numdome 40,150
9095621 Onpegenexuve nepectpoikn ROS1 npu numdome 32,700
9095621.1 Onpegenexuve nepectpoikn ROS1 npu numdome 32,700
9095627 Onpegenexuve nepectpoiikn reda DDIT3 npu capkome 40,150




9095602|A27.30.115 Onpepenexne pacnpocTpaHéHHbix MyTaummn reHoB BRCAT, BRCA2 npu

pake MOIOYHOW Xenesbl N SMYHUKOB (8 MyTaumii) 13,800
9095639 Onpepgenexune akcnpeccun reHa PCA3 14,050
9095672 Mownck mytauum ivs2+1G>A B reHe CHEK?2 29,100
9095637 Pak nerkux, 6asoas naHenb (EGFR,KRAS,NRAS,BRAF) 32,700
9095638 Pak nerkux, pacwmpenHas naHens (reHsl ALK, BRAF,EGFR, ERBBZ,

KRAS, MET, PIK3CA) 70,900
9095666 TpaHcnokauusa t(11;14)(913;932) 32,700
9095630 YCcTaHOBNEHUE NPUHAANEXHOCTU MaTeprana 37,300
9095686 XpaHeHve nnogoson [JHK (Beinenenne n coxpaHenne OHK ans

NpoBeAeHUs JanbHENLEro nccrnegoBannst) 4,400
9095678 XpoMocoMHble nepecTtpoiiku ¢ yyactnem reHoB PDGFR, FGFR1 29,100
90952 OnepayuoHHbLIU Mamepuas
UN-1 A08.30.046.014 ['ncTonormyeckoe uccnegoBaHue onepauMoHHOro marepuvana knacca 3,350
UN-2 A08.30.046.014 |'ncTonormyeckoe uccnegoBaHme onepaunoHHOro MaTepumarna knacca 4,900
UN-3 A08.30.046.014 ['ncTonormyeckoe uccnegoBaHue onepaurMoHHOro Marepuvana knacca 11,200
UN-4 A08.30.046.014 ['ncTonormyeckoe uccnegoBaHue onepaurMoHHOro marepuvana knacca 22,400
UN-5 A08.30.046.014 |'ncTonormvyeckoe uccnegoBaHme onepaunoHHOro MaTepumarna knacca 36,050
KD A08.30.013 KomnnekcHas anarHocTvka onepaurMoHHOro marepuvana 56,000
9095146 IMepecmoTp nepen UIX (6e3 BbIHECEHMA 3aKMN0YEHNs, OIS OnpeaeneHns

BO3MOXHOCTU nocTaHoBkM NIX peakunmn n HasHa4YeHus naHenn) 2,750
02 OnepamueHas 2uHeKo102us1
02/1 Bonbwue 2uHekos102UuYecKue onepayuu
02/2 Manble 2uHekono2u4yeckue onepayuu
020205 |A16.20.079 Bakyym-acnupaums 3HgoOMeTpus 8,500
020188 |A16.20.063.017 |TvicTepopesekTockonus ¢ doToaMHaMU4ECKOM Tepanven u abnsaumen

3HOOMETPUS 40,000
020189 |A16.20.099 'McTepopesekTockonust: yaaneHme cybMyko3HOro MMOMAaTO3HOro yana 50,000
020186 |A03.20.003.5 I'cTepockonus

pacceyeHne Neperopoakmn MaTku 38,000
020185 |A03.20.003.4 'mcTepockonus

oducHas 30,000
020210 |A11.20.007 MyHKUMS KUCTbI SUMHMKA M acnvpauus aKkccygarta 18,000
04 OnepamuseHas ypoJsio2ust
04/1 Bonbwue yponozuyeckue onepayuu
040152 |A16.28.082 VcceyeHne napaypeTpanbHOW KACTbI 30,000
04/2 Manbie yponoauyeckue onepayuu
040106 |A11.21.0121 Buoncus andka

acnvpauunoHHas, TESA 25,100
030305 |A11.02.002.26 |BHYTpMMbILLIEYHOE BBEOEHNE NIEKapPCTBEHHBIX NpenapaTos

Hebwuao 250mr/mn 9,000
040105 |A11.21.012 Buoncus andka

oTkpbiTas, TESE 34,300
17 IMeduampusi
17/11 Annepzaonozaus
17/11/2 AHanu3sbl
17/11/3 ACUT
17111 KoHcynbmayuu annepzonoza
17/11/1/3 Bbie3d Ha dom
17111112 3aoyHble KOHCYIbMayuu
170274 |B01.002.001.5 [TTpnem (ocmoTp, KOHCYNbTaUMsA) Bpada-annepronora-uMmmyHosora

NepBUYHbIN 2,900
170275 |B01.002.002.5 |[TTpnem (ocmoTp, KOHCYNbTaUMsA) Bpada-annepronora-uMmmyHosora

NOBTOPHbIN 2,900
[010757/B01.002.001.12 |TTpviem (0CMOTp, KOHCYNbTaLWs1) -annepronora-MMMyHOIora nepBUYHbIN

KOHCYNbTaUMs annepronora-MmMMyHosiora yganeHHasa nogaepxka 1 4,500
17/11/1/4 MHeHue epaya
1711111 OyYHble KOHCYJIbmayuu
[010116B01.002.001.3 |TTpviem (0CMOTp, KOHCYNbTALWSY) -annepronora-MMMyHOIOra NepBUYHbIN

OETCKUA annepronor-MmMMmyHosor 3,400
[010154B01.002.001.7 TTpnemM (OCMOTP, KOHCYITbTalWd) Bpada-anieprornora-mMMyHoIiora

NepBUYHBIN

OETCKUA annepronor-MmMMyHOIor, 4.M.H./rnaBHbIn 5,500
[010143B01.002.001.4 |TTpviem (ocMOTp, KOHCYNbTAaLWS1) Bpaya-annepronora-MMMyHorsora

NepBUYHbIN 4,500
17/11/4 npuk mecmsl
17/13 AHecme3uonozaus
171131 KoHncynbmayuu
1711312 Marnunynsayuu
17116 BakyuHonpogunakmuka
[010764B04.014.004.57 |BakunHauus ansi npounakTky BUPYCHOro renatuta A

(Anbraeak) 1,300




[1010978B04.014.004.70 |BakunHaums gns npodmnakTukm potaBupycHom nHdekumnmn PoTa-V-9ng 3,950
11011088 B04.014.004.014]BakunHauus

npoTUB reModnNbHON MHpeKkumn Tun b 700
11011092 B04.014.004.016|BakumHaums

NpPOTUB KOPW, KpacHyxu, napoTnta (Baktpusump) 3,500
[1010821B04.014.004.58 |BakumHauus

NpPOTUB KOPW, NapoTuTa (NapoTUTHO-KOpeBas) 1,150
[1011087B04.014.004.011|BakumHauus

NPOTUB KOPW, MapoTUTa, KpacHyxm n BetTpsiHon ocnbl (Mpuopuke TeTtpa) 9,000
[1011053B04.014.004.81 |BakumHauus

npoTme nonvommenuta (MonnosakCwuH) 2,400
17/21 T acmpoaHmeponozus
171211 KoHncynbmayuu
17/121/1/3 Bbie3d Ha dom
17/21/1/2 3ao04Hble KOHCYIbMayuu
170265 |B01.004.001.9 |[TTpnem (ocmoOTp, KOHCYNbTaLMA) Bpa4a-racTpo3HTepornora nepBnYHbIv

OETCKUA raCTPOIHTEPOSIOr, 3a04YHasi KOHCYNbTauus 3,500
170266 |B01.004.002.9 |[TTpnem (ocmoOTp, KOHCYNbTaLMA) Bpa4a-racTpo3HTeporora noBTOPHbLIN

OETKUIA racTPOSHTEPOSIOr, 3a04Has KOHCYNbTaums 3,500
[010858B01.004.001.010|TTPvieM (OCMOTp, KOHCYNbTALWST) -racCTPO3IHTEPONOra NEPBUYHbINA

yAaaneHHasi nogaepxka 1 mecsy, 4,500
17/21/1/4 MHeHue epaya
17121111 OyYHble KOHCYJIbmayuu
[011060B01.004.001.004|TTpviem (0CMOTp, KOHCYNbTALWST) -raCTPO3HTEPONOra NepBnYHas

0.M.H./rNaBHbI cneunanucT/pykoBoANTENb OTAENEHNs! 5,000
[010108B01.004.001.3 [Mprvem (oCcMOTp, KOHCYNbTauuUA) -racTpoO3HTEpoOsiora nepBnuYHas

OETCKU racTpo3HTEepoior 4,500
170269 |B01.004.001.10 [TTpriem (ocmOTp, KOHCYNbTAaLMA) Bpa4a-racTpo3HTeponora nepBnuYHbIv

OETKUIA racTpO3HTEPOSOr, MPMEM NO Bonpocam guetonorum (2 yaca) 4,600
170270 |B01.004.002.10 [TTpriem (ocmoOTp, KOHCYNbTALMSA) Bpa4a-racTpo3HTeporora NoBTOPHbLIN

OETKUIA racTpo3HTEpPOSIor, NpMeM no Bonpocam guetonorum (1 yac) 2,500
1712112 Marnunynsayuu
17/26 Femamonozaus
17/26/1 KoHcynbmayuu zemamoJsioza
17/26/1/3 Bbie3d Ha dom
17/26/1/2 3aoyHble KOHCYyIbMayuu
170267 |B01.005.001.6 |[TTprem (oCMOTp, KOHCYNbTaLMA) Bpada-remartonora nepBuyHbIn

OETCKMU reMaTosior, 3a04Hast KOHCynbTauus 3,200
170268 |B01.005.002.6 |[TTpriem (ocMOTp, KOHCYNbTaLMSA) Bpava-remaTtosniora noBTOPHbLIN

OETCKMU reMaTosior, 3a04Has KOHCynbTauus 3,200
17/26/1/4 MHeHue epayva
17/126/11 OyYHble KOHCYIbmayuu
[010117/B01.005.001 .4 [Mprvem (oCcMOTp, KOHCYNbTauuA) -remaTonora NepBuYHbIN

[ETCKU remaTonor 4,000
170146 |B01.005.001.4 |[TTpnem (ocmOTp, KOHCYMNbTaLMA) Bpada-remartonora nepBuyHbIn

[ETCKU remaTonor 3,200
170148 |B01.005.001.5 |[TTprem (ocmMOTp, KOHCYNbTaLMA) Bpada-remaronora nepBuyHbIn

OETCKUA reMaTonior, K.M.H./goueHT/BeayLumi cneymanuct 5,000
170147 |B01.005.002.4 |[TTpriem (ocmOTp, KOHCYNbTaLMA) Bpava-remaToniora noBTOPHbLIN

OEeTCKuU remaTonor 2,500
170149 |B01.005.002.5 |[TTpriem (ocMOTp, KOHCYNbTaLMA) Bpava-remaToniora noBTOPHbLIN

OETCKUA reMaTonior, K.M.H./goueHT/BeayLumi cneymanuct 3,200
17114 luHekosnoausi
171141 KoHcynbmayuu 2uHekosnoza
17/114/1/3 Bbie3d Ha dom
171141112 3aoyHble KOHCYyIbMayuu
17/14/1/4 MHeHue epayva
17114111 OyYHble KOHCYIbmayuu
[0101359B01.001.001.24 |TTpviem (0CMOTp, KOHCYNbTaLWsT) Bpada-akyLiepa-rmHekonora nepBuYHbIi

OETCKUN aKyLlep-rMHeKonor 3,800
[010744B01.001.001.36 [Mprvem (ocMOTp, KOHCYNbTauUA) Bpaya-akyLuepa-ruHekonora nepBuYHbIN

OETCKUI aKyLlep-TMHEKONOor KMH/QOUEHT/BeayLmi cneynanuct 4,600
170156 |B01.001.001.24 [TTpnem (ocmoTp, KOHCYNbTaUmMs) Bpava-akyLlepa-rMHeKkonora nepBuyHbIn

[ETCKUA TMHEKONor 3,800
170158 |B01.001.001.25 [TTprem (ocmoTp, KOHCYNbTaUMs) Bpava-akyLlepa-rMHeKkonora nepBuyHbIn

OETCKU TMHEKONOor, K.M.H./0oUeHT/BegyLumin cneumanmct 4,000
170157 |B01.001.002.24 [TTpriem (ocmOTp, KOHCYNbTAaLMA) Bpada-aKyLLepa-rmHekorora NoOBTOPHbIN

[ETCKUA TMHEKONor 3,800
170159 |B01.001.002.25 [TTpriem (ocMOTp, KOHCYNbTaLMA) Bpada-aKyLLepa-rmHekorora NoOBTOPHbIN

OETCKUA TMHEKONOor, K.M.H./0oUeHT/BegyLumin cneumanmct 4,000
1711412 Marnunynsayuu
17/9 [depmamonozus
17191 KoHcynbmayuu depmamosioza




17/91/3

Bbi3oe Ha dom

17/9/1/2 3aoyHble KOHCYyIbMayuu
17/9/1/4 MHeHue epaya
17/9/11/1 OyYHble KOHCYIbmayuu
[0101559B01.008.001.10 |TTpviem (0CMOTp, KOHCYNbTaLWs1) Bpaia-a4epmMaToBeHeponora nepBU4HbIN
[4.M.H./rMaBHbIN CNeunan1cT/pykoBoANTENb HaNpaBIeH s 5,300
[010144/B01.008.001.3 |TTpviem (0CMOTp, KOHCYNbTaLWs1) Bpaia-a4epmMaToBeHeponora nepBU4HbIN
K.M.H./goueHT/BegyLmn cneumanmct 4,300
[1010109B01.008.001 Mprem (ocMOTP, KOHCYNbTauus) -4epMaTOBEHEPOIIOra NEPBUYHbIN 3,500
17/9/2 Marnunynsayuu
17/35 [fuemounozus
17/351 KoHcynbmayuu 3HdokpuHosio2a-duemosioza
171351113 Bbie3d Ha dom
171351112 3aoyHble KOHCYyIbMayuu
17/35/1/4 MHeHue epaya
17/35/11/1 OyYHble KOHCYIbmayuu
[010121B01.013.001.4 |TTpviem (0OCMOTp, KOHCYNbTAaLWST) -AMETONIora NepBUYHBIN
[ETCKUA AneTonor 5,000
17/23 Kapduonozus
171231 KoHncynbmayuu
171231113 Bbi308 Ha dom
171231112 3aoyHble KOHCYyIbMayuu
17/23/1/4 MHeHue epaya
17123111 OyYHbIe KOHCYIbmayuu
17115 Marnunynsayuu
17/8 Heeponozaus
17181 KoHcynbmayuu Hegposioza
17/8/1/3 Bbie3d Ha dom
17/8/1/2 3aoyHble KOHCYyIbMayuu
[010754B01.023.001.16 |TTpviem (0CMOTp, KOHCYMbTaLWs1) -HEBPOIIOra NEePBUYHLIN
KOHCYNbTaUMs HEBPOJIOra yaaneHHas nogaepxka 1 mecsu, 4,500
17/8/1/4 MHeHue epayva
17/8/11 OyYHble KOHCYIbmayuu
[010106B01.023.001.3 |TTpviem (0CMOTp, KOHCYNbTaLWS1) -HEBPOIIOra NEePBUYHLIN
OETCKUA HeBponor 3,500
170106 |B01.023.001.18 [TTpvem (ocMOTp, KOHCYNbTaLMs) -HeBporiora NepBUYHbIN
AeTckui Hesponor 4o 1 roga 3,500
[011243B01.023.001.025|TTpvieM (0CMOTP, KOHCYNbTaLWs1) -HEBPOIIOra NePBUYHLIN
OEeTCKu Hesponor Ao 1 roga, K.M.H./QoueHT/BegyLumin cneumanmct 4,000
[0107459B01.023.001.15 |TTpviem (0CMOTP, KOHCYNbTaLMs1) -HEBPOIIOra NePBUYHbIN
OETCKUA HEBPOIOT KMH/QOLEHT/BeayLmMi cneumanmct 5,000
170104 |B01.023.001.3 |[TTpvem (ocmOTp, KOHCYNbTaLMs) Bpada-HEBPOIIora NepBnYHbIN OETCKUN
HeBposor 3,200
170105 |B01.023.002.3 |[TTpvem (ocMOTp, KOHCYrNbTaLMs) Bpada-HeBposiora NoBTOPHbIN
OETCKUA HeBponor 2,800
[010123B01.023.001.4 |TTpviem (0CMOTp, KOHCYNbTALWsT) Bpaia-HeBponora nepBrYHbIN
OETCKUA HEBPONOTr-anuienTonor 5,100
170116 |B01.023.001.4 |[TTpvem (ocMOTp, KOHCYNbTaLMs) Bpada-HeBpoiora NnepBuyHbIN
(OeTCKMIA HEBPOMOr-anMaenTosor) 5,100
170117 |B01.023.002.4 [lTpvem (ocMOTp, KOHCYNbTaLMA) Bpada-HeBposiora NoBTOPHbIN
(OeTCKMIA HEBPOMOr-anMaenTosor) 4,600
[1011238B04.023.002.001|Mpodunakrmyeckmii npuem (0OCMOTpP, KOHCYNbTaumMsi) Bpada-HeBporsora 2,800
17/8/2 Marnunynsayuu
17/5 OmopuHonapuHaonoaus
17151 KoHncynbmayuu
17151113 Bbie3d Ha dom
17/5/1/2 3aoyHble KOHCYyIbMayuu
[010748B01.028.001.12 |TTpviem (0CMOTP, KOHCYNbTALWS1) -OTOPUHONAPUHIONOra NePBUYHbIN
OTopurHONapUHronor yganexHasa nogaepxka 1 mecsy, 4,500
17/5/11/4 MHeHue epaya
17/5111 OyYHble KOHCYJIbmayuu
[010146B01.028.001.1 |TTpviem (0CMOTp, KOHCYNbTALWS1) -OTOPUHONAPUHIONOra NePBUYHbIN
K.M.H./goueHT/BegyLmn cneumanmct 4,000
D.0101 14B01.046.001.2 TTpnemM (OCMOTpP, KOHCYITbTalnd) Bpada CypAoIiora-OTOPUHOITapUHToJiora
NepBUYHbIN
OETCKUA Cypaosior-oTOpMHONapuHronor 3,500
170138 |B01.046.001.2 TTpnemM (OCMOTP, KOHCYITbTalnd) Bpada CypAoIiora-OTOPUHOITapUHToJiora
NepBUYHbIN
OETCKUA Cypaosior-oTOpMHONapuHronor 4,000
170139 |B01.046.002.1 TTpnemM (OCMOTP, KOHCYITbTalnd) Bpada CypAoIiora-OTOPUHOITapUHToJiora
NoBTOPHas
OETCKUA Cypaosior-oTOpUHONapuHronor 4,000




170162 |B01.028.001.4 |[TTpnem (ocmoTp, KOHCYNbTaUMs) Bpa4ya-0TOPUHONApPUHronora nepBruYHbIN

OETCKNA OTOPMHOSIapUHIonor 3,400
170140 |B01.028.001.3 |[TTpnem (ocmoTp, KOHCYNbTaUMs) Bpa4ya-0TOPUHONApPUHronora nepBruYHbIN

OETCKNA OTOPMHOIIAPUHIONOr, K.M.H./AOLUEHT/BeayWwmnin cneunannct 4,000
[0010105B01.028.001 Mprnem (0CMOTP, KOHCYNbTaUUsl) -OTOPMHOJTAPUHIONOora NepBUYHbIN 3,400
[010149B01.028.001.6 |TTpviem (0CMOTP, KOHCYNbTALWs1) -OTOPUHONAPUHIONOra NEPBUYHbIN

[4.M.H./rMaBHbIN CNeunanvcT/pykoBoaUTENb HaNpaBIeH s 4,600
[011093B01.046.001.004{TTpviem (ocMOTp, KOHCYNbTaLMs1) CypAonora-oTopyHoNapuHronora

NepBUYHbIN 4,600
[010760B01.046.001.3 TTpemM {OCMOTpP, KOHCYITbTalnd) Bpada CypAoIiora-OTOPUHOITapUHToJiora

NepBUYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
170133 |B01.028.001.2 |[TTpnem (ocmoTp, KOHCYNbTaUmMs) Bpa4ya-0TOPUHONAPUHronora nepBnuYHbIv

naTpoHax 2,500
17/5/2 Marnunynsayuu
170127 1A05.25.006.5 PEricTpanysi BEI3BaHHBIX aKyCTNYUECKX OTBETOB MO3ra Ha NOCTOSHHEBIE

MoAynupoBaHHble TOHbl (ASSR TecT)

MogroToBka nauneHTa (pebeHka) k permctpaumm KCBI 1,950
[010939A05.25.006.002 PerncTpaund BbI3BaHHBIX aKyCTUHECKNX OTBETOB MO3ra Ha NMOCTOAHHBIE

MoAynuMpoBaHHble TOHbl (ASSR TecT)

Ha gomy 33,900
170123 |A05.25.006 1 PErvicTpaLys BEI3BaHHBIX aKyCTNYECKX OTBETOB MO3ra Ha NOCTOSHHEBIE

MoAynunpoBaHHble TOHbl (ASSR TecT)

B HOYHOE BPEMS CYTOK 12,500
170124 |A05.25.006.2 | ervicTpauus BEI3BAHHEIX aKyCTYECKX OTBETOB MO3ra Ha TOCTOSHHEIE

MoAynunpoBaHHble TOHbl (ASSR TecT)

C koMnbloTepHON ayanometpuen (ASSR) 6,800
170126 1A05.25.006 .4 | ervicTpaums BEI3BAHHEIX aKyCTUHECKX OTBETOB MO3ra Ha TOCTOSHHEIE

MoAynupoBaHHble TOHbl (ASSR TecT)

B HOYHOE BPEMS CYTOK 3,800
170120 [A05.25.002 ViccnegoBaHue Bbi3BaHHOW OTOaKyCTUYECKON 3MUCCUM 2,000
170122 [A12.25.005 VimnegaHcomeTpust 1,200
17110 Od¢pmanbmonozusi
171101 KoHncynbmayuu
171101113 Bbi308 Ha dom
17/10/11/2 3aoyHble KOHCYyIbMayuu
17/10/1/4 MHeHue epayva
17110111 OyYHble KOHCYIbmayuu
17/10/2 Marnunynsayuu
171 IMeduampusi
17111 KoHncynbmayuu
1711113 Bbie3d Ha dom
110744 |B01.031.001.32 |TTpviem (ocMOTp, KOHCYNbTaLWs1) Bpaya-neanatpa

nepBuYHbIN Bbi30oB neguartpa Ha Aom (30Ha 2) 2,500
170137 |B01.031.001.8 [TTpviem (ocmoTp, KOHCYyNbTaUMs) Bpava-neaMatTpa nepBudHbIN

KoHcynbTaums Bpada-neguartpa Ha gomy B crnydae 60ones3Hu (Bbi3oB 5,200
170131 |B01.031.001.4 TTpyemM (OCMOTpP, KOHCYIbTalund) Bpada-nieanartpa nepBUYHBIN

KOHCYINbTaLus Bpaya-cneymnanmcta B paMkax nporpamMmmbl naTpoHaxa

JeTeln NepBoro roga Xu3Hu 2,500
[010993B01.031.001.52 [Mprvem (ocMOTp, KOHCYNbTauus) Bpada-negnatpa

nepBuYHBIN (BTOPON 1 ganee pebeHok) 2,500
[010994B01.031.001.53 |TTpviem (ocMOTp, KOHCYNbTaLWs) Bpaya-neanaTpa

NepBUYHBIN, K.M.H./gOUEHT/BeayLumi cneumanuct (BTopon 1 ganee 3,000
[010180B01.031.001.11 [Mprvem (ocMOTp, KOHCYNbTauus) Bpada-negnartpa

Ha AOMYy, BeaQyLUMn cneumanmct 6,500
010684B01.031.001.27 TTpyemM (OCMOTpP, KOHCYIbTaluWd) Bpada-neanatpa NepBUYHBIN

MatpoHax/KoHcynbTaumsa negmartpa Ha AOMy Mocne BbIMMCKX (BbI30B

Bpaya Ha nom) 7,300
17111114 3aoyHble KOHCYyIbMayuu
170134 |B01.031.001.6 |[TTpnem (ocmoTp, KOHCYyNbTaumMs) Bpava-neamMatpa nepBuYHbIN

3a04Hasl KOHCYNbTaunst 2,000
170135 [B01.031.002.3 |[TTpnem (ocmoTp, KOHCyNbTaumMs) Bpava-neamMatpa noBTOPHbLIN

3a04Hasl KOHCYNbTaunst 2,000
[010686B01.031.001.28 |TTpviem (0CMOTp, KOHCYNbTAaLWs) Bpada-neanaTpa nepeuyHbIi

YaaneHHast nogaepkka Bpada-neguartpa - 1 mecsy 4,500
[0011219B01.031.001.014|YnaneHHas nogaep»ka AexXypHoro Bpada-negmnarpa - 1 mecsy, 2,075
17/1/1/2 MHeHue epayva
100841 |B01.031.001.005|TTpriem (ocmOTp, KOHCYNbTaLUMA) -NegnaTpa NepBnYHbLIN

MHeHue Bpava-neguaTpa 3,000
100842 |B01.031.002.002|TTpriem (ocmOTp, KOHCYNbTaLMA) -NeanaTpa NOBTOPHbLIN

MHeHue Bpava-neguaTpa 3,000
100821 |B01.031.001.004[TTpriem (ocmoTp, KOHCYNbTaLUMA) -NegnaTpa NepBnYHbLIN

MHeHue Bpayda-negmaTpa, rnaBHOro cneumanucra 3,500




100822 |B01.031.002.001|TTpriem (ocmoOTp, KOHCYNbTaUMA) -NeanaTpa NOBTOPHbLIN

MHeHue Bpada-negmaTpa, rmaBHOro cneumanucra 3,500
17111 OyYHble KOHCYIbmayuu
A010852 Akumsi! OcMoTp Bpada-neguatpa nepes BakunHaumen
450103 |naTpoHax KoHcynbTauus Bpada-neguartpa 2,500
[010103B01.031.001.9 |TTpviem (ocMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepBuyHbIi

nepea BakuMHaumnemn 1,700
[010792B01.031.001.38 |TTpviem (0CMOTp, KOHCYNbTAaLWs) Bpada-neanaTpa nepeuyHbIi

neped BakuMHaumen 4.M.H./rmaBHbI cneuynanmnct/pykoBogmTenb 5,100
[010791B01.031.001.37 |TTpviem (0CMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepBuyHbIi

nepea BakuMHaunen KMH/OOUEHT/Beaywmin cneunanmnct 800
[010102B01.031.001 Mprem (0cMOTp, KOHCYNbTauus) Bpada-negnarpa nepBuUYHbIN 2,500
170110 |B01.031.001.2 [TTpnem (ocmoTp, KOHCYyNbTaumMs) Bpava-neamMatpa nepBudHbIN

O.M.H./rNaBHbI BNeUManucT/pykoBoaNTENb OTAENEHNS 4,600
170103 [B01.031.001.3 [TTpvem (ocmoTp, KOHCYyNbTaumMs) Bpava-neamatpa nepBudHbIN

BblJa4a CnpaBku 1,250
[010153B01.031.001.2 |TTpviem (ocMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepBuyHbIi

O.M.H./rNaBHbI cneunanucT/pykoBoANTENb OTAENEeHNs! 5,500
[010142B01.031.001.1 |TTpviem (0CMOTp, KOHCYNbTALWS) -NeAnaTpa NepBrUYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 3,500
170132 |B01.031.001.5 [TTpnem (ocmoTp, KOHCYyNbTaUMs) Bpava-neamatTpa nepBuYHbIN

KOHCyNbTaums cneumnanncta "3HakoMCTBO C Bpadom-negnarpom” 2,500
040306 |B01.023.001.7 |KoHcynbTauus cneumanucra no 4eTCcKoOMy CHy 3,800
[010137/B01.023.001.7 |TTpviem (0CMOTp, KOHCYNbTaLWs1) -HEBPONOra NOBTOPHLIN

CrneumanucT no AeTCKOMY CHY 4,600
[010101B01.031.002.4 |TTpviem (ocMOTp, KOHCYNbTALWS) Bpada-neanaTpa NoBTOPHbIN

KPaTKUN 2,500
[010852B01.031.001.45 |TTpviem (ocMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepeuyHbIi

OcmMoTp Bpada-neguatpa nepej BakunHaumen 1,000
17/22 lIpoepamMmMbI U akyuu
170101 basoBas B knuHuke ot 0 go 1 roga 47,000
M170102 BbasoBas B knuHuke oT 1 00 2 net 32,850
M170103 basoBas B knuHuke oT 2 A0 3 net 32,850
1170104 basoBas Ha gomy o1 0 go 1 roga 59,200
1170105 basoBas Ha gomy ot 1 go 2 net 41,520
1170106 basoBas Ha gomy o1 2 go 3 net 41,520
M170114 [eTckni komnnekc 6a3oBbIN 7,250
M170117 HeTtckui komnnekc B 1 rog 14,650
M171119 KomnnekcHbii ocmoTp B 1 mec ¢ X0 17,700
M171125 KomnnekcHbin ocmoTp no cdopme 026-y B 6 net (nporpamma) 23,440
M171122 KomnnekcHbin ocmoTp no dpopme 026-y nepen AeTCKUM cafom 3 roga

(nporpamma) 14,800
M170107 OnTtumanbHas B knvHuke ot 0 go 1 roga 77,000
1170108 OntumanbHas B KnuHuke oT 1 ao 2 ner 52,700
M170109 OnTumanbHas B KNUHUKE OT 2 A0 3 neT 50,580
M170113 Mpemnym B knuHmke oT 0 o 1 roga 102,000
17/22/1 Ycnyau dns 20008bix npo2pamMm
[010824B01.031.001.40 |TTpviem (0CMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepBuyHbIi

KOHCyNbTauusa negmnartpa B pamkax MIBb
[010687/B01.031.001.29 |TTpviem (oCcMOTp, KOHCYNbTaLWs) Bpada-neanaTpa nepeuyHbIi

KOHCYNbTaUMs Y3KOro crneynanncrta Ha Bblbop B pamkax nporpaMmbl 2,800
17/19 lpokmonoaus
17/19/3 AHecme3usi 8 npoKkmosio2uu
171191 KoHcynbmayu npokmornoza
17/19/1/3 Bbie3d Ha dom
171191112 3aoyHble KOHCYyIbMayuu
17/19/1/4 MHeHue epaya
17119111 OyYHble KOHCYIbmayuu
17/19/2 Marnunynsayuu
17/12 llcuxomepanus, ncuxuampusi
171121 KoHncynbmayuu
17/12/1/3 Bbie3d Ha dom
171121112 3aoyHble KOHCYyIbMayuu
[010226B01.070.009.8 |TTpviem (TeCTUpoBaHM1e, KOHCYNbTaLMs1) NCMXONora NepBUYHbIN

3a04Hasl KOHCYNbTaunst 2,500
17/12/1/4 MHeHue epayva
17112111 OyYHble KOHCYIbmayuu
17127 lynbmoHono2usi
17/25 Peemamousnozus
17131 Cneyuanucm no 2py0HOMy 8CKapMJ/lugaHUIo
17/3111 KoHncynbmayuu
980006 KoHcynbTaumsa Ha oMy cneuvanucTa no rpygqHoMy BCKapMIIMBaHWK 6,300




17/4

y3un

M101109 Komnnekc Y3 c 3 net
1010311B03.052.001 KomnnekcHoe ynbTpa3BykoOBOE MCCrea0BaHNE BHYTPEHHUX OpraHoB

1 Ta3006epEeHHbIX CYCTaBOB Y AeTeN 5,100
070185 |A04.23.001 HelipocoHorpadusi 2,000
070209 |A04.28.002 YnbTpa3ByKOBOE MCCNEeAoBaHUE MOYEBbLIBOASLUNX NyTEN 2,400
070201 |A04.20.002.2 YrnbTpa3ByKOBOE UCCNEAOBAHNE MOMOYHbIX XXENe3

y oeten 2,000
070200 |A04.28.002.005.1 YTTbTPa3BYKOBOE UCCITieJOBaHNe MOYEBOTO My3bIpA C onpeaesieHnemM

OCTaTO4YHOM MO4U

y getemn 1,600
070199 |A04.28.002.003.1YNbeTpa3sykoBOe uccregoBaHne MOYEeBOro nysbips

y getemn 1,400
070195 |A04.14.001.1 YnbTpa3BykOBOE UCCNEAOBAHNE NEYEHU

y getemn 1,000
070198 |A04.15.001.1 YnbTpa3BykOBOE UCCNEeA0BaHUE NOAXKENYA0YHON XKernesbl

y getemn 1,000
070193 |A04.28.001.1 YnbTpa3ByKOBOE UCCNEAOBAHNE NOYEK U HAAMOYEYHNKOB

y geten go 1 roga 1,300
070194 |A04.06.001.1 YnbTpa3ByKOBOE UCCNEAOBAHNE CErNe3eHKM

y getemn 1,000
[010671B03.052.001.1 |KOMMIEKCHOE YnbTPa3ByKOBOE UCCNENOBaAHNE BHYTPEHHNX OpraHOB

B pamkax nporpammbl (1 3oHa) 1,700
[010672B03.052.001.2 |KOMNekcHoe ynbTpassykOBOE UCCNEROBaHNE BHYTPEHHNX OpraHOB

B paMKax nporpammbl (2 30Hbl) 3,400
070192 |A04.06.003 YnbTpa3BYKOBOE UCCeg0BaHME BUTOYKOBOW Xenesbl 1,400
070203 |A04.16.001.2 YTbTPa3BYKOBOE UCCITieJOBaHNe OpraHOB DPIOLIHON MOJTOCTHU

(komnnekcHoe)

YnbTpa3BYKOBOE UCCIeQ0BaHME Xenyaka U ABeHaaLaTMnepCTHOM KULLIKK 1,500
070191 |A04.01.001.1 YnbTpa3ByKOBOE UCCNEAOBAHUE MATKMX TKaHeW (OAHa aHaToMU4yeckas

30Ha) 1,500
070206 |A04.03.001 YnbTpa3ByKOBOE MCCreqoBaHMeE KOCTEN 2,000
070178 |A04.16.001.1 YnbTpa3ByKOBOE UCCNeAOBaHNE OpraHoB DPIOLLIHOM NOMOCTH

(koMnIIeKCHoe) 1,950
070204 |A04.20.001 YnbTpa3BykOBO€E UCCNEA0BaHUE MAaTKU U NPUOATKOB

TpaHcabgoMuHanbHoe 2,200
070202 |A04.03.002.1 YrbTpa3ByKOBOE MCCNEAOBAHNE NO3BOHOYHMKA

y getemn 2,500
070205 |A04.21.001.1 YnbTpa3ByKOBOE UCCNEAOBAHNE NPEACTATENbHOM Xenesbl

y getemn 1,500
070187 |A04.04.001.001.1YNnbTpa3sykoBoe nccrieqoBaHne Ta3obepeHHOro cyctasa

y geten go 1 roga 1,700
070208 |A04.30.010 YnbTpa3ByKOBOE MUCCIeg0BaHME OPraHoB Manoro 1asa (KOMNNIeKCHoe) 1,250
070182 |A04.22.001.2 YrnbTpa3ByKOBOE UCCNEAOBAHNE LUNTOBUOHON KEeNe3bl 1

napawmnToBUAHbIX XXenes 2,200
[1010285A04.10.002.2  |3xokapavnorpadua (Y31 cepaua)

y getemn 2,300
17/24 Yponozus, aHOponozausi
171241 KoHcynbmayuu yposnoza
17/24/1/3 Bbie3d Ha dom
171241112 3aoyHble KOHCYyIbMayuu
17/24/1/4 MHeHue epaya
17124111 OyYHble KOHCYIbmayuu
1712412 KoHcynbmayuu yponoza-aHOpoJioza
17/24/2/3 Bbie3d Ha dom
171241212 3aoyHble KOHCYyIbMayuu
17/24/2/4 MHeHue epaya
171241211 OyYHble KOHCYIbmayuu
170112 |B01.053.003 [Mprem (ocMOTp, KOHCYNbTaLWs) Bpaya-AeTCKOro yporora-aHaponora

NepBUYHbIN 3,800
170113 |B01.053.004 [Mprem (ocMOTp, KOHCYNbTaLWs) Bpaya-A4eTCKOro yporora-aHaponora

NOBTOPHbIN 2,500
[010880B01.053.003.002 IMprvem (oCcMOTp, KOHCYNbTauuA) -A€TCKOro yponora-aHgponora

NepBUYHbIN 5,000
1712413 Marnunynsayuu
1716 @PyHKUUOHaNbHasi Qua2HOCMuKa
17/6/1 KoHncynbmayuu
1716/2 Marnunynsayuu
[010259A05.10.006.3 Pernctpaumsa anekrpokapanorpamel

y AeTewn ¢ paclumndpoBKOm 1,050
1717 Xupypaus, opmonedusi
17171 KoHcynbmayuu xupypzaa

17171113

Bbie3d Ha dom




17/711/2

3aoyHble KOHCYyIbMayuu

17171114 MHeHue epayva
1717111 OyYHble KOHCYIbmayuu
A010132 Akumsi! KoHcynbTauus 4eTcKoro TpaBmarosiora-opronega
[010132B01.050.001.1 |TTpviem (0CcMOTp, KOHCYNbTaLWs) ~-TpaBMaToNora-opTonea nepBuYHbIi

OEeTCKU TpaBmaTtorsor-optones 4,000
170118 |B01.050.001.1 [TTpriem (ocmoOTp, KOHCYNbTaLMA) Bpada-TpasmaTonora-optoneaa

NepBUYHbIN 3,400
170119 |B01.050.002.1 |[TTpriem (ocmoOTp, KOHCYNbTaLMA) Bpada-TpasmaTonora-optoneaa

NOBTOPHbIN 2,900
171712 Marnunynsayuu
[010613A15.04.001.2 Hano>xeHne noBaA3ku Npu BbiBMXax (Mo4BbIBMXaX) CyCTaBOB

y getemn 2,500
[010611A15.04.001 Hano>xeHne noBA3KW Npu BbiBMXax (MO4BbIBMXaX) CyCTaBOB

y getemn 2,500
[010612A15.04.001.1 Hano>xeHne noBA3KW Npu BbiBMXax (MO4BbIBMXaX) CyCTaBOB

y getemn 2,500
171713 Onepauyuu
17/17 Akcnpecc mecmbl
1010685 A11.08.010.002.{Mony4eHne Ma3KkoB CO CIM3UCTON 060II04KM POTOTTIOTKY 1,150
17/20 AHOAOKpUHOMO2US
17/20/1 KoHcynbmayuu 3HOoKpuHosi02a
17/20/1/3 Bbie3d Ha dom
17/20/1/2 3aoyHble KOHCYIbMayuu
[010854B01.058.003.007|TTPvieM (0CMOTp, KOHCYNbTaLWs1) -SHOOKPUHOMOTa NePBUYHbIN

yAaaneHHasi nogaepxka 1 mecsy, 4,500
17/20/1/4 MHeHue epaya
17/20/11 OyYHbIe KOHCYIbmayuu
[1010111(B01.058.003 Mprnem (0CcMOTP, KOHCYNbTauusl) Bpaya-geTckoro 3H40KprHoora 3,500
[010148B01.058.003.1 |TTpviem (0CMOTp, KOHCYNbTALWS1) -A€TCKOro SHAOKPUHOMOra NepBUYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
19 lpoyue cneyuanucmsi/MaHunynsyuu/eeedeHue npenapamos
19/3 BeedeHue npenapamos
110166 |A11.12.003.001.71HenpepbiBHOE BHYTPNBEHHOE BBEAEHWE NEKapCTBEHHbIX MPenaparToB

Axnacta 0,005 mr/100 mn 19,400
110151 |A11.02.002.1 BHyTpuMbILLEYHOE BBEAEHME NEeKapCTBEHHbIX NpenapaToB. BBegeHue

aHTMpe3yc-MMMyHornobynmHa 6,000
110173 |A11.12.003.001.dHenpepeiBHOE BHYTPNBEHHOE BBEAEHME NEKApCTBEHHbIX MPenaparToB

BeHodep p-p ans B/B BBea. 20 mr/mn dn. 5 mn, BBEAeHWe npenapara 1,700
110469 [A23.30.008.026 Ha3Ha4eHne NeKapCTBEHHbIX TpenapaTtoB, METOOO0B, (POPM JIEHEOHOU

U3KyNbTYpbI

BHennanus (mudenpuctoH), Tabnetkn 10 mr (1 1ab) 1,600
110388 [A11.02.002.024 BHYTPUMBILIEYHOE BBEJEHWE JTeKapCTBEHHLIX MpemnapaToB

MmmyHorno6ynuH yenoseka aHtupesyc Rho(D), p-p A/s/m BBeaeHus 300

mkr/1 gosa (1500ME) 7,500
110496 [A25.20.004.001 [Ha3Ha4yeHne nekapcTBeHHbIX NpenapaTos Npu bepemMeHHOCTH

JleyeHvie pBOTbl GEPEMEHHbIX, NErkKon U yMEepeHHOM 1,500
110425 [A11.12.003.119 BHYTPMBEHHOE BBEJEeHNE JTEKapCTBEHHbIX MpernapaTroB

Heoponnacce (avnknodeHak+opdeHaapuvH), p-p 4/vHg. (75 mr+30

mr/250 mn), don. Ne1 1,500
110184 [A11.02.002.31 BHYTPUMBILIEYHOE BBEJEHNE JTeKapCTBEHHBIX TTpenapaToB

Pesoram H (nmmyHornobynuH aHtupesyc) p-p 4ns s/ v B/M BBeAeHUsS

1500ME (300mkr)/2mn winpuu, ¢ BCTPOEHHOW UINOoK, BBEAEHNE 9,700
110154 |A11.12.003.001.4HenpepbiBHOE BHYTPVBEHHOE BBEAEHWE NTEeKapCTBEHHbIX MPEenapaTos.

DepuHxekT p-p a/viH, 50mr/mn 10mn Ne1 BBegeHue npenaparta 8,600
110468 [A23.30.008.025 Ha3Ha4eHne rneKkapCTBEHHbIX MpenapartoB, METOOO0B, (DOPM JIEHEOHOU

U3KyNnbTYpbI

Ockanen (nesoHoprecTpen), Tabnetkn 1.5 mr (1 1a6) 1,600
1111112 3aouHas TectoBas KoHcynbTaums ans TectoBoro Bpaya KpacHogap 1
19/5 KomnnekcHble npo2paMmbl
AKLI31 Akumns «BbinageHue Bonocy (nporpamma) 14,500
A450615 Akumal KomnnekcHeiv vyekan 'TInaHnpoBaHue bepeMeHHoCTU Ans

XeHWMH" (mporpamma)
A450616 Akumnsal KomnnekcHbin yekan "TInaHnpoBaHne bepeMeHHOCTM ANnd napbl

(My>x4mHa)"
A450631 Akums! KomnnekcHbI Yekan « PenpogyKTUBHbIV NOTEHUMan» 7,100
A506517 Akuus! Yekan npegonepaumoHHbIN
A110000 Akumsa!KoHcynbTauus y3koro cneynanvcta B paMkax nporpammbl 2,200
Mo61101 [veTonornyeckun Yyekan (nporpamma) 12,900
041009 Komnnekc "Y3W B 1 mecay " 8,750
041013 Komnnekc Y3 ons xeHWuH (nporpamma) 5,500
Mo31101 Komnnekc"3a0poBbii KOMNNEKC Ansi B3pOCnbixX” 5,700
041012 KomnnekcHoe o6cnegoBaHue nop-opraHoB 1 cnyxa (mporpamma) 7,350




450919 KomnnekcHbin yekan "KpacoTa un cTponHocTh" 16,890
450615 KomnnekcHbl Yekan "MnaHnpoBaHne 6epeMeHHOCTI OISt XKEeHLMH" 25,650
450616 KomnnekcHbIn yekan "lNnaHvpoBaHne 6epeMeHHOCTM AN napbl 11,800
450631 KomMnnekcHbI Yekan « PenpoayKTMBHbIV MOTEHUMAan» 9,000
000502 MocnepogoBoin B13nT (6a3oBbii) Begywnn cneumnanmnct 9,800
000501 lMocnepogoBori BU3MT (6a3oBbli) cneumManucT 9,100
000504 [MocneponoBon BU3MT (pacLUMpEHHbIN) BegyLmi cneumanmct 36,900
000503 [MocneponoBoy BU3MT (pacLUMPEHHBIN) cneumManucT 34,800
041001 Mporpamma "ApTepnansHoe gasneHune” 13,200
041002 Mporpamma "3gopoBbii pebeHok LITE" 6,200
041002 Mporpamma "3n0poBbit pebeHok" 17,800
M011120 Mporpamma "CKpUHWHI AN KeHLWnH" 10,200
060102 CHwmxeHune Beca 3a 90 gHen (nporpamma) 13,000
450903 ConpoBoxaeHne 3HOOKPUHOMNOroOM B pamKax NporpaMmmbl "CTPOMHOCTb U

3gopoBbe” Ha 1 Mec, BeayLmn cneumanmct 20,000
450904 ConpoBoxaeHne 3HOOKPUHOMNOroM B pamKax NporpaMmmbl "CTPOMHOCTb U

3gopoBbe” Ha 1 mecsy 22,000
450905 ConpoBoxaeHne 3HOOKPUHOMNOroM B pamKax NporpaMmmbl "CTPOMHOCTb U

3gopoBbe” Ha 3 Mec, BeayLmn cneumanmct 57,500
450906 ConpoBoxaeHne 3HOOKPUHOMNOroM B pamKax Nporpammbl "CTPOMHOCTb U

3gopoBbe” Ha 3 mecsua 47,000
450907 ConpoBoxaeHne 3HOOKPUHOMNOroOM B pamKax Nporpammbl "CTPOMHOCTb U

340poBbLE" Ha 6 Mec, BeayLmn cneumanmct 110,000
450908 ConpoBoxaeHne 3HOOKPUHOMNOroM B pamKax NporpaMmmbl "CTPOMHOCTb U

340poBbLE" Ha 6 MecsiLeB 82,000
Moz1101 Y3W komnnekcHoe Ansi My>k4mH (NnporpamMma) 3,500
101107 Yek-an "0uarHocTnka aHemmmn" 7,300
1020102 Yekan onst NOAroToBKM K rmcTepockonun (6e3 Hapkosa) 11,000
020101 Yekan Ansi NOArOTOBKW K TMCTEPOCKONUM (C HAPKO30M) 21,850
450717 Yekan Myxckoe 3goposbe 40 + 18,500
450726 Yekan MnaHupoBaHne 6epeMeHHOCTU (MyX) 11,000
041026 Yekan MogrotoBka k KO (MyX4nHbI) 7,600
041025 Yekan Moarotoska k AKO 1 mecsu (nporpamma) 4,300
041024 Yekan MogrotoBka k AKO 3 mecsaua (nporpamma) 7,050
041023 Yekan Mogrotoka k KO pacluvpeHHbI (nporpamma) 25,240
450701 KoHcynbTaTnBHOE CONPOBOXAEHME cneumnanicTa 6,300
450703 KoHcynbTaTnBHoe conpoBoxaeHue cneunanncta (30 gHen) 49,800
450702 KoHcynbTaTnBHOE CONpoBOXAeHMe cneunanncTa (7 gHen) 24,900
19/1 [po4ue KOHCynbMayuu creyuaaucmos
19/1/3 3aoyHble KOHCYyIbMayuu
19/1/2 MHeHue epaya
1911 OyYHble KOHCYJIbmayuu
100167 [B01.029.001 [MTpnem (ocMOTp, KOHCYNbTauus) -odTanbmonora nepBnYHbLIN

B pamkax nporpammsl IBB 4,500
100168 [B01.065.001 [Mpvem (ocMOTp, KOHCYNbTauuA) -CToMaTonora-repanesTa NepBUYHbLIN

B pamkax nporpammsl IBB 1,250
19/2 lMpo4ue maHunynsyuu
450122 B3sTne cockoba ¢ KOXU/HOrTEeBbIX NIIACTUH Ha UccnegoBaHme 700
110157 [A11.12.003 BHyTp1BEHHOE BBEeAEHME NeKapCTBEHHbIX MPenapaToB 700
110158 [A11.12.003.001 |HenpepbiBHOE BHYTPMBEHHOE BBEAEHME NIEKAPCTBEHHLIX NpenapaTos 950
110159 [A11.02.002 BHyTpuMbILLEYHOE BBEAEHME NeKapCTBEHHbIX MPenapaToB 350
110160 [A11.12.009 B3sitTne KpoBu 13 nepudeprnyeckon BeHbI 400
070188 Hanpaenenne Ha Y3U
450112 Onpegenexve ypoBHS IMOKO3bl KPOBM SKCNPECC-METOAO0M 250
110163 [A11.01.002 MogkoxHoe BBeAEHVE NEKAPCTBEHHbIX Mpenaparos 350
110164 [A11.08.010.001 [Mony4eHne Ma3KkoB CO CN3UCTOM 060N0YKN HOCOrMNOTKM 500
110165 [A11.08.010.002 |[Nony4yeHne Ma3koB CO CNN3UCTON 060MOYKM POTOINOTKM 500
450126 IMpoBeaeHve aKkcnpecc-TecTa Ha CKPbITYHO KpoBb B Karne (Tect ColorView) 1,250
110169 [A18.05.009 KpoBonyckaHue 5,000
450113 Okcnpecc-TecT Ans onpegeneHus potaBupyca B kane 500
450114 Okcnpecc-TecT Ha BUpyc rpunna A+B 1,150
450115 OKCNpecc-TeCT Ha CTPENTOKOKK 800
1111111 TectoBasi KoHcynbTaums ans TectoBoro Bpada KpacHogap 1
19/4 Akcnpecc-mecmal
11 Tepanus, kapduonoausi
111 KoHcynbmayuu mepanesema
11113 3aoyHble KOHCYyIbMayuu
110192 |B01.047.001.10 [TTprem (ocmoTp, KOHCYNbTaUMA) Bpava-TepanesTa NnepBUYHbIN

3a04Has KOHCynbTaums, K.M.H./4oueHT/BegyLumn cneumanmct 3,200
110193 |B01.047.002.6 |[TTpnem (ocmoTp, KOHCYNbTaUMA) Bpava-TepanesTa NOBTOPHbLIN

A5 0hOpMINEeHMs CNpaBkN O COCTOSIHUW 340POBbLS 3,200
11/1/2 MHeHue epayva




100868 |B01.047.001.008|TTpriem (oCMOTp, KOHCYNbTaUMSA) -TepanesTa NepBUYHbIN

MHeHue Bpava-TepaneBTa, K.M.H./QoueHT/BeayLumn cneumanmct 3,000
100869 |B01.047.002.003|TTpriem (0CMOTpP, KOHCYNbTaUMSA) -TepanesTa NOBTOPHbLIN

MHeHue Bpava-TepaneBTa, K.M.H./QoueHT/BeayLumn cneumanmct 3,000
1111 O4HbIe KOHCYyIbmayuu
110189 |B01.047.001.8 [TTpvem (ocmoTp, KOHCYNbTaUMA) Bpava-TepanesTa NnepBUYHbIN

A5 0hOpMINeHMs CNpaBkN O COCTOSIHUM 340POBbLS 1,900
110104 [B01.047.001 Mprem (ocMOTp, KOHCYNbTauus) BpaYa-TepanesTa NepBUYHbIN 3,200
110129 |B01.047.001.5 [TTpnem (ocmoTp, KOHCYNbTaUMs) Bpada-TepanesTa nepBUYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
110107 [B01.047.002 Mpnem (0CcMOTP, KOHCYNbTauusl) Bpadya-TepaneBTa NOBTOPHbIN 3,200
110130 |B01.047.002.3 |[TTpnem (ocmoTp, KOHCYNbTaUMs) Bpava-TepanesTa NOBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 3,400
110168 |B01.047.001.4 [TTpnem (ocmoTp, KOHCYNbTaUMA) Bpava-TepanesTa nepBuUYHbIN

nepea BaunHaumen 1,100
11/2 KoHcynbmayuu mepaneema-kapduosioza
11/2/3 3aoyHble KOHCYIbMayuu
110225 |B01.015.001.6 |[TTpriem (ocmOTp, KOHCYNbTaLMA) -KapAMoriora NnepBuUYHbLIN

3ao04Has KoOHCynbTauns 3,500
110226 |B01.015.002.7 [TTpnem (ocmoOTp, KOHCYNbTaLMSA) -KapAMoriora NOBTOPHLIN

3ao4Has KoHCynbTauns 2,500
11/2/2 MHeHue epaya
100864 |B01.015.001.002|TTpriem (ocmoTp, KOHCYNbTaLUMA) -KapAuonora nepBnyHas

MHeHve Bpaya-kapauonora 2,500
100865 |B01.015.002.002|TTpriem (ocMOTp, KOHCYNbTaLMSA) -KapAMoriora NOBTOPHLIN

MHeHue Bpayva-kapguosora 2,500
11/21 OyYHble KOHCYIbmayuu
110119 [B01.015.001 Mprem (ocMOTp, KOHCYNbTaUKsl) Bpaya-Kapamonora nepBuYHbIA 3,500
110122 [B01.015.002 [Mprem (ocMOTp, KOHCYNbTauus) BpaYa-kapamonora noBTOPHbLIN 3,000
11/3 Ycnyau mepanuu
110145 OdopmMneHre cnpaBoYHOM OKYMEHTaLMmK 700
11/4 @PyHKUUOHaNbHasi Qua2HOCMuKa
110150 [A05.10.006.1 Pernctpauusa anektpokapanorpammel PaclumdpoBska, onncaHne u

MHTepnpeTaumsi dNeKkTpoKkapamorpadmyeckmnx gaHHbIxX 1,200
18 Tpaemamonozus,opmonedusi
181 KoHcynbmayuu mpasemamousioza
18/1/3 3aoyHble KOHCYyIbMayuu
18/1/2 MHeHue epaya
18111 OyYHble KOHCYIbmayuu
040899 Mpuem (ocMoTp, KOHCYNbTaUMs) Bpaya-TpaBmaTosnora-oproneaa
040801 |B01.050.001 Mprem (ocMOTp, KOHCYNbTaUusl) Bpadya-TpasMaTosiora-opronega 2,800
040802 |B01.050.002 Mprem (ocMOTp, KOHCYNbTaUusl) BpadYa-TpaBMaTosiora-opronega 2,500
18/2 Marnunynsayuu
180105 [A11.04.004.2 BHyTprcycTaBHOE BBEAEHME JIEKAPCTBEHHLIX NpenapaToB 2,900
180101 |A11.04.004 BHyTpu1cycTaBHOE BBEAEHWE NIEKAPCTBEHHbIX NpenapaToB

(KONNEHHbIV CcycTaB) 2,500
180102 |A11.04.004.1 BHyTpuyCycTaBHOE BBEAEHWE NTIEKAPCTBEHHbIX NpenapaToB

(TazobegpeHHbIN cycTaB) 2,900
180107 [A16.04.019 VicceueHune cycTaBHON CyMKU (CMHOB3KTOMMS)

npu ceexem 3abonesaHnm 11,300
180108 [A16.04.019.1 VicceyeHune cycTaBHOM CYMKU (CMIHOB3KTOMMUS)

Npwn XpOHMYECKOM 3aboneBaHnm 15,850
180120 [A16.24.006 HespoTomus

| cTtenexun 17,000
180121 [A16.24.006.1 HespoTomus

Il ctenenun 33,900
180109 [A16.24.003 HeBponus n gekomnpeccust Hepsa 22,600
180106 [A11.04.006 OkonocycTaBHOE BBEAEHVE NEKAPCTBEHHbIX Mpenaparos 2,850
180124 [A11.04.005 [MyHKUMS CMHOBMANbHOW CYMKM CycTaBa 2,300
180123 [A16.02.001.001 |Pacce4yeHne Br1IoKOBUOHOW CBA3KN CYXOXWUIIMS crubaTens Ha KUCTU 16,950
180112 |A16.02.008.2 OcBoboXxaeHve CyxoXunms u3 pybLoB 1 cpalleHun (TeHoNnn3)

npy CTEHO3UPYIOLLEM NTUrEMEHTUTE (CUHAPOM «LLENKarLero nanbua) 11,300
180113 [A16.02.008.3 OcBoboxaeHne CyxoxXunnst n3 pyoLios 1 cpaLleHuni (TeHonma)

npu TeHgosarnHnTe ae KepseHa 13,600
180114 |A16.02.008.4 OcBoboxaeHne CyxoxXunnst 3 pyoLios 1 cpaLleHni (TeHonma)

nanbLeB KUCTW (0aMH nNaney) 22,600
180110 [A16.02.008 OcBoboXaeHve CyxoXunms u3 pybLoB 1 cpalleHun (TeHonn3)

npw natepanbHOM 3NMUKOHAMANTE NNe4YEeBOM KOCTHU 13,600
180111 |A16.02.008.1 OcBoboxaeHve CyxoXunms 3 pybLoB 1 cpalleHun (TeHonn3)

npw natepanbHOM 3NMUKOHAWUINTE NIIEYEBOW KOCTU, PEBM3MOHHAs 33,900
180115 [A16.02.003 YaaneHune HOBOObOpa3oBaHNA CyXOXUNNA

(rnyBoKOro CyXoXurbHOro raHrnus) 13,600




180122 [A16.24.006.2 HespoTomus

YpaaneHue HeBpombl MopToHa 16,950
180116 [A16.02.003.1 YaaneHuwe HoBOODOPa3oBaHNS CyXOXUIUA

(MOBEPXHOCTHOIO CYXOXWJIbHOIO raHrnuns) 20,350
180119 [A16.02.003.4 YaaneHwe HoBOObOPa3oBaHNS CyXOXUIUA

(CYXOXUNBbHOIO raHrN1s NN rmrpoMbl KUCTK rIyGOKOM NoKanvMsauun) 11,300
180117 |A16.02.003.2 YaaneHne HoBOODOPa3oBaHNS CyXOXUIUA

(CYXOXWUINTbHOIO raHrnus UNn rmrpoMbl CTOMbI rIy6OKOW NoKanmM3auunn) 22,600
180118 [A16.02.003.3 YaaneHvwe HoBOObOPa3oBaHNS CyXOXUIUA

(CYXOXWUITbHOIO raHrnns UNu rmrpoMbl CTOMbl NOBEPXHOCTHOW 16,950
18/3 Onepauyuu
07 yaun
07/2 Y3U e akywepcmee
07/2/1 UHea3ueHass npeHamasibHasi Qua2HOCMUKa
070158 |A04.30.009.1 YnbTpasBkoBasi HABMrauusl Ansi npoBegeHnsi ManoMHBa3MBHOM 17,000
070218 |A04.30.009.3 YnbTpa3BKoBasi HaBUraums Ans NPOBEAEHUS ManOUHBA3NBHON

MaHUMyNaUUn 17,000
070257 |A04.30.009.002 |YNbTpa3BkoBasi HaBUrauusi Ans NpoBeAeHUs] MarlOMHBa3WBHON

MaHUNynsiLmm oo . . 17,000
070138 |A04.30.001.003 OAVHHagLuaTasi - YeTblpHagUuaTas Heflenu no oLeHKe aHTeHaTanbHOro

pasBMTUS Nroja C Lernbto BbISBIIEHUSI XDOMOCOMHbIX aHOMasui,

NOPOKOB Pa3BUTUS, PUCKOB 3a[epXKKu PoCTa Nnoaa, NpPexaeBpeMEHHbIX

Po/0B, Npeaknamncumn (CKpWHUHr 1) _ 4,000
070139 |A04.30.001.003.16epemeHHOCTM OaMHHALATAs - YeTbIpHAALATAs HEAENM MO OLEHKe

aHTeHaTanbHOro pasBUTUS NoAa C LEernbio BbISBIIEHNSI XDOMOCOMHbIX

aHoMarnui, NOpoKOB Pa3BMTUS, PUCKOB 3afepKku pocTa nnoaa,

npexaeBpeMeHHbIX pOAOB, MPE3KNaMncun (CKPUHUHT 1)

A.M.H../rﬂa?Hblﬂ cne!.manMCT/pyKoso,qmenb HanpasieHns 5,000
070140 |A04.30.001.003.46epemerHoCTH oaMHHALATas - YeTbIpHAALATAs HEAENM MO OLEHKe

aHTeHaTanbHOro pasBUTUs NoAa C LErnbio BbISBIIEHNSI XDOMOCOMHbIX

aHoMarnui, NOPoKOB Pa3BMTUS, PUCKOB 3afepKku pocTa nrnoaa,

npexaeBpeMeHHbIX pOAOB, MPE3KNaMncun (CKPUHUHT 1)

K.JI\{I_.‘I-].//J,OLleHT/Be,D:}/rI:I:lIlI/I.l?III(l‘,II'IeHLl,VIaIJ".IVIC"I: S o o 5,000
070144 1A04.30.001.005 OeBsiTHaaUaTas - ABaguaTe nepeasi Heenu no oLeHKe aHTeHaTanbHOro

pasBuTUS NroAa C Lernbto BbISBIIEHUSI XPOMOCOMHbIX aHOMasui,

NOPOKOB Pa3BUTUS, PUCKOB 3a[epKKM POCTa Nnoaa, NpexaeBpeMEHHbIX

poAoB, Npeaknamncuy (ckpuHUHr ) _ . 4,000
070145 |A04.30.001.005.1 neBaTHanuaTas - ABaALATE NEPBas HEAENM MO OLIEHKE aHTEHATANBHOTO

pasBuTUS Nrofa C Lernbto BbISBIIEHUSI XPOMOCOMHbIX aHOMasui,

NOPOKOB Pa3BUTUS, PUCKOB 3a[epPKKM POCTa Nnoaa, NPexaeBpeMEHHbIX

poooB, Npeaknamncmm (CKpUHUHF 1)

A.M.H../rﬂa?Hblﬂ cne!.manMCT/pyKoso,qmenb HanpasieHns 5,000
070146 |A04.30.001.005.46epemenHocTn aeBsiTHaALATas - ABAALATH NEpBast HEAENM MO OLEHKe

aHTeHaTanbHOro pasBUTUS NoAa C LEernbio BbISBIIEHNSI XDOMOCOMHbIX

aHoMarnui, NOPoKOB Pa3BUTUS, PUCKOB 3afepXKkv pocTa nnoaa,

npexaeBpeMeHHbIX POAOB, NpeaknamMncum (CKpUHUHT Il)

K.M.H./goueHT/BegyLmn cneumanmct 5,000
070150 |A04.30.001.001.1YNbTpa3BykoBOE UCCreAOBaHUE NoAa

15 n 6onee Hegenb 6epeMEHHOCTb 4,000
070151 |A04.30.001.001 .1 YIbTPa3BYKOBOE UCCITieJOBaHWe mrioaa

15 n 6onee Heaenb 6epemMeHHOCTH

[4.M.H./rMaBHbIN CNeunanmcT/pykoBoaNTENb HaNpaBeH s 5,000
070152 |A04.30.001.001.4 YIbTPa3BYKOBOE UCCIiedoBaHWe nrioaa

15 n 6onee Heaenb 6epemMeHHOCTH

K.M.H./goueHT/BegyLmn cneumanmct 5,000
070153 |A04.30.001.001.4YNbTpa3BykoBOE UCCrEeAOBaHUE NoAa

15 1 6onee Hegenb NPW MHOrOMIOAHONM 6epEMEHHOCTM 6,500
070155 |A04.30.001.001.4 YIbTPa3BYKOBO€E UCCITiedOBaHWe nrioaa

15 n 6onee Heaenb NPU MHOrOMMOAHOM 6EPEMEHHOCTH,

K.M.H./goueHT/BegyLmn cneumanmct 7,500
070154 |A04.30.001.001.4 YIbTPa3BYKOBOE UCCITieJOBaHWe nrioaa

15 n 6onee Heaenb NPV MHOrOMMO4HOM 6EPEMEHHOCTU, A4.M.H./IMaBHbIN

crneunanumcT/pykoBoavTeNnb HanpasneHus 8,000
070137 |A04.30.001.001 |YnbTpasBykoBOE MccnegoBaHue nnoga 2,900
070167 |A04.30.001.001.7YNbTpa3BykoBOE UCCrEeAOBaHNE NoAa

[4.M.H./rMaBHbIN CNeunan1cT/pykoBoaUTENb HaNpaBIeH s 5,000
070176 |A04.30.001.001.1YNbTpasBykoBOE UCCreaoBaHUE Nnoaa

MOHUTOPWHT 2,000




TToTPOUDy oD VIO

TOR DO T TR T O OT

070141 |A04.30.001.004 6epeMeHHOCTV OAMHHaauaTas-vYeTbipHaguaTas Heernm no oueHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENb0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NoOpoKOB Pa3BUTKS, PUCKOB 3adepXXKn pocTa nnoaa,

npexaeBpemMeHHbIX PO/OB, NPEIKNAMNCHN NPU MHOrONNoAHOM 6,500
070142 |A04.30.001.004.1 6epeMeHHOCTV OAMHHaauaTas-vYeTblpHaguaTas Heernm no oueHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENb0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NoOpoKOB Pa3BUTUS, PUCKOB 3aJepXKn pocTa nnoaa,

npexaeBpeMeHHbIX POAOB, NPE3KIamMncuy NPy MHOroNIogHOM

6epe!v|eHHlocw| (CKpIVIHVIHF 1) _ 8,000
070143 |A04.30.001.004.3 6epeMeHHOCTV OAMHHaauaTas-vYeTbipHaguaTas Heernm no oueHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENbi0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NoOpoKOB Pa3BUTKS, PUCKOB 3aJepXXKu pocTa nnoaa,

npexaeBpeMeHHbIX POAOB, NPE3KIamMncuy NPy MHOroNIogHOM

OEREMEHHOCT (KDUHINT ) e rrropren 7,500
070147 |A04.30.001.006 6epeMeHHOCTV AeBsiTHagLUaTas - ABaguaTh nepBasi He4enu rno oLeHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENbi0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NopoKOB Pa3BUTKUS, PUCKOB 3aJepXKKn pocTa nnoaa,

npexaeBpemMeHHbIX POOB, NPeaKnamncui npu M!—iOFOII'IJ'IOJ:lHOVI 6,500
070148 |A04.30.001.006.1 6epeMeHHOCTY AeBsiTHagLUaTas - ABaguaTh nepsasi He4enu rno oueHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENb0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NopoKOB Pa3BUTUS, PUCKOB 3aJepXXKn pocTa nnoaa,

npexaeBpeMeHHbIX POAOB, NPE3KIamMncuy NPy MHOroMIo4HOM

6epe!v|eHHlocw| (CKpIVIHVIHF 1)) _ 8,000
070149 |A04.30.001.006 .3 GepeMeHHOCTV AeBsiTHagLUaTas - ABaguaTh nepsasi He4enu rno oueHke

aHTeHaTanbHOro pa3BUTKS NMOAOB C LENbi0 BbISIBIIEHUS XPOMOCOMHbIX

aHoMarnumn, NoOpoKOB Pa3BUTUS, PUCKOB 3aJepXKKn pocTa nnoaa,

npexaeBpeMeHHbIX POAOB, NPE3KIamMncuy NPy MHOroNIogHOM

6epemeHHOCTU (CKpUHMHT ) 7,500
070211 |A04.10.002.1 Oxokapauorpadumsi nnoga 3,600
07/1 Y3U cmandapm
A070131A04.22.001 YnbTpa3ByKOBOE MUCCIeg0BaHME LMTOBUAHON Xenesbl 1 1,700
070111 |A04.12.001.002 |[[dynnekcHOe CKaHMPOBaHWE apTepuii Novek 2,050
070196 3anvcb n3obpaxeHnst Ha SMEKTPOHHbIV HOCUTENb 500
070112 [A04.12.001.006 |YnbTpassykoBas gonnneporpadusa TpaHCKpaHnansHas apTepun

METO40M MOHUTOPUPOBAHUS 2,500
070128 |A04.21.001.001 |YnbTpasBykoBOE McCcnegoBaHue npeacraTenbHOM Xenesbl 2,300
070113 |A04.12.003 [ynnekcHoe CkaHMpoBaHVe aopTbl 2,000
070109 |A04.12.001 YnbTpasBykoBasi gonnneporpadus apTepuin BEpXHUX KOHEHYHOCTEN 2,500
070110 |A04.12.001.001 [YnbTpa3sykoBas gonnneporpadusi apTepuii HUXXHUX KOHEYHOCTEN 2,500
070114 |A04.12.005.003 |HynnekcHoe ckaHnpoBaHne bpaxvouedanbHbiX apTepun C LIBETHLIM

[ONNNePOBCKMM KapTMPOBAHMEM KPOBOTOKA 3,000
070121 |A04.16.001 YnbTpa3ByKOBOE MCCIef0BaHNe OpraHoB GPHOLLIHONM NONOCTH 2,300
070115 |A04.12.002.003 |YnbTpassykoBas gonnneporpadusi BEH BEPXHNX KOHEYHOCTEN 2,500
070116 |A04.12.002.002 |YnbTpa3sykoBas gonnneporpadusi BEH HUXKHMX KOHEYHOCTEW 2,500
070210 |B03.052.001 KomnnekcHoe ynbTpasBykoBOE MCCNeoBaHWE BHYTPEHHUX OpraHoB 2,200
T A D e eSS TeEIE T RCTE0R mremrers 1500
070119 |A04.14.002.001 COKPATMOGCTH

Y3W dyHKUMOHaNBHOE XEeN4YHOro ny3bipst TpebyeT ObiTb CTPOro

HaToLWaK, MMHUMYM 5-6 YacoB ronogaHus 1,500
070161 | A04.30.003 YnbTpa3ByKOBOE McCregoBaHne 3abpOLLMHHOIO NPOCTpaHCcTBa 2,000
070105 |A04.06.002 YnbTpa3ByKoBOe UccrnenosaHne nuMmdaTnyeckmx yanos (ogHa

aHaToMmyeckasi 30Ha) 1,300
070126 |A04.20.002 YnbTpa3ByKOBOE MCCIeq0BaHME MOJIOYHbBIX XKenes 2,300
070134 |A04.28.002.003 |YnbTpasBykoBOE NCCNegoBaHMe MOYEBOro nysbipsi 1,100
070135 |A04.28.002.005 |YNbTpa3sykoBoe uccriefoBaHve MO4YeBOro ny3bipsa C onpeaeneHnem

OCTaTOYHOW MOYM 1,300
070101 |A04.01.001 YnbTpa3ByKOBOE MCCNEAOBAHUE MATKMX TkaHew (0gHa aHaToMuyeckas 1,800
070103 |A04.04.001 YnbTpa3ByKOBOE MCCNEeAOBaHME CycTaBa 2,000
07/1/1 Y3U opzaHoe manoz2o ma3sa
070124 |A04.20.001.001 |YnbTpasBykOBOE MCCNegoBaHNe MaTku 1 NPpMAATKOB TpaHCBarMHanbHoe 3,500
070219 |A04.20.001.001.4YnbeTpa3sykoBoe uccrnenoBaHvie MaTku 1 NIpuAaTKOB TpaHCBarmHansHoe

K.M.H./goueHT/BegyLmn cneumanmct 4,000
070136 |A04.28.003 YnbTpa3ByKOBOE MUCCIeg0BaHME OPraHOB MOLLIOHKM 2,000
070132 |A04.24.001 YnbTpa3ByKoBOe UccrnenosaHue nepmdepnyeckmx HepBos (ogHa

aHaToMmyeckasi 0bracTb) 1,700
070118 |A04.14.001 YnbTpa3ByKOBOE MCCNEAOBAHNE NEYEHU 1,500
070107 |A04.09.001 YnbTpasByKOBOE MUCCIeg0BaHME NNeBparnbHOM NONoCTH 1,300




070120 |A04.15.001 YnbTpa3ByKOBOE UCCNegoBaHMe NOaAXKeNygo4HOM xenesbl 700
070133 |A04.28.001 YnbTpa3ByKOBOE UCCeg0BaHME NOYEK M HAANOYEYHNKOB 1,500
070127 |A04.21.001 YnbTpa3ByKOBOE MUCCIegoBaHMeE NPeacTaTenbHON Xenesbl 2,500
070104 |A04.06.001 YnbTpa3BYKOBOE UCCIeQ0BaHME CENE3EHKN 800
070108 |A04.10.002 Oxokapauorpadusi 2,300
070106 |A04.07.002 YnbTpa3ByKOBOE MCCIeQ0BaHME CIIOHHbIX XXenes 1,200
070102 |A04.04.001.001 |YnbTpasBykoBOe NccrnegoBaHne TasobegpeHHoro cycrtasa 2,000
070123 |A04.18.001 YnbTpasByKOBOE UCCIeg0BaHME TONCTOM KMULLIKA 1,000
070122 |A04.17.001 YnbTpasByKOBOE UCCIeg0BaHME TOHKON KULIKK 700
070131 |A04.22.001 YnbTpa3ByKOBOE MUCCIeg0BaHME LMTOBUAHON Xenesbl 1 2,100
070207 |A04.26.002 YnbTpa3ByKOBOE MUCCIegoBaHMeE rnasHoro sbnoka 1,500
070264 |A04.08.002 YnbTpa3ByKOBOE MUCCIeq0oBaHME ropTaHu 2,000
070190 |A04.08.001 YnbTpa3ByKOBOE MCCIiegoBaHME OKOJIOHOCOBLIX Nasyx 1,400
10 Y3kue cneyuanucmsi
10/18 JononHeHust K OCHOBHOMY npuemy epa4el
10/2 lcuxono2u4ecKoe KOHCY/IbmupogaHue
10/21 KoHcynbmayuu ncuxosnoza
10/2/1/3 3aoyHble KOHCYIbMayuu
100205 |B01.070.009.1 |[TTpnem (TecTnpoBaHue, KOHCYNbTaLWUs) MEQULMHCKOro ncmxornora

NepBUYHbIN 4,600
100206 |B01.070.010.1 |[TTpvem (TecTnpoBaHue, KOHCYNbTaLNs) MeQULMHCKOro ncmxornora

NOBTOPHbIN 4,600
100261 |B01.070.009.5 |[TTpnem (TecTnpoBaHue, KOHCYNbTaLWUsA) MEQULMHCKOro ncmxornora

NepBUYHbIN 5,700
100262 |B01.070.010.5 [TTpnem (TecTnpoBaHue, KOHCYNbTaLWUs) MEQULMHCKOro ncmxornora

NOBTOPHbIN 5,700
10/2/1/2 MHeHue epayva
10/2/11 OyYHble KOHCYIbmayuu
100350 |B01.070.009.001|TTpnem (TecTnpoBaHue, KOHCYNbTaLMUs) MEQULMHCKOro ncmxornora

NepBUYHbIN 4,600
100352 |B01.070.009.003|TTprem (TecTnpoBaHue, KOHCYNbTaLUs) MEQULMHCKOro ncmxornora

NepBUYHbIN 4,000
100351 |B01.070.009.002|TTpnem (TecTnpoBaHue, KOHCYNbTaLns) MEQULMHCKOro ncmxornora

NepBUYHbIN 4,300
100103 [B01.070.009 Mprem (TecTpoBaHmNe, KOHCYNbTALMS) MEAULIMHCKOrO ncuxonora 4,600
100104 {B01.070.010 Mprem (TecTpoBaHmNe, KOHCYNbTALMS) MEAULIMHCKOrO ncuxosora 4,600
100259 |B01.070.009.4 |[TTpvem (TecTnpoBaHue, KOHCYNbTaLWs) MEQULMHCKOro ncmxonora

NepBUYHbIN 5,700
100260 |B01.070.010.4 [TTpnem (TecTnpoBaHue, KOHCYNbTaLWUsA) MEQULMHCKOro ncmxornora

NOBTOPHbIN 5,700
101 Ycnyeau annepzosioza
10/1/2 ACMUT u annepzonpobsbi
100187 [A12.26.012 [MpoBeneHve Npobbl C eKapCTBEHHbIMW NpenapaTaMum

BBegeHune npenaparta Akapusakc 8,600
100188 [A12.26.012.1 [MpoBeneHve Npobbl C eKapCTBEHHbIMW NpenapaTaMum

BBegeHuve npenapara 'pasakc 8,600
100189 [A12.26.012.2 [MpoBeneHve Npobbl C eKapCTBEHHbIMW NpenapaTaMum

BBegeHune npenaparta Parsmsakc 8,700
100201 [A12.26.012 [MpoBeneHve Npobbl ¢ NeKapCTBEHHbIMM NpenapaTaMm 8,900
100202 [A12.26.012.001 TTpoBeeHne NMpPOoDbI C ITeKapCTBEHHBIMU MpenapartamMin

BeeneHve npenaparta Ctanopanb NnogaepXxuBaroLumi Kypc (anneprex

nbinbLUbl 6epesbl) 26,800
101472 |B03.002.004.003|KomMnnekc nccnegosanHnii Ans BeIABNEHNS anneprexHa

MpoBeneHne KOXXHOM annepronpobbl - annepreH 6enok KypuHbIX auy, 700
101473 |B03.002.004.004|KomMnnekc nccnegosannii Ans BeIABNEHNS anneprexHa

[MpoBeneHne KOXXHOWM annepronpobbl - annepreH ropsguHa 700
101474 |B03.002.004.005/KomMnnekc nccnegosanHni Ans BeIABNEHNS anneprexHa

[MpoBeneHne KOXXHOM annepronpobbl - anfepreH KOPoBLE MOJIOKO 700
101478 |B03.002.004.009|KomMnnekc nccnegosaHni Ans BeIABNEHNS anneprexHa

[MpoBeneHne KOXXHOWM annepronpobbl - annepreH nyroeble Tpaebl 700
101475 |B03.002.004.006|KoMnnekc nccnegosanHni Ans BeIABNEHNS anneprexHa

IMpoBeneHne KOXXHOM annepronpobbl - annepreH Msco Kypuubl 700
101476 |B03.002.004.007|KomMnnekc nccnegosaHnii Ans BeIABNEHNS anneprexHa

[MpoBeneHne KOXXHOWM annepronpobbl - annepreH OpeLlHmK 700
101477 |B03.002.004.008/Komnnekc nccnegosanHni Ans BelIABNEHNs anneprexHa

[MpoBeneHne KOXXHOM annepronpobbl - annepreH WwepcTb cobaku 700
100191 |B03.002.004.1 |Komnnekc nccnegosaHuni ANS BbIABNEHNS anneprexHa

[MpoBeneHne KOXXHOWM annepronpobbl - ambpo3un annepreH 700
100192 |B03.002.004.2 |Komnnekc nccnegosaHuni Ans BbIABNEHNS anneprexHa

IMpoBeneHne KoXXHOM annepronpobbl - 6epesbl annepreH 700
100193 |B03.002.004.3 |Komnnekc nccnegosaHuni Ans BbIABNEHNS annepreHa

[MpoBeneHne KoXXHOWM annepronpobbl - yba annepreH 700




100194 |B03.002.004.4 |[Komnnekc nccnegosaHni ANS BbIABNEHNS annepreHa

[MpoBeneHne KOXXHOM annepronpobbl - exxn cOopHON annepreH 700
100190 |B03.002.004 Komnnekc nccnenoBaHuin 4ns BbIABEHUS annepreHa

[MpoBeneHne KOXXHOM annepronpobbl - UHANBMAYaANbHbLIN annepreH 350
100197 |B03.002.004.7 |Komnnekc nccnegosaHuni AnS BbIABNEHNS annepreHa

[MpoBeneHne KOXXHOWM annepronpobbl - NeLmHbl 06bIKHOBEHHOWN annepreH 700
100195 |B03.002.004.5 |Komnnekc nccnegosaHuni AnNS BbIABNEHNS annepreHa

MpoBeneHne KOXXHOM annepronpobbl - MATINKA JTYroBOro annepreH 700
100196 |B03.002.004.6 |Komnnekc nccnegosaHuni ANS BbIABNEHNS annepreHa

IMpoBeneHne KOXXHOM annepronpobbl - OBCSHMLLI JTYrOBOW annepreH 700
100198 |B03.002.004.8 |Komnnekc nccnegosaHuni AnS BbIABNEHNS anneprexHa

[MpoBeneHne KOXXHOM annepronpobbl - nonesvubl 6enon annepreH 700
100199 |B03.002.004.9 |Komnnekc nccnegosaHuni AnS BbIABNEHNS annepreHa

[MpoBeneHne KOXXHOM annepronpobbl - NONbIHM FOPbLKOW anseprex 700
100200 |B03.002.004.10 |Komnnekc nccnegosaHuni Ans BeIABNEHNS anneprexHa

[MpoBeneHne KOXXHOM annepronpobbl - TMMOEEBKM JTyroBON anneprex 700
10/1/3 eHHO-UH)XeHepHasi mepanusi
100973 [A11.01.002.019 T TOOKOXXHOE BBeleHEe JTeKapCTBEHHbIX MTpenapaToB

eHonap (omanun3y6am), nnod. o/npuroToB. p-pa a/n/k BBeaeHuns 150 wr,

1 ¢on. (B KOMNNEKTE C pacTBOPUTENEM) 15,000
10111 KoHcynbmayuu annepzonoza
10/1/1/3 3aoyHble KOHCYIbMayuu
100203 |B01.002.001.1 [TTpnem (ocmoTp, KOHCYNbTaUMA) Bpada-annepronora-uMmmyHosora

NepBUYHbIN 2,300
100204 |B01.002.002.1 [TTpnem (ocmoTp, KOHCYNbTaLMA) Bpada-annepronora-uMmmyHosora

NOBTOPHbIN 2,300
10/1/1/2 MHeHue epaya
100878 |B01.002.001.004|TTpriem (ocmoOTp, KOHCYNbTALMSA) -annepronora-MMMyHoiora NnepBnYHbLIN

MHeHue Bpada-anneprosora-mMmmMyHosnora 2,500
100879 |B01.002.002.003|TTpriem (0CMOTP, KOHCYNbTaLMSA) -annepronora-MMMyHoIora NOBTOPHbIN

MHeHue Bpaya-ansneprosora-mMmmMyHosnora 2,500
101111 OyYHble KOHCYIbmayuu
100101 [B01.002.001 Mpnem (0CcMOTP, KOHCYNbTauusl) Bpada-anieprosora-MmMmMmyHosora 3,400
100447 |B01.002.001.001|TTpriem (ocmoOTp, KOHCYNbTaLMSA) -annepronora-MMMyHoriora NnepBnYHbLIN

no TapreTHou Tepanum 4,000
100228 |B01.002.001.2 [TTpnem (ocmoTp, KOHCYNbTaLMA) Bpada-annepronora-uMmmyHosora

NepBUYHbIN 4,500
100102 [B01.002.002 Mpuem (ocMOTp, KOHCYNbTaUWs) Bpaya-aniepronora-uMMyHonora 3,400
100229 |B01.002.002.2 [TTpnem (ocmoTp, KOHCYNbTaLMSA) Bpada-annepronora-uMmyHorora

NOBTOPHbIN 3,400
10/7 Ycnyeau epaya JI®K
10/71 KoHncynbmayuu epaya JI®K
10/7/1/3 3aoyHble KOHCYyIbMayuu
10/7/1/2 MHeHue epayva
10/7/11 OyYHble KOHCYIbmayuu
10/4 Ycnyeu eeHemuka
10/4/1 KoHcynbmayuu 2zeHemuka
10/4/1/3 3aoyHble KOHCYyIbMayuu
450305 [B01.006.001.2 |3a04yHas KOHCYNbTauus Bpaya-reHeTunka 3,500
100178 |B01.006.001.2 [TTprem (ocMOTP, KOHCYMNbTALMSA) -reHeTNKa NepBUYHbLIN

3a04Has KOHCYNbTaunst 4,000
100179 |B01.006.002.2 [TTpnem (ocmOTp, KOHCYNbTALMSA) -reHETNKa NOBTOPHbIN

3a04Hasl KOHCYNbTaunst 4,000
10/4/1/2 MHeHue epayva
100829 |B01.006.001.001|TTPriem (0CMOTP, KOHCYNbTALMSA) -reHETNKa NepBUYHbLIN

MHeHuve Bpaya-reHeTuka 3,000
100830 |B01.006.002.001[TTPrem (0CMOTp, KOHCYNbTALMSA) -reHETNKa NOBTOPHbIN

MHeHue Bpava-reHeTuka 3,000
10/4/11 OyYHble KOHCYIbmayuu
100117 [B01.006.001 [Mpuem (ocMOTp, KOHCYNbTaUus) Bpaya-reHeTuka NepBrYHbIN 4,000
100118 [B01.006.002 Mprem (ocMOTp, KOHCYNbTaUMs) Bpaya-reHeTuka NoBTOPHbIN 4,000
10/3 Ycnyau uHghekyuoHucma
10/3/1 KoHcynbmayuu uHghekyuoHucma
10/3/1/3 3aoyHble KOHCYyIbMayuu
10/3/1/2 MHeHue epayva
10/3/11 OyYHble KOHCYIbmayuu
10/11 Ycnyeu mammousioza
101111 KoHcynbmayuu mammorsoza
101111113 3aoyHble KOHCYyIbMayuu
10/11/1/2 MHeHue epayva
10111111 OyYHble KOHCYJIbmayuu
100148 |B01.027.001.001|TTprem (ocmoOTp, KOHCYNbTaLMSA) Bpa4a-OHKONOra nepBnYHbLIN

OHKOJ10r-MaMmMOnor 5,000




100149 [B01.027.002.001|TTpriem (ocMOTP, KOHCYNbTALMA) Bpa4a-OHKOOra NOBTOPHbIN

OHKOJ10r-MaMMOor 5,000
10/11/2 Marnunynsayuu
070106 Ma3ok-0Tne4yaTok OTAENAEeMOro U3 CoOcka MONOYHOW Kernesbl 1,950
100153 [A11.20.010.003 TTYHKLIMA HOBOODPa3oBaHNA MOJTOYHOW Xerle3bl MpulernbHasd

NYHKUMOHHAsA NoJ KOHTPOIEeM yrbTpa3ByKOBOrO MCCNeaoBaHus

NyHKUMS 06pasoBaHMs MOJTOYHOM XKenesbl 2,000
100152 [A11.20.010 Broncust MOno4YHOM Xernesbl YpecKoXxHas 6,300
10/11/3 Onepauyuu
100157 |A16.20.032 Pesekuusa MOro4Hom xenesbl

1 KaTeropumsi CoXHOCTU 26,150
10110 Ycnyeu Hesposloza
10/10/1 KoHcynbmayuu Hegposioza
10/10/1/3 3aoyHble KOHCYyIbMayuu
100219 [B01.023.001.6 |[TTprem (ocmMOTp, KOHCYNbTAaLMA) -HEBPOSIOra NepBUYHbLIN

3a04Has KoOHCynbTauns 3,500
100248 |B01.023.001.8 [TTpriem (ocMOTp, KOHCYNbTAaLMA) -HEBPOSIOra NepBUYHbLIN

3aoyHas KOHCynbTaums, K.M.H./A0OLUeHT/BeayLnii cneumanuct 4,000
100220 |B01.023.002.6 |[TTpriem (ocmOTp, KOHCYNbTALMSA) -HEBPOIIOra NOBTOPHbLIN

3a04Has KoOHCynbTauns 3,500
100249 [B01.023.002.7 [TTpnem (ocmoOTp, KOHCYNbTaLMSA) -HEBPOIOra NOBTOPHbLIN

3ao04Has KOHCynbTaums, K.M.H./QoueHT/BegyLumn cneumanmct 4,000
10/10/1/2 MHeHue spaya
100837 |B01.023.001.007|TTPriem (ocMOTp, KOHCYNbTALMA) -HEBPOSIOra NepBUYHbLIN

MHeHue Bpada-HeBposnora, BegyLiero cneynanucra 3,000
100838 |B01.023.002.003|TTpriem (0CMOTP, KOHCYNbTAaLMSA) -HEBPOIIOra NOBTOPHbLIN

MHeHue Bpada-HeBposnora, BegyLiero cneynanucra 3,000
10/10/1/1 OyYHble KOHCYIbmayuu
A101101 Akuus! KoHcynbTaumus remartonora nepuyHas
100133 [B01.023.001 Mprem (ocMOTp, KOHCYNbTaUus) Bpaya-HeBPOIiora NepBUYHbIA 3,200
100171 |B01.023.001.2 [TTpnem (ocmoTp, KOHCYNbTaUMs) Bpava-HeBporora nepBuYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 5,000
100135 [B01.023.002 [Mprem (ocMOTp, KOHCYNbTaUus) Bpaya-HEBPOIiora NOBTOPHbIN 2,500
100172 |B01.023.002.2 [TIpnem (ocmoOTp, KOHCYNbTaLMA) Bpada-HeBPOora NOBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
10/10/2 Marnunynsayuu
100139 |A11.01.002.32 |TTookoxHoe BBEAEHME NnekapCTBEHHbIX NpenapaToB

Apxoeu 150 mr/1 mn N1 wnpuy 1,5 mn 24,900
100141 |A11.02.002.17 |BHyTpPUMBILLEYHOE BBEAEHME NEKAPCTBEHHbIX NPenapaToB

BotynotokcnH 100E Ne1 conakoHbl, 1 Wwr. 17,000
100140 |A11.01.002.33 |[TTookoxHOe BBeAEHME NnekapCTBEHHbIX NpenapaToB

WpwuHake 0,07/mn, 1mn, Ne1 wnpuy p-p n/k 24,400
100142 |A11.02.002.18 |BHyTpUMBbILLEYHOE BBEAEHME NEKAPCTBEHHbIX NPenapaToB

KceomnH 100 EQ] 13,200
100143 |A11.02.002.19 |BHyTpUMBbILLEYHOE BBEAEHME NEKAPCTBEHHbIX NPenapaToB

KceomnH 50 E[] 8,200
100138 [A11.02.002.22 BHYTPUMBILIEYHOE BBEJEHWE JTeKapCTBEHHBIX TTpenapaToB

BeegeHune npenaparta npy MmodacumansHom 601eBoM CMHAPOME nuua

1 XPOHNYECKON MUTPEHMN 7,500
100144 |A11.02.002.20 |BHyTpUMBbILLEYHOE BBEAEHME NEKAPCTBEHHbBIX NPenapaToB

Penatokc 60TynnHnyeckmii TokcuH tuna A 100 eg Ne1 conakoHbl, 1 wrT. 14,000
100145 |A11.02.002.21 |BHyTpUMBILLEYHOE BBEAEHME NEKAPCTBEHHbBIX NpenapaToB

Penatokc 60TynnHnyeckmit TokcuH Tvna A 50 eg Ne1 conakoHbl, 1 Wr. 8,000
100214 |A17.23.004 ONEKTPOHENPOCTUMYNALMS FONIOBHOIO MO3ra

nepBuYyHbI ceaHc 20 MUH 1,500
100215 |A17.23.004.1 ONEKTPOHENPOCTUMYNALMS FONIOBHOIO MO3ra

nepBUYHBIN ceaHc 60 MUH 2,150
100216 |A17.23.004.2 ONEKTPOHENPOCTUMYNALMS FONIOBHOIO MO3ra

NOBTOPHbIN ceaHc 20 MUH 950
100217 |A17.23.004.3 ONEKTPOHENPOCTUMYNALMS FONIOBHOIO MO3ra

NOBTOPHbIV ceaHc 60 MUH 1,500
100137 [A11.24.001 BBefeHve nekapcTBEHHbIX MpenapaToB B 0bnacTb nepudepuiecKoro

Hepea [lapaseptebpanbHas 6rnokaga 3,400
101559 [A23.30.008.030 Ha3Ha4eHne rnekapCTBEeHHbIX MpenapaTtoB, METOOO0B, (POPM JIEHEOHOU

U3KyNbTYpbI

MpumeHeHne npenapata npoTns murpenn KbOJTUIMTA 22,900
10/8 Ycnyau Helipoxupypaa
10/8/1 KoHcynbmayuu Helipoxupypzaa
10/8/1/3 3aoyHble KOHCYyIbMayuu
10/8/1/2 MHeHue epayva
10/8/11 OyYHble KOHCYIbmayuu
10/5 Ycnyau Heghposioza
10/5/1 KoHncynbmayuu Heghposoza




10/511/3

3aoyHble KOHCYyIbMayuu

10/5/1/2 MHeHue epayva
10/5/11 OyYHble KOHCYIbmayuu
10/14 Ycnyau omopuHonapuHaonoza
10/14/1 KoHcynbmayuu omopuHosiapuHaosioza
10/14/1/3 3aoyHble KOHCYIbMayuu
101560 |B01.046.001.007|TTpriem (ocmoTp, KOHCYNbTaUMsA) CypAOrora-oTopuHonapuHroriora

NepBUYHbIN 3,000
101561 |B01.046.002.004/|TTpriem (ocmoTp, KOHCYNbTaUMsA) CypAorora-oTopuHonapuHroriora

NOBTOPHbIN 2,500
10/14/1/2 MHeHue epaya
100855 |B01.028.001.005|TTpriem (0cMOTp, KOHCYMNbTALMA) -OTOPUHONAPUHIONOra NepBUYHbLIN

MHeHne Bpa4a-0TOpMHONIapuHronora 3,000
100856 |B01.028.002.005|TTpriem (0CMOTP, KOHCYMNbTALMSA) -OTOPUHONAPUHIONOra NOBTOPHbLIN

MHeHne Bpa4a-0TOpMHONIapUHronora 3,000
10/14/1/1 OyYHble KOHCYIbmayuu
100166 [B01.028.001 Mpnem (0CcMOTP, KOHCYNbTauusl) Bpava-0oTOPUHONAPUHIONOra NepBUYHbLIN 3,400
100275 |B01.028.001.5 [TTpriem (ocmMOTp, KOHCYMNbTALMSA) -OTOPUHONAPUHIONOra NePBUYHBIN

[4.M.H./rMaBHbIN cNeunanmcT/pykoBoANTENb HAaNpaBIeH s 4,600
100218 |B01.028.001.1 |[TTpnem (ocmoTp, KOHCYNbTaUMs) Bpa4ya-0TOPUHONAPUHronora nepBnuYHbIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
100212 {B01.028.002 Mpnem (0CcMOTP, KOHCYNbTauusl) Bpa4a-0oTOPUHONAPMHIONOra NOBTOPHbLIN 2,900
100314 |B01.028.002.2 |[TTpnem (ocmoOTp, KOHCYNbTaLMSA) -OTOPUHONAPUHIONOra NOBTOPHbLIN

[4.M.H./rMaBHbIN CcNeunanvcT/pykoBoANTENb HaNpaBIeH s 4,600
100213 |B01.028.002.1 |[TTpniem (ocmOTp, KOHCYNbTAaLMA) Bpa4a-0TOPUHONAPUHIONora NoBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
100230 |B01.046.001 [Mprem (ocMOTp, KOHCYNbTaLWS) Bpaya cypaosiora-oTopuHonapuHronora

NepBUYHbIN 3,500
101277 |B01.046.001.003|TTpriem (ocMOTp, KOHCYNbTaLUMA) CypAOrora-oTopuHoNapuHroriora

NepBUYHbIN 4,600
100354 |B01.046.001.001|TTpriem (ocmoTp, KOHCYNbTaUMA) CypAorora-oTopuHonapuHroriora

NepBUYHbIN 4,000
100231 |B01.046.002 [Mprem (ocMOTp, KOHCYNbTaLWS) Bpaya cypaosiora-oTopuHonapuHronora

NOBTOPHbIN 3,500
101278 |B01.046.002.003|TTpriem (ocMOTp, KOHCYNbTaLUMA) CypAOrora-oTopuHoNnapuHroriora

NOBTOPHbIN 4,600
100355 |B01.046.002.001|TTpriem (ocmoTp, KOHCYNbTaUMsA) CypAOrora-oTopuHoNapuHrorora

NOBTOPHbI 4,000
100232 |B01.046.001.1 TTpnemM (OCMOTpP, KOHCYITbTalnd) Bpada CypAoIiora-OTOPUHOITapUHToJiora

NepBUYHbIN

C uccnegoBaHMem BeCTMOynsipHOro aHanmaatopa (ronoBOKpYKEHNE) 5,000
10/14/3 Marnunynsayuu
040508 AyavomeTpuyeckoe nccnegoBaHue 6e3 KOHCynbTauum 1,250
100323 [A11.07.004 Bbuoncus rnoTkun, AECHbl 1 A3blYKa 4,000
100322 [A11.08.002 Broncus cnnamcton 060Mn04ku HOC, POT, YXO C TMCTONOTNEN 4,000
100321 [A22.08.025 JlazepHas koarynsauus MMHAANMH rnoTku 7,950
100315 [A16.08.010.001 |Mogcnuancrast Ba30TOMMUSA HUKHUX HOCOBLIX PAKOBWH 21,500
100318 [A16.08.074 JlaszepHas gecTpykumsi CoOCyqoB HOCOBOW NEPEropoaKkm 10,200
100316 [A16.07.086 MnacTtuka msarkoro HEéGa 23,800
100317 [A16.08.035 YaaneHne HOBooGpa3oBaHNA NOJSIOCTM HOca 4,000
100353 [B03.028.001 O6beKkTMBHas ayanomeTpust 1,250
100319 [A16.07.044 MnacTuka y3geykm sisbika 15,850
170125 1A05.25.006.3 PEricTpaLis BEI3BaHHBIX aKyCTNYECKX OTBETOB MO3ra Ha NOCTOSHHBIE

MoAynuMpoBaHHble TOHbl (ASSR TecT)

pononHutensHoe Bpems 30 MUHYT 1,300
170121 [A03.25.001 Bectubynometpus 3,200
100233 [A03.08.005 PurbponapmHrockonus 2,000
170128 [A16.08.016 [MpombiBaHMe NakyH MMHAANWH 2,150
170129 [A11.25.002 BBeneHve nekapCTBEHHbIX MPENApaToB B HAPYXHbIV CMYXOBOW NpOXo4 800
100320 [A16.08.055.001 |AccedeHne CUHexun 1 atpesnii NonocTy Hoca € NOMOLLBHO Nia3epa 19,250
100234 [A12.25.001.003 |ToHanbHas ayanoMeTpus ¢ pedyeBbiM NpoLEeccopoM B CBODOAHOM

3BYKOBOM Mone 950
101328 [A03.08.007 OnndapuHronapuHrockonus

Cnun-aHAockonus 17,000
10/14/2 Onepauyuu
10/14/2/2 lMonocmb HOCa u OKOJIOHOCO8bIe na3yxu
10/14/2/1 lMonocmb pma, pomoz2s10mka, HoCo2/10MmKa, 20PMaHb
10/14/2/3 Yxo
10113 Ycnyeu ogpmanbmosioza
10/131 KoHcynbmayuu ogpmanbmornoza
10/13/1/3 3aoyHble KOHCYyIbMayuu
10/13/1/2 MHeHue epayva
10/13/11 OyYHble KOHCYIbmayuu




10/13/2 Marnunynsayuu
10/20 Ycnyau namomopdghonoza
10/20/1 KoHncynbmayuu namomopdgposoza
10/20/1/3 3aoyHble KOHCYyIbMayuu
10/20/1/2 MHeHue epaya
10/20/1/1 OyYHbIe KOHCYIbmayuu
10117 Ycnyeu ncuxuampa
10171 KoHcynbmayuu ncuxuampa
101171113 3aoyHble KOHCYyIbMayuu
10/17/1/2 MHeHue epayva
1017111 OyYHble KOHCYIbmayuu
10/15 Ycnyau nynbmoHonoza
10/15/1 KoHcynbmayuu nynbmMoHoJs102a
10/15/1/3 3aoyHble KOHCYyIbMayuu
10/15/1/2 MHeHue epayva
10/15/11 OyYHble KOHCYIbmayuu
10/6 Ycnyeu peemamonoza
10/6/1 KoHncynbmayuu peemamodsioza
10/6/1/3 3aoyHble KOHCYyIbMayuu
10/6/1/2 MHeHue epaya
10/6/11 OyYHble KOHCYIbmayuu
10/9 Ycnyau mpaHcghy3suonoza
10/9/1 KoHcynbmayuu mpaHcgy3suonoza
10/9/1/3 3aoyHble KOHCYyIbMayuu
10/9/1/2 MHeHue epaya
10/9/11 OyYHble KOHCYIbmayuu
10/16 Ycnyeu ¢pmuszuampa
10/16/1 KoHncynbmayuu ¢pmusuampa
10/16/1/3 3aoyHble KOHCYyIbMayuu
10/16/1/2 MHeHue epaya
10/16/1/1 OyYHble KOHCYIbmayuu
10112 Ycnyau xupypza
10/121 KoHcynbmayuu xupypzaa
101121113 3aoyHble KOHCYyIbMayuu
10/12/1/2 MHeHue epaya
10/12/11 OyYHble KOHCYIbmayuu
10/12/2 Marnunynsayuu
10/12/3 Onepauyuu
10119 Ycnyau yenrocmHo-n1uyesoz2o xupypaa
10/19/1 KoHcynbmayuu 4es1r0cmHo-1uye8020 xupypaa
10/19/1/3 3aoyHble KOHCYyIbMayuu
10/19/1/2 MHeHue epaya
10/19/11 OyYHble KOHCYIbmayuu
09 Ycnyeu cmayuoHapa
09/1 Ycnyau dHesHO20 cmayuoHapa
090111 |B02.057.001.005|TTpoueaypbl CECTPMHCKOrO yxoAa B yCNOBUAX CTauMoHapa
MpebbiBaHMe B nanarte craumoHapa BPT 3,200
090104 |B02.057.001.004]TTpouenypbl cecTpnHCKOro yxoaa B yCrioBusX CTaumoHapa
[MpebbiBaHKe B nanarte ctaumoHapa 4o 4 4acos 3,200
09/2 Ycnyau Kpyanocymo4H0o20 cmayuoHapa
05 KO
A05 Akuuu
935870 Akums! «BmecTe Kk vygy» TBI1 6e3 aHecTe3nm 80,000
05/1 ToHadomponuHb!
050103 |A11.01.002.3 [ToOkoXXHOE BBEAEHVE NeKapCTBEHHbIX MpenapaToB
"oHan-® (PonnutponuH ansda) 75 ME 1,900
050101 |A11.01.002.1 [ToOkoXXHOE BBEAEHWE NeKapCTBEHHbIX MpenapaToB
"oHan-® (PonnutponuH ansda) wnpuu-pydka 300 ME 7,600
050102 |A11.01.002.2 ToOkoXXHOE BBEAEHWE NeKapCTBEHHbIX MpenapaToB
"oHan-® (PonnutponuH anbda) wnpuu-pyyka 450 ME 11,000
050104 |A11.01.002.4 "TloakoXHoe BBEL,eHNE NekapCTBEHHbIX NpernapaTos
"oHan-® (PonnutponuH anbda) wnpuu-pyydka 900 ME" 22,050
050105 |A11.01.002.5 ToOkoXXHOE BBEAEHWE NeKapCTBEHHbIX MpenapaToB
Hekanentun (TpuntopenuH) 0,1 Mr pacTeop 1,150
050114 |A11.01.002.8 [MookoxxHOEe BBEAEHME NeKapCTBEHHbIX MPenapaToB
MeHonyp Mynbtrgosa (MeHoTponuHbl) 1200 ME Ne1 48,050
050113 |A11.01.002.7 ToOkoXXHOE BBEAEHWE NeKapCTBEHHbIX MpenapaToB
MeHonyp Mynbtngosa (MeHoTponuHbl) 600 ME Ne1 26,900
050272 |A11.02.002.23 |BHyTpMMBILIEYHOE BBEAEHNE NEKapCTBEHHbIX NpenapaTos
MepunodepTt (MeHoTponuHel), 150 ME 4,950
050115 |A11.02.002.16 |BHYTpMMbILLEYHOE BBEOEHNE NIEKapCTBEHHBIX NpenapaTos
MepunodepTt (MeHoTponuHel), 75 ME 2,900




050116 |A11.01.002.9

TTOAKOXXHOE BBEAEHWE NEKapCTBEHHbIX NpenapaTos

OBuTpens (XoproroHagotTponvH anbda) 250 mkr, Ne1 7,600
050117 |A11.01.002.10 |TToakoxHOe BBeAeHNe nekapCTBEHHbIX NpenapaTos

OpranytpaH (FaHupenukc) 0,25 mr, Ne1 2,850
050118 |A11.01.002.11 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

Meproeepuc (PonnutponuH anbda+flyrponnH anbda) 150ME +75 ME, 5,600
050142 |A11.01.002.26 |TToakoxHOe BBeAeHNe nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbda) 300 ME Ne1 7,350
050143 |A11.01.002.27 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbda) 450 ME Ne1 10,800
050144 |A11.01.002.28 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

Mpumanyp (PonutponuH anbda) 900 ME Ne1 21,100
050148 |A11.01.002.29 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

MpontoTekc (Mporectepor) 25 mr Ne1 2,000
050123 |A11.01.002.14 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

MyperoH (PonnutponuH 6eta) 300 ME p-p, Ne1 11,900
050125 |A11.01.002.16 |TToAkoxHOe BBeAeHNe NnekapCTBEHHbIX NpenapaTos

MyperoH (PonnutponuH 6eta) 600 ME 22,500
050124 |A11.01.002.15 |TToakoxHOe BBeAeHNe nekapCTBEHHbIX NpenapaTos

MyperoH (PonnutponuH 6eta) 900 ME p-p, Ne1 33,700
050128 |A11.01.002.19 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

PekoBenb (PonnutponvH genbta) 12 Mkr/0.36 mn no 3 mn Ne1 10,400
050129 |A11.01.002.20 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

PekoBenb (PonnutponvH genbta) 36 Mkr/1.08 mn no 3 mn Ne1 28,400
050130 |A11.01.002.21 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

PekoBenb (PonnutponvH genbta) 72 Mkr/2.16 mn no 3 mn Ne1 56,400
050133 |A11.02.002.8 BHyTpuMbILLEYHOE BBEAEHME NeKapCTBEHHbIX MPenapaToB

XopuoHunyeckuii roHagoTponuH Yyenoseka 1000 ME Ne1 1,000
050134 |A11.02.002.9 BHyTpuMbILLEYHOE BBEAEHME NeKapCTBEHHbIX MPenapaToB

XopuoHuyecknii roHagoTponmH Yenoseka 1500 ME ,Ne1 1,250
050135 |A11.02.002.10 |BHYTpMMbILLEYHOE BBEOEHNE NEKapCTBEHHBIX NpenapaTos

XopuoHMYecknii roHagoTponuH Yenoseka 5000 ME 850
050146 |A11.02.002.13 |BHYTpMMbILLIEYHOE BBEAEHNE NIEKapCTBEHHBIX NpenapaTos

XyMol™ (MeHoTponuHbl) 150 ME Ne1 3,000
050145 |A11.02.002.12 |BHyTpMMbILLEYHOE BBEOEHNE NEKAapPCTBEHHBIX NpenapaTos

XyMol™ (MeHoTponuHbl) 75 ME Ne1 1,700
050136 |A11.01.002.22 |TMoakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

Lletpotug (Lletpopenukc) 0.25 mr, Ne1 3,750
050138 |A11.01.002.24 |ToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

OnotBa (KopudonnutponuH) 100 mkr 0,5 mn Ne1 33,800
050137 |A11.01.002.23 |TToakoxHOe BBeAeHne nekapCTBEHHbIX NpenapaTos

Onoxea (KopudonnutponmH) 150 mkr 0,5 mn Ne1 37,300
05/2 lpoepammbl IKO
050290 BbasoBaga nporpamma 3KO 6e3 nepeHoca ambpuoHa (be3 CTOMMOCTU

KOHCYINbTaUui penpoayKrorora) 105,000
050292 BasoBas nporpamma 3KO ¢ nepeHocom ambproHa (be3 cTonmocTun

KOHCYNbTaUMi penpoaykronora) 129,000
050291 OtcpoyenHoe maTtepuHcTBo /IMAKCHYIMYM/ (6e3 ctonmocTu

KOHCYINbTaUUii penpoayKTorora) 121,400
050276 OT1cpoyeHHoe maTtepuHcTBo /OTTTVIMYM/ (6€3 cTOMMOCTU KOHCYbTaLum

penpoaykronora) 109,500
025004 Mporpamma 3KO B eCTeCTBEHHOM LMKIe 93,700
050156 Mporpamma IKO KpuronepeHoc ambpuoHa 50,000
050293 IMporpamma OKO ¢ UKCU cTtaHpapTHas (6e3 CTOMMOCTW KOHCYrNbTauun

penpoaykronora) 134,000
05/3 CnepmozpaMmbI
050329 A1 1 21 010 001 UUPAUUTRA UITCPNIDT OITA TTIVUBTLTHVTA II[JUI.I,UHyIJDI JRUTPARUPTIUPDAITOAUTU

T ONMnoagoTBOPEHMS

Mcnonb3oBaHne MUKPOXMAKOCTHBIX YAMOB ANsi COPTUPOBKU

cnepmaro3ongos (MMKpodnongunka) 20,000
050158 [B03.053.002.1 |[Cnepmorpamma

MAR-TecT (onpegeneHve aHTucnepmM. aHTuTen) 1,950
050162 |A27.21.001 OueHka dparmenTaumn JHK cnepmaTto3ongos 8,750
050160 [B03.053.002.2 [Cnepmorpamma

ansa BPT
050159 |B03.053.002 Cnepmorpamma 2,500
050161 [B03.053.002.3 [Cnepmorpamma

TecT ¢ rnanypoHoBon kucnoton (HBA TecT) 6,250
05/4 TpaHcnopmupoeka 6uomamepuasna
05/4/1 noy6 medukan
050181 [A23.30.042.002.{CaHnTapHas sBakyaLmsi Ha3eMHbLIM TpaHCNOPTOM 1 TpaHcn MecTo 7,950

05/4/3

TpaHcnopmupoeka Kanyza

05/4/2

TpaHcnopmupoeka KJ® Mockea

05/4/4

TpaHcnnopmupoeka Tyna




05/6

Ycnyau OMC

05/5 Ycnyau penpodykmosioza
05/5/1 KoHcynbmayuu penpodykmoJsioza
05/5/1/3 3ao04Hble KOHCYIbMmayuu
050277 1B01.001.001.20 [TTpmem (ocMoTp, KOHCYnbTauus) Bpaya-akyLlepa-ruHeKornora nepBuYyHbIv

TMHEKONOr-penpoayKTONor, 3a04Has KOHCynbTauns 4,500
050278 |B01.001.002.21 [TTpmem (ocMoTp, KOHCYNbTaLus) Bpaya-akyLlepa-ruHeKonora noBTOPHbLIN

TMHEKONOr-penpoayKTONor, 3a04Has KOHCynbTaumus 4,000
05/5/1/2 MHeHue spaya
100803 |B01.001.001.006|TTpriem (ocmOTp, KOHCYNbTALMSA) -aKyLLepa-rmHeKkonora nepBnyHas

MHeHue Bpayda rmHeKoniora-penpoaykronora 3,500
100804 |B01.001.002.002|TTprem (ocmOTp, KOHCYNbTaLMSA) -aKyLLepa-rMHeKkoriora NOBTOpHas

MHeHne Bpada rmHeKoiora-penpoaykronora 3,500
100831 |B01.001.001.010[TTprem (ocMOTp, KOHCYNbTALMSA) -aKyLLepa-rmHeKkonora nepBnyHas

MHeHne Bpada rmHeKoIora-penpoayKkronora, Beaywero cneumanuicra 4,000
100832 |B01.001.002.006|TTpriem (ocmOTp, KOHCYNbTALMSA) -aKyLLepa-rMHeKkoriora NOBTOpHas

MHeHue Bpada rmHeKonIora-penpoayKkronora, Beaywero cneumanuicra 4,000
05/5/1/1 OyYHble KOHCYIbmayuu
A050101 [Mprem (ocMOTp, KOHCYNbTaLWs) Bpaya-akyLlepa-ruHeKonora nepBuYyHbIv

rMHeKoNnor-penpoaykTonor
020154 AKUWNA KoHcynbTaumsi ruHekonora-penpogykronora 3,150
050191 |B01.001.001.1 [TTpnem (ocMoTp, KOHCYnbTauus) Bpaya-akyLlepa-rmHeKornora nepBuYdHbIv

TMHEKONOr-penpoaykTonor 4,500
050265 |B01.001.001.17 [TTprem (ocMoTp, KOHCYnbTaLus) -aKyLepa-ruHekonora nepsuyHas

TMHEKONOr-penpoaykToNnor, K.M.H./QoUeHT/BeayLmi cneynanuct 5,500
050192 |B01.001.002.1 [TTpnem (ocMoTp, KOHCYNbTaLus) Bpaya-akyLlepa-ruHeKonora noBTOPHbLIN

TMHEKONOr-penpoaykTonor 4,000
050266 |B01.001.002.18 [TTpmem (ocMoTp, KOHCYNbTaLus) -aKyLlepa-ruHekonora noBTopHas

TMHEKOOr-penpoaykTonor, K.M.H./QoUeHT/BeayLmi cneynanuct 5,000
050274 |B01.001.001.19 [TTpnem (ocMoTp, KOHCYnbTauus) Bpaya-akyLlepa-ruHeKornora nepBuYdHbIv

(koHcynbTaums penpogykronora ¢ Y3 B pamkax nporpammel BPT) 3,400
05/5/2 Marnunynsyuu
050196 |A11.20.034.1 BHyTprmaTo4HOe BBeeHne crepMbl MyxXa (napTHepa)

BHyTpMMaToyHas nHceMmHaumst 29,000
050199 |A11.20.030 BHyTprmaToyHoe BBEAEHNE IMOPUOHA 27,400
050283 |A11.20.030.1 BHyTpumaTo4HOe BBeJeHne SMbpuoHa

B paMKax KpMonpoTokona 39,900
050198 |A11.20.019 TpaHcBarMHanbHas NyHKUMsi PONMKYNoB SUYHUKOB 39,550
050269 |A04.20.003 YnbTpa3ByKoOBOE MccregoBaHe onnmkynoreHesa 2,500
05/7 Ambpuosniozus
050201 |A11.30.010.2 Brioncus smbpuoHa

Huoncus TpodakTogepmbl 1 Gnacrouncra 28,100
050202 |A11.30.010.3 Brioncust smbpuoHa

buroncusa TpodakTogepMbl 2-5 GracToumct 41,900
050203 |A11.30.010.4 Brioncus smbpuoHa

buoncus TpodakToaepmbl 6 1 bonee GnacToumct 41,900
050206 |A11.20.029 BcnomoraTenbHbIN XeTYUHT (paccedeHne bnectsilen o60noyku) 12,500
050219 |A11.20.026.7 VineHTndunkauma n oLeHka 3penocT OOLUTOB

[lo3peBaHne 00LMT-KYMYIHOCHbLIX KOMMIIECOB B ycnowusx in vitro (IVM) 95,000
050220 |A11.20.032.1 KprokoHcepBauusa rameT (0OLMTOB, CNepMaTo301a0B)

JOHOpCcKasi cnepmMa 19,900
050221 |A11.20.032.2 KpunokoHcepBaLmsa rameT (0OLMTOB, CNepMaTo30M0B)

[OOHOPCKN 00UUT 28,200
050230 |A11.20.032.5 KprokoHcepBauusa rameT (OOLMTOB, CNepMaTo301a0B)

KpuokoHcepBaums oouutos, 1 Hocutenb 19,600
050231 |A11.20.032.6 KpunokoHcepBaLmsa rameT (0OLMTOB, CNepMaTto30u0B)

KprokoHcepBauusi OOUMTOB, 2 HOCUTENS 42,400
050232 [A11.20.032.7 KprokoHcepBauusa rameT (OOLMTOB, CNepMaTo301a0B)

KprokoHcepBauust ooumTtoB, 3 HocUTenst 50,900
050233 [A11.20.032.8 KprokoHcepBauusa rameT (0OLMTOB, CNepMaTo301a0B)

KprokoHcepBauusi ooumTtos, 4 HocuTensi 54,300
050337 |A11.20.032.001 |[KpuokoHcepBaums rameT (OOLMTOB, CIepMaTo301a0B)

gonnarta 3a Ka)abli NocrneayrLmMn HOCUTENb, Ha4YMHas ¢ 5 HocuTens 12,000
050223 |A11.20.032.3 KprokoHcepBauusa rameT (OOLMTOB, CNepMaTo301a0B)

cnepmsbl 1-51 osa 11,200
050224 |A11.20.032.4 KprokoHcepBauusa rameT (0OLMTOB, CNepMaTo301a0B)

cnepmbl 2-9 4o3a 1 nocrnegyowme 4,500
050225 |A11.20.031.1 KpurokoHcepBaLms aMOproHOB

(1 HocuTenb) 19,600
050229 [A11.20.031.5 KprokoHcepBaLusa aMOpMOHOB

(11 n 6onee HocuTenewn) 59,400
050226 |A11.20.031.2 KprokoHcepBaLusa aMOpMOHOB

(2 HocuTens) 33,900




050227 |A11.20.031.3 KpuokoHcepBaLusa sMoproHoB

(3-4 HocuTens) 42,400
050228 |A11.20.031.4 KpuvokoHcepBaLusa sMoproHoB

(5-10 HocuTenen) 50,900
050216 |A11.20.028 KynbTuBnpoBaHne ambpunoHa 33,400
050165 |A11.21.010 ObpaboTka cnepMbl Ans NpoBedeHns npoLenypbl 3KCTpakopnoparnbHOro

OonnoaoTBOPEHUSE 3,750
050246 |A11.20.027 OKCTpakopnopasnbHoe ony1og0TBOPEHNE OOLINTOB 22,600
050208 |A11.30.012.4 MHbekumsa cnepmatosomnaa B untonnasmy oouunta (MKCI)

1-2 AALIEKNEeTOK 33,900
050211 |A11.30.012.7 MHbekumsa cnepmatosomnaa B uutonnasmy oouunta (MKCI)

13 n bonee ANLIEKNETOK 55,400
050209 [A11.30.012.5 MHbekumsa cnepmatosomnaa B uutonnaamy oouunta (MKCI)

3-5 anuekneTok 46,350
050210 |A11.30.012.6 MHbekumsa cnepmatosomnaa B untonnasmy oouunta (MKCI)

6-12 anLeKkneTok 50,850
020219 OTtTamBaHue 6uomarepuana (1-2 Hocutens) 18,650
050212 |A11.20.032.10 [KpuokoHcepBaums rameT (OOLMTOB, CIEpMaTo301a0B)

oTTanBaHue oounToB, 1 HocUTenb 18,650
050214 |A11.20.031.6 KprokoHcepBaLmsa aMbpnoHoOB

OoTTanmBaHue aMbpuoHa, 1 HocuTenb 18,650
050215 |A11.30.012.001 [VHbexkumsa cnepmato3onga, oTobpaHHOro no ranonornieckomy

npusHaky, B untonnasmy ooumta (MUKCA) 16,950
050285 |A11.30.012.8 MHbekumsa cnepmatosomnga B untonnasmy oouunta (MKCI)

MpumeHenne metoga MKCU B nporpamme BPT 30,600
050213 |A11.20.032.11  [KpuokoHcepBaums rameT (00LUMTOB, CNepMaTo3onaoB) pa3mMopo3ka
050163 [B03.053.002.4 |Cnepmorpamma

TecT Ha KPUOTONEPAHTHOCTb CNEPMbI 5,100
050236 |A11.20.031.7 KpvokoHcepBaLusa sMoproHoB

XpaHeHue 1 mecsy 1,250
050237 |A11.20.031.8 KprokoHcepBaLnsa aMbpnoHoB

XpaHeHue 12 mecsiLeB 12,450
06 AHOAOKpUHOMO2US
06/1 KoHcynbmayuu 3HOoKpuHo02a
06/1/3 3aoyHble KOHCYyIbMayuu
450304 [B01.058.001.13 |3aoc4Hasi KOHCYNbTaUMs Bpaya-aH4oKpUHOMIora 1,700
060342 |B01.058.001.12 [TTprem (ocMoTp, KOHCYnbTaLus) -HAOKPUHOMOra NepBrUYHbIN

3a04Has KoOHCynbTauns 3,500
060344 |B01.058.001.13 [TTpmem (ocMoOTp, KOHCYNbTauus) Bpaya-aHAOKPUHOMOra NepBuYHbLIN

K.M.H./0OoUeHT/BeayLImn cneumanmcT, 3a04Has KOHCynbTauust 4,000
060343 |B01.058.002.11 [TTpvem (ocMOTp, KOHCYrnbTaLus) -oHAOKPUHOMOra NOBTOPHbIN

3ao04Has KoOHCynbTauns 3,500
060345 |B01.058.002.12 [TTpnem (ocMoTp, KOHCYnbTaLus) Bpava-aHAOKPUHOMOra NoBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmcT, 3a04Has KOHCynbTauust 4,000
06/1/2 MHeHue epayva
100807 | B01.058.001.001TTpriem (ocmOTp, KOHCYNbTALMSA) -3HAOKPUHOOra NePBUYHBLIN

MHeHne Bpa4a-aHO0KpMHoora 2,500
100808 |B01.058.002.001|TTpriem (ocMOTp, KOHCYNbTALMSA) -3HAOKPUHOOra NOBTOPHbLIN

MHeHue Bpava-aHO0KpMHoora 2,500
06/1/1 OyYHble KOHCYIbmayuu
A060101 Mpurem (ocMOTp, KOHCYNbTaUMsi) Bpaya-3HAOKPUHOIIOra NEPBUYHBIN 2,900
060212 |B01.058.001 Mprnem (0CcMOTP, KOHCYNbTauusl) BpaYa-aHAOKPUHONOra NepBUYHbIN 3,500
060214 |B01.058.001.2 [TTpnem (ocMOTp, KOHCYNbTaLus) Bpaya-aHOAOKPUHOMOra NepBUYHbLIN

O.M.H./rNaBHbI cneunanucT/pykoBoanNTENb OTAENEeHns! 6,000
060229 |B01.058.001.8 [TTpnem (ocMOTp, KOHCYNbTauus) Bpaya-aHOAOKPUHOMOra NepBnYHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
060221 |B01.058.002 Mprem (0cMOTP, KOHCYNbTauusl) Bpaya-aHOOKPUHONOra NOBTOPHbLIN 3,500
060223 |B01.058.002.2 [TTprem (ocMoTp, KOHCYNbTaLusA) Bpava-aHOOKPUHOMOra NoOBTOPHbLIN

0.M.H./rNaBHbI CneunanucT/pykoBoanUTENb OTAENEHNs! 6,000
060230 |B01.058.002.8 [TTprem (ocMoOTp, KOHCYNbTaLus) Bpava-aHAOKPUHOMOra NoBTOPHbLIN

K.M.H./goueHT/BegyLmn cneumanmct 4,000
060337 |B01.058.001.11 |TTpmem (ocMOTp, KOHCYNbTauus) Bpaya-aHAOKPUHOMOra NepBnYHbLIN

no BONpocam ANETOoNIormm 8,000
060338 |B01.058.002.10 [TTprem (ocMoTp, KOHCYNbTaLusA) Bpava-aHOOKPUHOMOra NoBTOPHbLIN

no BONpocam ANETOoNIormm 4,000
06/5 KoHcynbmayuu 3HdokpuHosio2a-duemosioza
06/5/3 3aoyHble KOHCYyIbMayuu
060395 |B01.058.002.007|TTpvem (ocMOTp, KOHCYNbTaLus) -oHAOKPUHOMOra MOBTOPHLIN

OHOOKPMHOMOr-gMeTonor, 3a04Has KOHCynbTauus, KpaTtkasi 990
06/5/2 MHeHue epayva
06/5/1 OyYHble KOHCYIbmayuu




060423 |B01.058.001.018 TTpnemM (OCMOTpP, KOHCYITbTaln4) -GHOOKPMHOIJ10ra MepBUYHBIN

ConpoBoxaeHne 3HOOKPUHOMOrOM B pamKax NporpaMmbl "CTPOMHOCTb U

3goposbe” (1 mecsu) 15,000
060424 |B01.058.001.019 TTpnemM (OCMOTpP, KOHCYITbTalnd) -GHOOKPMHOIJ10ra MepBUYHBIN

ConpoBoxaeHne 3HOOKPUHOMOrOM B pamKax NporpaMmbl "CTPOMHOCTb U

3gopoBbe” (1 Mecsu), K.M.H./OoUeHT/BeayLwmn cneunanmnct 20,000
06/2 Marnunynsayuu
06/3 Onepauyuu
06/4 lIpoepamMmMbI U akyuu
CornacoBaHo

naBHbIV Bpay




